Exons 



396. .647, 397. .777, 421. .702 



Seq. No. 1922 

Gene No. 3994 

Start 4661 

Name OJ990803_07 . 9B19 . C8 . o2 . ts 

Start 1843 

GI none 

Exons 1843.. 2067, 1846.. 2031, 1860. 

2244.. 2369, 2257.. 2370, 2267. 
3475.. 3582, 3595.-3696, 3614. 

Seq. No. 1922 

Gene No. 3994 

Start 4 661 

Name OJ990803_07 . 9B1 9 . C8 . ol . tm 

Start 1858 

GI none 

Exons 1858.. 2031, I860.. 2186, 2080. 

2260.. 2370, 3472.-3534, 3475. 

Seq. No. 1922 

Gene No. 3994 

Start 4661 

O Name OJ990803_07 . 9B19.C8 .o3. tc 

S3 Start 1860 

m GI none 

«H Exons I860.. 2036, 1862.. 1960, 1864. 

! ss j Seq. No. 1922 

W Gene No. 3994 

Q Start 4 661 

j s M Name OJ990803_07 . 9B19.C8 .o2 .tc 

]~ Start 3481 

~ GI none 

H Exons 3481.. 3693, 3491.. 3694 



Seq. ID OJ990803_07.9B19.C8 
Strand 

End 9562 

Method TBLASTX : Soybean 

End 3733 

Score 181 

.2075, 2073.. 2186, 2101.. 2169, 
.2377, 2302.. 2376, 3472.. 3594, 
.3733 

Seq. ID OJ990803_07.9B19.C8 
Strand 

End 9562 

Method TBLASTX : Maize 

End 3534 

Score 190 

.2169, 2259.. 2360, 2259.. 2369, 
.3534 

Seq. ID OJ990803_07.9B19.C8 
Strand 

End 9562 

Method TBLASTX : Cres s 

End 2036 

Score 76 
.2034 

Seq. ID OJ990803_07.9B19.C8 
Strand 

End 9562 

Method TBLASTX : Cress 

End 3694 

Score 121 



M Seq. No. 1922 

i.3 Gene No. 3994 

Start 4661 

;;i Name OJ990803_07 . 9B1 9 . C8 . 06 . tm 

^ Start .3538 

GI none 

Exons 3538.. 3696, 3566.. 3754 

Seq. No. 1922 

Gene No. 3994 

Start 4661 

Name OJ990803JD7 . 9B19 . C8 . o3 . gs 

Start 4661 

GI none 

Exons 4661.. 5121, 6526.. 6823, 7622. 
9464.. 9562 



Seq. ID OJ990803_07. 9B19.C8 
Strand 

End 9562 

Method TBLASTX : Maize 

End 3754 

Score 160 



Seq. ID OJ990803_07. 9B19.C8 

Strand - • 

End 9562 

Method GEN SCAN 

End 9562 

Score .44 

.7735, 7873. .8100, 8271. .8507, 



Seq. No. 
Gene No. 
Start 



1922 
3994 
4661 



Seq. ID OJ990803_07. 9B19.C8 
Strand 

End 9562 



2001 



Name OJ990803_07 . 9B19.C8 .o3.np Method AAT/NAP 

Start 4883 End 9092 

GI 3075399 Score 444 

Exons 4883.. 4989, 6361.. 6801, 7570.. 7735, 7873.. 8100, 8271.. 8446, 

8988. .9092 

GI Descrip. (AC004484) putative SF16 protein {Helianthus annuus} 
[Arabidopsis thaliana] 



Seq. No. 


1922 








Seq. ID 


OJ990803_07.9B19.C8 


Gene No. 


3994 








Strand 




Start 










End 


9562 


Name 


OJ990803 07. 


9B19 


.C8.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6121 








End 


6745 


GI 


none 








Score 


37 


Exons 


6121. .6147, 


6144 


. .6209, 


6148. 


.6210, 6364. .6417, 6365. .6433, 




6442. .6744, 


6450 


. .6743, 


6467. 


.6745 




Seq. No. 


1922 








Seq. ID 


OJ990803_07. 9B19.C8 


Gene No. 


3994 








Strand 




Start 


4661 








End 


9562 


Name 




9B19 




tw 


Method 


TBLASTX: Wheat 


Start 


6425 








End 


6840 


GI 


none 








Score 


291 


Exons 


6425. .6478, 


6427 


. .6840, 


6427. 


.6816, 6575. .6817, 6687. .6839 


Seq. No. 


1922 








Seq. ID 


OJ990803_07.9B19.C8 


Gene No. 


3994 








Strand 




Start 


4661 








End 


9562 


Name 


OJ990803 07. 


9B19 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6746 








End 


9101 


GI 


none 








Score 


70 


Exons 


6746. .6796, 


6746 


. .6796, 


6747. 


.6797, 7626.-7745, 7627. .7746, 




7871. .8077, 


7872 


. .8096, 


7873. 


.8097, 8264. .8434, 8270. .8332, 




8277. .8417, 


9012 


. .9098, 


9043. 


.9099, 9048.. 9101 


Seq. No. 


1922 








Seq. ID 


OJ990803_07.9B19.C8 


Gene No. 


3994 








Strand 




Start 


4661 








End 


9562 


Name 


OJ990803 07. 


9B19 


.C8.o4. 


gp 


Method 


AAT/GAP 


Start 


• 7590 








End 


8335 




2427772 








Score 


727 


Exons 


7590. .7735, 


7873 


. .8100, 


8271. 


.8335 




GI Descrip. 


3075399 3.0e 


-16 


(AC004484) SF16-like protein [Arabidopsis 




thaliana] 












Seq. No. 


1923 








Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 


3995 








Strand 


+ 


Start 


2059 








End 


10045 


Name 


OJ990803 07. 


9B19 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


2059 








End 


10045 


GI 


none 








Score 


-.7 


Exons 


2059. .2166, 


3034 


. .3039, 


3464. 


.3625, 4577. .4739, 4826. .4964, 




5057. .5333, 


5439 


. .5637, 


5767. 


.6088, 7097.. 7175, 9358.. 9461, 




9946. .10045 












Seq." No. 


1923 








Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 


3995 








Strand 


+ 



2002 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2059 End 

OJ990803_07 . 9B19 . C9 . ol . gp Method 

3410 End 

1190 2.R1084 Score 



10045 
AAT/GAP 
6303 
2939 



3410.. 3625, 4577.. 4739, 4826.-4964, 5057.. 5333, 5439.. 5637, 
5767. .6303 

, 1125691/emb|CAA63965| 0.0e+00 (X94301) DnaJ protein [Solanum 
tuberosum] 1 



Seq. No. 


1923 








Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 


3995 








Strand 


+ 


Start 


2059 








End 


10045 


Name 


OJ990803 07. 


9B19. 


C9.ol. 


np 


Method 


AAT/NAP 


Start 


3476 








End 


6089 


GI 


1169382 








Score 


1789 


Exons 


3476. .3625, 


4577. 


.4741, 


4825. 


.4964, 5057. .5333, 5439.-5637, 




5767. .6089 












GI Descrip. 


DNAJ PROTEIN 


1 HOMOLOG 2 


gi I 542196 | pir | IS42031 LDJ2 protein - 




gi| 454303 | emb | CAA54720 | 


(X77632) LDJ2 


[Allium porrum] 


Seq. No. - 










Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 










Strand 




Start 


IUjDI 








End 


10664 


Name 


OJ990803 07. 


9B19. 


C9.o2. 


gp 


Method 


AAT/GAP 


Start 


10351 








End 


10664 


H T 


ddu /oyy 








Score 


597 


Exons 


IUjjI . 












Seq. No. 










Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 










Strand 




Start 


luyyz 








End 


11282 


Name 




-7DX _/ • 




LIU 


Method 


TBLASTX: Maize 


Start 


3372 








End 


6097 


GI 


none 








Score 


45 


Exons 


3372. .3413, 


3373. 


.3411, 


3402. 


.3440, 3403. .3435, 3473.-3640, 




3475. .3639, 


4560. 


.4730, 


4574. 


.4708, 4574. .4732, 4576. .4731, 




4826. .4963, 


4827. 


.4964, 


4861. 


.4965, 4864. .4968, 5057. .5332, 




5060. .5230, 


5100. 


.5234, 


5283. 


".5333, 5293.. 5334, 5432.. 5635, 




5437. .5676, 


5439. 


.5636, 


5793. 


.5954, 5795.. 5914, 5795.. 5983, 




5796..5984, 


6056. 


.6097 








Seq. No. 


1923 








Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 


3997 








Strand 




Start 


10992 








End 


11282 


Name 


OJ990803 07. 


9B19. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat . 


Start 


3473 








End 


4708 


GI 


none 








Score 


259 


Exons 


3473. .3640, 


3473. 


.3562, 


3475. 


.3639, 3681.. 3713, 4560.. 4673, 




4574. .4684, 


4574. 


.4684, 


4679. 


.4708 




Seq. No. 


1923 








Seq. ID 


OJ990803_07.9B19.C9 


Gene No. 


3997 








Strand 




Start 


10992 








End 


11282 


Name 


OJ990803 07. 


9B19. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3487 








End 


6091 


GI 


none 








Score 


71 


Exons 


3487. .3531, 


3488. 


.3532, 


3533. 


.3583, 3562.-3639, 3563.. 3640, 



2003 



4557. .4673, 4574. .4675, 4574. .4690, 4682. 

4814. .4966, 4824. .4964, 4860. .4967, 4861. 

5057.. 5119, 5059.. 5220, 5060.. 5170, 5100. 

5228.. 5332, 5283.. 5333, 5293.. 5340, 5432. 

5492.. 5635, 5498.. 5587, 5499.. 5636, 5503. 

5765.. 5983, 6056.. 6091 



.'4708, 4691.. 4735, 

.4965, 4864..4968, 

.5234, 5146.. 5223, 

.5521, 5439.. 5510, 

.5640, 5727. .5984, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1923 

3997 

10992 . 

OJ990803_07. 

3493 

none 

3493.-3639, 
4582. .4725, 
5054. .5230, 
5432. .5635, 



9B19.C9.ol.tc 



3494. 
4714. 
5055, 
5435, 



.3640, 
,4740, 
.5207, 
.5587, 



4574. 
4820. 
5060. 
5439. 



1923 
3997 
10992 

OJ990803_07 . 9B19 . C9 . ol . tw 

4850 

none 

4850. .4927, 4857. .4964, 4860. 
5057.. 5212, 5057.. 5170, 5100. 
5283.. 5333, 5293.. 5349, 5432. 
5439.. 5636, 5727.. 5984, 5765. 



Seq. ID OJ990803_07.9B19.C9 
Strand 

End 11282 
Method TBLASTX : Cress 
End 5984 
Score 209 

.4708, 4574. .4732, 4575. .4724, 
.4957, 4860. .4967, 4861. .4965, 
.5332, 5100.. 5234, 5283.. 5333, 
.5636, 5724.. 5984, 5765.. 5908 

Seq. ID OJ990803_07.9B19.C9 
Strand 

End 11282 
Method TBLASTX : Wheat 
End 5984 
Score 90 

.4964, 4861. .4965, 4864. .4968, 
.5234, 5130. .5216, 5228. .5332, 
.5635, 5435.-5587, 5437. .5643, 
.5926, 5772.-5954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1923 Seq. ID OJ990803_07 . 9B19 . C9 

3997 Strand 

10992 End 11282 

OJ990803_07 . 9B19 . C9 . o3 . gp Method AAT/GAP 

10992 End 11282 

62293_1.R1084 Score 517 

10992. . 11282 

•6041757/gb|AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



1924 Seq. ID 

3998 Strand 

2435 End 

OJ990803_07 . 9B1 9 . C10 - ol . np Method 

2435 End 

5922631 Score 

3321. .3523, 



OJ990803 
+ 

7940 
AAT/NAP 
7940 
5842 
3569. .4140, 



07.9B19.C10 



4183. .4334, 



2435. .2559, 2818. .3062, 
4461.. 5386, 5993.. 7940 

(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj IBAA85207.il (AP000570) ESTs . 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
'Cinful-1- (AF049110) [Oryza sativ ' 



Seq. No. 



1924 



Seq. ID OJ990803_07.9B19.C10 



2004 



Gene No. 


3998 








Strand 


+ 


OtaU 










End 


7940 


Name 


OJ990803 07 


.9B19. 


C10.o2 


.gs 


Method 


GENSCAN 


Start 


2435 








End 


7875 


GI 


none 








Score 


.68 


Exons 


2435. .3101, 


3306. 


.4334, 


4461. 


.4675, 4766. .4858, 4864. .5378, 




5475. .5748, 


5956. 


.6129, 


6439. 


.6545, 6618. .7614, 7699. .7875 


Seq. No. 


1924 










OJ99080^ 07 9R19 C10 


bene wo . 


"3 QQQ 








J Li. ai iu 




Start 


730 








End 


1893 


Name 


OJ990803 07 


. 9B19. 


ClO.ol 


.gs 


Method 


GENSCAN 


Start 


730 








End 


1893 


GI 


none 








Score 


.8 


Exons 


730. .1118, 


1485. . 


1603, 


1844. . 


1893 




Seq. No. 


1924 








Seq. ID 


OJ990803_07.9B19.C10 


Gene No. 


4000 








Strand 




Start 


1974 








End 


2733 


Name 


OJ990803 07 


..9B19. 


ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


1974 








End 


2733 


GI 


5816562 








Score 


646 


Exons 


1974. .2388, 


2710. 


.2733 








GI Descrip. 


6016845/dbj 


IAP000570.il. 


AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1 


, clone: P0711E10 




Seq. No. 


1924 








Seq. ID 


OJ990803_07.9B19.C10 


bene no. 


4001 








Strand 




Start 


3745 








End 


4147 


Name 


OJ990803 07 


.9B19. 


CIO.06 


.tw 


Method 


TBLASTX: Wheat 


Start 


3745 








End 


4147 


GI 


none 








Score 


283 


Exons 


3745. .4014, 


3746. 


.4147 








Seq. No. 


1924 








Seq. ID 


OJ990803_07 . 9B19.C10 


bene ino . 


4002 








Strand 




Start 


4727 








End 


5403 


Name 


OJ990803 07 


. 9B19. 


C10.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


4727 








End 


5403 


GI 


none 








Score 


106 


Exons 


4727. .4855, 


4947. 


.5183, 


4951. 


.5181, 5230.. 5403 


Seq. No. 


1924 








Seq. ID 


OJ990803_07. 9B19.C10 


bene wo . 


4002 








Strand 




Start 


4727 








End 


5403 


Name " 


OJ990803 07 


.9B19. 


C10.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


5034 








End 


5211 


GI 


none 








Score 


187 


Exons 


5034. .5180, 


5035. 


.5211 








Seq. No. 


1924 








Seq. ID 


OJ990803_07 . 9B19.C10 


Gene No. 


4003 








Strand 




Start 


5403 








End 


5889 


Name 


OJ990803 07 


.9B19. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5403 








End 


5859 


GI 


none 








Score 


496 


Exons 


5403. .5858, 


5404. 


.5859 









2005 






oeq. no. 


1 QO A 

±y^4 








beq. iu 


ATQonQm m qui q 
ujyyuouj u/.yo±y 


. L± U 




Gene No. 


4003 








Strand 








Start 


5403 








End 


5889 






Name 


OJ990803 07 


.9B19 


.C10.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


5443 








End 


5808 • 






GI 


none 








Score 


138 






Exons 


5443. .5667, 


5674 


. .5808 












beq. no. 










beq. iu 


ujyyuouj u/.yniy 


. LiU 




Gene No. 


4003 








Strand 








Start 


5403 








End 


5889 






Name 


OJ990803 07 


.9B19 


.C10.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


5533 








End 


5889 






GI 


none 








Score 


350 






Exons 


5533. .5889, 


5574 


. .5867 












oeq. NO. 


i y^4 








beq. iu 


ujyyuouj u/.yo±y 


.LIU 




Gene No. 


4004 








Strand 








Start 


5917 








End 


6444 






Name 


OJ990803 07 


.9B19 


,C10.o3 


.tm 


Method 


TBLASTX: Maize 






Start 


5917 








End 


6300 






GI 


none 








Score 


312 






Exons 


5917. .6300, 


5926 


. .6252, 


6021. 


.6299 








beq. no. 


1 QO A 

i y £. 4 








beq. iu 


ujyyuoUj u/.yiiiy 


.LIU 




Gene No. 


4004 








Strand 






ru 


Start 


5917 








End 


6444 






Name 


OJ990803 07 


.9B19 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




j jf 


Start 


5974 








End- 


6398 






GI 


none 








Score 


409 




ru 


Exons 


5974. .6393, 


6018 


. .6398, 


6075. 


.6395 








beq. NO. 


i y^4 








beq. ±u 


OTQQnQm Cil QQ1Q 

ujyyuoUj u / . yo±y 


.LIU 


rl 


Gene No. 


4004 








Strand 








Start 


5917 








End 


6444 




Hi 


Name 


OJ990803 07 


.9B19 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


" - 


\. JL 


Start 


6052 








End 


6444 




=% 


GI 


none 








Score 


269 






Exons 


6052. .6408, 


6069 


. .6212, 


6085. 


.6444 






□ 


beq. no. 


1 QO A 

i yz 4 








beq. id 


ujyyuoUJ u/.yoiy 


. LIU 




Gene No. 


4005 








Strand 








Start 


6469 








End 


6687 






Name 


OJ990803 07 


.9B19 


.C10.o7 


.tw 


Method 


TBLASTX: Wheat 






Start 


6469 








End 


6687 






GI 


none 








Score 


202 






Exons 


6469. .6687 
















Seq. No. 


1924 








Seq. ID 


OJ990803_07. 9B19 


.C10 




Gene No. 


4006 








Strand 








Start 


6679; 








End 


7110 






Name 


OJ990803 07 


-9B19 


-C10.o2 


.ts 


Method 


TBLASTX: Soybean 






Start 


6679 








End 


7067 






GI 


none 








Score 


264 






Exons 


6679. .7065, 


6687 


. .6782, 


6819. 


.7067 







2006 




Seq. No. 


1924 








Seq. ID 


OJ990803_07.9B19. 


C10 




ft UU D 








OLLdliU 






Start 


6679 








End 


7110 




Name 


OJ990803 07 


9B19 


.C10.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6688 








End 


7110 




GI 


none 








Score 


404 




Exons 


6688. .7110, 


6693 


. .7034 










Seq. No. 


1924 








Seq. ID 


OJ990803_07.9B19. 


C10 


Gene No . 


fl UU O 








Strand 






Start 


6679 








End 


7110 




Name 


OJ990803 07 


9B19 


.C10.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


6741 








End 


7014 




GI 


none 








Score 


127 




Exons 


6741. .6791, 


6742 


. .6912, 


6769. 


.6897, 6916. .7014, 6948. .7013 


Seq. No. 


1924 








Seq. ID 


OJ990803_07.9B19. 


pi n 

± U 


Lrene no. 


ft UU / 








Strand 






Start 


7126 








End 


7425 




Name 


OJ990803 07 


9B19 


.C10.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


7126 








End 


7425 




GI 


none 








Score 


139 




Exons 


7126. .7260, 


7128 


. .7259,. 


7314. 


.7382, 7327. .7425 




Seq. No.- 


1924 








Seq. ID 


OJ990803_07.9B19. 


LIU 


Gene No . 


ft UUo 








Strand 






Start 


7422 








End 


7817 




Name 


OJ990803 07 


9B19 


.ClO.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


7422 








End 


7785 




GI 


none 








Score 


424 




Exons 


7422. .7745, 


7423 


. .7746, 


7738. 


.7785 






Seq. No. 


1924 








Seq. ID 


OJ990803_07.9B19. 


C10 


Ijcllc NO • 


ft UUO 








Strand 






Start 


7422 








End 


7817 




Name 


OJ990803 07 


9B19 


.C10.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7428 








End 


7817 




GI 


none 








Score 


395 




Exons 


7428. .7739, 


7429 


. .7815, 


7624. 


.7797, 7770. .7817 




Seq. No. 


1925 








Seq. ID 


OJ990803_07.9B19. 


Cll 


Gene No. 


4009 








Strand 


+ 




Start 


3484 








End 


3894 




Name 


OJ990803 07 


9B19 


.Cll.ol. 


gp 


Method 


AAT/GAP 




Start 


3484 








End 


3894 




GI 


5816562 








Score 


638 




Exons 


3484. .3894 














GI Descrip. 


6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomi 




DNA, chromosome 


1, clone 


:P0711E10 






Seq. No. 


1925 








Seq. ID 


OJ990803_07.9B19. 


Cll 


Gene No. 


4010 








Strand 


+ 




Start 


4731 








End 


5202 




Name 


OJ990803 07 


9B19 


.Cll.o3. 


gs 


Method 


GEN SCAN 




Start 


4731 








End 


5202 




GI 


none 








Score 


.5 




Exons 


4731. .4888, 


5151 


. .5202 











2007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1925 
4011 
9625 

OJ990803 07.9B19.Cll.o3.np 



Seq. ID OJ990803_07.9B19.C11 

Strand + 

End 10260 

Method AAT/NAP 

End 10260 

Score 401 



9476 
4510378 

9476.. 9522, 9690.. 9865, 9899.. 9978, 10024.. 10260 
(AC007017) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 1925 Seq. ID 

Gene No. 4011 Strand 

Start 9625 End 

Name OJ990803_07 . 9B19 . Cll . o5 . gs Method 

Start 9625 End 

GI none Score 

Exons 9625.. 10251 



OJ990803_07.9B19.C11 
+ 

10260 
GENSCAN 
10251 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 
' Exons 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1925 Seq. ID OJ990803_07 . 9B19 . Cll 

4012 Strand + 

13137 End 15432 

OJ990803_07 . 9B1 9 . Cll . o2 . gp Method AAT/GAP 

13029 End 15413 

54546_1.R1084 Score 948 

13029. .13239, 13341 .. 13442, 15011 . .'15168, 15325. .15413 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 

DNA, chromosome 1, clone : P0711E10 1 



1925 
4012 
13137 

OJ990803_07.9B19.Cll.o6.gs 

13137 

none 



Seq. ID OJ990803_07.9B19.C11 

Strand + 

End 15432 

Method GENSCAN 

End 15432 

Score .93 



13137. .13239, 1334 1 13442 , 15011 .. 15168, 15325. .15432 



1925 

4012 -"v. 
13137 

OJ990803_07.9B19.Cll.o4.np 

13149 

6671934 



Seq. ID OJ990803_07.9B19.C11 

Strand + 

End 15432 

Method AAT/NAP 

End 15429 

Score 339 



13149. .13239, 13341 .. 13442, 15011 .. 15168, 15325. .15429 
(AC016795) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
748. .927, 



OJ990803 07.9B19.C11 



1925 
4013 
1 

OJ990803_07.9B19.Cll.ol.np 
1 

6691716 

1..163, 313. .408, 483. .670, 
1558. .2446 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



2446 
AAT/NAP 
2446 
1930 
1006. .1106, 



1183. .1360, 



2008 



Seq. No. 1925 Seq. ID 

Gene No. 4013 Strand 

Start 1 End 

Name OJ990803_07 . 9B19 . CI 1 . ol . gs Method 

Start 43 End 

GI none Score 
Exons 



OJ990803_07.9B19.C11 

2446 
GENSCAN 
2446 
.8 



43. .147, 219. .408, 483. .682, 748. .1106, 1183. .1501, 1558. .2446 



Seq. No. 1925 

Gene No. 4014 

Start 3846 

Name OJ990803_07 . 9B19 . CI 1 . o2 . tw 

Start 2036 . 

GI none 

Exons 2036.. 2326, 2073.. 2186 

Seq. No. 1925 

Gene No. 4014 

Start 3846 

Name OJ990803_07 . 9B19 . Cll . o2 . np 

Start 3779 

GI 118124 

Exons 3779. .3816, 
GI Descrip. 



5572. .5808, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6183 



OJ990803_07 . 9B19.C11 
6315 

TBLASTX: Wheat 

2326 

54 



OJ990803_07 . 9B19.C11 

6315 
AAT/NAP 
6183 
91 



6095. 

CYSTEINE PROTEINASE EP-B 4 PRECURSOR gi | 82386 | pir | | JQ1110 
cysteine proteinase (EC 3.4.22.-) EP-B 4 precursor - barley 



gi| 1146118 
vulgare] 



(U19384) cysteine proteinase EPB2 precursor [Hordeum 



Seq. No. 1925 Seq. ID 

Gene No. 4014 Strand 

Start 3846 End 

Name OJ990803_07 . 9B19 . Cll . o2 . gs Method 

Start 3846 End 

GI none Score 

Exons 3846.. 4034 



OJ990803J37. 9B19.C11 

6315 
GENSCAN 
4034 
.93 



Seq. No. 1925 Seq. ID 

Gene No. 4014 Strand 

Start 3846 End 

Name OJ990803_07 . 9B19 . Cll . o4 . gs Method 

Start 5475 End 

GI none Score 

Exons 5475.. 5869, 6027.. 6315 



< OJ990803_07.9B19.C11 

6315 
GENSCAN 
6315 
1 



Seq. No. 1925 Seq. ID 

Gene No. 4015 Strand 

Start 13221 End 

Name OJ990803JD7 . 9B19 . Cll . ol . tm Method 

Start 13221 End 

GI none Score 

Exons 13221. .13244, 13349 .. 13447, 13351 

15010. .15174, 15321. .15407, 15325 



13446, 
15414 



OJ990803_07.9B19.C11- 
15414 

TBLASTX: Maize 

15414 

38 

15009. .15167, 



Seq. No. 
Gene No. 
Start 



1925 
4015 
13221 



Seq. ID 

Strand 

End 



OJ990803 07.9B19.C11 



15414 



2009 



Name 

Start 

GI 

Exons 



OJ990803 07.9B19.Cll.ol.tw 



Method TBLASTX : Wheat 



13343 End 15378 

none Score 55 

13343. .13396, 13343 .. 13408 , 13387 .. 1344 6, 13388 13447 , 

15009. .15167, 15009. .15167, 15010 15174, 15010 .. 15168 , 

15325. .15378 



Seq. No. 1926 

Gene No. 4016 

Start 763 

Name OJ990803_07 . 9B19 . C12 . ol . gs 

Start 763 

GI none 

Exons 763.. 800, 1349.. 1517, 2274, 
3920. .4411 



Seq. ID OJ990803_07.9B19.C12 

Strand + 

End 4411 

Method GENSCAN 

End 4411 

Score .94 
.2561, 2667.. 2783, 3130.. 3828, 



Seq. No. 1926 

Gene No. 4017 

Start 4957 

Name OJ9.90803_07 . 9B19 . C12 . ol . tm 

Start 1349 

GI none 
Exons 



Seq. ID OJ990803_07.9B19.C12 
Strand 
End 

Method 
End 
Score 



5764 

TBLASTX: Maize 

2562 

131 



1349. .1525, 1350. .1520, 2284. .2451, 2286. .2423, 2392. .2562, 
2421.. 2561, 2422.. 2562 



Seq. No. 1926 Seq. ID 

Gene No. 4 017 Strand 

Start 4 957 End 

Name OJ990803_07 . 9B1 9 . C12 . o2 . gs Method 

Start 4 957 End 

GI none Score 

Exons 4 957.. 5609 



OJ990803_07.9B19.C12 

5764 
GENSCAN 
5609 
.41 



Seq. No. 1926 

a Gene No. 4017 

J Start 4957 

J Name OJ990803_07 . 9B19 . C12 . o2 . tm 

& Start 5291 

n GI none 

f Exons 5291.. 5428, 5302.. 5472, 5352. 

i 5584.. 5739, 5586.. 5675, 5648, 



Seq. ID 
Strand 
End 

Method,. 
End . 
Score 
.5486, 



OJ990803 07.9B19.C12 



5764 

TBLASTX: Maize 

**' * 57 64 
57 

5565.-5672, 5566.. 5655, 



.5764, 5653.. 5754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No/ 
Start 
Name 
.Start 
GI 



1927 Seq. ID 

4018 Strand 

1 End 
OJ990803_07. 9B19 . C13 . ol . np Method 

1 End 

6119519 Score 
1. .942 

(AC011560) hypothetical protein [Arabidopsis thaliana] 



OJ990803_07.9B19.C13 
+ 

942 

AAT/NAP 
942 
250 



1927 Seq. ID 

4019 Strand - 

141 End 

OJ990803_07. 9B19 . C13 . ol . tm Method 

3 End 

none Score 



OJ990803_07 . 9B19. C13 
1768 

TBLASTX: Maize 

1320 

83 



2010 



Exons 



3. .95, 3. .74, 3. .68, 5. .79, 6. .143, 6. .110, 12. .95, 18. .161, 
39. .233, 39. .182, 39. .95, 93. .116, 126. .188, 147. .188, 147. .185, 
147. .188, 150. .188, 183. .239, 183. .233, 183. .299, 183. .236, 
183. .290, 189. .293, 195. .380, 198. .275, 237. .278, 243. .326, 
288. .332, 336.-467, 336. .464, 344. .475, 471. .545, 550. .669, 
557. .631, 558.-653, 636. .701, 636. .713, 637. .702, 699. .833, 
705. .830, 706. .837, 773. .838, 833. .946, 834. .947, 841. .969, 
1039. .1071, 1126. .1182, 1138. .1209, 1171. .1218, 1172. .1216, 
1255.. 1317, 1288.. 1320 



Seq. No. 1927 Seq. ID 

Gene No. 4019 Strand 

Start 141 End 

Name OJ990803_07 . 9B19 . C13 . ol . gs Method 

Start 141 End 

GI none Score 
Exons 



OJ990803_07.9B19.C13 

1768 
GENSCAN 
1768 
.69 



141. .613, 704. .826, 1544. .1560, 1698. .1768 



:3 



Seq. No. 1928 

Gene No. 4020 

Start 132 

Name OJ990803_07 . 9B19 . C14 . ol . gp 

Start 132 

GI ' 2443140 

Exons 132.. 466 



Seq. ID OJ990803_07.9B19.C14 

Strand + 

End 4 66 

Method AAT/GAP 

End 4 66 

Score 657 



Ji Seq. No. 

= y Gene No. 

=3 Start 

s ^ Name 

! * Start 

]i GI 

3 LJ Exons 



;~! Seq. No. 

7 Gene No. 

; * Start 

■ B J Name 

3 3 Start 

:a GI 

Exons 



1928 Seq. ID 

4021 Strand 

798 End 

OJ990803_07 . 9B19 . C14 . ol . gs Method 

798 End 

none Score 
798.. 1659, 2103.. 2246, 2368.. 2520, 2644 
3307.. 3531, 3657.. 3788 

1928 

4021 Strand 

798 End 
OJ990803_07.9B19.C14.ol.np - Method 

798 End 

3320104 Score 



OJ990803_07.9B19.C14 
+ 

3950 
GENSCAN 
3788 
.98 

2759, 3027.. 3194, 



Seq. ID OJ990803_07.9B19.C14 



+ 

3950 
AAT/NAP 
3950 
2228 



798. .1659, 2103. .2246, 2368. .2520, 2644. .2759, 3027. .3194, 
3307. .3531, 3657. .3770, 3878. .3950 



GI Descrip. (AJ007366) calcium-dependent protein kinase [Zea mays] 



Seq. No. 1928 

Gene No. 4021 

Start ' 798 

Name OJ990803_07 . 9B19 . C14 . o2 . gp 

Start , 1461 

GI LIB3434-043-P1-K1-E11 

Exons 1461.. 1659, 2103.. 2245, 2366. 
GI Descrip. 



Seq. ID OJ990803_07.9B19.C14 
Strand + 

3950 
AAT/GAP 
2422 
660 



End 

Method 
End 
Score 
.2422 



, 3320104/emb|CAA07481| 6.0e-56 (AJ007366) calcium-dependent 
protein- -kinase [Zea mays] 1 



Seq. No. 
Gene No. 



1928 
4021 



Seq. ID OJ990803_07.9B19.C14 
Strand + 



2011 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



798 



End 

Method 
End 
Score 



3950 
AAT/GAP 
3733 
610 



OJ990803_07.9B19.C14.o3.gp 
3377 

LIB3433-044-P1-K1-F12 
3377. .3733 

■ 3320104/emb|CAA07481| 5.0e-14 (AJ007366) calcium-dependent 
protein kinase [Zea mays] 1 





Seq. No. • 


1928 








Seq. ID 


OJ990803_07.9B19.C14 




Gene No. 


4022 








Strand 






Start 


5442 








End 


8739 




Name 


OJ990803 07 


.9B19. 


C14.ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


798 








End 


3739 




GI 


none 








Score 


52 




Exons 


798. .824, 827. .856, 828. 


Q "7 Q 

. . cf to f 


983. .1015, 984. .1010, 1131. .1- 






IZlH . .10/0/ 






2099. 


.2245, 2118. .2249, 2364. .2519, 






2366. .2506, 


2376. 


.2525, 


2646. 


.2762, 2648.-2764, 3024. .3194, 






3026. .3193, 


3306. 


.3479, 


3307. 


.3531, 3656.. 3739, 3657.. 3701 




Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 




Gene No. 


4022 








Strand 






Start 


5442 








End 


8739 




Name 


OJ990803_07 


■9B19. 


C14.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


llOO 








End 


3716 




GI 


none 








Score 


617 


i3 


Exons 


1158. .1673, 


1214. 


.1660, 


2092. 


,2253, 2099.. 2245, 2364.. 2519, 


in 




2375. .2515, 


2646. 


.2762, 


2646. 


.2762, 2666. .2764, 3024. .3194, 


? u 




3026. .3175, 


3289. 


.3354, 


3300. 


.3443, 3307.. 3531, 3657.. 3716 


.J 
.J 


Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 




Gene No. 


4022 








Strand 






Start 


5442 








End 


8739 


'\ \ 


Name 


ojyyuoUo u/ 


, yBiy . 


C14 . OZ . 


tm 


Method 


TBLASTX: Maize 




Start 


1190 








End 


1664 


SS 1 


GI 


none 








Score 


145 




Exons 


1190. .1306, 


1191. 


.1664, 


1214. 


.1660 




- £3 


Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 


=3 


Gene No. 


4022 








Strand 






Start 


5442 








End 


8739 




Name 


OJ990803 07 


.9B19. 


C14.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1340 








End 


1610 




GI 


none 








Score 


373 




Exons 


1340. .1609, 


1341. 


.1610 










Seq. No. 


1928 








Seq. ID 


OJ990803_07 . 9B19.C14 




Gene No. 


4022 








Strand 






Start 


5442 








End 


8739 




Name 


OJ990803 07 


.9B19. 


C14.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1617 








End 


2519 




GI 


none 








Score 


80 




Exons 


1617. .1673, 


1619. 


.1663, 


2092. 


.2244, 2099. .2245, 2364. .2519, 






2366. .2518 














Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 




Gene No. 


4022 








Strand 






Start 


5442 








End 


8739 



2012 



Name 

Start 

GI 

Exons 



OJ990803_07.9B19.C14 .o5. tm 

2095 

none 

2095.. 2244, 2099.. 2245, 2102. 
2366. .2518 



Method ' TBLASTX : Mai ze 
End 2519 
Score 233 

.2260, 2110.. 2247, 2364.. 2519, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1928 Seq. ID 

4022 Strand 

5442 End 

OJ990803_07 . 9B19 . C14 . o3 • tm Method 

2677 End 

none Score 



OJ990803_07.9B19.C14 
8739 

TBLASTX: Maize 

3519 

123 



2677. .2760, 2684. .2764, 2685.-2762, 3024. .3194, 3026. .3193, 
3036. .3194, 3037. .3195, 3306. .3485, 3307. .3519, 3445. .3507 



1928 Seq. ID 

4022 Strand 

5442 End 

OJ990803_07.9B19.C14 .o3.tw Method 

3066 End 

none Score 



OJ990803_07 . 9B19.C14 
8739 

TBLASTX: Wheat 

3781 

49 



3066. .3191, 3104. .3193, 3105. .3194, 3289.-3354, 3306. .3479, 
3307.. 3531, 3656.. 3724, 3657.. 3725, 3743.. 3781 



Seq. No. 1928 Seq. ID 

-.Gene No. 4022 Strand 

Start 5442 End 

Name OJ990803_07. 9B19.C14 .o4 . tm Method 

Start 4292 End 

GI none Score 
Exons 



OJ990803_07.9B19.C14 
8739 

TBLASTX: Maize 

8540 

157 



4292. .4474, 8140. .8235, 8140. .8187, 8142. .8267, 8250. .8540, 
8296.. 8478, 8403.. 8486 



Seq. No. 1928 Seq. ID 

Gene No. 4022 Strand 

Start 5442 End 

Name OJ990803_07 . 9B19 . C14 . o4 . gp Method 

Start 5431 End 

GI none Score 

Exons 5431.. 5816, 7385.. 7439 



OJ990803_07.9B19.C14 

8739 
AAT/GAP 
7439 
815 



" Seq. No. 


1928 










Seq. ID 


OJ990803 


Gene No. 


4022 










Strand 




Start 


5442 










End 


8739 


Name 


OJ990803 07 


9B19. 


C14 .o2 


. gs 


Method 


GEN SCAN 


Start 


5442 










End 


8735 


GI 


none 










Score 


.8 


Exons 


5442. 


.5461, 


7385. 


.8735 








Seq. No. 


1928 










Seq. ID 


OJ990803 


Gene No. 


4022 










Strand 




Start 


5442 










End 


8739 


Name 


OJ990803 07 


9B19. 


C14 .o2 


. np 


Method 


AAT/NAP 


Start 


7240 










End 


8739 


GI 


4510383 








Score 


1512 


Exons 


7240. 


.8582, 


8640. 


.8739 









GI Descrip. (AC007017) unknown protein [Arabidopsis thaliana] 



2013 




Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803 07 


. 9B19. 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7381 








End 


8139 


GI 


none 








Score 


764 


Exons 


7381. .7947, 


7383. 


. .7940, 


7882. 


.8100, 7955.. 8005, 7958.. 7990, 




7998. .8102, 


8050. 


. .8139, 


8058 . 


. 8138 




Seq. No. 


1928 








Seq. ID 


OJ990803_07 . 9B19.C14 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803 07 


. 9B19, 


.C14 ,o2 


. tc 


Method 


TBLASTX: Cress 


Start 


7464 








End 


7919 


GI 


none 








Score 


4 61 


Exons 


7464 . .7919, 


7465, 


. .7914 








Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803 07 


. 9B19, 


.C14 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


7467 








End 


8426 


GI 


none 








Score 


482 


Exons 


7467. .7940, 


7 4 68 , 


. .7941, 


7897. 


.7989, 7964. .8005, 7964. .8005, 




8050. .8232, 


8058 , 


. .8267, 


8316. 


.8426 




Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803_07 


. 9B19, 


.C14 ,o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7492 








End 


7770 


GI 


none 








Score 


426 


Exons 


7492. .7770, 


7494 , 


. .7769 








Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14. 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803_07 


. 9B19, 


.C14 ,o3 


. tc 


Method 


TBLASTX: Cress 


Start 


8050 








End 


8582 


GI 


none 








Score 


34 


Exons 


8050. .8076, 


8058 , 


. .8078, 


8068. 


.8232, 8076. .8243, 8310. .8582, 




8341 . . 8478 












Seq. No. 


1928 








Seq. ID 


OJ990803_07.9B19.C14 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803 07 


. 9B19, 


.C14 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8094 








End 


8463 


GI 


none 








Score 


201 


Exons 


8094. .8267, 


8095, 


. .8235, 


8256. 


.8462, 8296.-8463 


Seq. No. 


1928 








Seq. ID 


OJ990803JD7 . 9B19.C14 


Gene No. 


4022 








Strand 




Start 


5442 








End 


8739 


Name 


OJ990803 07 


.9B19. 


,C14.o5 


.gp 


Method 


AAT/GAP 


Start 


8271 








End 


8720 



2014 



'"'4 
w 



GI 


35760 1.R1084 




Score 


780 


Exons 


8271. .8720 








GI Descrip. 


•4510383/gb IAAD21471.il 


2.0e- 


28 (AC007017) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


1929 




Seq. ID 


OJ990803_07.9B19.C15 


Gene No. 


4023 




Strand 


+ 








End 


4957 


Name 


OJ990803 07.9B19.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1820 




End 


4957 


GI 


6907089 




Score 


4520 


Exons 


1820. .4957 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1929 




Seq. ID 


OJ990803 07.9B19.C15 


Cl. d T\ ^ M /™S 

ucUc INO . 






Strand 


- 


Start 


126 




End 


814 


Name 


OJ990803 07.9B19.C15.ol. 


gs 


Method 


GEN SCAN 


Start 


126 




End 


814 


GI 


none 




Score 


.59 


Exons 


126. .297, 780. .814 








Seq. No. 


1929 




Seq. ID 


OJ990803_07 . 9B19 .C15 


Gene No. 


4025 




Strand 




Start 


5584 




End 


11228 


Name 


OJ990803 07.9B19.C15.o2. 


np 


Method 


AAT/NAP 


Start 


5584 




End 


11228 




6498441 




Score 


6986 


Exons 


5584.. 5865, 5959.. 7356, 


7528. 


.7824, 8017. .8443, 8619. .8753, 




8937. .9310, 9374. .9837, 


10168 


. .11228 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


1929 




Seq. ID 


OJ990803_07.9B19.C15 


Gene No. 


4026 




Strand 






11945 




End 


12358 


Name 


OJ990803 07.9B19.C15.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2824 




End ' 


6714 


GI 


none 




Score 


102 


Exons 


2824. .2868, 2941. .3024, 


6352. 


.6399, 6382.. 6594, 6391.. 6444, 




6404. .6697, 6419. .6568, 


6493. 


.6714 




Seq. No. 


1929 




Seq. ID 


OJ990803_07.9B19.C15 


Gene No. 


4026 




Strand 




C-l- a rf 
otdiT. 


11945 




End 


12358 


Name 


OJ990803 07.9B19.C15.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


2836 




End 


6195 


GI 


none 




Score 


77 


Exons 


2836.-2937, 5593.. 5718, 


5597. 


.5719, 5885.. 6193, 5911.. 6195, 




5912. .6190 








Seq. No. 


1929 




Seq. ID 


OJ990803_07 . 9B19 . C15 


Gene No. 


4026 




Strand 




Start 


11945 




End 


12358 


Name 


OJ990803 07.9B19.C15.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5581 




End 


5724 



2015 




GI 


none 








Score 


126 




Exons 


5581. .5724, 


5585 


. .5719 










Seq. No. 


1929 








Seq. ID 


OJ990803_07.9B19 


.CIS 


uene no. 










Strand 






Start 


11945 








End 


12358 




Name 


OJ990803 07. 


9B19 


.C15.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


6196 








End 


6577 




GI 


none 








Score 


167 




Exons 


6196. .6576, 


6227 


. .6472, 


6235. 


.6573, 6521.. 6577 




Seq. No. 


1929 








Seq. ID 


OJ990803_07. 9B19 


.CIS 


Gene No . 










Strand 






Start 


11945 








End 


j. *j ~j 0 




Name 


OJ990803 07. 


9B19 


.C15.o9 


. tw 


Method 


1 DJ_LrtO 1 A • vv l i C; CI L. 




Start 


6907 








End 






GI 


none 








Score 


63 




Exons 


6907. .7167, 


7018 


. .7206, 


7043. 


.7219 






Seq. No. 


1929 








Seq. ID 


OJ990803_07.9B19 


.CIS 


Gene No. 


4026 








Strand 






Of arf 










End 


12358 




Name 


OJ990803 07. 


9B19 


.C15.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


6967 








End 


7533 




GI 


5666795 








Score 


68 




Exons 


6967. .7167, 


7222 


. .7359/ 


7435. 


.7533 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


1929 








Seq. ID 


OJ990803_07.9B19 


.C15 


Gene No. 


4026 








Strand 






Q 4- -j —4- 


11945 








End 


12358 




Name 


OJ990803 07. 


9B19 


.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


7222 








End 


10680 




GI 


none 








Score 


93 




Exons 


7222. .7371, 


7223 


. .7360, 


7405. 


.7656, 7 


406. .7591, 7432. .7680, 




10627. .10680 












Seq. No. 


■ 1929 








Seq. ID 


OJ990803_07.9B19 


.CIS 


KjQTlQ 1 1NO . 


4026 








Strand 






Start 


11945 








End 


12358 




Name 


OJ990803 07. 


9B19 


.C15.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


8228 








End 


8517 




GI 


none 








Score 


48 




Exons 


8228. .8386, 


8230 


. .8517, 


8423. 


.8512 






Seq. No. 


1929 








Seq. ID 


OJ990803_07.9B19 


.CIS 


Gene No . 


4026 








Strand 






Start 


11945 








End 


12358 




Name 


OJ990803 07. 


9B19 


.C15.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


8281 








End 


8653 




GI 


none 








Score 


83 




Exons 


8281. .8511, 


8507 


. .8653, 


8511. 


.8636 






Seq. No. 


1929 








Seq. ID 


OJ990803_07. 9B19 


. CIS 


Gene No. 


4026 








Strand 






Start 


11945 








End 


12358 




Name 


OJ990803 07. 


9B19 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 





2016 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
s _ Start 
^ Name 
; *3 Start 
Cn .GI 

Exons 



r 



Seq. No. 
Gene No. 
J Start 
j Name 
Start 

% GI 
! Exons 



1^ Seq. No. 
.5 Gene No. 

Start 
I Z Name 
S?J Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8404 End 8789 

none Score 60 

8404. .8598, 8423. .8551, 8510. .8788, 8511. .8789 



End 

Method 
End 
Score 



1929 
4026 
11945 

OJ990803JD7 . 9B19 .C15 . o4 . tw 
8528 
none 

8528. .8839, 8541. .8831 

1929 
4026 
11945 

OJ990803_07.9B19.C15.ol.tm 
8816 
none 

8816.. 9121, 8816.. 9172, 8826.. 9137 



Seq. ID OJ990803_07.9B19, 
Strand 

12358 

TBLASTX: Wheat 
8839 
193 



C15 



Seq. ID OJ990803_07.9B19. 
Strand 

12358 

TBLASTX: Maize 
9172 
124 



C15 



End 

Method 
End 
Score 



1929 
4026 
11945 

OJ990803_07 . 9B19 . C15 . ol . tw 

8840 

none 



Seq. ID OJ990803J37. 9B19. 
.Strand 

End 12358 

Method TBLASTX : Wheat 

End 9303 

Score 215 



C15 



8840. .9301, 8846. .9301, 8847. .9302, 8860. .9303 



End 

Method 
End 
Score 



1929 
4026 
11945 

OJ990803_07.9B19.C15.o3.ts 
8897 
none 

8897.. 9031, 9038.. 9262 

1929 
4026 
11945 

OJ990803_07. 9B19 . C15 . o2 . tw 
9467 
none 

9467.. 9952, 9498.. 9758, 9780.. 9953 



Seq. ID OJ990803JD7. 9B19. 
Strand 

12358 

TBLASTX : Soybean 
9262 
120 



C15 



Seq. ID OJ990803_07.9B19. 
Strand 

12358 

TBLASTX: Wheat 
9953 
174 



C15 



End 

Method 
End 
Score 



1929 
4026 
11945 

OJ990803_07 . 9B19 . C15 . 06 . tw 

10688 

none 



Seq. ID OJ990803JD7.9B19. 

Strand ' - 

End 12358 

Method TBLASTX : Wheat 

End 11240 

Score 96 



C15 



10688. .10945, 10722 .. 10961 , 10928 .. 11026, 10929 11021, 
11033. .11080, 11205. .11240 



Seq. No. 1929 

Gene No. 4 026 

Start 11945 

Name OJ990803 07 . 9B19 . C15 . o4 . tm 



Seq. ID OJ990803_07.9B19. 
Strand 

End 12358 

Method TBLASTX : Maize 



C15 



2017 



Start 


10790 


End 


11075 






GI 


none 


Score 


92 






Exons 


10790. .11038, 10791.. 11075 










Seq. No. 


1929 


Seq. ID 


OJ990803_07 


.9B19. 


C15 


Gene No. 


4026 


Strand 








Start 


11945 


End 


12358 






Name 


OJ990803 07.9B19.C15.o3.np 


Method 


AAT/NAP 






Start 


11945 


End 


12358 






GI 


5042454 


Score 


76 






Exons 


11945. .11998, 12236.. 12358 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


1930 


Seq. ID 


OJ990803_07 


. 9B19. 


C16 


Gene No. 


4097 


Strand 








Start 


fin fiR 

DU Do 


End 


8397 






Name 


nTQQflfln^ 07 QR1 Q PI fi nl nn 


Method 


AAT/NAP 






Start 


DU 00 


End 


8397 






GI 


/CI fk Oft o 


Score 


1267 






Exons 


fiOfiP citc; 707Q R^Q7 










GI Descrip. 


[AL-UU / ui / ] unKnown protein 


[Arabidopsis thaliana] 






Seq. No. 


1930 


Seq. ID 


OJ990803_07 


. 9B19. 


C16 


Gene No. 


4028 


Strand 








Start 


9476 


End 


12651 






Name r 


OJ990803 07.9B19.C16.ol.gp 


Method 


AAT/GAP 






Start 


9476 


End 


10052 






GI 


uOosflcypl78d09al 


Score 


868 






Exons 


9476.. 9700, 9826.. 10052 










GI Descrip. 


•3790587 5.0e-24 (AF079182) 


RING-H2 finger protein 


RHF2a 




[Arabidopsis thaliana] ' 










Seq. No. 


1930 


Seq. ID 


OJ990803_07 


.9B19. 


C16 


Gene No. 


4028 


Strand 








Start 


9476 


End 


12651 






Name 


OJ990803 07. 9B19.C16 . o2 . np 


Method 


AAT/NAP 






Start 


9874 


End 


12651 






GI 


3790587 


Score 


792 






Exons 


9874.. 10171, 10256. .10353, 


10458. .10820, 10923. .11031, 






11105. .11167, 12365. .12411, 


12510. .12651 






GI Descrip. 


(AF079182) RING-H2 finger protein RHF2a [Arabidopsis thaliana] 


Seq. No. 


1930 


Seq. ID 


OJ990803_07 


.9B19. 


C16 


Gene No. 


4028 


Strand 








Start 


9476 


End 


12651 






Name 


OJ990803 07.9B19.C16.o2.gp 


Method 


AAT/GAP 






Start 


10716 


End 


11174 






GI 


569794 


Score 


502 






Exons 


10716. .10820, 10932. .11031, 


11105. .11174 






GI Descrip. 


3790587 5'.0e-24 (AF079182) 


RING-H2 finger protein : 


RHF2a 






[Arabidopsis thaliana] 










Seq. No. 


1930 


Seq. ID 


OJ990803_07 


. 9B19. 


C16 


Gene No. 


4029 


Strand 








Start 


16275 


End 


21284 






Name 


OJ990803 07.9B19.C16.o2.gs 


Method 


GEN SCAN • 






Start 


16275 


End 


21284 







2018 



GI 

Exons 



none Score . 8 

16275. .16476, 17524 17642, 17720 .. 17944 , 18370 .. 18537, 

18620. .18735, 19068 19211, 20064 .. 20886, 20891 21036, 
21086.. 21284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990803 07.9B19.C16 



1930 Seq. ID 

4029 Strand 

16275 End 

OJ990803_07 . 9B19 . C16 . o3 . np Method 

17526 End 

1899175 Score 

17526. .17642, 17720 .. 17944 , 18370 

18829. .18984, 19071 .. 19211, 20064 
(U90262) calcium-dependent calmodulin-independent protein kinase 
CDPK [Cucurbita pepo] 



21284 
AAT/NAP 
20865 
1840 

18537, 18620. .18735, 
20865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1930 
4030 
23865 

OJ990803_07 . 9B19 . C16 . o3 . ts 

5325 

none 



Seq. ID OJ990803_07.9B19.C16 
Strand 

End 24347 

Method TBLASTX : Soybean 

End 12638 

Score 96 



5325. .5372, 5503. .5526, 10006 .. 10152 , 10012 .. 1017 9, 
10016. .10174, 10253. .10369,* 10255. .10365, 104 38 104 97 , 
10750. .10818, 10773. .10820, 10920 .. 11033, 10924 10998, 
11102/. 11167, 11110. .11181, 11113. .11169, 12363 .. 12425, 
12364. .12480, 12364 124 11, 124 99 .. 12606, 12507.. 12638 



Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19 . C16 . o7 . tw 

Start 5325 

GI none 

Exons 5325.. 5372, 



5503.. 5526, 10704 



Seq. ID OJ990803_07.9B19.C16. 
Strand 

End 24347 

Method TBLASTX : Wheat 

End 11021 

Score 91 

..10817, 10705. .10815, 



10750. .10818, 10773. 
10924. .10953 



10820, 10919. .11020, 10920 .. 11021, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



1930 
4030 
23865 

OJ990803_07. 9B19 . C16 . ol . tm 

7209 

none - 

7209. .7313, 7217.. 7672, 7218. 
7680. .7763, 7731. .7850, 7751. 

1930 
4030 
23865 

OJ990803_07.9B19.C16.ol.ts 

7217 

none 

7217. .7543, 7220. .7681, 7224. 
7755. .7955, 8022. .8129, 8027. 



Seq. ID OJ990803_07.9B19.C16 
Strand 

End 24347 

Method TBLASTX: Maize 

End - 7852 

Score 599 

.7673, 7633.-7674, 7679. .7762, 
.7852 

Seq. ID OJ990803_07.9B19.C16 
Strand 

End 24347 

Method TBLASTX : Soybean 

End 8143 

Score 213 

.7682, 7679.-7762, 7754. .7981, 
.8143 



Seq. No. 



1930 



Seq. ID OJ990803_07.9B19.C16 



2019 



Gene No. 4030 Strand 

Start 23865 End 

Name OJ990803_07 . 9B19 . C16 . o2 . tc Method 

Start 7217 End 

GI none Score 

Exons 7217.. 7657, 7218.. 7652 



24347 

TBLASTX: Cress 

7657 

411 



1 i-i 



Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19 . C16 . ol . tw 

Start 7230 

GI none 

Exons 7230.. 7508, 7232.. 7507 

Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19 . C16 . o3 . tc 

Start 7679 

GI none 

Exons 7679.-7783, 7757.. 7957, 7782, 

Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19 . C16 . o2 . tw 

Start 7808 

GI none 

Exons 7808. .7981, 7809.. 7961, 7967. 
8078. .8176 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Wheat 

7508 

424 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Cress 

8299 

143 



.7955, 8024. .8299 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Wheat 

8179 

184 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8026, 8021. .8179, 8025. .8129, 



y Seq. No. 

= Gene No. 

;3 Start 

y Name 

; Start 

Exons 



1930 
4030 
23865 

OJ990803_07, 

7853 

none 

7853. J7981, 
8078. .8203 



9Sl9.C16.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Maize 

8257 

153 



7854. .7961, 7964. .8026, 8021. .8257, 8025. .8189, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1930 
4030 
23865 

OJ990803_07, 

8144 

none 

8144. .8299 



9B19.C16.o4.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Soybean 

8299 

205 



Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19 . CI 6 . 06 . tw 

Start 9916 

GI none 
Exons 



Seq. ID OJ990803_07.9B19.C16 
Strand 
End 

Method 
End 
Score 



24347 

TBLASTX: Wheat 

10185 

254 



9916. .10185, 9917. .10180, 10095 10181 . 



2020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End - 

Method 

End 

Score 



OJ990803 07.9B19.C16 



1930 
4030 
23865 

OJ990803_07.9B19.C16.o5.tm 
9920 
none 

9920.. 9937, 9986.. 10171, 10009 10173, 10253 .. 10330, 
10255. .10329, 10677 .. 10826, 10693 10806, 10920 .. 11033, 
10924. .10953, 11105 11167 , 11105 11167, 11110 .. 11181 , 
12362. .12418, 12364 12480, 12364 12411, 12507 12611, 
12514. .12606 



24347 

TBLASTX: Maize 

12611 

180 



Seq. No. 1930 
Gene No. 4030 
Start 23865 

Name OJ990803_07 . 9B19.C16 ,o4 . tc 

Start 10004 
GI none 
Exons 10004 , 

10668. 

10773. 

10924. 

12363, 



.10174, 10009. .10179, 

,10805, 10720. .10761, 

,10820, 10919. .11029, 

,11001, 11105. .11167, 

,12479, 12364. .12411, 



Seq. ID OJ990803_07.9B19.C16 
Strand 

End 24347 

Method TBLASTX : Cress 

End 12635 

Score 156 
10253. .10390, 10255. .10353, 
10750. .10818, 10753. .10803, 
10920. .11033, 10923. .10970, 
11110. .11181, 12362. .12409, 
12487. .12606, 12507.. 12635 



lit 



Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19.C16 .o5. tw 

Start 16220 

GI none 

Exons 16220. .16309, 18830 18985, 
19070. .19147, 19072. .19212, 

Seq. No. 1930 

Gene No. 4030 

Start 23865 

i.j. Name OJ990803_07 . 9B19 . CI 6 . o4 . tm 

Start 17452 

GI none 

Exons 17452. .17643, 17517 .. 17*645, 
17711. .17881 



'4 



Seq. ID 
Strand 
End 

Method 
End' 
Score 



OJ990803 07.9B19.C16 



24347 

TBLASTX: Wheat 
20112 
103 

18831. .19049, 19055. .19213, 
20051. .20110, 20062.. 20112 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Maize 

17881 

153 



17520. .17642, 17704 .. 17880, 



Seq. No. 1930 

Gene No. 4030 

Start 23865 

Name OJ990803_07 . 9B19 . CI 6 . o3 . tw 

Start 17526 

GI none 

Exons 17526. .17642, 17530 .. 17643, 
17897. .17953, 18325.. 18459 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_07.9B19.C16 
24347 

TBLASTX: Wheat 

18459 

82 



17711. .17944, 17719. .17940, 



Seq. No. 1930 Seq. ID 

Gene No. 4030 Strand 

Start 23865 End 

Name OJ990803_07 . 9B19 . C16 . o2 . ts Method 

Start 17551 End 

GI none Score 



OJ990803_07.9B19.C16 
24347 

TBLASTX : Soybean 

20550 

57 



2021 




Exons 


17551. 


.17643, 


17553. 


.17642, 


17720. .17944, 17725. 


. 17952, 






17752. 


.17940, 


17771. 


.17941, 


18310. .18549, 18361. 


.18549, 






18615. 


.18731, 


18617. 


.18739, 


18830. .18985, 18837. 


. 18986, 






19049. 


.19213, 


19070. 


.19195, 


19072. .19212, 20062. 


.20550, 






20063. 


.20536 














Seq. No. 


1930 








Seq. ID 


OJ990803_ 


07.9B19 


.C16 


Gene No. 


4030 








Strand 








Start 


23865 








End 


24347 






Name 


OJ990803 07.9B19.C16 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


17581 








End 


20610 








none 








Score 


80 






Exons 


17581. 


.17643, 


17592. 


.17645, 


17711. .17944, 17759. 


.17941, 






18325. 


.18549, 


18373. 


.18549, 


18615. .18734, 18617. 


.18739, 






18623. 


.18748, 


18827. 


.18985, 


18828. .18986, 19046. 


.19210, 






19050. 


.19217, 


19072. 


.19209, 


20065. .20550, 20066. 


.20281, 






20357. 


.20551, 


20560. 


.20610 










Seq. ~No. 


1930 








Seq. ID 


OJ990803_ 


07.9B19 


.C16 


Gene No. 


4030 








Strand 








Start 


23865 








End 


24347 






Name 


OJ990803 07.9B19.C16 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17882 








End 


20397 






GI 


none 








Score 


80 








17882. 


.17944, 


17886. 


• -L / Z? *i ~J f 


18361. .18549, 18373. 


. 18549, 






18615. 


.18740, 


18616. 


.18741, 


18617. .18748, 18617. 


. 18739, 






18827. 


.18985, 


18828. 


.18986, 


19046. .19213, 19070. 


.19207, 






19072. 


.19212, 


20050. 


.20223, 


20062. .20247, 20063. 


.20227, 






20233. 


.20250, 


20245. 


.20304, 


20272. .20331, 20344. 


.20397, 






20354. 


.20383 














Seq. No. 


1930 








Seq. ID 


OJ990803_ 


07.9B19 


.C16 


belle INO . 


4030 








Strand 








Start 


23865 








End 


24347 






Name 


OJ990803 07.9B19.C16 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20113 








End 


20400 






GI 


none 








Score 


146 






Exons 


20113. 


.20307, 


20113. 


.20400, 


20348. .20383 






Seq. No. 


1930 








Seq. ID 


OJ990803_ 


07.9B19 


.C16 




4030 








Strand 








Start 


23865 








End 


24347 






Name 


OJ990803 07.9B19.C16 


. o3 . gs 


Method 


GENSCAN 






Start 


23865 








End 


24347 






GI 


none 








Score 


.55 






Exons 


23865. 


.24347 














Seq. No. 


1931 








Seq. ID 


OJ990803_ 


07.9B19 


.C17 


bene ino . 


4031 








Strand 








Start 


209 








End 


753 






Name 


OJ990803 07.9B19.C17 


. ol .gs 


Method 


GENSCAN 






Start 


209 








End 


745 






GI 


none 








Score 


.74 






Exons 


209.. 591, 691, 


. .745 












Seq. No. 


1931 








Seq. ID 


OJ990803_ 


07.9B19 


.C17 


Gene No. 


4031 








Strand 









2022 




OLai L 


Z, \J J 


End 


753 




Name 


OJ990803 07.9B19.C17.ol.np 


Method 


AAT/NAP 




Start 


212 


End 


753 




GI . - 


5902445 


Score 


843 




Exons 


212. .753 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


1931 


beq. 1L) 


nTQQfiQm m qdi q 


.C17 


Gene No . 


h U Ox 


Strand 






Start 


209 


End 


753 




Name 


OJ990803 07.9B19.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


221 




TCI 

/ Dl 




GI 


none 


Score 






Exons 


221. .352, 377. .751, 546. .674, 


DOO. . DOD 






Seq. No. 


1931 


Seq. ID 


ojyyuoUo u/.yBiy 


.C17 


Gene No. 


/mi 
H vol 


Strand 






Start 


209 


End 


753 




Name 


OJ990803 07.9B19.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


260 


End 


C O "3 

dZo 




GI 


none 


Score 


1U1 




Exons 


260. .358, 261. .362, 341. .523, 


O A o Am 

342 . .4 01 






Seq. No. 


1932 


Seq. ID 


ojyyooOo o/.yBiy 


.C18 


Gene No . 


/ mo 


Strand 






Start 


193 


End 


254 




Name 


OJ990803 07.9B19.C18.ol.gs 


Method 


GENS CAN 




Start 


193 


End 


-2D4 




GI 


none 


Score 


. yi 




Exons 


193. .254 








Seq. No. 


1933 


Ort j~r T Pi 

beq. id 


ATQQ^Qm m QQ1 Q 


.C19 


Gene No . 




btrana 






Start 


305 


End 


507 




Name 


OJ990803 07.9B19.C19.ol.gs 


Method 


GENS CAN 




Start 


305 


bna 


jU / 




GI 


none 


Score 


. yy 




Exons 


305 ;., 507 








Seq. No. 


1934 


Seq. ID 


ojyyooOi o/.yBiy 


.C21 


Gene No . 


a n "xa 

H UOH 


Strand 


+ 




Start 


58 


End 


iyj 




Name 


OJ990803 07.9B19.C21.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


193 




GI 


none 


Score 


.85 




Exons 


58. .193 








Seq. .No. 


1935 


Seq. ID 


OJ990823_02.9B15 


.CI 


Gene No. 


4035 


Strand 






otart 


1 


End 


618 




Name 


OJ990823 02.9B15.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


618 




GI 


4544390 


Score 


442 




Exons 


1..618 








GI Descrip. 


(AC007047) hypothetical prote 


in [Arabidopsis thaliana] 




Seq. No. 


1935 


Seq. ID 


OJ990823J32.9B15 


.CI 



2023 




bene vto • 


4 ft o c 


ocrano 




Start 


1 


End 


618 


Name 


OJ990823 02.9B15.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


382 


GI 


none 


Score 


244 


Exons 


2. .295, 6. .293, 284. .382, 285. 


.371 




Seq. No. 


1935 


Seq. ID 


OJ990823_02.9B15.C1 


Liene no . 




otrana 




Start 


1 


End 


618 


Name 


OJ990823 02.9B15.Cl.ol.gs 


Method 


GENSCAN 


Start 


259 


End 


496 


GI 


none 


Score 


.42 


Exons 


259. .496 






Seq. No. 


1936 


Seq. ID 


OJ990823_02.9B15.C4 


Gene No. 


4036 


Strand 


+ 


Start 


1 


End 


4122 


Name 


OJ990823 02.9B15.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3058 


GI 


4006924 


Score 


1729 


Exons 


1..69, 291. .409, 498. .659, 777. .955, 1164. .1273, 1389. .1498, 




1588. .1698, 1773. .1886, 1962.. 


2164, 2371. .2704, 2921. .3058 


GI Descrip. 


(Z99708) beta-galactosidase like protein [Arabidopsis thaliana] 


Seq. No. 


1936 


Seq. ID 


OJ990823_02.9B15.C4 


Gene No. 


4036 


Strand 


+ 


Start 


1 


End 


4122 


Name 


OJ990823 02.9B15.C4.ol.gs 


Method 


GENSCAN 


Start 


40 


End 


4122 


GI 


none 


Score 


.73 


Exons 


40. .69, 498..6S9, 777. .955, 1164. .1273, 


1389. .1498, 1588. .1698, 




1773.. 1886, 1962.. 2164, 2371.. 


2569, 2921.. 3019, 3570.. 3607, 




4032. .4122 






Seq. No. 


1936 


Seq. ID 


OJ990823_02.9B15.C4 


Gene No. 


4036 


Strand 


+ 


Start 


1 


End 


4122 . - 


Name 


OJ990823 02.9B15.C4.ol.gp 


Method 


AAT/GAP 


Start 


1194 


End 


1505 


GI 


1854133 


Score 


353 


Exons 


1194.. 1273, 1389.. 1505 






GI Descrip. 


2961390/emb|CAA18137| 2.0e-18 


(AL022141) beta-galactosidase lik 




protein [Arabidopsis thaliana] 






Seq. No. 


1936 


Seq. ID 


OJ990823_02. 9B15.C4 


Gene No . 


4037 


Strand 




Start 


3314 


End 


3495 


Name 


OJ990823 02.9B15.C4.o2.gp 


Method 


AAT/GAP 


Start 


3314 


End 


3495 


GI 


1854132 


Score 


344 


Exons 


3314.. 3495 






Seq. No. 


1936 


Seq. ID 


OJ990823_02. 9B15.C4 


Gene No. 


4038 


Strand 




Start 


4598 


End 


6860 


Name 


OJ990823 02.9B15.C4.ol.tw 


Method 


TBLASTX: Wheat 



2024 



Start 
GI 

Exons 



1 End 826 

none Score 61 

1..69, 1..90, 3. .71, 289. .408, 290. .409, 290. .427, 292. .411, 
488. .661, 495. .668, 495. .665, 496. .678, 777. .824, 777. .824, 
779. .826 



Seq. No. 1936 

Gene No. 4038 

Start 4598 

Name OJ990823_02 . 9B15.C4 .o2.tc 

Start 1 

GI none 
Exons 



Seq. ID OJ990823_02. 9B15.C4 
Strand 

End 6860 

Method TBLASTX : Cress 

End 953 

Score 66 



1..69, 2. .70, 3. .71, 3. .71, 289. .396, 290. .409, 516. .662, 
522. .650, 524. .661, 770. .790, 885. .953 



Seq. No. 1936 

Gene No. 4038 

Start 4598 ...-./ 

Name OJ990823_02. 9B15.C4 .o3. ts 

Start 1 

GI none 
Exons 



Seq. ID OJ990823_02.9B15.C4 
Strand 

End 6860 

Method TBLASTX : Soybean 

End 3028 

Score 66 



1..69, 2. .70, 3. .71, 3. .71, 289. .396, 290. .409, 495. .533, 
516. .659, 522. .656, 524. .658, 885.-953, 2917. .3018, 2924. .3028 



Seq. No. 

":Z Gene No. 

';;!; Start 

i U Name 

Q Start 

III GI 

"» Exons 

h J 

ru 



1936 . . Seq. ID 

4038 Strand 
4598 End 
OJ990823_02.9B15.C4 .o2.tm Method 
1 End 
none Score 



OJ990823_02. 9B15.C4 
6860 

TBLASTX: Maize 

955 

120 



1..114, 3. .71, 289. .414, 290. .409, 291. .410, 292. .411, 488. 
495. .668, 496. .678, 496. .660, 768. .953, 777. .950, 778. .951, 
779. .955 



661, 



Q Seq. No. 

Gene No. 

,"1 Start 

r Name 

! »3 Start 

C3 gi 

i;3 Exons 



1936 
4038 
4598 

OJ990823_02, 

1146 

none 

1146. .1202, 
1383. .1496, 
1587. .1700, 
1962. .2165, 
2370. .2408, 
2909. .3049, 
3303. .3407, 



9B15.C4 .ol.tm 



1163. 
1387. 
1587. 
1965. 
2372. 
2914. 
3321. 



,1198, 1197. 

,1497, 1388. 

,1700, 1588. 

,2126, 1967. 

,2449, 2411. 

,3039, 2918. 

,3374, 3374. 



Seq. ID OJ990823_02.9B15.C4 
Strand 

End 68 60 

Method TBLASTX : Mai ze 
End 4 615 

Score 35 

.1277, 1198. .1275, 1199. .1288, 
.1498, 1579.. 1698, 1586.. 1699, 
.1701, 1767.. 1892, 1772.. 1885, 
.2167, 1975.. 2166, 2369.. 2440, 
.2704, 2441.. 2683, 2449.. 2703, 
.3049, 3197.. 3265, 3219.. 3269, 
.3418, 4484. .4615 



Seq. No. 1936 
Gene No. 4038 
Start 4598 

Name OJ990823_02 . 9B15 . C4 . ol . ts 

Start 1213 
GI none 

Exons 1213.. 1275, 1218.. 1283, 1382. 

1588. .1632, 1636. .1701, 1767, 
1990.. 2166, 2372.. 2410 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990823 02.9B15.C4 



6860 

TBLASTX: Soybean 
2410 
83 

1498, 1387.. 1497, 1587.. 1631, 
1892, 1961. .2167, 1962.. 2165, 



2025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1936 
4038 
4598 

OJ990823JD2 . 9B15 . C4 . ol . tc 

1381 

none 

1381. .1497, 1382.. 1498, 1587. 
1767.. 1892, 1775.. 1885, 1959. 
1987.. 2166, 2369.. 2443, 2372. 

1936 
4038 
4598 

OJ990823_02.9B15.C4 .o2.ts 

2411 

none 

2411. .2554, 2411. .2548, 2446. 

1936 
4038 
4598 

OJ990823_02.9B15.C4 .o3.tc 

2479 

none 

2479. .2544, 
2903. .3028, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1682, 
.2120, 
.2479 



OJ990823_02.9B15.C4 
6860 

TBLASTX: Cress 
2479 
134 

1588.. 1698, 1588..1698-, 
1962. .2165, 1967. .2167, 



2480.. 2548, 2545. 
2914. .3021 



Seq. ID OJ990823_02.9B15.C4 
Strand 

End 6860 

Method TBLASTX : Soybean 

End 2704 

Score 205 

.2556, 2551.. 2703, 2552.. 2704 

Seq. ID OJ990823J32. 9B15.C4 
Strand 

End 6860 

Method TBLASTX : Cress 

End 3028 

Score . 124 - 

.2670, 2554. .2700, 2555. .2704, 



Seq. No. 1936 

Gene No. 4038 

Start 4598 

Name OJ990823_02. 9B15.C4 ,o2.gs 

Start 4598 

GI none 

Exons 4598.. 4704, 
6438. .6814 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_02.9B15.C4 

6860 
GENSCAN 
6814 
.61 



4954. .5063, 5395. .5514, 6084. .6210, 6234. .6367, 



~ Seq. No. 
* Gene No. 
3 Start 
3 Name 

Start 

GI 

Exons 

GI Descrip. 



1936 Seq. ID OJ990823JD2 . 9B15 . C4 

4038 Strand 

4598 End 6860 

OJ990823_02 . 9B15 . C4 . o2 . np Method AAT/NAP 

4831 End 6622 

543938 Score 85 

4831. .4849, 6459. .6622 

CHLOROPHYLL A-B BINDING PROTEIN 48 PRECURSOR (LHCII TYPE I 
CAB-48) (LHCP) gi | 82681 1 pir || S22497 chlorophyll a/b-binding 
protein precursor (cab-48) - maize gi | 22228 | emb | CAA44888 | 
(X63205) chlorophyll a /b binding protein [Zea mays] 



Seq. No. 1936 Seq. ID 

Gene No. 4 038 Strand 

Start 4598 End 

Name OJ990823_02 . 9B15 . C4 . o3 . gp Method 

Start 6359 . End 

GI 25677_1.R1084 Score 

Exons 6359.. 6860 

GI Descrip. ' 20177/emb | X13908 | 0SCABR1 2.0e-09 Rice cablR gene for light 



OJ990823_02.9B15.C4 

6860 
AAT/GAP 
6860 
926 



2026 



harvesting chlorophyll a/b-binding protein' 



Seq. No. 1937 

Gene No. 4039 

Start 175 

Name OJ990823_02 . 9B15 .C5.ol.gs 

Start 175 

GI none 

Exons 175.. 340, 574.. 788 



Seq. ID OJ990823_02.9B15.C5 

Strand + 

End 788 

Method GENSCAN- 

End 788 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1938 
4040 
6 

OJ990823_02.9B15.C6.ol.gs 
6 

none 



Seq. ID OJ990823_02.9B15.C6 

Strand + 

End 4 7 97 

Method GENSCAN 

End 4790 

Score .51 



6. .1141, 1224. .1315, 2478. .2631, 3508. .3733, 3840. .4118, 
4210. .4386, 4489. .4542, 4642. .4790 



1938 
4040 
6 

OJ990823_02.9B15.C6.ol.gp 

2167 

2312265 

2167.. 2421 



Seq. ID OJ990823_02:9B15.C6 

Strand + 

End 4 7 97 

Method AAT/GAP 

End 2421 

Score 461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1938 Seq. ID 

4040 Strand 

6 End 

OJ990823_02 . 9B15 . C6 . o2 . np Method 

2226 End 

2425107 Score 



2226.. 2631, 3508. 
4642. .4794 



.3733, 3840.. 4118, 



OJ990823_02.9B15.C6 
+ 

4797 
AAT/NAP 
4794 
1332 

4210. .4386, 4489. .4542, 



GI Descrip. (AF019907) glutathione reductase (NADPH) [Vitis vinifera] 



. Seq. No. 
: !f Gene No. 
U Start 
lj Name 

Start 

GI 

Exons 



1938 
4040 
6 

OJ990823_02. 9B15 . C6 . ol . tc 
2442 



none 

2442. 

3509. 

4211. 

4641. 



Seq. ID 
Strand 
End 

_ Method 

End 

. - Score 
2525, ' 2459. .2590, 2546. .2608, 2557 
3736, 3837. .4142, 3845. .4141, 4200. .4385, 4201. .4386, 
4390, 4212. .4391, 4479. .4514, 4639. .4767, 4641. .4760, 
4796, 4642.. 4797 



OJ990823_02.9B15;C6 
+ 

4797 

TBLASTX: Cress 

4797 

89 ■ 

2640, 3505.. 3735, 



Seq. No. 1938 Seq. ID 

Gene No. 4040 Strand 

Start 6 End 

Name OJ990823_02 . 9B15 .C6.ol . ts . Method 

Start 2484 End 

GI none Score 
Exons 



OJ990823_02. 9B15.C6 
+ 

4797 

TBLASTX : Soybean 

4797 

67 



2484. .2525, 2492. .2524, 2546. .2602, 2555. .2608, 3505. .3732, 
3509. .3736, 3509. .3736, 3661. .3738, 3837. .4142, 3839. .4141, 
3931. .4158, 3946. .4149, 4187. .4366, 4187. .4360, 4188. .4382, 



2027 



4201.. 4386, 4488. .4523, 4639. .4788, 4641. .4760, 4641. .4796, 
4642. .4797 



rn 



i 3 U 



; h. E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990823_02.9B15.C6 
Strand + 
End 4797 
Method TBLASTX : Mai ze 
End 4350 
Score 177 

3732,. 3626. .3736, 3626. .3733, 3837. .4142, 3837. .4124, 
4149, 3839. .4141, 4200. .4349, 4201. .4350 



1938 
4040 
6 

OJ990823_02 . 9B15 . C6 . ol . tm 
3625 
none 
3625. 
3838. 



1938 Seq. ID 

4040 Strand 

6 End 

OJ990823_02 . 9B15 . C6 . o2 . gp Method 

4199 End 

2798701 Score 



OJ990823_02.9B15.C6 
+ 

4797 
AAT/GAP 
4790 
659 



4199. .4386, 4489. .4542, 4642.. 4790 

3130064 /emb | CAA06835 | 2.0e-81 (AJ006055) glutathione reductase 
[Zea mays] 



1938 Seq. ID 

4040 - Strand 

6 End 

OJ990823JD2 . 9B15 . C6 . o2 . tm Method 

4350 End 

none Score 



OJ990823_02.9B15.C6 
+ 

4797 

TBLASTX: Maize 

4791 

56 



4350. .4385, 4351. .4386, 4486. .4551, 4488. .4544, 4632. .4790, 
4641. .4790, 4642. .4791 



1939 Seq. ID 

4041 Strand 

1610 End 

OJ990823_02 . 9B15 . C7 . ol . gp Method 

1610 End 

uC-osrocyp036c05al Score 
1610.. 2128 

'3130064/emb|CAA06835| 2.0e-81 (AJ006055) glutathione reductase 
[Zea mays] * 



OJ990823_02.9B15.C7 
+ 

2128 
AAT/GAP 
2128 
1003 



1939 Seq. ID 

4042 Strand 

4325 End 

OJ990823_02 . 9B15 . C7 . o2 . gp Method 

4 325 End 

uC-osflM202039bl0bl Score 
4325.. 4559, 5480.. 5728 

'3193284 8.0e-13 (AF069298) No definition line found 
[Arabidopsis thaliana] ' 



OJ990823_02.9B15.C7 
+ - - 
7853 
AAT/GAP 
5728 
922 



1939 
4042 
4325 

OJ990823_02 . 9B15 . C7 . ol . np 

5463 

3193284 



Seq. ID OJ990823_02. 9B15.C7 

Strand + 

End' 7853 

Method AAT/NAP 

End 7850 

Score 1648 



2028 




Exons 


5463. 


.6404, 


6456 


. .6654, 


6703. 


.7850 




GI Descrip. 


(AF069298) i 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


1939 










beq. iu 




Gene No. 


4042 










Strand 




Start 


4325 










End 


"TOCO 


Name 


OJ990823 02 


. 9Blo 


. C / . OZ . 


gs 


Method 


PPMOP7\ XT 

GEN SCAN 


Start 


5487 










End 


TOCO 


GI 


none 










Score 


1 


Exons 


5487. 


.7853 












Seq. No. 


1939 










Seq. ID 


OJ990823_02.9B15.C7 


Gene No. 


4043 










Strand 




Start 


8417 










End 


11684 


Name 


OJ990823 02 


On 1 c 


. C / . 04 . 


tm 


Method 


TBLASTX: Maize 


Start 


5474 










End 


5930 


GI 


none 










Score 


94 


Exons 


5474. 


.5533, 


con 




034 U . 


.5908, 5559.. 5930, 5592.. 5894, 




5792. 


.5929 












Seq. No. 


1939 










Seq. ID 


OJ990823_02.9B15.C7 


Gene No. 


4043 










Strand 




Start 


8417 










End 


11684 


Name 


OJ990823 02 


An 1 C 

. 9B15 


. C7 . oZ . 


ts 


Method 


TBLASTX : Soybean 


Start 


5561 










End 


5912 


GI 


none 










Score 


246 


Exons 


5561. 


.5641, 


5562 


. .5912, 


5586. 


.5804 




Seq. No. 


1939 










Seq. ID 


OJ990823_02.9B15.C7 


Gene No. 


4043 










Strand 




Start 


8417 










End 


11684 


Name 


OJ990823 02 


no t c 

. 9B15 


. C7 . oZ . 


tc 


Method 


TBLASTX: Cress 


Start 


5562 










End 


5876 


GI 


none 










Score 


223 


Exons 


5562. 


.5876, 


5574 


. .5717 








Seq.. No. 


1939 










Seq. ID 


OJ990823_02.9B15 -C7 


Gene No. 


4043 










Strand 




Start 


8417 










End 


11684 


Name 


OJ990823 02 


. 9B15 


. C7 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


6038 










End 


6406 


GI 


none 










Score 


475 


Exons 


6038. 


.6193, 


6042 


. .6404, 


6045. 


.6404, 6046.. 6405, 6299.. 6406 


Seq. No. 


1939 










Seq. ID 


OJ990823_02.9B15.C7 


Gene No. 


4043 










Strand 




Start 


8417 










End 


11684 


Name 


OJ990823 02 


. 9B15 


.C7 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


6395 










End 


6881 


GI 


none 










Score 


489 


Exons 


6395. 


.6667, 


6396 


. .6881, 


6453. 


.6839 




Seq. No. 


1939 










Seq. ID 


OJ990823_02. 9B15.C7 


Gene No. 


4043 










Strand 




Start 


8417 










End 


11684 


Name 


OJ990823 02 


. 9B15 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6407 










End 


6925 



2029 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 551 

6407. .6664, 6408.. 6923, 6417.. 6914, 6704.. 6925 



1939 
4043 
8417 

OJ990823_02 . 9B15 . C7 . ol . ts 

6647 

none 



Seq. ID OJ990823_02.9B15.C7 



Strand 
End 

Method 

End 

Score 



11684 

TBLASTX : Soybean 

7738 

98 



6647.. 6772, 6648.-6776, 6777.. 7226, 6780.. 7178, 7200.. 7559, 
7218.. 7391, 7253.-7525, 7614.. 7733, 7628.. 7738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1939 
4043 
8417 

OJ990823_02. 

7059 

none 

7059. .7178, 
7616. .7759 



9B15.C7.o2.tm 



7067.. 7165, 7209 



Seq. ID OJ990823_02.9B15.C7 
Strand 

End 11684 

Method TBLASTX: Maize 

End 7811 

Score 115 

.7553, 7262. .7528, 7614. .7811, 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1939 Seq. ID 

4043 Strand 

8417 End 

OJ99O823_02 . 9B15 . C7 . o3 . gs Method 

8417 End 

none Score 

8417. .8537, 8988. .9217, 11595. .11684 



OJ990823_02.9B15.C7 

11684 
GENS CAN 
11684 
.93 



1940 
4044 
13342 

OJ990823_02. 9B15 . C9 . o7 . gs 

13342 

none 



Seq. ID OJ990823_02. 9B15.C9 

Strand + 

End 15655 

Method GENSCAN 

End 15655 

Score . 64 



13342. .13348, 14214 .. 14426, 15408. .15655 



y Seq. No. 

Gene No. 
}t . Start 
' = - Name 

Start 

GI 

Exons 



1940 Seq. ID 

4045 Strand 

18392 End 

OJ990823_02 . 9B15 . C9 . o3 . gp Method 

18392 End 

4716416 Score 
18392. .18729 



OJ990823_02.9B15.C9 
+ 

18729 
AAT/GAP 
18729 
559 



Seq. No. 1940 

Gene No. 404 6 

Start 1872 

Name OJ990823_02 . 9B15 . C9 . o2 . gs 

Start 1872 

GI none 

Exons 1872.. 1982, 3338.-3472 

Seq. No. 1940 

Gene No. 4047 

Start 4065 

Name OJ990823_02 . 9B15 . C9 . o3 . gs 



Seq. ID 

.Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990823_02.9B15.C9 

3472 
GENSCAN 
3472 
.78 



OJ990823_02.9B15.C9 
4983 

GENSCAN' 



2030 



Start 


4065 


End 


4983 


GI 


none 


Score 


.7 


Exons 


4065.. 4133, 4755.. 4821, 4937 


. .4983 




Seq. No. 


1940 


Seq. ID 


OJ990823 


Gene no. 


a n A Q 
4 U4o 


otrana 




Start 


6378 


End 


7474 


Name 


OJ990823 02.9B15.C9.o4.gs 


Method 


GENSCAN 


Start 


6378 


End 


7474 


GI 


none 


Score 


.71 


Exons 


6378.-6555, 6600.. 6801, 7333 


. .7474 




Seq. No. 


1940 


Seq. ID 


OJ990823 


bene no. 


A f\ A Q 

4 U4 y 


ourana 




Start 


8881 


End 


9138 


Name 


OJ990823 02.9B15.C9.o5.gs 


Method 


GENSCAN 


Start 


8881 


End 


9138 


GI 


none 


Score 


.57 


Exons 


8881. .9138 






Seq. No. 


1940 


Seq. ID 


OJ990823 


bene no. 


4 UOU 


Strand 




Start 


12361 


End 


12720 


Name 


OJ990823 02.9B15.C9.o6.gs 


Method 


GENSCAN 


Start 


12361 


End 


12720 


GI 


none 


Score 


.97 


Exons 


12361. . 12414, 12553.. 12720 






Seq. No. 


1940 


Seq. ID 


OJ990823 


Gene No . 


4 UOi 


Strand 




Start 


16599 


End 


16868 


Name 


OJ990823 02.9B15.C9.o8.gs 


Method 


GENSCAN 


Start 


16599 


End 


16868 


GI 


none 


Score 


. 94 


Exons 


16599. .16868 






Seq. No. 


1940 


Seq. ID 


OJ990823 


Gene No. 


4052 


Strand 




Start 


17329 


End 


21409 


Name 


ujyyuoz o uz . ytsio . uy . oy . gs 


Method 


GENSCAN 


Start 


17329 


End 


21409 


GI 


none 


Score 


.78 


Exons 


17329. .17901, 18194. .18316, 


18410. .18488, 18558 




18756. . 18893, 18953 .. 19156, 


19335. .19640, 19966 




20197. .20526, 20601 .. 20753, 


20831. .21409 


Seq. No. 


1940 


Seq. ID 


OJ990823 


Gene No. 


4053 


Strand 




Start 


22147 


End 


24537 


Name 


OJ990823 02.9B15.C9.o4.gp 


Method 


AAT/GAP 


Start 


22147 


End 


22955 


GI 


57687 1.R1084 


Score 


1133 


Exons 


22147. .22497, 22570 .. 2274 0, 


22811. .22955 


GI Descrip. 


, 2961390/emb|CAA18137 | 2.0e- 


18 (AL022141) beta-. 




like protein [Arabidopsis thaliana] 1 




Seq. No. 


1940 


Seq. ID 


OJ990823 



02.9B15.C9 



18682, 



02.9B15.C9 



2031 





Gene No. 


4053 


Strand 










OLdn 


Z£Lh / 


End 


24537 








Name 


OJ990823 02.9B15.C9.ol0.gs 


Method 


GENSCAN 








Start 


22261 


End 


24537 








GI 


none 


Score 


.71 








Exons 


22261. .22497, 22570 .. 22740, 


22811. .22930, 23502. 


.23675, 








24087. .24117, 24 173 .. 24370, 


24452. .24537 








Seq. No. 


1941 


Seq. ID 


OJ990823_ 


02.9B15 


.C10 




Gene No. 


A O R A 


Strand 


+ 








Start 


5683 


End 


7056 








Name 


OJ990823 02.9B15.C10.o3.gs 


Method 


GENSCAN ' 








Start 


5683 


End 


7056 








GI 


none 


Score 


.73 








Exons 


5683.. 5725, 5809.. 5936, 6161 


..6486, 6546.. 7056 








Seq. No. 


1941 


Seq. ID 


OJ990823_ 


02.9B15 


.C10 




Gene No. 




Strand 


+ 








Start 


7647 


End 


10092 








Name 


OJ990823 02.9B15.C10.o4.gs 


Method 


GENSCAN 








Start 


7647 


End 


10092 








GI 


none 


Score 


.84 








Exons 


7647. .7979, 8461. .8708, 8843 


..9134, 9475.. 9627,. 


9706. .10092 




Seq. No. 


1941 


Seq. ID 


OJ990823_ 


02.9B15 


• LIU 




Gene No. 




Strand 


+ 








Start 


7647 


End 


10092 








Name 


OJ990823 02.9B15.C10.ol.gp 


Method 


AAT/GAP 








Start 


8660 


End 


9764 








GI 


none 


Score 


999 








Exons 


8660. .8708, 8843. .9134, 9475 


..9627, 9706.. 9764 






r< i 
; ^ 


Seq. No. 


1941 


Seq. ID 


OJ990823_ 


02.9B15 


.C10 


;= 

=. 


Gene No . 




Strand 


+ 






Start 


16006 


End 


17044 








Name 


OJ990823 02.9B15.C10.o6.gs 


Method 


GENSCAN 








Start 


16006 


End 


17044 






t 


GI 


none 


Score 


.94 






y 

! E 


Exons 


16006. .16072, 16121. .16264, 


17037. .17044 








Seq. No. 


1941 


Seq. ID 


OJ990823_ 


02.9B15 


.C10 




Gene No. 


4057 


Strand 










o tax L 


1 


End 


2496 








Name 


OJ990823" 02.9B15.C10.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1751 








GI 


4467124 


Score 


723 








Exons 


1. .1751 












GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


1941 


Seq. ID 


OJ990823_ 


02. 9B15 


.C10 




Gene No. 


4057 


Strand 










Start 


1 


End 


2496 








Name 


OJ990823 02.9B15.C10.ol.gs 


Method 


GENSCAN 








Start 


289 


End 


2496 








GI 


none 


Score 


.72 








Exons 


289.. 534, 667.. 763, 867.. 1789, 1976.. 2132, 242,1. 


.2442, 





2485. .2496 



2032 



i y 



oeq. NO . 






064. 1U 




pi n 

.LIU 


Gene No. 


4058 




Strand 






Start 


4776 




End 


5033 




Name 


OJ990823 02.9B15.C10 


.o2.gs 


Method 


GENSCAN 




Start 


4776 




End 


5033 




GI 


none 




Score 


.43 




Exons 


4776. .5033 










oeq. NO. 


i y h i 








• LIU 


Gene No. 


4059 




Strand 






Start 


9990 




End 


10400 




Name 


OJ990823 02.9B15.C10 


.o2.gp 


Method 


AAT/GAP 




Start 


9990 




End 


10400 




GI 


none 




Score 


814 




Exons 


9990. .10400 










Seq. No. 


1941 




Seq. ID 


OJ990823_02.9B15 


.C10 


(jcilc 1NO. 


4 U DU 




Strand 






Start 


12007 




End 


15138 




Name 


OJ990823 02.9B15.C10 


,o4 .np 


Method 


AAT/NAP 




Start 


. 11561 




End 


14885 




GI 


3063469 




Score 


380 




Exons 


11561. .11759, 11916. 


.12612, 


14866. .14885 




GI Descrip. 


(AC003981) F22013.31 


[Arabidopsis thaliana] 




Seq. No. 


1941 




Seq. ID 


OJ990823_02.9B15 


.C10 




4060 




Strand 






Start 


12007 




End 


15138 




Name 


OJ990823 02.9B15.C10 


,o2.np 


Method 


AAT/NAP 




Start 


11678 




End 


12415 




GI 


2880046 




Score 


284 




Exons 


11678. .11829, 12090. 


.12415 








GI Descrip. 


(AC00234 0) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


1941 




Seq. ID 


OJ990823_02.9B15 


.C10 


Gene No . 


4060 




Strand 






Start 


12007 




' End 


15138 




Name 


OJ990823 02.9B15.C10 


.o5.gs 


Method 


GENSCAN 




Start 


12007 




End 


15138 




GI 


none 




Score 


.87 




Exons 


12007. .12821, 12898. 


.13473, 


13567. .13838, 14325 .. 14375, 






15026. .15138 










beq. no. 


1941 




Seq. ID 


OJ990823_02. 9B15 


• LIU 


Gene No. 


4061 




Strand 






Start 


17263 




End 


17953 




Name 


OJ990823 02.9B15.C10 


.06. tm 


Method 


TBLASTX: Maize 




Start 


804 




End 


1179 




GI 


none 




Score 


201 




Exons 


804. .848, 838. .1179 










Seq. No. 


1941 




Seq. ID 


OJ990823_02.9B15 


.CIO 


Gene No. 


4061 




■ Strand 






Start 


17263 




End- 


17953 




Name 


OJ990823 02.9B15.C10 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


807 




End 


1131 





2033 




ru 



GI 


none 








Score 


89 


Exons 


807.. 848, 856.. 1131, 860 


I..1054, 916. .1131 


Seq. No. 


X y 4 X 








octj • x u 




Gene No - 


4 UD1 








c+- r3n H 




Start 


1 7 9 
Lid. DO 








EjIIQ. 


1 / " j j 


Name 


nTQQnQO"5 no 


QUI R 

yoxo . 


m n i*\0 

LIU . OZ . 


tC 


lYie Lfioa 




Start 


Aft"} 










1 9 1 ft 


GI 


none 








Score 


x y d 


Exons 


883. .1218 












Seq. No. 


1 QA 1 
X y 4 X 








Seq. ID 


OJ990823_02.9B15.C10 


Gene No. 


fl UOX 








Strand 




Start 


1 TOCO 

1 / Zo J 








End 


17953 


Name 


UJ33UOZ j . 


9B15. 


C10.o7. 


LIU 


Method 


TBLASTX: Maize 


Start 


/ O O 4 








End 


8536 


GI 


none 








Score 


200 


Exons 


/ 0D4 . • f y i y f 


7857. 


.7982, 


QA 99 


8535, 8459.. 8536, 8459.. 8536 


Seq. No. 


1941 








Seq. ID 


OJ990823_02.9B15.C10 


Gene No. 










Strand 




btart 


1 "7 9£T 








End 


17953 


Name 


nTQQ(1QO'3 no 


9B15.C10.o4. 


LS 


Method 


TBLASTX : Soybean 


Start 


OJ JO 








End 


9032 


GI 


none 








Score 


116 


Exons 


QCOt Q COQ 


8539. 


.8628, 


ft £ R9 


8717, 8653. .8706, 8835. .9032, 




8840. .9031, 


8850. 


.9032 








Seq. No. 


xy 4 x 








Seq. ID 


OJ990823_02.9B15.C10 


Gene No. 


4 U DI 








Strand 




Start 


1 TOCO 

X / ZDj 








End 


17953 


Name 




9B15. 


ClO.oS. 


4-rn 

LIU 


Method 


TBLASTX: Maize 


Start 


ft Q R7 

o y o / 








End 


9124 


GI 


none 








Score 


229 


Exons 


Q Q R7 Q1 04 

o yo / . . y xz*i , 


8958. 


.9122 








Seq. No. 


1941 








Seq. ID 


OJ990823_02.9B15.C10 


Gene No. 


4 U O X 








Strand 




otart 


X / Z 0 O 








End 


17953 ' 


Name 


nTQQ0ft9^ 09 


9B15. 


ClO.ol. 


LS 


Method 


TBLASTX: Soybean 


Start 


qo 








End 


9933 


GI 


none 








Score 


125 


Exons 


Qf\T3 Q1 *3 /I 

yu j j . . y x , 


9035. 


.9148, 


Qn / a 
yu4t *i . . 


9139, 9472. .9630, 9474. .9629, 




Q7 n O Qft7£ 

y / u j . . yo / o , 


9706. 


.9888, 


Qft ft Q 

y o o y . . 


,9933 




Seq. No. 


1941 








Seq. ID 


OJ990823_02. 9B15.C10 


Gene No. 


A H£1 
ft UOX 








Strand 




Start 


i TOCO 








End 


17953 


Name 


a mnAon no 

uj y yuoz j uz . 


9B15. 


C10.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9467 








End 


10023 


GI 


none 








Score 


156 


Exons 


9467. .9559, 


9468. 


.9614, 


9474 . . 


9626, 9478.. 9630, 9703.. 10023 




9705. .10019, 


9706 


i. .10020 






Seq. No. 


1941 








Seq. ID 


OJ990823JD2. 9B15.C10 


Gene No. 


4061 








Strand 




Start 


17263 








End 


17953 



2034 



Name 

Start 

GI 

Exons 



OJ990823_02.9B15.C10.ol.tm 

11573 

none 



Method TBLASTX : Maize 



End 
Score 



12820 
65 



11573. .11761, 11578. .11736, 11595 11762, 11854. 

11921. .12025, 11927. .12016, 12085 12396, 12087. 

12175. .12396, 12206. . 12415, 12397 12474 , 12457. 

12461. .12643, 12525 .. 12692, 12526 . . 12699, 12769. 
12773. .12820 



11925, 
12260, 
12747, 
12819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823 02.9B15.C10 



1941 Seq. ID 

4061 Strand 

17263 End 
OJ990823_02.9B15.C10.ol.tc Method 

11591 End 

none Score 

11591. .11776, 11592. .11717, 12079 .. 12396, 12172. .12372 



17953 

TBLASTX: Cress 

12396 

73 



1941 
4061 
17263 

OJ990823_02.9B15.C10.o2.ts 

12088 

none 

12088. .12420, 12091.. 12423 

1941 
4061 
17263 

OJ990823_02. 9B15 . C10 . o3 . tm 

13463 

none 

13463. .13534, 13544 13702, 
13707. .13922, 13708.. 13926 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_02. 9B15.C10 
17953 

TBLASTX : Soybean 

12423 

149 



OJ990823_02.-9B15.C10 
17953 

TBLASTX: Maize 

13926 

139 



13706. .13882, 13707. .13922, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1941 Seq. ID 

4061 Strand 

17263 End 
OJ990823_02. 9B15 . C10 . o7 . gs Method 

17263 End 

none Score 

17263. .17281, 17916.. 17953 



OJ990823_02.9B15.C10 

17953 
GEN SCAN - 
17953- 
.56 



OJ990823 02.9B15.C10 



1941 Seq. ID 

4062 Strand 

18610 End 
OJ990823_02 . 9B15 .CIO . o4 . tm Method 

18610 End 

none Score 

18610. .18720, 18611. .18721, 18831 .. 18887 , 18835 19002 , 
18835. .18981 



19002 

TBLASTX: Maize 

19002 

114 



Seq. No. 1942 Seq. ID 

Gene No. 4063 Strand 

Start 1800 End 

Name OJ990823_02 . 9B15 . Cll . o2 . np Method 

Start 1800 End 

GI 6069646 Score 



OJ990823_02.9B15.C11 
+ 

1972 
AAT/NAP 
1972 
68 



2035 



Exons 1800.. 1972 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 |dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


1942 




Seq. ID 


OJ990823_02.9B15.C11 


Gene No. ' 


4064 




Strand 


- 


Start 


152 




End 


1925 


Name 


OJ990823 02.9B15.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


152 




End 


1614 




2501242 




Score 


113 


Exons 


152. .260, 419. .491, 612 


. .690, 


861. .899, 


1010.. 1115, 1180.. 1232, 




1373.. 1502, 1580.. 1614 








GI Descrip. 


DNA TOPOISOMERASE III ALPHA gi 11292912 


(U43431) DNA 




topoisomerase III [Homo 


sapiens] 




Seq. No. 


1942 




Seq. ID 


OJ990823_02 . 9B15 .Cll 


Gene No. 


4064 




Strand 




Start 


152 




End 


1925 


Name 


OJ990823 02.9B15.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


397 




End 


1925 




none 




Score 


.85 


Exons 


397.. 491, 612.. 690, 861 


. .899, 


1010. .1106, 1580. .1614, 1789. .1925 


Seq. No. 


1942 




Seq. ID 


OJ990823_02. 9B15.C11 


Gene No. 


4064 




Strand 




Start 


152 




End 


1925 


Name 


OJ990823 02.9B15.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


418 




End 


1615 




none 




Score 


109 


Exons 


418. .492, 419. .493, 419 


. .493, 


423. .494, 


610. .687, 611. .688, 




613. .693, 1055. .1117, 1056. .1109, 1169. 


.1231, 1170.. 1274, 




1179. .1238, 1368. .1502, 


1373. 


.1504, 1373.. 1501, 1375.. 1503, 




1568.. 1615, 1577.. 1609, 


1578. 


.1610 




Seq. No. 


1943 




Seq. ID 


OJ990823_02.9B15.C12 


Gene No. 


4065 




Strand 


+ 


Start 


5630 




End 


6025 


Name 


OJ990823 02.9B15.C12.ol 


.gp 


Method 


AAT/GAP 


Of -»-+- 

otart 


5630 




. End 


6025 


GI 


none 




Score 


784 


Exons 


5630. .6025 








Seq. No. 


1943 




Seq. ID 


OJ990823_02.9B15.C12 


Gene No. 


4066 




Strand 




Start 


650 




End 


7668 


Name 


OJ990823 02.9B15.C12.ol, 


.gs 


Method 


GENSCAN 


Start 


650 




End 


7641 


GI 


none 




Score 


.71 


Exons 


650. .670, 715. .843, 962. 


. .1141 


, 1781. .1864, 1987. .2103, 




2563.. 2716, 2961. .3047, 


3262. 


.3440, 4614. .4937, 4993. .5177, 




6108.. 6203, 6320.. 6377, 


6611. 


.6718, 7220. .7310, 7388. .7641 


Seq. No. 


1943 




Seq. ID 


OJ990823_02.9B15.C12 


Gene No. 


4066 




Strand 





2036 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



650 End 7 668 

OJ990823_02 . 9B15 . C12 . ol . np Method AAT/NAP 

715 End 4987 

6678403 Score 796 

715. .861, 989. .1141, 1781. .1864, 1987. .2103, 2214. .2286, 

2360. .2481, 2563. .2685, 2961. .3033, 3262. .3440, 4614. .4987 

topoisomerase 3 alpha gi | 6686029 | sp 1 070157 | TP3A_MOUSE DNA 

TOPOISOMERASE III ALPHA gi | 3061308 | dbj | BAA25662 i (AB006074) 

topoisomerase III [Mus musculus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 02.9B15.C12 



1943 
4066 
650 

OJ990823_02 . 9B15 . C12 . o2 . tm 
764 
none 

764. .841, 764. .841, 766. .843, 964. .1137, 965. .1138, 965. .1141, 
975.. 1139 



7668 

TBLASTX: Maize 

1141 

102 



Seq. No. 
Gene No. 
Start 
Name 
==== Start 

gi 

Exons 

i s y Seq. No. 

Q Gene No. 

fj Start 

' ; 2 Name 

'Hf. Start 

ry GI 

h Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



1943 
4066 
650 

OJ990823_02 . 9B15 . C12 . ol . tm 
4608 
none 

4608. .4787, 4614. .4787, 4615 

1943 
4066 
650 

OJ990823_02.9B15.C12.o3.tm 
7344 
none 

7344. .7538, 7350. .7538, 7363 
7481. .7645 

1943 
4066 
650 

OJ990823_02. 9B15 . C12 . o2 . np 
7366 
6759434. 
7366. .7668 

(AL137189) putative protein 

1944 
4067 
1917 

OJ990823_02.9B15.C13.o2.gs 
1917 
none 

1917.. 2288, 2342.. 2719, 2895. 
4530. .4613, 5300. .5912, 6714. 

1944 
4068 
1 



Seq. ID OJ990823_02.9B15.C12 
Strand 

End 7 668 

Method TBLASTX : Mai ze 

End 4 905 

Score, 145 
..4788, 4833. .4904, 4843. .4905 

Seq. ID OJ990823_02.9B15.C12 
Strand 

End 7 668 

Method TBLASTX: Maize 

End 7 653 

Score 189 
..7545, 7378. .7542, 7480. .7653, 



Seq. ID OJ990823_02.9B15.C12 
Strand 

End 7 668 

Method AAT/NAP 

End - 7 668 

Score 262 

[Arabidopsis thaliana] 

Seq. ID OJ990823_02.9B15.C13 
Strand + 
End 7229 
Method GENSCAN 
End 7229 
Score .47 

.3416, 3477..3S82, 4141. .4267, 
.6941, 7122. .7229 

Seq. ID OJ990823_02.9B15.C13 
Strand 

End 3615 



2037 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823_02 . 9B15 . C13 . ol . np Method AAT/NAP 
1 End 2855 

6759434 Score 1102 

1..1587, 2796.. 2855 

(AL137189) putative protein [Arabidopsis thaliana] 



1944 
4068 
1 

OJ990823_02.9B15.C13.ol.tc 
2 

none 

2. .94, 49. .342, 95. .274, 97 



Seq. ID OJ990823_02.9B15.C13 
Strand 

End 3615 
Method TBLASTX : Cress 
End 1194 
Score 59 
138, 97. .444, 151. .372, 184. .405, 
188. .325, 190. .534, 239. .535, 280. .474, 289.-639, 355. .603, 
386. .640, 391. .756, 395. .751, 448. .576, 472. .708, 494. .745, 
499. .855, 577. .813, 601. .972, 685. .897, 715. .1074, 775. .1020, 
788. .1060, 800. .901, 809. .1003, 811. .1161, 880. .1131, 907. .1161, 
1000. .1194 



is. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1944 
4068 
1 

OJ990823_02 . 9B15 . C13 . ol . tm 
2 

none 

2.. 91, 76.. 159, 97.. 192, 97 



OJ990823 02.9B15.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

369, 197.. 487, 199.. 456, 303.. 581, 
304. .582, 304. .597, 412. .663, 467. .664, 514. .789, 622. .894, 
680. .892, 724. .1029, 782. .1030, 832. .1059, 934. .1152 



3615 

TBLASTX: Maize 

1152 

72 



1944 
4068 
1 

OJ990823_02. 9B15 . C13 . ol . ts 
5 

none 

5. .94, 31. .330, 73. .219, 79 



Seq. ID OJ990823_02.9B15.C13 
Strand 

3615 

TBLASTX: Soybean 
1200 
70 



End 

Method 
End 
Score 

192, 79. .534, 82. .447, 91. .864, 
97. .219, 100. .543, 193. .660, 289. .417, 310. .1173, 311. .544, 
415. .1179, 425. .886, 448. .615, 514. .660, 592. .966, 635. .1060, 
736. .1200, 737. .1102, 782. .961, 815. .1120, 904. .1041 



3 Seq. No. 


1944 




Seq. ID 


OJ990823_02. 9B15. 


C13 


Gene No. 


4068 




Strand 






Start 


1 




End 


3615 




Name 


OJ990823 02.9B15.C13.ol 


. gs 


Method 


GENSCAN 




Start 


28 




End 


1623 




GI 


none 




Score 


.86 




Exons 


28. .1623 










Seq. No. 


1944 




Seq. ID 


OJ990823_02. 9B15. 


C13 


Gene No. 


4068 




Strand 






Start 


1 




End 


3615 




Name 


OJ990823 02.9B15.C13.o3 


. np 


Method 


AAT/NAP 




Start 


1167 




End 


3615 




GI 


5305335 




Score 


233 




Exons 


1167. .1627, 1907. .1944, 


3352. 


.3615 






GI Descrip. 


(AF071081) proline-rich 


mucin 


homolog 


[Mycobacterium 





tuberculosis] 



2038 



Seq. No. 


1945 




Seq. ID 


OJ990823_02.9B15.C14 


ucilc LN<J . 






Strand 




Start 


1 




End 


731 


Name 


OJ990823 02.9B15.C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


731 


GI 


3096930 




Score 


373 


Exons 


1..473, 568. .731 








GI Descrip. 


(AL023094 ) Homeodomain- 


like protein [Arabidopsis thaliana] 


oeq. wo. 


T CM R 
± i7fl D 




Seq. ID 


OJ990823_02.9B15.C14 


Gene No. 


4069 




Strand 




Start 


1 




bna 




Name 


OJ990823 02.9B15.C14.ol 


. gs 


Method 




Start 


91 




bna 


bbU 


GI 


none 




Score 


. b<£ 


Exons 


91. .362, 568. .660 








Seq. No. 


1945 




beq. iu 




oene ino . 


4 u o y 




Strand 




Start 


1 




End 


731 


Name 


OJ990823 02.9B15.C14.ol 


4- — 

. ts 


Method 


i DiiAb i a : boyoean 


Start 


91 




tp _ j 
bna 


b / £ 


GI 


none 




Score 


bl 


Exons 


91. .171, 114. .176, 180. 


OCT 


ooc Ana 
jjD . . 4 / b , 


T/l'} AHA CCC CTO 




565. .618 








Seq. No. 


1945 








(aene wo . 


4 u 




Strand 




Start 


1 




End 


731 


Name 


OJ990823 02.9B15.C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


156 




End 


663 


GI 


none 




Score 


58 


Exons 


156. .251, 156. .263, 258 


. .533, 


340. .474 


, 542. .655, 565. .663, 




566. .646, 567. .656 








Seq. No. 


1945 




Seq. ID 


OJ990823_02.9B15.C14 


Gene No. 


4069 




Strand 




Start 


1 




End 


731 


Name 


OJ990823 02.9B15.C14.ol 


• gp 


Method 


AAT/GAP 


Start 


340 




End 


658 


GI 


LIB3432-059-P1-K1-A7 




Score 


283 


Exons 


340. .473, 568. .658 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



, 3096930/emb|CAA18840.1| 6.0e-21 (AL023094) Homeodomain-like 
protein [Arabidopsis thaliana] 1 



1946 
4070 
1 

OJ990823_02 . 9B15 . C15 . ol . np 
1 

4544390 
1. .804 

(AC007047) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990823_02.9B15.C15 

Strand + 

End 886 

Method AAT/NAP 

End 804 

Score 709 



1946 
4070 



Seq. ID OJ990823_02.9B15.C15 
Strand + 



2039 



Start 


1 








End 


886 






Name 


OJ990823 02. 


9B15. 


C15.ol 


.gs 


Method 


GENSCAN 






Start 


31 








End * 


886 






GI 


none 








Score 


. .41 






Exons 


. 31. .803, 883. .886 












Seq. No. 


1 Ay) /" 

194 b 








Seq. ID 


OJ990823 


_02, 


.9B15.C15 


Gene No . 


A AT 1 

4 U /l 








Strand 








Start 


lo Jy 








End 


1707 






Name 


OJ990823 02. 


9B15. 


C15.ol 


.gp 


Method 


AAT/GAP 






Start 


1339 








End 


1707 






GI 


none 








Score 


607 






Exons 


lojy . . l /u / 
















Seq. No. 


1 Ck A C 

i y 4 b 








Seq. ID 


OJ990823 


_02, 


. 9B15.C15 


Gene No. 


4U /Z 








Strand 








Start 


1 T C *D 








End 


3971 






Name 


ojyyuoz j . 


yBio . 


ClO . Ol 


.gs 


Method 


GENSCAN 






Start 


1 TCO 

1 / D j 








End 


3829 






GI 


none 








Score 


.92 






Exons 


1753. .2421, 


2520. 


.2580, 


2663. 


.2934, 3140. .3829 






Seq. No. 


1946 








Seq. ID 


OJ990823_ 


_02. 


.9B15.C15 


Gene No. 


4072 








Strand 








Start 


1753 








End 


3971 






Name 


OJ990823 02. 


9B15. 


C15.o2 


.np 


Method 


AAf /NAP 






Start 


1756 








End 


3971 






GI 


3096930 








Score 


639 






Exons 


1756. .1983, 


2158. 


.2421, 


2520. 


.2580, 2663. .3045, 


3140. .3260, 




3297. .3701, 


3855. 


.3971 













GI Descrip. (AL023094) Homeodomain-like protein [Arabidopsis thaliana] 



\~ Seq. No. 1946 Seq. ID 

;; a Gene No. 4072 Strand 

'3 Start 1753 End 

H Name OJ990823_02 . 9B15 . C15 . o2 . gp Method 

««& Start 2038 End 

.1 GI none Score 

1% Exons 2038.. 2400 



OJ990823_02.9B15.C15 

3971 
AAT/GAP 
2400 
535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1946 
4072 
1753 

OJ990823_02 . 9B15 . C15 . o3 . gp 
2912 

LIB34 32-059-P1-K1-A7 
2912.. 3045, 3140.. 3230 
, 3096930/emb|CAA18840.1| 6.0e-21 
protein [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990823_02.9B15.C15 

3971 
AAT/GAP 
3230 
283 



(AL023094 ) Homeodomain-like 



1946 Seq. ID 

4073 Strand 
4080 End 
OJ990823_02 . 9B15 . C15 . ol . tm Method 
1 End 
none Score 

1..156, 201. .578, 220. .579 



OJ990823_02 . 9B15.C15 
5003 

TBLASTX: Maize 

579 

105 



2040 




beq. No. 


1 Q A C 








oeq. iu 






Gene No. 


4073 








Strand 






Start 


4080 








End 


5003 




Name 


OJ990823 


P2.9B15.C15. 


.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


204 








End 


540 




GI 


none 








Score 


327 




Exons 


204. .539, 


220. .540 












Seq. No. 


1946 








Seq. ID 


OJ990823_02.9B15. 


.C15 


Gene No. 


4073 








Strand 






Start 


4080 








End 


5003 




Name 


OJ990823 


02.9B15.C15. 


.04, 


.tm 


Method 


TBLASTX: Maize 




Start 


583 








End 


804 




GI 


none 








Score 


221 




Exons 


583. .804, 


589. .789 













m 
ru 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
.y Name 
.1 Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1946 
4073 
4080 

OJ990823_02. 

2333 

none 

2333. .2419, 
2686. .2748, 



9B15.C15.o2. tm 



2344. .2421, 
2752. .2832, 



2517, 
2908, 



1946 
4073 
4080 

OJ990823_02.9B15.C15.ol.ts 

2342 

none 

2342.. 2425, 2344.. 2421, 2517. 
2686.. 2748, 2752.. 2829, 2908. 
3137. .3193 

1946 
4073 
4080 

OJ990823_02.9B15.C15.o2.tc 

2350 

none 

2350. .2421, 
2686. .2745 



Seq. - ID OJ990823_02.9B15.C15 
Strand 

End 5003 
Method TBLASTX : Mai ze 
End 304 8 

Score 109 

.2588, 2527. .2580, 2660. .2743, 
.3048, 2915.. 2998 

Seq. ID OJ990823_02.9B15.C15 
Strand 

End 5003 

Method TBLASTX : Soybean 

End 324 4 

Score 96 

.2588, 2527. .2577, 2663. .2743, 
.3048, 2915. .3046, 3128. .3244, 



Seq. ID OJ990823_02.9B15 f C15 
Strand 

End 5003 

Method TBLASTX : Cres s 

End 2745 

Score 93 



2351.. 2431, 2517.. 2588, 2533.. 2580, 2660.. 2743, 



Seq. No. 1946 

Gene No. 4073 

Start 4080 

Name OJ990823_02 . 9B15 . C15 . o3 . tm 

Start 3114 

GI none 

Exons 3114.. 3227, 3137.. 3235, 3138, 
3303.. 3458, 3304.. 3345, 3320. 



Seq. No. 
Gene No. 
Start 



1946 
4073 
4080 



Seq. ID OJ990823_02.9B15.C15 

Strand - ^ 

End 5003 

Method TBLASTX: Maize 

End 3458 

Score 112 

.3218, 3139. .3228, 3302. .3406, 
.3403, 3405. .3449 

Seq. ID OJ990823_02.9B15.C15 
Strand 

End 5003 



2041 



Name 


OJ990823 02.9B15.C15.o4.gp 


Method 


AAT/GAP 




Start 


4080 


End 


5003 




GI 


none 


Score 


906 




Exons 


4080. .4470, 4914. .5003 








Seq. No. 


1947 


Seq. ID 


OJ990823JD3.9B19 


.CI 


Gene No. 


4074 


Strand 


+ 




Start 


1 


End 


173 




IN CHLIC 


OJ990823 03.9B19.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


173 




GI 


6006374 


Score 


271 




Exons 


1. .173 








GI Descrip. 


(AP000559) Similar to Rice tungro bacilliform virus; reverj 




transcriptase (D10774) [Oryza 


sativa] 






Seq. No. 


1948 


Seq. ID 


OJ990823_03.9B19 


.C2 


Gene No. 


4075 


Strand 






Start 


272 


End 


487 




Name 


OJ990823 03.9B19.C2.ol.np 


Method 


AAT/NAP 




Start 


263 


End 


487 




GI 


5306268 


Score 


170 




Exons 


263. .487 








GI Descrip. 


(AC006233) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1948 


Seq. ID 


.OJ990823_03.9B19 


.C2 




4075 


Strand 






Start 


272 


End 


487 




Name 


OJ990823 03.9B19.C2.ol.gs 


Method 


GENSCAN 




Start 


'272 


End 


430 




GI 


none 


Score 


.99 




Exons 


272. .430 








Seq. No. 


1949 


Seq. ID 


OJ990823_03.9B19 


.C3 


Gene No. 


4076- 


Strand 


+ 




Start 


1805 


End 


3767 




Name 


OJ990823 03.9B19.C3.ol.np 


Method 


AAT/NAP 




Start 


1805 


End 


3746 




GI 


4218008 v "* - 


Score 


92 




Exons 


1805. .1839, 3502. .3746 








GI Descrip. 


(AC006135) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1949 


Seq. -ID 


OJ990823_03.9B19 


.C3 


OCllC LNU . 


4076 


Strand 


+ 




Start 


1805 


End 


3767 




Name 


OJ990823 -03.9B19.C3.ol.gs 


Method 


GENSCAN 




Start 


2685 


End 


,3767 




GI 


none 


Score 


.7 




Exons 


2685. .3244, 3323. .3767 








Seq. No. 


1949 


Seq. ID 


OJ990823_03.9B19 


.C3 


Gene No. 


4077 


Strand 






Start 


7086 


End 


7203 




Name 


OJ990823 03.9B19.C3.o2.gs 


Method 


GENSCAN 




Start 


7086 


End 


7203 




GI 


none 


Score 


.89 




Exons 


7086.. 7203 









2042 



ru 



Q 

;6 a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1950 
4078 
1439 

OJ990823_03 . 9B19 . C4 . ol . gs 

1439 

none 



Seq. ID OJ990823_03.9B19.C4 

Strand + 

End 5039 

Method GENSCAN 

End 5039 

Score .77 



1439. .1595, 1949. .1994, 2082. .2145, 2417. .2623, 2929. .3181, 
3695.. 3854, 4389.. 4504, 4570.. 5039 



1950 
4079 
8898 

OJ990823_03 . 9B19 . C4 . ol . np 
8898 
5921832 
8898. .8999, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9268. .9459, 9492. .9687 
COPPER TRANSPORTER 1 gi | 1082054 | emb | CAA90018 
transporter protein [Arabidopsis thaliana] 



OJ990823_03.9B19.C4 
+ 

9687 
AAT/NAP 
9687 
211 



(Z49859) copper 



Seq. No. 


1950 


Seq. ID 


OJ990823 


Gene No. 


4080 


Strand 




Start 


5875 


End 


10967 


Name 


OJ990823 03.9B19.C4 .o2.gs 


Method 


GENSCAN 


Start 


5875 


End 


10967 


GI 


none 


Score 


.64 


Exons 


5875. .6407, 6716. .6833, 9162 


..9629, 9817. .9907, 




10778 10864 , 10876. .1096/ 






Seq. No. 


1951 


Seq. ID 


OJ990823 


Gene No. 


4081 


Strand 


+ 


Start 


772 


End 


3455 


Name 


OJ990823 03.9B19.C5.ol.gs 


Method 


GENSCAN 


Start 


772 


End 


3455 


GI 


none 


Score 


.66 


Exons 


772.. 791, 2728.. 2851, 3175.. 


3455 




Seq. No. 


1952 


Seq. ID 


OJ990823 


Gene No. 


4082 


Strand 


+ 


Start 


924 


End 


1030 - 


Name 


OJ990823 03.9B19.C6.ol.gs 


Method 


GENSCAN 


Start 


924 


End 


1030 


GI 


none 


Score 


.96 


Exons 


924.. 1030 






Seq. No. 


1952 


Seq. ID 


OJ990823 


Gene No. 


4083 


Strand 


+ 


Start 


2001 


End 


2641 


Name 


OJ990823 03.9B19.C6.o2.gs 


Method 


GENSCAN 


Start 


2001 


End 


2641 


GI 


none 


Score 


.94 


Exons 


2001. .2334, 2625. .2641 






Seq. No. 


1952 


Seq. ID 


OJ990823 


Gene No. 


4083 


Strand 


+ 


Start 


2001 


End 


2641 


Name 


OJ990823 03. 9B19 . C6 . ol . np 


Method 


AAT/NAP 


Start 


2004 


End 


2348 



2043 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
_ Gene No. 
j =3 start 
! »J Name 
U) Start ' 

m gi 

Exons 



• 



4895197 Score 242 

2004. .2348 

(AC007661) hypothetical protein [Arabidopsis thaliana] 



1952 
4084 
5701 

OJ990823_03.9B19.C6.o3.gs 

5701 

none 

5701.. 6043, 6463.. 6491 



Seq. ID OJ990823_03.9B19.C6 

Strand + 

End 64 91 

Method GENSCAN 

End 64 91 

Score . 9 



1952 
4084 
5701 

OJ990823JD3 . 9B19 . C6 . o2 . np 
5710 
4895197 
5710. .6057 

(AC007661) hypothetical protein [Arabidopsis thaliana] 



.Seq. ID OJ990823_03.9B19.C6 
Strand + 

6491 
AAT/NAP 
6057 
199 



End 

Method 

End 

Score 



1952 
4085 
7437 

OJ990823_03.9B19.C6.ol.tc 

2067 

none 



Seq. ID OJ990823_03. 9B19.C6 

Strand + 

End 764 9 

Method TBLASTX: Cress 

End 607 4 

Score 137 



2067. .2186, 2096. .2179, 2202. .2333, 2207. .2332, 5781. .5882, 
5782.. 5853, 5911.. 6042, 5922.. 6074 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



l Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1952 
4085 
7437 

OJ990823_03.9B19.C6.ol.ts 

2067 

none 



Seq. ID OJ990823_03.9B19.C6 

Strand + 

End 7 64 9 

Method TBLASTX : Soybean 

End 6042 

Score 38 



2067.. 2087, 2088.. 2201, 2202.. 2333, 2207.. 2332, 5920.. 6042, 
5925.. 6041 



1952 
4085 
7437 * 

OJ990823_03. 9B19 . C6 . ol . tw 

2067 

none 



Seq. ID OJ990823_03. 9B19.C6 

Strand .+ 

End 7649 

Method TBLASTX : Wheat 

End 6083 

Score 181 



2067. .2201, 2096. .2197, 2136. .2333, 2202. .2240, 2204. .2332, 
5781. .5924, 5782. .5925, 5911. .6042, 5913. .6074, 5913. .6083 



1952 
4085 
7437 

OJ990823_03.9B19.C6.ol.tm 

2070 
none 

2070.. 2333, 2090.. 2332, 5781. 
5913. .6044, 5922. .6041, 5971. 



Seq. ID OJ990823_03.9B19.C6 

Strand + 

End 7 64 9 

Method TBLASTX: Maize 

End 6044 

Score 402 

.5918, 5782. .5856, 5911.. 6042, 
.6042 



2044 



Seq. No. 1952 Seq. ID 

Gene No. 4085 Strand 

Start 7437 End 

Name OJ990823_03 . 9B19 . C6 . o4 . gs Method 

Start 7437 End 

GI none Score 

Exons 7437.. 7649 



OJ990823_03.9B19.C6 
+ 

7649 
GEN SCAN 
7649 
1 



Seq. No. 1953 Seq. ID OJ990823_03 . 9B19 . C7 

Gene No. 4086 Strand + 

Start 536 End 9715 

Name OJ990823_03. 9B19.C7 .o2 .np Method AAT/NAP 

Start 536 End 9715 

GI 5734621 Score . 171 

Exons 536.. 585, 4659.. 4758, 5054.. 5122, 5773 .\ 584 1 , 6008.. 6352, 

9686. .9715 

GI Descrip. (AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 

,s=s. 

Name 
Q Start 

;;n GI 

rii Exons 



1953 
4086 
536 

OJ990823_03 . 9B1 9 . C7 . o2 . gs 

5561 

none 



Seq. ID OJ990823J)3. 9B19.C7 

Strand + 

End 9715 

Method GENSCAN 

End 7841 

Score .83 



5561. .5825, 5837. .6108, 6165. .6338, 6880. .6953, 7357. .7466, 
7510.. 7530, 7609.. 7841 



=y Seq. No. 
□ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1953 Seq. ID 

4086 Strand 
536 End 
OJ990823_03 . 9B1 9 . C7 . ol . gp Method 
7039 End 
uC-osflM202051g01bl Score 
7039. .7380 

'5734616/dbj IAP000391.1 IAP000391 7.0e-77 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



OJ990823_03. 9B19.C7 
+ 

9715 
AAT/GAP 
7380 
393 



1953 Seq. ID 

4087 Strand 

273 End 

OJ990823_03 . 9B19 . C7 . ol . np Method 

273 End 

5763821 Score 

273. .383, 492. .558, 1035. .1245, 1321.. 



1790.. 1838, 2259.. 2317, 2530.. 2627, 2700 
3133.. 3186, 3314.. 3503, 4572.. 4794 
(AJ238590) E2F protein [Triticum sp.] 



OJ990823_03.9B19.C7 

4797 
AAT/NAP 
4794 
741 

1397, 1601.. 1666, 

2788, 2885. .2970, 



Seq. No. 1953 

Gene No. 4087 

Start 273 

Name OJ990823_03 . 9B19 . C7 . ol . gs 
Start . 472 

GI none 
Exons 



Seq. ID OJ990823_03.9B19.C7 
Strand 

End 4 7 97 

Method GENSCAN 

End 4 7 97 

Score .85 



472. .558, 1035. .1280, 1601. .1666, 1790. .1838, 2700. .2827, 



2045 



4609. .4797 



Seq. No. 1953 

Gene No. 4088 

Start 9167 

Name OJ990823_03 . 9B19 . C7 . o3 . gs 

Start 9167 

GI none 

Exons 9167.. 9236, 9291.. 9367 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
~ r GI Descrip. 



Seq. ID OJ990823_03.9B19.C7 
Strand 

End 9367 

Method GENSCAN 

End 9367 

Score .85 



ru 



r 

y 

hi Seq. No. 
j'fj Gene No. 
Start 
Name 
Start 
y GI 
M Exons 



□ 



1954 
4089 
17 

OJ990823_03.9B19.C8.ol.np 
17 

1076722 



Seq. ID OJ990823_03.9B19.C8 
Strand + 

3026 
AAT/NAP 
3026 
493 



End 

Method 
End 
Score 

17. .58, 153. .227, 713. .795, 891. .970, 1719. .1807, 2771. .2806, 
2948. .3026 

hypothetical protein - barley (fragment) 



Seq. ID OJ990823_03.9B19.C10 

Strand 

End 939 

Method AAT/NAP 

End 939 

Score 1449 



1955 
4090 
1 

OJ990823_03.9B19.C10.ol.np 
1 

6006374 
1..939 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



1956 
4091 
974 

OJ990823_03 . 9B19 . CI 1 . ol . gs 

974 

none 



Seq. ID OJ990823_03.9B19.C11 
Strand 

End 3502 

Method GENSCAN 

End 3502 

Score .51 



974. .1156, 1699. .1752, 1966. .2570, 2998. .3061, 3267. .3502 



Seq. No. 


1957 








Seq. ID 


OJ990823_ 


03. 


, 9B19. 


C13 


Gene No. 


4092 








Strand 


+ 








Start 


6403 








End 


7033 








Name 


OJ990823 03 


.9B19 


.C13.o2 


.gs 


Method 


GENSCAN 








Start 


6403 








End 


7033 








GI 


none 








Score 


.79 








Exons 


6403. .6543, 


6695 


. .6764, 


7026. 


.7033 










Seq. No. 


1957 








Seq. ID 


OJ990823_ 


03, 


, 9B19. 


CI 3 


Gene No. 


4093 








Strand 










Start 


711 








End 


3874 








Name 


OJ990823 03 


.9B19 


.C13.ol 


.gs 


Method 


GENSCAN 








Start 


711 








End 


3871 








GI 


none 








Score 


.79 








Exons 


711. .1823, 


1907. 


.2150, 


2594. . 


3519, 3527 


.3871 








Seq. No. 


1957 








Seq. ID" 


OJ990823_ 


03. 


9B19. 


C13 


Gene No. 


4093 








Strand 










Start 


711 








End 


3874 









2046 




IN CHUG 


OJ990823 03 


.9B19.C13.ol.np 


Method 


AAT/NAP 


Start 


717 




End 


3871 


GI 


4886278 




Score 


1180 


Exons 


717. .881, 912. .1820, 1895. .1973, 2471. 


.3121, 3149. .3224, 




OoUU . . JO / ± 








GI Descrip. 


(AL050300) ; 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1957 




beq. ID 




Gene No . 


4093 




Strand 




Start 


711 




End 


3874 


Name 


OJ990823 03 


.9B19.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


909 




End 


1421 


GI 


none 




Score 


104 


Exons 


909. .1145, 


928.. 1116, 1264.. 


1359, 1272 


..1394, 1380. .1421 


Seq. No, 


1957 




Seq. ID 


OJ990823_03.9B19.C13 


L*ene wo. 


4093 




Strand 




Start 


711 


• 


End 


3874 


Name 


OJ990823 03 


.9B19.C13.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1272 




End 


1520 


GI 


none 




Score 


86 


Exons 




1 OTO 1 TCQ 1 OQC 

/ J. . IJDO, loOD 


..1520, 1393. .1464 


Seq. No. 


1957 




Seq. ID 


OJ990823_03.9B19.C13 


Gene No. 


4093 




Strand 




C 4- -i v-4- 

otari: 


711 




End 


3874 


Name 


OJ990823 03 


.9B19.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2641 




End 


3874 


GI 


none 




Score 


102 


Exons 


2641. .2745, 


3373.-3522, 3374 


..3520, 3600.. 3692, 3635.. 3691, 




jbyz . . jo / *± 








Seq. No. 


1957 




Seq. ID 


OJ990823_03.9B19.C13 


Gene No. 


4093 




Strand 




btart 


711 




End 


3874 


Name 


OJ990823 03 


.9B19.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


3458 




End 


3871 


GI 


none 




Score 


98 


Exons 


j'l jo . . jjZD, 


"3^9£. *PC./!9 


..3565, 3621.. 3752, 3635.. 3730, 




3737. .3871, 


3738.-3869 






Seq. No. 


1957 




Seq. ID 


OJ990823_03.9B19.C13 


bene no. 


4093 




Strand 




Start 


711 




End 


3874 


Name 


OJ990823 03 


-9B19.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


3630 




End 


3874 


GI 


none 




Score 


66 


Exons 


3630. .3692, 


3635.. 3691, 3692 


. .3874 




Seq. No. 


1958 




Seq. ID 


OJ990823 03.9B19.C14 


Gene No. 


4094 




Strand 


+ 


Start 


4299 




End 


4422 


Name 


OJ990823 03 


.9B19.C14.ol.gp 


Method ' 


AAT/GAP 


Start 


4299 




End 


4422 


GI 


none 




Score 


228 



Exons 4299.. 4422 

2047 



Seq. No. 1958 Seq. ID OJ990823_03.9B19.C14 

Gene No. 4095 Strand + 

Start 8687 End 9120 

Name OJ990823_03. 9B19.C14 .o3.gp Method AAT/GAP 

Start 8687 End 9120 

GI LIB3479-006-Q6-K1-B11 Score 610 

Exons 8687.. 9120 

GI Descrip. ■ 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 1958 Seq. ID 

Gene No. 4096 Strand 

Start 11638 End 15817 

Name OJ990823_03 . 9B19 . C14 . o5 .gs Method GENSCAN 

Start 11638 End 15817 

GI none Score .69 

Exons 11638. .11654, 11841 .. 12639, 13176 ... 13208, 13751 

13923. .14404, 14502 14768, 14838 .. 15187, 15286 



OJ990823_03.9B19.C14 
+ 



13838, 
15817 



ru 

Q 



Seq. No. 1958 

Gene No. 4096 

Start 11638 

Name OJ990823_03. 9B19.C14 .ol .np 

Start 11918 

GI 5354158 

Exons 11918. .11999, 12089 .. 12639, 
13923. .14404, 14502 .. 147 68, 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13176. .13208, 
14838. .15187, 



OJ990823_03 
+ 

15817 
AAT/NAP 
15814 
2209 

13751 
15286 



9B19.C14 



13838, 
15814 



(AF1 49841) digalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] gi | 5354160 | gb|AAD42379 . 1 |AF149842_1 (AF149842) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 
gi I 6041825 | gb | AAF02140.il AC009918_12 (AC009918) 
digalactosyldiacylglycerol synthase [Arabidopsis thaliana] 



Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


Gene No. 


4097 




Strand 




Start 


4604 




End 


5470 


Name 


OJ990823 03.9B19.C14.o2. 


gs 


Method 


GENSCAN 


Start 


4604 


End 


5352 


GI 


none 




Score 


.96 


Exons 


4604. .5056, 5071. .5352 








Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


Gene No. 


4097 




Strand 




Start 


4604 




End 


5470' 


Name 


OJ990823 03.9B19.C14.o2. 


gp 


Method 


AAT/GAP 


Start 


4811 




End 


5470 


GI 


28866 1.R1084 




Score 


1086 


Exons 


4811. .5056, 5144. .5470 








GI Descrip. 


M886280/emb ICAB434 30.il 


l. 


0e-26 (AL050300) putative protein 




[Arabidopsis thaliana] • 








Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


Gene No. 


4098 




Strand 




Start 


10647 




End 


11221 


Name 


OJ990823 03.9B19.C14.o4. 


gs 


Method 


GENSCAN 


Start" 


10647 




End 


11221 


GI 


none 




Score 


.44 



2048 



Exons 


10647. .10690, 10943. 


.11128, 


11191. .11221 


Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


bene no . 


4099 




Strand 




Start 


15951 




End 


25112 


Name 


OJ990823 03.9B19.C14 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


4718 




End 


5346 


GI 


none 




Score 


110 


Exons 


4718.. 4906, 4737. .4886, 4880 


..5053, 4905. .4964, 5170. .5346 


Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


bene no . 


4099 • 




Strand 




Start 


15951 




End 


25112 


Name 


OJ990823 03.9B19.C14 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


4730 




End 


5053 


GI 


none 




Score 


96 


Exons 


4730. .5053, 4743. .4970 






Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


bene no . 


4099 




Strand 




Start 


15951 




End 


25112 


Name 


OJ990823 03.9B19.C14 


.o3. tm 


Method 


TBLASTX: Maize 


Start 


4796 




End 


5352 


GI 


none 




Score 


344 


Exons 


4796. .5053, 4797. .5060, 4983 


..5057, 5078. .5347, 5140,. 5352 


Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


Gene No. 


4099 




Strand 




btart 


15951 




End 


25112 


Name 


OJ990823 03.9B19.C14 


,o5. tm 


Method 


TBLASTX: Maize 


Start 


13748 




End 


14113 


GI 


none 




Score 


104 


Exons 


13748. .13837, 13748. 


.13828, 


13750. .13836, 13920 .. 14030, 




13922. .14005, 13991. 


.14113 






Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


Gene No. 


4099 




Strand 




Start 


15951 




End 


25112 


Name 


OJ990823 03.9B19.C14 


.ol. ts 


Method' 


TBLASTX : Soybean 


Start 


14060 




End 


15817 


bl 


none 




Score 


502 


Exons 


14060. .14464, 14068. 


.14400, 


14072. .14404, 14481 14780, 




14487. .14675, 14501. 


.14779, 


14718. .14780, 14829. .15185, 




14830. .15189, 14836. 


.15048, 


14837. .15208, 14837 .. 15178 , 




15283. .15576, 15284. 


.15580, 


15302. .15580, 15584 .. 15817 , 




15637. .15816 








Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 


Gene No. 


4099 




Strand 




Start 


15951 




End 


25112 


Name 


OJ990823 03.9B19.C14 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


14118 




End 


14726 


GI 


none 




Score 


479 


Exons 


14118. .14402, 14120. 


.14407, 


14122. .14406, 14481. .14726, 




14487. .14675, 14501. 


.14725 






Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19.C14 



2049 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4099 Strand 

15951 End 

OJ990823_03 . 9B19 . C14 . ol . tc Method 

14636 * End 

none Score 



25112 

TBLASTX: Cress 

15086 

175 



14636. .14770, 14 637 .. 14780, 14829 15086, 14849. .15085 



1958 

4099' 

15951 

OJ990823_03.9B19.C14 .ol.tm 
14733 
none 
14733. 
15270. 
15610. 



.14780, 14829. 
.15566, 15286. 
.15819, 15617. 



,15188, 
.15573, 
.15826 



Seq. ID OJ990823_03.9B19.C14 
Strand 

End 25112 

Method TBLASTX : Mai ze 

End 15826 

Score 64 
14 840. .15190, 14858. .15190, 
15287. .15574, 15290. .15574, 



Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19. 


C14 


Gene No. 


4099 




Strand 






Start 


15951 




End 


25112 




Name 


OJ990823 03.9B19.C14 


.o2.np 


Method 


AAT/NAP 




Start 


15951 




End 


20864 




GI 


6041820 




Score 


717 




Exons 


15951. .16004, 18012. 


.18302, 


18411. .18560, 18679. .18791, 






19061. .19332, 19701. 


.19841, 


20594. .20864 




GI Descrip. 


(AC009918) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19. 


C14 


Gene No. 


4099 




Strand 






Start 


15951 




End 


25112 




Name 


OJ990823 03.9B19.C14 


.06. gs 


Method 


GEN SCAN 




Start 


17964 




End 


25112 




GI 


none 




Score 


.57 




Exons 


17964. .18317, 18411. 


.18560, 


18679. .18791, 19061 .. 19332, 






19701. .19740, 19765. 


.19841, 


20594. .20936, 21029 .. 21065, 






23387. .23508, 23929. 


.23998, 


24284..24383, 24 590 .. 24755, 






24822. .24907, 24941. 


.25112 








Seq. No. 


1958 




Seq. ID 


OJ990823_03.9B19. 


C14 


Gene No. 


4099 




Strand 






Start 


15951 




End 


25112 




Name 


OJ990823 03.9B19.C14 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


18444 




End 


20756 




GI 


none 




Score 


150 




Exons 


18444. .18551, 19101. 


.19310, 


19109. .19324, 20631.. 20756 




Seq. No. 


1958 




Seq. ID 


OJ990823_03. 9B19. 


C14 


Gene No. 


4099 




Strand 






Start 


15951 




End 


25112 




Name 


OJ990823 03.9B19.C14 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


20598 




End 


20832 




GI 


none 




Score 


159 




Exons 


20598. .20720, 20631. 


.20831, 


20650. .20832 




Seq. No. 


1958 




Seq. ID. 


OJ990823_03. 9B19. 


C14 


Gene No. 


4099 




Strand 






Start 


15951 




End 


25112 





2050 



Name OJ990823_03. 9B19 . C14 .o4 . gp Method AAT/GAP 

Start 20602 End 21062 

GI 2428208 Score 854 

Exons 20602. .21062 

GI Descrip. 6041820/gb| AAF02135. 1 | AC009918_7 1.0e-13 (AC009918) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 1959 Seq. ID 

Gene No. 4100 Strand 

Start 5208 End 

Name OJ990823_03. 9B19.C16.o2 .gs Method 

Start 5208 End 

GI none Score 

Exons 5208.. 6560 



OJ990823_03.9B19.C16 

6560 
GENSCAN 
6560 
.95 



Seq. No. 


1959 








Seq. ID 


OJ990823_03.9B19.C16 


Gene No. 


4100 








Strand 




Start 


5208 








End 


6560 


Name 


OJ990823 03 


. 9B19. 


C16.ol 


.np 


Method 


AAT/NAP 


Start 


5211 








End 


6536 


GI 


4510376 








Score 


726 


Exons 


5211. .5990, 


6066. 


.6536 








GI Descrip. 


(AC007017) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


1959 








Seq. ID 


OJ990823_03.9B19.C16 


Gene No. 


4100 








Strand 




Start 


5208 








End 


6560 


Name 


OJ990823 03 


-9B19. 


C16.ol 


.ts 


Method 


T BLAST X : Soybean 


Start 


5214 








End 


6512 


GI 


none 








Score 


58 


Exons 


5214. .5354, 


5229. 


.5288, 


5325. 


.5438, 5326.. 5412, 5445.. 5555, 




5622. .5726, 


5784. 


.5894, 


5895. 


.5975, 6081.. 6116, 6294.. 6347, 




6295. .6354, 


6378. 


.6512, 


6379. 


.6507 




Seq. No. 


1959 








Seq. ID 


OJ990823_03.9B19.C16 


Gene No. 


4100 








Strand 




Start 


5208 








End 


6560 


Name 


OJ990823 03 


.9B19. 


C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6294 








End 


6524 


GI 


none 








Score 


117' 


Exons 


6294. .6410, 


6295. 


.6408, 


6414. 


.6509, 6415. .6507, 6417. .6524 



Seq. No. 1960 Seq. ID 

Gene No. 4101 Strand 

Start . 434 End 

Name OJ990823_03 . 9B19 . ci7 . ol . gs Method 

Start 434 End 

GI none Score 

Exons 434.. 446, 1851.. 1867 



OJ990823_03.9B19.C17 
+ 

1867 
GENSCAN 
1867 
.71 



Seq. No. 1960 Seq. ID 

Gene No. 4102 Strand 

Start 12663 End 

Name OJ990823_03 . 9B19 . C17 . o4 . gs Method 

Start 12663 End^ 

GI none . Score 

Exons 12663.. 13240 



OJ990823_03.9B19.C17 
+ 

13240 
GENSCAN 
13240 
.89 



2051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1960 
4103 
3141 

OJ990823_03.9B19.C17.o2.gs 

3141 

none 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 

Method GENSCAN 

End 9263 

Score .43 



3141. .3343, 3503. .3800, 4058. .4177, 4248. .4314, 5061. .5255, 
7151. .7266, 7417. .7587, 7814. .7903, 8003. .8075, 8257. .8333, 
8589.. 8931, 9028.. 9263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1960 
4103 
3141 

OJ990823_03.9B19.C17.ol.np 

7534 

5042454 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 

Method AAT/NAP 

End 12012 

Score 3455 



7534. .7587, 7814. .7989, 8215. .8242, 8826.-9372, 10004 11713, 
11770. .12012 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 1960 

Gene No. 4103 

Start 3141 

Name OJ990823_03 . 9B19 . C17 . o2 . tw 

Start 8721 

GI none 

Exons 8721.. 8987, 8725.. 8988 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 

Method TBLASTX: Wheat 

End 8988 

Score 147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Z Seq. No. 
J Gene No. 
3 Start 
i Name 

Start 

GI 

Exons 



1960 
4103 
3141 

OJ990823_03.9B19.C17.o2.tm 

10051 

none 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 

Method TBLASTX: Maize 

End 10305 

Score 77 



10051. .10134, 10052. .10147, 10135 .. 10248 , 10135.. 10305 



1960 
4103 
3141 

OJ990823_03.9B19.C17.ol.tw 

10649 

none 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 

Method • TBLASTX: Wheat 

End ' 11041 

Score 98 



10649. .10906, 10683. .10922, 10889 .. 10987 , 10890 .. 10982, 
10994. .11041 



Seq. No. 1960 

Gene No. 4103 

Start 3141 

Name OJ990823_03 . 9B19 . C17 . ol . tm 

Start 10751 

GI none 

Exons 10751. .10999, 10752.. 11036 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 
Method ■ TBLASTX: Maize 
End 11036 
Score 92 



Seq. No. 
Gene No. 
Start 



1960 
4103 
3141 



Seq. ID OJ990823_03.9B19.C17 
Strand 

End 13267 



2052 



Name 


OJ990823 03 


Start 


11908 


GI 


5042454 


Exons 


11908. .1197 


GI Descrip. 


(AC007789) ] 


Seq. No. 


1961 


Gene No . 


A 1 f\A 


Start 


3833 


Name 


OJ990823 03 


Start 


3833 


GI 


none 


Exons 


3833.-4354 


Seq. No. 


1961 


Gene No. 


a i n c, 
4 1UO 


Start 


5826 


Name 


OJ990823 03 


Start 


5826 


GI 


none 


Exons 


5826. .5968, 


Seq. No. 


1962 


Gene No. 


4 lUb 


Start 


1289 


Name 


OJ990823 03 


Start 


1289' 


GI 


none 


Exons 


1289. .1794 


Seq. No. 


1962 


Gene No. 


4106 


otar c 




Name 


OJ990823 03 


Start 


1292 


GI 


6633828 


Exons 


1292. .1468, 


GI Descrip. 


(AC009519) 


Seq. No. 


1962 


Gene No. 


4106 


Start 




Name 


OJ990823 03 


Start 


1293 


GI 


none 


Exons 


1293. ."1358, 




1691. .1768, 


Seq. No. 


1962 


Gene No. 


4106 


Start 


1289 


Name 


OJ990823 03 


Start 


1300 


GI 


1631814 


Exons 


1300. .1654 



Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



AAT/NAP 

13267 

69 



OJ990823_03.9B19.C18 

4354 
GENS CAN 
4354 
.56 



OJ990823_03.9B19.C18 

6866 
GENSCAN 
6866 
.73 



OJ990823_03.9B19.C19 

1842 
GENSCAN 
1794 
.42 



OJ990823_03.9B19.C19 

1842 
AAT/NAP 
1842 
180 



OJ990823_03.9B19.C19 
1842 

TBLASTX : Soybean 

1768 

61 



Seq. ID OJ990823_03.9B19.C19 
Strand 

End 1842 

Method AAT/GAP 

End 1654 

Score 646 



Seq. No. 



1962 



Seq. ID OJ990823_03.9B19.C19 



2053 



Gene No. 


4106 




Strand 




otart 






End 


1842 


Name 


OJ990823 03.9B19 


.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1438 




End 


1742 


GI 


none 




Score 


106 


Exons 


1438.. 1566, 1439 


..1564, 1447 


..1566, 1570. .1656, 1575. .1664, 




1580.. 1663, 1677 


..1742, 1694 


. .1741 




Seq. No. 


1963 




Seq. ID 


OJ990823_03.9B19.C20 


Gene No . 


A 1 A "7 




Strand 




Start 


130 




End 


2804 


Name 


OJ990823 03.9B19 


.C20.ol.gs 


Method 


GENSCAN 


Start 


130 




End 


2804 


GI 


none 




Score 


.78 


Exons 


130.. 1211, 1828. 


.1932, 2326. 


.2438, 2740.. 2804 


Seq. No. 


1964 




Seq. ID 


OJ990823_03.9B19.C21 


Gene No. 


4108 




Strand 




Start 


876 




End 


2388 


Name 


OJ990823 03.9B19 


.C21.ol.gs 


Method 


GENSCAN 


Start 


876 




End 


2388 


GI 


none 




Score 


.53 


Exons 


876. .981, 1509.. 


1641, 2159.. 


2388 





ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1965 Seq. ID 

4109 Strand 
4 9 End 
OJ990823_03 . 9B19 . C22 . ol . gs Method 
49 End 
none Score 
49. .207, 1596. .1708, 2821. .2909, 2953. 

1965 Seq. ID 

4110 Strand 
3901 End 
OJ990823_03 . 9B19 . C22 . o2 . gs Method 
3901 End 
none Score 



OJ990823_03.9B19.C22 
+ 

3401 
GENSCAN 
3401 
.75 

.3141, 3222.. 3401 

OJ990823_03.9B19.C22 
+ 

4669 
GENSCAN 
4669 
.51 



3901. .3958, 4062. .4189, 4279. .4333, 4362. .4669 



1965 
4111 
4671 

OJ990823_03 . 9B1 9 . C22 . ol . np 
4671 
5668814 

4671.. 4698, 6637.. 6941, 7062 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7247, 8578. .8631 
(AC007519) ESTs gb|H36253 and gb|AA04251 come from this gene, 
[Arabidopsis thaliana] 



OJ990823_03.9B19.C22 
+ 

8631 
AAT/NAP 
8631 
503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1965 Seq. ID 

4112 Strand 

10510 End 

OJ990823_03. 9B19.C22.o4 .gs Method 

10510 End 

none Score 



OJ990823_03.9B19.C22 

12121 
GENSCAN 
12121 
.5 



10510. .10653, 10700. .10828, 12053.. 12121 



2054 



Seq. No. 1965 

Gene No. 4113 

Start 12685 

Name OJ990823_03 . 9B19 . C22 . ol . tm 

Start 6632 

GI none 
Exons 



Seq. ID OJ990823_03.9B19.C22 
Strand 

End 15642 

Method TBLASTX : Maize 

End 8794 

Score 299 



6632. .6940, 6635. .6937, 6654. .6941, 7059. .7250, 7063. .7245, 
8575. .8760, 8577. .8633, 8582. .8707, 8694. .8780, 8704. .8775, 
8717. .8794 



Seq. No. 1965 Seq. ID 

Gene No. 4113 Strand 

Start 12685 End 

Name OJ990823_03. 9B19.C22 .ol . tw Method 

Start 6634 End 

GI none Score 

Exons 6634.. 6723, 6635.. 6841, 6638.. 6841 



OJ990823_03.9B19.C22 
15642 

TBLASTX: Wheat 

6841 

208 



Seq. No. 
Gene No. 
Start . 
Name 
s ^ Start 

! ==* Exons 



i s IS 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



1965 
4113 
12685 

OJ990823_03.9B19.C22.ol.ts 
6665 
none 

6665. .6943, 6669:. 6941, 6728. 
7064. .7249, 7168. .7269, 8575. 

1965 
4113 
12685 

OJ990823_03.9B19.C22.ol.tc 
6668 
none 

6668. .6940, 6669. .6941, 6679. 
7059. .7250, 7127. .7249, 8575. 

1965 
4113 
12685 

OJ990823_03.9B19.C22.o5.gs 
12685 
none 

12685. .12861, 13138 .. 13476, 15598.. 15642 



OJ990823 03.9B19.C22 



15642 

TBLASTX : Soybean 
8634 
221 

6943, 7059.. 7250, 7059.. 7247, 
8634 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6942, 6803 
.8640 



OJ990823 03.9B19.C22 



15642 

TBLASTX: Cress 
8640 
214 

6988, 6807.. 6941, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_03.9B19.C22 

15642 
GENSCAN 
15642 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1966 
4114 
1 

OJ990823_03.9B19.C25.ol.np 
1 

6006375 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..791, 1076. .1164, 2411. .2506 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



OJ990823_03.9B19.C25 
+ 

2506 
AAT/NAP 
2506 
1360 



Seq. No. 
Gene No. 



1966 
4114 



Seq. ID OJ990823_03.9B19.C25 
Strand + 



2055 



! y 



Start 


1 


End 


2506 






Name 


OJ990823 03.9B19.C25.ol. 


gs Method 


GENSCAN 






Start 


547 


End 


2252 






GI 


none 


Score 


.42 






Exons 


547.. 631, 792.. 945, 2024 


; . .2252 








Seq. No. 


1967 


Seq. ID 


OJ990823_ 


03.9B19 


.C26 


Gene No. 


4115 


Strand 


+ 






O Lai L. 


1 901 


iii no. 


7 9 ft £ 






Name 


OJ990823 03.9B19.C26.ol. 


np Method 


AAT/NAP 






Start 


1201 


End 


3286 






GI 


6539571 


Score 


49 






Exons 


1201. .1226, 2329. .2460, 


3197. .3286 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


1967 


Seq. ID 


OJ990823_ 


03.9B19 


.C26 


Gene No. 


A 1 1 C 

411b 


Strand 








Start 


18 


End 


3425 






Name 


OJ990823 03.9B19.C26.ol. 


gs Method 


GENSCAN 






Start 


18 


End 


3425 






GI 


none 


Score 


.89 






Exons 


18. .232, 672.. 751, 1752. 


.1890, 2376.. 2450, 3290. 


.3425 




Seq. No. 


1968 


Seq. ID 


OJ990823_ 


03.9B19 


.C28 


Gene No. 


4117 


Strand 


+ 








1 


End 


1786 






Name 


OJ990823 03.9B19.C28.ol. 


np Method 


AAT/NAP 






Start 


1 


End 


1418 






GI 


6041837 


Score 


159 






Exons 


1..21, 1211. .1418 










GI Descrip. 


(AC009853) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1968 


Seq. ID 


OJ990823_ 


03.9B19 


.C28 


Gene No. 


4117 


Strand 


+ 






Start 


1 


End 


1786 






Name 


OJ990823 03.9B19.C28.ol. 


gp Method 


AAT/GAP 






Start 


1072 


End 


1396 






GI 


702750 


Score 


611 






Exons 


1072. .1396 











Q GI Descrip. 



4886282/emb I CAB43434 . 1 | 1.0e-14 (AL050300) putative protein 
[Arabidopsis thaliana] 



Seq. No. 1968 

Gene No. 4117 

Start 1 

Name OJ990823JD3 . 9B1 9 . C28 . ol . gs 

Start 1109 

GI none 

Exons 1109.. 1786 



Seq. ID OJ990823_03.9B19.C28 

Strand + 

End 1786 

Method GENSCAN 

End 1786 

Score .99 



Seq. No. 1968 Seq. ID 

Gene No. 4117 Strand 

Start 1 End 

Name OJ990823_03 . 9B19 . C28 . ol . tm Method 

Start .1198 End 

GI none Score 

Exons 1198. .1452, 1199. .1399, 1460. .1576 



OJ990823_03.9B19.C28 
+ 

1786 

TBLASTX: Maize 

1576 

329 



2056 



Seq. No. 1968 Seq. ID 

Gene No. 4117 Strand 

Start 1 End 

Name OJ990823_03 . 9B19 . C28 . ol . ts Method 

Start 1199 End 

GI none Score 

Exons 1199.. 1396, 1204.. 1434 



OJ990823_03.9B19.C28 
+ 

1786 

TBLASTX: Soybean 

1434 

280 



Seq. No. 1968 Seq. ID 

Gene No. 4117 Strand 

Start 1 . End 

Name OJ990823_03 . 9B19 . C28 . ol . tw Method 

Start 1210 End 

GI none Score 

Exons 1210.. 1386, 1211.. 1375 



OJ990823_03.9B19.C28 
+ 

1786 

TBLASTX: Wheat 

1386 

185 



Seq. No. 1968 Seq. ID 

Gene No. 4117 Strand 

Start 1 End 

Name OJ990823_03 . 9B19 . C28 . ol . tc Method 

Start 1211 End 

GI none Score 

Exons ' 1211.. 1399, 1219.. 1425 



OJ990823_03.9B19.C28 
+ 

1786 

TBLASTX: Cress 

1425 

263 



Lil Seq. No. 1969 Seq. ID 

j'jj Gene No. 4118 Strand 

A Start 157 End 

: = 1 Name OJ990823JD3 . 9B19 . C30 . ol . gs Method 

Start 157 End 

GI none Score 

I'y Exons 157.. 249 



OJ990823_03.9B19.C30 
249 

GENS CAN 

249 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1969 Seq. ID 

4119 Strand 

157 End 
OJ990823_03 . 9B19 . C30 . ol . tm Method 

157 End 

none Score 

157. .321, 158. .280 



OJ990823_03.9B19.C30 
321 

TBLASTX: Maize 

321 

109 



1970 " Seq. ID 

4120 Strand 

1 End 

OJ990 923_07 . 9B23 . C2 . ol . np Method 

1 End 

4519258 Score 
1. .631 

(AB017914) L-zip+NBS+LRR [Oryza sativa] 



OJ990923_07.9B23.C2 
631 

AAT/NAP 

631 

412 



1970 Seq. ID 

4120 Strand 

1 End 

OJ990923_07 . 9B23 . C2 . ol . gs Method 

15 End. 

none Score 
15. .456 



OJ990923_07.9B23.C2 
631 

GENSCAN 

456 

.79 



2057 



ru 



Con Kir\ 


1 Q*7 1 




\J\j -? \J Z> c. *J 


07 
\j t . 




Gene No. 


4121 


Strand 


+ 






Start 


4529 


End 


5732 






Name 


OJ990923 07.9B23.C5.o2.gs 


Method 


GEN SCAN 






Start 


4529 


End 


5732 






GI 


none 


Score 


.92 






Exons 


■ 4529.. 4731, 4878.. 5023, 5473. 


.5732 








Seq. No. 


1971 


Seq. ID 


OJ990923_ 


07. 


9B23.C5 


Gene No. 


4122 


Strand 


+ 






ij Lai 1, 


I £. \J *± 


End 


10608 






Name 


OJ990923 07.9B23.C5.o2.np 


Method 


AAT/NAP 






Start 


7204 


End 


10608 






GI 


2289003 


Score 


1565 






Exons 


7204.. 7351, 7870.. 7975, 8020. 


.8355, 9358.. 9465, 


9546. .9731, 




9917.. 10608 










GI Descrip. 


(AC002335) putative membrane 


transporter [Arabidops 


is thaliana 


oeq . jno . 


1 Q7 1 
1 / 1 


Seq. ID 


OJ990923_ 


07. 


9B23.C5 


Gene No. 


4122 


Strand 


+ 






Start 


7204 


End 


10608 






Name 


OJ990923 07.9B23.C5.o3.gs 


Method 


GENSCAN 






Start 


7204 


End 


10588 






GI 


none 


Score 


.56 






Exons 


7204. .7351, 7870. .7940, 8020. 


.8355, 9546.. 9731, 


9917. .10588 


Seq. No. 


1971 


Seq. ID 


OJ990923_ 


07. 


9B23.C5 


Gene No. 


4122 


Strand 


+ 






Start 


7204 


End 


10608 






Name 


OJ990923 07.9B23.C5.ol.gp 


Method 


AAT/GAP 






Start 


8008 


End 


8838 






GI . 


428259 


Score 


797 






Exons 


8008. .8355, 8774. .8838 










GI Descrip. 


2289003 1.0e-29 (AC002335) membrane transporter 


Dl 


isolog 




[Arabidopsis thaliana] 










Seq. No. 


1971 : " 


Seq. ID 


OJ990923_ 


07. 


9B23.C5 


Gene No. 


4122 


Strand 


+ 






<Zta rt- 
o uai i_ 


7204 


End 


10608 






Name 


OJ990923 07.9B23.C5.o2.gp 


Method 


AAT/GAP 






Start 


9542 


End 


10114 






GI 


17173 1.R1084 


Score 


719 






Exons 


9542.. 9731, 9917.. 10114 










GI Descrip. 


•2289003 1.0e-28 (AC002335) membrane transporter 


Dl 


isolog 




[Arabidopsis thaliana] 1 










Seq. No. 


1971 


Seq. ID 


OJ990923_ 


07. 


9B23.C5 


Gene No . 


4123 


Strand 


+ 






Start 


12729 


End 


16941 






Name 


OJ990923 07. 9B23 . C5 . o3 . np 


Method 


AAT/NAP 






Start 


12714 


End 


16911 






GI 


2213586 


Score 


833 







Exons 12714. .12816, 1294 9 .. 13166, 13973 .. 14474 , 16076.. 16911 

GI Descrip. (AC000348) T7N9.6 [Arabidopsis thaliana] 



Seq. No. 



1971 



Seq. ID OJ990923_07.9B23.C5 



2058 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



4123 Strand + 

12729 End 16941 

OJ990923_07.9B23.C5.o5.gs Method GENSCAN 

12729 End 16941 

none Score . 82 

12729. .12816, 12949 13149, 13908 .. 14413, 158 90 16008, 

16134. .16941 



Seq. No. 1971 

Gene No. 4123 

Start 12729 

Name OJ990923_07 . 9B23 .C5 .o4 . gp 

Start 13072 

GI none 

Exons 13072. .13166, 13973.. 14176 



Seq. ID OJ990923_07.9B23.C5 

Strand + 

End 16941 

Method AAT/GAP 

End 14176 

Score 534 



^5 

.sss. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



1971 
4124 
23027 

OJ99092 3_07 . 9B23 . C5 . o7 . gs 

23027 

none 



Seq. ID OJ990923_07.9B23.C5 

Strand + 

End 27233 

Method GENSCAN 

End 27233 

Score .73 



23027. .23069, 23855 .. 24069, 24666. . 24920, 25253 .. 25693, 
26116. .26240, 26447. .27233 



1971 
4125 
10170 

OJ990923_07.9B23.C5.o3.gp 
10170 

84862_1.R1084 
10170. .11075 

'2289003 3.0e-41 (AC002335) membrane transporter Dl isolog 
[Arabidopsis thaliana] 1 



Seq. ID OJ990923_07.9B23.C5 
Strand 

End 12209 

Method AAT/GAP 

End 11075 

Score 1778 



1971 
4125 
.10170 

OJ990923_07 . 9B23 . C5 . o4 . gs 

10779 

none 



Seq. ID OJ990923_07.9B23.C5 
Strand 

End 12209 

Method GENSCAN 

End 12209 

Score .69 



10779. .10925, 11124 .. 11213, 11396 .. 11990, 12151. .12209 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1971 
4126 
19467 . 

OJ990923_07 . 9B23 . C5 . 08 . tm 

6929 

none 



Seq. ID OJ990923_07.9B23.C5 
Strand 

End 27191 

Method TBLASTX : Mai ze 

End 7356 

Score 51 



6929. .7066, 7190. .7237, 7201. .7269, 7201. .7257, 7250. .7288, 
7251. .7292, 7257. .7352, 7258.-7356, 7315. .7353 



1971 
4126 
19467 

OJ990923_07 . 9B23 .C5 . ol . ts 
7200 



Seq. ID OJ990923_07.9B23.C5 
Strand 

End 27191 

Method TBLASTX : Soybean 

End 10573 



2059 



GI 

Exons 



none Score 113 

7200.. 7247, 7249.. 7356, 7275.-7352, 7866.. 7940, 7868.-7927, 
8010.. 8357, 8020.. 8358, 9357.. 9458, 9358.. 9465, 9358.. 9465, 
9540.. 9728, 9913.. 10083, 9917.. 10171, 9925.. 10062, 10216 10572, 
10217. .10573 



Seq. No. 1971 
Gene No. 4126 
Start 19467 

Name OJ990923_07 . 9B23 . C5 . o3 . tc 

Start 7871 
GI none 

Exons 7871.. 7942, 7872.. 7940, 8017. 

8242.. 8283, 8247.. 8357, 8269. 
9358.. 9402, 9418.. 9465, 9418. 



Seq. ID OJ990923_07. 9B23.C5 
Strand 

End 27191 
Method TBLASTX : Cr es s 
End 94 65 

Score 80 

.8217, 8019.. 8240, 8020.. 8241, 
.8310, 8311.. 8358, 9357.. 9404, 
.9459 



Seq. No. 1971 

Gene No. 4126 

Start 19467 

Name " OJ990923_07 . 9B23 . C5 .06. tm 

Start 9573 

GI none 

Exons 9573.. 9731, 9576.. 9704, 9578. 

9915.. 10052, 9916.. 10053 



Seq. ID OJ990923_07.9B23.C5 
Strand 

End 27191 

Method TBLASTX : Mai ze 

End 10054 

Score 180 

.9736, 9638.. 9730, 9911.. 10054, 



Seq. No. 1971 Seq. ID 

Gene No. 4126 Strand 

Start 19467 End 

Name OJ990923_07 . 9B23 . C5 . o2 . tc Method 

Start 10202 End 

GI none Score 

Exons 10202. .10435, 10216.. 10434 



OJ990923_07.9B23.C5 
27191 

TBLASTX: Cress 

10435 

295 



Seq. No. 1971 Seq. ID 

J Gene No. 4126 Strand 

J Start 19467 End 

1 Name OJ990923_07. 9B23.C5 .o4 . tm Method 

^ Start 10202 End 

!? GI " none Score 

^ Exons 10202. .10435, 10216.. 10434 



OJ990923_07.9B23.C5 
27191 

TBLASTX :Maize 

10435 

288 



Seq. No. 1971 Seq. ID 

Gene No. 4126 Strand 

Start 19467 End 

Name OJ990923_07 . 9B23 . C5 . o2 . tw Method 

Start 10261 End 

GI none Score 
Exons 



OJ990923_07. 9B23.C5 
27191 

TBLASTX: Wheat 

10537 

282 



10261. .10518, 10262. .10537, 10286. .10534 



Seq. No. 1971 
Gene No. - 4126 

Start 19467 

Name OJ990923_07 . 9B23 . C5 . o3 . tw 

Start 12747 

GI none 
Exons 



Seq. ID OJ990923_07. 9B23.C5 
Strand 
End 

Method 
End 
Score 



27191 

TBLASTX: Wheat 

25309 

75 



12747. .12827, 12950 13165, 12963 .. 13181, 14 006 .. 14 032, 
14021. .14104, 18268. .18336, 18273 .. 18329, 23896 24 069, 



2060 




25243. .25308, 25244.. 25309 



Seq. No. 


1971 






Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 






Strand 






Start 


19467 






End 


27191 




Name 


OJ990923 07.9B23.C5. 


Ol . tc 


Method 


TBLASTX: Cress 




Start 


12947 






End 


27176 




GI 


none 






Score 


140 




Exons 


12947. 


.13111, 12966. 


.13181, 


14006. .14032, 14054. .14419, 






14062. 


.14415, 16186. 


.16497, 


16200. .16235, 16278 .. 16547 , 






16555. 


.16893, 16560. 


.16682, 


18259. .18333, 2524 4 .. 25312 , 






25298. 


.25696, 25330. 


.25695, 


26448. .26951, 26582 .. 26785, 






27066. 


.27176 










Seq. No. 


1971 






Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 






Strand 






Start 


19467 






End 


27191 




Name 


OJ990923 07.9B23.C5. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


12993 






End 


26948 




GI 


none 






Score 


92 




Exons 


12993. 


.13145, 14021. 


.14419, 


16177. .16482, 16284 .. 16529, 






16555. 


.16779, 16572. 


.16775, 


16789. . 16893, 25247 .. 25309, 






25319. 


.25696, 25321. 


.25695, 


26463. .26948 




Seq. No. 


1971 






Seq. ID . 


OJ990923_07.9B23 


. LD 


Gene No. 


4126 






Strand 






Start 


19467 






End 


27191 




Name 


OJ990923 07.9B23.C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12993 






End 


26816 




GI 


none 






Score 


87 




Exons 


12993. 


.13127, 16177. 


.16332, 


16339. . 16488, 16555 .. 16767 , 






16558. 


.16755, 16792. 


.16893, 


26595. .26816 




Seq. No. 


1971 






Seq. ID 


OJ990923_07.9B23 


. Lj 


Gene No. 


4126 






Strand 






Start 


19467 






End 


27191 




Name 


OJ990923 07.9B23.C5. 


o2 .tm 


Method 


TBLASTX: Maize 




Start 


14015 






End 


25582 




GI 


none 






Score 


156 




Exons 


14015. 


.14200, 14068. 


.14187, 


14177. .14302, 25294. .25467, 






25295. 


.25462, 25450. 


.25581, 


25457. .25582 




Seq. No. 


-1971 






Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 






Strand 






Start 


19467 






End 


27191 




Name 


OJ990923 07.9B23.C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16576 






End 


27191 




GI 


none 






Score 


153 




Exons 


16576. 


.16776, 16789. 


.16902, 


27081. .27191 




Seq. No. 


1971 






Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 






Strand 






Start 


19467 






End 


27191 




Name 


OJ990923 07.9B23.C5. 


o4 . np 


Method 


AAT/NAP 




Start 


19467 






End 


24904 




GI 


6069646 




Score 


699 




Exons 


19467. 


.20418, 20699. 


.21188, 


24815. .24904 





2061 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


1971 




Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 




Strand 


- 




Start 


19467 




End 


27191 




Name 


OJ990y23 0 / . yB^ 6 . Co . 


o 5 . tm 


Method 


TBLASTX: Maize 




Start 


19674 




End 


19955 




GI 


none 




Score 


92 




Exons 


19674. .19955, 19819. 


.19953 








Seq. No. 


1971 




Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 




Strand 






Start 


19467 




End 


27191 




Name 


OJy909z3 0 / . BaZ 5 . Co . 


o / . tm 


Method 


TBLASTX: Maize 




Start 


20178 




End 


20460 




GI 


none 




Score 


43 




Exons 


20178. .20282, 20226. 


.20282, 


20286. .20447, 20287.. 20460 




Seq. No. 


1971 




Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 




Strand 






Start . 


19467 




End 


27191 




Name 


OJ990923_07.9B23.C5. 


ol . tw 


Method 


TBLASTX: Wheat • 




Start 


2044b 




End 


20880 ' 




GI 


none 




Score 


55 




Exons 


20446. .20580, 20473. 


.20580, 


20587. .20880, 20588. .20878 




Seq. No. 


1971 




Seq. ID 


OJ990923_07.9B23 


.C5 


Gene No. 


4126 




Strand 






Start 


19467 




End 


27191 




Name 


OJ990923 07.9B23.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20524 




End 


21177 






none 




Score 


62 




Exons 


20524. .20559, 20587. 


.21177, 


20588 . .20794, 20755 ■;. 20970, 






20870. .21028, 21053. 


.21151,. 


21061. /. 21162- ' V -Y-. 




Seq. No. 


1972 




Seq. ID 


-OJ990923_07.9B23 


.C6 


Gene No. 


4127 




Strand 


+ 




Start 


1 




End 


1971 




Name 


OJ990923 07.9B23.C6. 


ol . np 


Method 


AAT/NAP . 




Start 


1 




End 


1932 




GI 


2213586 




Score 


734 




Exons 


1..127, 323.-889, 1151. .1932 






GI Descrip. 


(AC000348) T7N9.6 [Arabidopsis thaliana] 




Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23 


.C6 


Gene No. 


4127 




Strand 


+ 




Start 


1 




End 


1971 




Name 


OJ990923 07.9B23.C6. 


ol . gs 


Method 


GENSCAN 




Start 


317 




End 


1971 




GI 


none 




Score 


.97 




Exons 


317. .763, 869. .1005, 


1137. . 


1971 






Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23 


.C6 



2062 



«t=f 



t S1K f 



Gene No. 


4128 




Strand 




Start 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


383 




End 


1905 


GI 


none 




Score 


157 


Exons 


383.. 655, 449.. 661, 457 


. .774, 


716. .766, 


860. .913, 1159. .1476, 




1546.. 1773, 1813.. 1905 








Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23.C6 




4128 




Strand 




Start 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


404 




End 


789 


GI 


none 




Score 


223 


Exons 


404. .766, 412. .789 








Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23.C6 


UCllC IN ^ . 


4128 




St rand 




Start 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


472 




End 


897 


GI 


none 




Score 


185 


Exons 


472.. 759, 473.. 655, 494 


. .763, 


716. .763, 


868. .897 


Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23.C6 


Gene No. 


4128 




Strand 




arf- 

J L.U1 L 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1162 




End 


1914 


GI 


none 




Score 


84 


Exons 


1162.. 1353, 1330.. 1593, 


1402. 


.1488, 1566. .1763, 1570. .1764, 




1812.. 1910, 1813.. 1914 








Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23.C6 




4128 




Strand 




Start 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1339 




End 


1905 


GI 


none 




Score 


112 


Exons 


1339.. 1542, 1567.. 1764, 


1795. 


.1905 




Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23.C6 


Gene No. 


4128 




Strand 




Start 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.o2. 


gs 


Method 


GENS CAN 


Start 


2419 




End 


6440 


GI 


none 




Score 


.61 


Exons 


2419.. 2598, 2627.. 2830, 


2845. 


.3080, 3909.. 4010, 4128.. 6019, 




6100. .6440 








Seq. No. 


1972 




Seq. ID 


OJ990923_07.9B23.C6 


Gene No. 


4128 




Strand 




Start 


2419 




End 


7324 


Name 


OJ990923 07.9B23.C6.o2. 


np 


Method 


AAT/NAP 


Start 


3693 




End 


7324 


GI 


4835246 




Score 


255 


Exons 


3693. .4734, 4771. .5067, 


7298. 


.7324 





2063 



n 



* 



GI Descrip. (AL049862) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
j3 GI 
!R Exons 

GI Descrip. 



^ Seq. No. 

hi Gene No. 

fU Start 
Name 
Start 

;;1 GI 

^ Exons 



Q Seq. No. 
p Gene No. 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1972 
4128 
2419 

OJ990923_07 . 9B23 . C6 . ol . tm 

4162 

none 

4162.. 4545, 4250.. 4546 



Seq. ID OJ990923_07.9B23.C6 
Strand 

End 7324 

Method TBLASTX: Maize 

End 4 54 6 

Score 174 



1973 
4129 
1 

OJ990923_07.9B23.C7.ol.np 
1 

4519258 
1..475, 545. .781 

(AB017914) L-zip+NBS+LRR [Oryza sativa] 



Seq. ID OJ990923_07.9B23.C7 

Strand + 

End 781 

Method AAT/NAP 

End 781 

Score 328 



Seq. ID OJ990923_07.9B23.C8 

Strand + 

End 1145 

Method AAT/GAP 

End 1145 

Score 699 



1974 
4130 
635 

0 J990923_07 . 9B23 . C8 . ol . gp 
635 

uC-osflcyp035a09bl 
635.-725, 847. .1145 

'2880051 2.0e-30 (AC002340) putative protein kinase [Arabidopsis 
thaliana] ' 



1974 
4130 
635 

OJ990923_07.9B23.C8.ol.gs 

639 

none 

639. .725, 847. .963 

1974 
4131 
11338 

OJ990923_07 . 9B23 . C8 . o2 . np 

11335 

3763934 



Seq. ID OJ990923_07.9B23.C8 

Strand + 

End 1145 

Method GENSCAN 

End 963 

Score . 6 



Seq. ID OJ990923_07.9B23.C8 



Strand 
End 

Method 

End 

Score 



+ 

13320 
AAT/NAP 
13317 
1142 



11335. .11913, 11995. .12684, 12712.. 13317 

(AC004450) hypothetical protein [Arabidopsis thaliana] 



1974 
4131 
11338 

OJ990923_07 . 9B23 . C8 . o3 . gs 

11338 

none 

11338. .13320 



Seq. ID OJ990923_07. 9B23.C8 

Strand + 

End 13320 

Method GENSCAN 

End 13320 

Score 1 



Seq. No. 
Gene No. 



1974 
4132 



Seq. ID OJ990923_07. 9B23.C8 
Strand + 



2064 



□ 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20383 End 
OJ990923_07 . 9B23 . C8 . o4 . np Method 
20383 End 
1076289 Score 
20383. .20566 

amino acid permease AAP5 - Arabidopsis 
gi| 608673 |emb|CAA54 632 | (X77501) amino 
[Arabidopsis thaliana] 



20566 
AAT/NAP 
20566 
159 

thaliana 
acid permease 



OJ990923 07.9B23.C8 



1974 Seq. ID 

4133 Strand 
1 End 
OJ990923_07 . 9B23 .C8 . ol . np Method 
1 End 
3763933 Score 
1..491, 2530. .2596, 2716. .2792, 2880.. 
3818.. 3893, 3925.. 4154, 4243.-4392, 5070 
5971.. 6027, 6296. .6412, 6529.-6684 
(AC004450) unknown protein [Arabidopsis thaliana] 



11203 
AAT/NAP 
6684 
922 

3013, 3144.. 3251, 

5169, 5603.. 5686, 



1974 Seq. ID 

4133 Strand 

1 End 

OJ990923_07.9B23.C8.o2.gp Method 

1458 End 

uC-osroM202008cl2al Score 



OJ990923_07.9B23.C8 

11203 
AAT/GAP 
2966 
862 



1458. .1678, 2396..24S9, 2548. .2596, 2716. .2792, 2880. .2966 
•3763933 8.0e-16 (AC004450) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1974 
4133 
1 

OJ990923_07 . 9B23 . C8 . o2 . gs 
1628 



Seq. ID OJ990923_07.9B23.C8 
Strand 

11203 
GEN SCAN 
11203 
.'64 



End 

Method 
End 

none Score 
1628. .1678, 2548. .2596, 2716. .2831, 2880. .3013, 3144. .3251, 
3818. .3887, 4265. .4387, 5097. .5141, 5609 .. 5686, 6296 .. 6412, 
6529.. 6708, 7503.. 7596, 8787.. 8886, 104 93 .. 1054 9, 10820 .. 10997 , 
11150.. 11203 



Seq. No. 1974 

Gene No. 4133 

Start 1 

Name OJ990923_07 . 9B23 . C8 . o3 . gp 

Start 6377 

GI none 

Exons 6377.. 6412, 6529.. 6792, 7201. 

Seq. No. 1974 

Gene No. 4134 

Start 13807 

Name OJ990923_07 . 9B23 . C8 . o3 . tm 

Start 2403 

GI none 

Exons 2403.. 2459, 
2696. .2794, 



Seq. ID OJ990923_07.9B23.C8 
Strand 

11203 
AAT/GAP 
7459 
980 



End 

Method 
End 
Score 
.7459 



2413.. 2460, 2542, 
2715.. 2795, 2715, 



Seq. ID OJ990923_07.9B23.C8 
Strand 

End 20501 
Method TBLASTX : Mai ze 
End 4149 
Score 61 

.2598, 2543. .2596, 2548. .2598, 
.2795, 2880. .3017, 2881. .3018, 



2065 



i y 
C3 



hi 

m 



1*1 





2882. .3019, 


3138. 


.3254, 


3145 


..3252, 3145.. 3261, 


3146. .3301, 




3810. .3893, 


3817. 


.3888, 


3818 


..3910, 4068. .4145, 


4072. .4149, 




4073. .4147 














Seq. No. 


1974 








Seq. ID 


OJ990923 


_07 . 9B23.C8 


Gene No. 


4134 








Strand 






Start 


13807 








End 


20501 




Name 






to . O J . 


lS 


Method 


TBLASTX : 


jOyDcall 


Start 


2731 








End 


4309 




GI 


none 








Score 


50 




Exons 


2731. .2793, 


2757. 


.2795, 


2880 


..3017, 2881. .3018, 


2881. .3018, 




3145. .3252, 


3146. 


.3253, 


3816 


..3893, 3817. .3891, 


4023. .4145, 




4068. .4148, 


4072. 


.4170, 


4076 


..4150, 4238. .4309 




Seq. No. 


1974 








Seq. ID 


OJ990923 


_07.9B23.C8 


Gene No. 


4134 








Strand 






Start 


13807 








End 


20501 




Name 


OJ990923 07. 


9B23. 


C8.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4238 








End • 


6709 






none 








Score 


140 




Exons 


4238. .4390, 


4260. 


.4391, 


4261 


..4392, 4263. .4421, 


4891. .4974, 




4912. .4971, 


5077. 


.5148, 


5079 


..5147, 5604. .5687, 


5606. .5713, 




5611. .5688, 


5969. 


.6031, 


5971 


..6048, 5972.. 6046, 


6296. .6418, 




6300. .6413, 


6529. 


.6654, 


6530 


..6619, 6575.. 6670, 


6652. .6708, 




6659. .6709 














Seq. No. 


1974 








Seq. ID 


OJ990923 


_07.9B23.C8 


Gene No. 


4134 








Strand 






Start 


IjoU / 








End 


20501 




Name 


OJ990923 07. 


9B23. 


C8.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6360 








End 


6695 




GI 


none 








Score 


73 




Exons 


6360. .6416, 


6362. 


.6418, 


6522 


..6689, 6529.. 6690, 


6529. .6693, 


- 


6587. .6694, 


6588. 


.6695 










Seq. No. 


1974 








Seq. ID 


OJ990923 


_07.9B23.C8 


Gene No . 


A 1 *5 A 








Strand 






Start 


13807 








End 


20501 




Name 


OJ990923 07. 


9B23. 


C8.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


11945 








End 


12617 




GI 


none 








Score 


92 




Exons 


11945. .12097 


f , 11947. .12612, 


11952. .12617, 11953 


. .12615 


Seq. No. 


1974 








Seq. ID 


OJ990923 


_07.9B23.C8 


Gene No . 


4134 








Strand 






Start 


13807 








End 


20501 




Name 


OJ990923 07. 


9B23. 


C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


12898 








End 


13331 




GI 


none 








Score 


589 




Exons 


12898. .13323, 12912. .13331 








Seq. No. 


1974 








Seq. ID 


OJ990923 


_07.9B23.C8 


Gene No. 


4134 








Strand 






Start 


13807 








End 


20501 




Name 


OJ990923 07. 


9B23. 


C8.o4. 


gp 


Method 


AAT/GAP 




Start 


13807 








End 


16398 




GI 


5532 1.R1084 






Score 


2668. 





2066 




Exons 13807. .14196, 14285 14388, 14501 14600, 14682 14779, 

15076. .15128, 15202. .15261, 15341 .. 154 12, 15555 . .15626, 
15718. .15810, 15913. .15980, 16061.. 16398 

GI Descrip. ' 2131161/pir | | S67800 4.0e-49 4-nitrophenylphosphatase (EC 
3.1.3.41) - yeast (Saccharomyces cerevisiae) 

>gi_1431400_emb_CAA98816_ (Z74284) ORF YDL236w [Saccharomyces 
cerevisiae] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1974 
4134 
13807 

0 J990 923_07 . 9B23 . C8 . o4 . gs 
14008 



OJ990923 07.9B23.C8 



none 

14008. 

15174. 

15913. 

20292. 



Seq. ID 
.Strand 

End 20501 
Method GENSCAN 
End 20501 
Score . 6 

.14284, 14501. .14600, 14682 .. 14779, 15076 .. 15172 , 
,15261, 15341. .15412, 15555 .. 15626, 15718 .. 15845, 
.15980, 16061. .16469, 18992 .. 19075, 20189 .. 20222 , 
.20501 



■J 

I'il 



•4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1974 
4134 
13807 

OJ990923_07 . 9B23 . C8 . ol . ts 

14061 

none 

14061. .14198, 



14301. .14417, 
14679. .14774, 



15072. 
15331. 



,15131, 
,15414, 



15716. .15811, 
16059. .16118, 



14090. 
14498. 
14680. 
15075. 
15341. 
15718. 
16059. 



,14218, 
,14602, 
,14778, 
,15128, 
,15415, 
,15813, 
,16118 



1974 
4134 
13807 

OJ990923_07 . 9B23 . C8 . o5 . tm 
14087 
none 
14087 
14284 



Seq. ID OJ990923_07.9B23.C8 
Strand 

End 20501 

Method TBLASTX : Soybean 

End 16118 

Score 100 
14284. .14391, 14284 .. 14391 , 
14500. .14601, 14505. .14603, 
14680. .14781, 14681. .14779, 
15190. .15258, 15200. .15259, 
15552. .15632, 15553 .. 15627 , 
15904. .15996, 15914 .. 15994 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14218, 14088. .14204, 14089 .. 14229, 14284 
14349, 14301.. 14357 



OJ990923_07.9B23.C8 
20501 

TBLASTX: Maize 

14357 

160 

14355, 



Seq. No. 1974 

Gene No. 4134 

Start, 13807 

Name ' OJ990923_07 . 9B23 . C8 . o2 . tc 

Start 14090 

GI none 

Exons 14090. .14218, 14094 .. 14252 , 
14290. .14391, 14301. .14417, 



Seq. ID 

Strand 

End 
. Method 

End 

Score 
14283. .14387, 
14500. .14532 



OJ990923 07.9B23.C8 



20501 

TBLASTX: Cress 
14532 
85 

14284. .14418, 



Seq. No. 1974 Seq. ID 

Gene No. 4134 Strand 

Start 13807 End 

Name OJ990923_07 . 9B23 . C8 . o3 . np Method 

Start 14093 End 

GI 6319965 ' Score 



OJ990923_07.9B23.C8 

20501 
AAT/NAP 
16151 
212 



2067 




Exons 14093. .14196, 14282 14388, 14501 14 625, 14710 .. 14772 , 

15072. .15132, 15273. .15418, 15555 .. 15626, 15718 .. 15810, 
15913. .15980, 16061.. 16151 

GI Descrip. p-nitrophenyl phosphatase; Phol3p gi | 2131161 | pir | | S67800 

4-nitrophenylphosphatase (EC 3.1.3.41) - yeast (Saccharomyces 
cerevisiae) gi | 1431400 | emb| CAA98816 | (Z74284) ORF YDL236w 
[Saccharomyces cerevisiae] 



Seq. No. 1974 
Gene No. 4134 
Start 13807 

Name OJ990923_07 . 9B23 . C8 . 06 . tm 

Start 14701 
GI none 

Exons 14701. .14781, 15073 .. 15129, 

15190. .15258, 15341. .15415, 
15716. .15811, 15718. .15810, 
16059. .16109, 16062.. 16109 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15075. .15128, 
15552. .15632, 
15919. .15996, 



OJ990923 07.9B23.C8 



20501 

TBLASTX: Maize 
16109 
59 

15184. .15258, 
15553. .15642, 
15920. .15997, 



OJ990923 07.9B23.C8 



Seq. No. 1974 Seq. ID 

Gene No. 4134 Strand 

Start 13807 End 

Name OJ990923_07 . 9B23 . C8 . ol . tc Method 

Start 15716 End 

GI none Score 

Exons 15716. .15811, 15718 15813, 15904 15996, 15923 .. 15994 , 
16059. .16121 



20501 

TBLASTX: Cress 

16121 

135 



Seq. No. 1974 Seq. ID 

Gene No. 4135 Strand 

Start 20410 End 

Name OJ990923_07 . 9B23 . C8 . o7 . tm Method 

Start 20410 End 

GI none Score 

Exons 20410. .20565, 20442.. 20564 



OJ990923_07.9B23.C8 
20565 

TBLASTX: Maize 

20565 

193 



~ Seq. No. 1974 Seq. ID 

A Gene No. 4135 Strand 

3 Start 20410'- ■ End 

^ Name OJ990923_07 . 9B23.C8 ,o3.tc Method 

z Start 20442 End 

= GI none Score 

Exons - 20442. .20558, 20443.. 20565 



OJ990923_07.9B23.C8 
20565 

TBLASTX: Cress 

20565 

191 



Seq. No. 1974 Seq. ID 

Gene No. 4135 Strand 

Start ' 20410 End 

Name OJ990923_07 . 9B23 . C8 . o4 . ts Method 

Start 20442 End 

GI none Score 

Exons 20442. .20561, 20443.. 20565 



OJ990923_07.9B23.C8 
20565 

TBLASTX : Soybean 

20565 

189 



Seq. No. 1975 Seq. ID 

Gene No. 4136 Strand 

Start 1 End 

Name OJ990923_07 . 9B23-. C9 . ol . np Method 

Start 1 End 



OJ990923_07.9B23.C9 
+ 

1273 

AAT/NAP 

1273 



2068 



'e=J 



U 



GI 


1076288 


Score 


711 


Exons 


1..126, 270. .490, 581. .721, 


836. .1273 




GI Descrip. 


amino acid permease AAP3 - 


Arabidopsis 


thaliana 


Seq. No. 


1975 


Seq. ID 


OJ990923_07.9B23.C9 


Gene No. 


4136 


btrana 


+ 


Start 


1 


End 


1273 


Name 


OJ990923 07.9B23.C9.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


747 


GI 


none 


Score 


.93 


Exons 


8. .131, 305. .490, 539. .747 






Seq. No. 


1975 


Seq. ID 


OJ990923_07.9B23.C9 


Gene No. 


4137 


Strand 




Start 


819 


End 


LZ 1 3 


Name 


OJ990923 07.9B23.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


8 


End 


1272 


GI 


none 


Score 


103 


Exons 


8. .136, 274. .306, 316. .516, 


318. .488, 


637. .732, 838. .1092, 




921. .1061, 1177. .1272 






Seq. No. 


1975 


Seq. ID 


OJ990923_07.9B23.C9 


Gene No. 


4137 


Strand 




Start 


819 


End 


1273 


Name 


OJ990923 07.9B23.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


274 \< 


. End 


1272 


GI 


none 


Score 


41 


Exons 


274. .306, 316. .516, 324. .509, 637. .732, 639. .713, 838. .1092, 




924.. 1073, 1192.. 1272 






Seq. No. 


1975 


Seq. ID 


OJ990923_07.9B23.C9 


Gene No. 


4137 


Strand 




Start ' 


819 


End 


1273 


Name 


OJ990923 07.9B23.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


373 


End 


1077 


GI 


none 


Score 


130 


Exons 


373. .516, 381. .509, 631. .717, 633. .728 


, 633. .728, 634. .732, 




841. .1077, 921. .1061 






Seq. No. 


1975 


Seq. ID 


OJ990923_07.9B23.C9 


Gene No. 


4137 


Strand 




Start 


819 


End 


1273 


Name 


OJ990923 07.9B23.C9.o2.gs 


Method 


GENSCAN 


Start 


819 


End 


1268 


GI 


none 


Score 


.96 


Exons 


819. .1268 






Seq. No. 


1975 


Seq. ID 


OJ990923_07.9B23.C9 


Gene No. 


4137 


Strand 




Start 


819 


End 


1273 


Name 


OJ990923 07.9B23.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


970 


End 


1272 


GI 


none 


Score 


152 


Exons 


970. .1092, 975. .1073, 1164. 


.1268, 1168 


..1260, 1174. .1272, 




1185. .1268 






Seq. No. 


1975 


Seq. ID 


OJ990923_07. 9B23.C9 



2069 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4137 Strand 

819 End 1273 

OJ990923_07.9B23.C9.ol.gp - Method AAT/GAP 

1073 End 1273 

uC-osroM202019c03al Score 374 
1073. .1273 

•1076288/pirl IS51168 4.0e-22 amino acid permease AAP3 - 
Arabidopsis thaliana 1 

1976 Seq. ID 

4138 Strand 
319 End 
OJ990923_07 . 9B23 . CIO . ol . gs Method 
319 End 
none Score 
319. .377 



OJ990923_07.9B23.C10 
377 

GENSCAN 
377 
.61 



Seq. No. 1977 Seq. ID OJ990923_07.9B23.C11 

Gene No. 4139 Strand 

Start 1 End 

Name * " OJ990923_07 . 9B23 . Cll . ol . gp Method 

Start 1 - End 

GI 7406_1.R1084 Score 

Exons 1..278 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



OJ990923_07, 
+ 

278 

AAT/GAP 

278 

463 



Seq. No. 


1978 








Seq. ID 


OJ990923_ 


_07. 


9B23 


.C14 


Gene No. 


4140 








Strand 










Start 


656 








End 


746 








Name 


OJ990923 


07 


.9B23 


.C14 .ol.gs 


Method 


GENSCAN 








Start 


656 








End 


746 








GI 


none 








Score 


.8 








Exons 


656. .746 


















Seq. No. 


1979- 








Seq. ID 


OJ990923_ 


07. 


9B23 


.C15 


Gene No. 


4141 








Strand 


+ 








Start 


22 








End 


83 








Name 


OJ990923 


_07 


.9B23 


.C15.ol.gs 


Method 


GENSCAN 








Start 


22 








End 


83 








GI 


none 








Score" 


.77 








Exons 


22. .83 


















Seq. No. 


1980 








Seq. ID 


OJ991113_ 


42. 


9C27 


.CI 


Gene No. 


4142 








Strand 










Start 


175 








End 


294 








Name 


OJ991113 


_42 


.9C27 


.CI .ol .gs 


Method 


GENSCAN 








Start 


175 








End 


294 








GI 


none 








Score 


.55 








Exons 


175. .294 


















Seq. No. 


1981 








Seq. ID 


OJ991113_ 


42. 


9C27 


.C2 


Gene No. 


4143 








Strand 










Start 


300 








End 


902 








Name 


OJ991113 


A 2 


. 9C27 


.C2. ol.gs 


Method 


GENSCAN 








Start 


300 








End 


878 








GI 


none 








Score 


.42 . 









2070 



Exons 



300. .878 



06C4. NO. 




Gene No. 


4143 


Start 


300 


Name 


OJ991113 42.9C27.C2 


Start 


307 


GI 


none 


Exons 


307.. 336, 309.. 350, 




645. .878, 646. .894 


Seq. No. 


1981 


Gene No . 


4 1 4 J 


Start 


300 


Name 


OJ991113 42.9C27.C2 


Start 


407 


GI 


3810596 


Exons 


407.. 902 


GI Descrip. 


(AC005398) putative 




thaliana] 


Seq. No. 


1981 


Gene No. 


4143 


Start 


300 


Name 


OJ991113 42.9C27.C2 


Start 


593 


GI 


none 


Exons 


593.. 838, 623.. 775, 


Seq. No. 


1982 


Gene No. 


4144 


Start 


460 


Name 


OJ991113 42.9C27.C3 


Start 


460 


GI 


none 


Exons 


460. .598, 746. .870, 


Seq. No. 


1982 


Gene No. 


4145 


Start 


5412 


Name 


OJ991113 42.9C27.C3 


Start 


5412 


GI 


none 


Exons 


5412.. 5530, 7382.. 7' 


Seq. No. 


1982 


Gene No. 


A T A C 

4 14 O 


Start 


1 


Name 


OJ991113 42.9C27.C3 


Start 


1 


GI 


6466937 


Exons 


1. .3333 


GI Descrip. 


(AC011621) putative 




thaliana] 


Seq. No. 


1982 


Gene No. 


4146 



Seq. ID OJ991113_42.9C27.C2 

Strand 

End 902 

Method TBLASTX : Maize 

End 899 

Score 94 



Seq. ID OJ991113_42.9C27.C2 

Strand 

End 902 

Method AAT/NAP 

End 902 

Score 241 



Seq. ID OJ991113_42.9C27.C2 

Strand 

End 902 

Method TBLASTX : Wheat 

End " 8 96 

Score 92 



Seq. ID OJ991113_42.9C27.C3 

, Strand + 

End 1054 

Method GEN SCAN 

End 1054 

Score .53 



Seq. ID OJ?91113_42. 9C27.C3. 

Strand + 

End 7786 

Method AAT/GAP 

End 7786 

Score 936 



Seq. ID OJ991113_42. 9C27.C3 
Strand 

End 3333 

Method AAT/NAP 

End 3333 

Score 1730 



Seq. ID OJ991113_42.9C27.C3 
Strand 



2071 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
^ Start 
Ml Name 
rU Start 

□ GI 
;\1 Exons 

^ Seq. No. 
!"U Gene No. 
» Start 
r j Name 
Start 
GI 

Exons 



□ Seq. No. 
i ,s * Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ991113_42.9C27.C3.o3.tm 
2 

none 

2. .388, 9. .332 

1982 
4146 
1 

OJ991113_42 . 9C27 . C3 . ol . ts 
35 

none 

35. .406, 36. .389 

1982 
4146 
1 

OJ991113_42 . 9C27 . C3 . o2 . tw 

275 

none 



End 

Method 

End 

Score 



3333 

TBLASTX: Maize 

388 

204 



Seq. ID OJ99111-3_42.9C27.C3 
Strand 

End 3333 

Method TBLASTX : Soybean 

End 406 

Score 151 



Seq. ID OJ991113_42.9C27.C3 
Strand 

End 3333 

Method TBLASTX : Wheat 

End 630 

Score 4 9 



275. .388, 276. .332, 402. .629, 403. .519, 420. .629, 568. .630 



1982 
4146 
1 

OJ991113_42 .9C27.C3.o4. tm 

408 

none 



Seq. ID OJ991113_42.9C27.C3 
Strand 

End 3333 

Method TBLASTX : Maize 

End 7 85 

Score 61 



408. .632, 430. .525, 444. .593, 645.-785, 690. .782 



1982 
4146 
1 

OJ991113_42.9C27.C3.o4.ts 

805 

none 

805.. 1059, 854.. 1033 

1982 
4146 
1 

OJ991113_42.9C27.C3.ol.tm 

820 

none 



Seq. ID OJ991113_42.9C27.C3 
Strand 

End 3333 

Method TBLASTX : Soybean 

End 1059 

Score 120 



Seq. ID OJ991113_42.9C27.C3 
Strand 

End 3333 

Method TBLASTX : Maize 

End 1337 

Score 184 



820. .1107, 833. .1105, 1105. .1335, 1107. .1337 



1982 
4146 
1 

OJ991113_42.9C27.C3.o3.tw 

970 

none 



Seq. ID OJ991113_42.9C27.C3 
Strand 

End 3333 

Method TBLASTX : Wheat 

End 1364 

Score 53 



970. .1128, 1045. .1128, 1107. .1364, 1132. .1338 



1982 
414 6 
1 



Seq. ID OJ991113_42.9C27.C3 
Strand 

End 3333 



2072 




Name 


OJ991113 42 


.9C27 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1107 








End 


1439 


GI 


none 








Score 


274 


Exons 


1107. .1439 












Seq. No. 


1982 








Seq. ID 


OJ991113_42.9C27.C3 


Gene No. 


A 1 A C 

4 14 o 








btrana 




Start 


1 








End 


3333 


Name 


OJ991113 42 


.9C27 


.C3.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1350 








End 


1518 


GI 


none 








Score 


89 


Exons 


1350. .1517, 


1353 


. .1517, 


1417. 


.1518 




Seq. No. 


1982 








Seq. ID 


OJ991113_42.9C27.C3 


Gene No. 


A T A C 
4 14 O 








btrana 




Start 


1 








End 


3333 


Name 


OJ991113 42 


.9C27 


,C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1416 








End 


1898 


GI 


none 








Score 


111 


Exons 


1416. .1898, 


1419 


. .1778, 


1459. 


.1887 




Seq. No. 


1982 








-Seq. ID 


OJ991113_42.9C27.C3 


Gene No. 


A 1 A C 

414 b 








Strand 




Start 


1 








End 


3333 


Name 


OJ991113 42 


.9C27 


,C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1519 








End 


2003 


GI 


none 








Score 


69 


Exons 


1519. .1629, 


1520 


. .1792, 


1521. 


.2003, 1578. .1883, 1702. .1989 


Seq. No. 


1982 








Seq. ID 


OJ991113_42. 9C27.C3 


Gene No. 


A 1 A C 

414 b 








Strand 




Start 


1 








End 


3333 


Name 


OJ991113 42 


.9C27 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1548 








End 


1862 


GI 


none 








Score 


69 


Exons 


1548. .1862, 


1554 


. .1748 








Seq. No. 


1982 








S^q.- ID 


OJ991113_42.9C27.C3 


Gene No. 


A 1 A C 

414 b 








Strand 




Start 


1 








End 


3333 


Name 


OJ991113 42 


.9C27 


.C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2115 








End 


2447 


GI 


none 








Score 


99 


Exons 


2115. .2447, 


2169 


. .2360 








Seq. No. 


1982 








Seq. ID 


OJ991113_42.9C27.C3 


Gene No. 


4147 








Strand 




Start 


7381 








End 


7775 


Name 


ojyyiiio 4z 


. 9C2 / 


. Co . OD . 


tm 


Method 


TBLASTX: Maize 


Start 


7381 








End 


7775 


GI 


none 








Score 


68 


Exons 


7381. .7482, 


7414 


. .7491, 


7422. 


.7493, 7422. .7490, 7487.. 7645 




7488. .7649, 


7491 


. .7655, 


7492. 


.7701, 7507. .7656, 7523. .7702 




7652. .7708, 


7722 


. .7775 








Seq. No. 


1983 








Seq. ID 


OJ991113_42.9C27.C4 


Gene No. 


4148 








Strand 


+ 



2073 



:"r: 
i.ii 



Name 

Start 

GI 

Exons 



Start 


178 


End 


2004 






Name 


OJ991113 42.9C27.C4.ol.gs 


Method 


GENSCAN 






Start 


178 


End 


516 


- 




GI 


none 


Score 


.45 






Exons 


178. .516 










Seq. No. 


1983 


Seq. ID 


OJ991113_42. 


.9C27 


.C4 


Gene No. 


A 1 A O 

4 14o 


Strand 








Start 


178 


End 


2004 






Name 


OJ991113 42.9C27.C4.ol.gp 


Method 


AAT/GAP 






Start 


338 


End 


2004 






GI 


3761970 


Score 


1005 






Exons 


338. .606, 1715. .2004 










Seq. No. 


1983 


Seq. ID 


OJ991113_42. 


.9C27 


.C4 


Gene No. 


A 1 A O 

4 14o 


Strand 


+ 






Start 


178 


End 


2004 






Name 


OJ991113 42.9C27.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


363 


End 


572 






GI 


none 


Score 


114 






Exons 


363. .479, 366. .419, 367. .510 


, 370. .432, 492. .572 






Seq. No. 


1984 


Seq. ID 


OJ991113_42, 


■ 9C27 


.C5 


Gene No. 


A T A C\ 

4149 


Strand 


+ 






Start 


216 


End 


5933 






Name 


OJ991113 42.9C27.C5.ol.gs 


Method 


GENSCAN 






Start 


216 


End 


5933 






GI 


none 


Score 


.4 






Exons 


216.. 285, 4949.. 5081, 5483.. 


5933 








Seq. No. 


1984 


Seq. ID 


OJ991113_42. 


.9C27 


.C5 


Gene No. 


4149 


Strand 


+ 






Of a >-+- 

otar l 


216 


End 


5933 






Name 


OJ991113 42.9C27.C5.ol.np 


Method 


AAT/NAP 






Start 


2813 


End 


5930 






GI 


5777631 


Score 


1234 






Exons 


2813.. 3160, 3354. .3441, 4949 


..5081, 5180. .5930 






GI Descrip. 


(AJ245900) CAA303719.1 protein [Oryza 


sativa] 






Seq. No. 


1984 


Seq. ID 


OJ991113_42, 


,9C27 


.C5 


Gene No. 


4150 


Strand 


+ 






Start 


11154 


End 


13309 







OJ991113_42.9C27.C5.o3.gs 
11154 



none 



Method 

End 

Score 



GENSCAN 

13309 

.56 



11154. .11302, 11304. .11358, 11538 .. 11700, 12474 .. 12556, 
13178. .13309 



Seq. No. 1984 

Gene No. 4151 

Start 14289 

Name OJ991113_42 . 9C27 .C5 . o2 . np 

Start 14289 

GI 6730709 

Exons 1428.9, . 14315, 14 352 .. 14 927, 14973.. 15530 
GI Descrip. (AC011809) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991113_42. 9C27.C5 

Strand + 

End 15548 

Method AAT/NAP 

End 15530 

Score 783 



2074 




Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 




4151 








OIL d 1 1H 




Start 


14289 








End 


15548 


Name 


OJ991113 42. 


9C27. 


C5.o4. 


gs 


Method 


GENSCAN 


Start 


14289 








End 


15548 


GI 


none 








Score 


1 


Exons 


14289. .15548 










Seq. No. 


1984 








Seq. ID 


OJ991113_42. 9C27.C5 




4152 








OLI Cl i l\X 


+ 


Start 


15488 








End 


15769 


Name 


OJ991113 42. 


9C27. 


CS.ol. 


gp 


Method 


AAT/GAP 


Start 


15488 








End 


15769 


GI 


none 








Score 


448 


Exons 


15488. .15769 










Seq. No. 


1 QR4 








Seq. ID 


OJ991113_42. 9C27.C5 


VJCllC LN(J • 


4 1 








Otl dllu 




Start 


8777 








End 


9402 


Name 


OJ991113 42. 


9C27. 


C5.o2. 


gs 


Method 


GENSCAN 


Start 


8777 








End 


9402 


GI 


none 








Score 


.94 


Exons 


ft777 fift^Q 




.9238, 


9391. 


.9402 




Seq. No. 


J. .70 *± 








Seq. ID 


OJ991113_42.9C27.C5 


belle LMO . 


4 1 S4 

*i J. J *i 








Of ranH 




Start 


17218 








End 


17492 


Name 


OJ991113 42. 


9C27. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 










End 


3076 


GI 


none 








Score 


345 


Exons 


.£ / OU . . JU / Of 


?ff 07 


.3076 








Seq. No. 


1 9fi4 








Seq. ID 


OJ991113_42.9C27.C5 


Gene No. 


4 1 S4 

4IJ4 








Strand 




O Lai L 


1 7 91 ft 








End 


17492 


Name 


OJ991113 42 


9C27 . 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2807 








End 


5444 


GI 


none 






~ 


Score 


431 ■ 


Exons 


2807. .3160, 


2812. 


.3159, 


3350. 


.3433, 3351. .3413, 4942. .5082, 




4947. .5081, 


4957. 


.5082, 


5165. 


.5443, 5178. .5444 


Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 


UCilC V*\J ■ 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42. 


9C27. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2807 








End 


3141 


GI 


none 








Score 


451 


Exons 


2807. .3139, 


2807. 


.3136, 


2809. 


.3141 




Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42. 


9C27. 


C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2812 








End 


3430 


GI 


none 








Score 


117 


Exons 


2812. .2919, 


2813. 


.2923, 


2951. 


.3100, 2959.. 3096, 3097.. 3159, 




3098. .3160, 


3326. 


.3430, 


3342. 


.3413 





2075 




Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 


Gene No . 


A 1 ^ A 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42, 


,9C27 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4942 








End 


5381 


GI 


none 






- 


Score 


153 


Exons 


4942. .5082, 


4947 


. .5081, 


4948. 


.5082, 5165.. 5245, 5178.. 5237, 




5256. .5381, 


5276 


. .5380 








Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42. 


.9C27 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5041 








End 


5941 


GI 


none 








Score 


45 


Exons 


5041. .5082, 


5165 


. .5218, 


5178. 


.5282, 5254.. 5406, 5276.. 5512, 




5277. .5453, 


5491 


. .5556, 


5505. 


.5555, 5597.. 5731, 5598.. 5732, 




5651. .5734, 


5780 


. .5926, 


5795. 


.5941, 5802.. 5933 



Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42 


.9C27 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5295 








End 


5564 


GI 


none 








Score 


175 


Exons 


5295. .5453, 


5295 


. .5474, 


5318. 


.5515, 5529.. 5564 


Seq. No. 


1984 








Seq. ID 


OJ991113_42.9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42 


. 9C27 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5382 








End 


5936 


GI 


none 








Score 


80 


Exons 


5382. .5453, 


5390 


. .5443, 


5456. 


.5575, 5576.. 5728, 5598.. 5732 




5622. .5735, 


5795 


. .5935, 


5796. 


.5933, 5799.. 5936 


Seq. No. 


1984 








Seq. ID 


OJ991113_42. 9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42 


.9C27 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5582 








End 


5936 


GI 


none 








Score 


207 


Exons 


5582. .5722, 


5583 


. .5732, 


5596. 


.5751, 5612. .5785, 5780..5926 ( 




5795. .5932, 


5796 


. .5936, 


5799. 


.5936 




Seq. No. 


1984 








Seq. ID 


OJ991113_42. 9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 


Name 


OJ991113 42 


.9C27 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5612 








End 


5732 


GI 


none 








Score 


204 


Exons 


5612. .5731, 


5613 


. .5732 








Seq. No. 


1984 








Seq. ID 


OJ991113_42. 9C27.C5 


Gene No. 


4154 








Strand 




Start 


17218 








End 


17492 



2076 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991113_42.9C27.C5.o3.tw Method 

5799 End 

none Score 
5799.. 5933, 5799. .5930, 5807.. 5932 

1984 Seq. ID 

4154 Strand 

17218 End 

OJ991113_42 . 9C27 .C5 . o3 . tm Method 

14439 End 

none Score 



TBLASTX: Wheat 

5933 

201 



OJ991113_42.9C27.C5 
17492 

TBLASTX: Maize 

14798 

66 



14439. .14492, 14493 14567, 14619 .. 14759, 14 627 .. 14758 , 
14733. .14798, 14748. .14792 



m 

ru 

u 

i.l 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



'~ s Name 

Start 
* GI 
fc i Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1984 
4154 
17218 

OJ991113_42.9C27.C5.o3.ts 

14499 

none 



Seq. ID OJ991113_42.9C27.C5 
Strand 

End 17492 

Method TBLASTX : Soybean 

End 15074 

Score 83 



14499. .14567, 14 619 .. 14792, 14624 .. 14695, 14 643 .. 14807 , 
14978. .15043, 15012. .15074 



1984 
4154 
17218 

OJ991113_42 . 9C27 . C5 . o4 . tc 

14619 

none 



Seq. ID OJ991113_42.9C27.C5 
Strand 

End 17492 

Method TBLASTX: Cress 

End 15527 

Score 183 



14619. .14792, 15249 .. 15380, 15275 15328 , 15443 .. 15526, 
15450.. 15527 



1984 Seq. ID 

4154 Strand 

17218 End 

OJ991113_42 . 9C27 . C5 . o4 . tm Method 

148*61 End 

none Score 

14861. .14926, 14 975 .. 15115, 
15028. .15132 

1984 

4154 Strand 

17218 End 

OJ991113_42 . 9C27 . C5 . o4 . ts Method 

15249 End 

none Score 



OJ991113_42.9C27.C5 
17492 

TBLASTX: Maize 
15137 
154 

14994. .15137, 15012 .. 15110, 



Seq. ID OJ991113_42.9C27.C5 



17492 

TBLASTX : Soybean 

15521 

129 



15249. .15380, 15290 .. 15331 , 154 4 9 15517 , 15450. .15521 



Seq. No. 1984 

Gene No. 4154 

Start 17218 

Name OJ991113_42 . 9C27 . C5 . o5 . tm 

Start 15440 

GI none 

Exons 15440. .15547, 15450 .. 15548, 
15635. .15661, 15682 .. 15732 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15466 

15710 



OJ991113 42.9C27.C5 



17492 

TBLASTX: Maize 
15845 
149 

15549, 15606. .15824, 
15835, 15779. .15838, 



2077 



15780. .15845 



Seq. No. 1984 
Gene No. * 4154 

Start 17218 

Name OJ991113_42 . 9C27 .C5. o5.gs 

Start 17218 

GI none 

Exons 17218. .17419, 17470.. 17492 



Seq. ID OJ991113_42.9C27.C5 
Strand 

End 17492 

Method GENSCAN 

End 17492 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
L 'i Start 

hPi Exons ■ 

ru 

:=<=r 

Seq. No. 
'"''t Gene No. 
*>i Start 
I'll Name 
: S Start 
GI 

Exons 



'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1985 
4155 
5697 

OJ991 1 13_4 2 . 9C2 7 . C6 . ol . np 
5697 
4544372 



Seq. ID OJ991113_42.9C27.C6 
Strand + 

12451 
AAT/NAP 
12056 
226 



End 

Method 
End 
Score 

5697.. 5722, 9520.. 9566, 11430.. 12056 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



1985 
4155 
5697 

OJ991113_42 . 9C27 . C6. o2 . gs 

9288 

none 



Seq. ID OJ991113_42.9C27.C6 

Strand + 

End 12451 

Method GENSCAN 

End 12451 

Score . 63 



9288. .9342, 9627. .9814, 9970. .10088, 10166 .. 10297 , 10714 .. 10742 , 
11735. .11899, 11937. .12092, 12137 .. 12158 , 12277.. 12451 



1985 
4156 
284 

OJ991113_42.9C27.C6.ol.gs 

284 

none 



Seq. ID OJ991113_42.9C27.C6 
Strand 

End 3909 

Method GENSCAN 

End 3909 

Score .94 



284. .301, 1460. .1560, 1734. .1890, 1944. .2309, 2581. .3909 



1985 
4157 
12789 

OJ991113_42.9C27.C6.o3.gs 

12789 

none 

12789. .12942, 13184. .13371 



Seq. ID OJ991113_42.9C27.C6 
Strand 

End 13371 

Method GENSCAN 

End 13371 

Score .56 



Seq. No. 1986 
Gene No. 4158 
Start 1 

Name 0 J9 9 1 1 1 3_4 2 . 9C2 7 . C7 . ol . np 

Start 1 
GI 125065 
Exons 1..39, 531.. 737 

GI Descrip. 60 KD JASMONATE- INDUCED PROTEIN gi | 4 19795 | pir | | S25092 

jasmonate-induced protein - barley gi | 19011 1 emb | CAA4 7 017 | 
(X66376) jasmonate-induced protein [Hordeum vulgare] 



Seq. ID OJ991113_42.9C27.C7 

Strand + 

End 737 

Method AAT/NAP 

End 737 

Score 100 



Seq. No. 



1986 



Seq. ID OJ991113_42.9C27.C7 



2078 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4159 Strand + 
884 End 2349 
OJ991113_42 . 9C27 . C7 . ol . gs Method GENSCAN 
884 End 2349 
none Score .53 
884.. 1005, 2272.. 2349 

1986 Seq. ID OJ991113_42 . 9C27 . C7 

4160 Strand + 
3102 End 3230 
OJ991113_42 . 9C27 . C7 . o2 . np Method AAT/NAP 
3102 End 3230 
130582 Score 39 
3102. .3230 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 |pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



'J 

cn 

ru 

u 



hi 

9 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991113_42.9C27.C7 



1986 

4161 Strand + 

14346 End 15810 

OJ9911 13_42 . 9C27 . C7 . o5 . gs Method GENSCAN 

14346 End 15810 

none Score .57 

14346. .14559, 14 606 14752, 15683.. 15810 



1986 . Seq. ID 

4162 Strand 
17210 End 
OJ991113_42. 9C27.C7.o6.gs Method 
17210 End 
none Score 
17210. .17389, 17646.. 17672 

1986 Seq. ID 

4163 Strand 
19466 End 
OJ991113_42 . 9C27 . C7 . o4 . np Method 
194 63 End 
1706331 Score 
19463. .19758, 22170.. 22217 

PYRUVATE DECARBOXYLASE ISOZYME 3 (PDC) 
pyruvate decarboxylase [Oryza sativa] 



OJ991113_42.9C27.C7 
+ 

17672 
GENSCAN 
17672 
.57 



42.9C27.C7 



OJ991113_ 
+ 

22217 
AAT/NAP 
22217 
349 



gi| 476284 (U07338) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1986 
4163 
19466 

OJ991113_42 . 9C27 . C7 . 08 . gs 

19466 

none 



Seq. ID OJ991113_42.9C27.C7 

Strand + 

End 22217 

Method GENSCAN 

End 22094 

Score .82 



19466. .19775, 19805 20010, 21828 .. 21932 , 22059.. 22094 



1986 Seq. ID 

4164 Strand 

23418 End 

OJ991113_42 . 9C27 .C7 . ol . gp Method 



OJ991113_42.9C27.C7 
+ 

23527 
AAT/GAP 



2079 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23418 End 23527 

1427_1.R1084 Score 178 

23418. .23527 

'4504379/ref | NP_003658 . 1 |pHG38 | 2.0e-13 G protein-coupled 
receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 
receptor HG38 [Homo sapiens] 1 



1986 
4165 
6858 

OJ991113_42 . 9C27 . C7 . o3 . gs 

6858 

none 

6858.. 6899, 7403.. 8602 

1986 
4166 
10467 

OJ991113_42.9C27.C7.o4.gs 

10467 

none 

10467. .11182, 13102.. 13186 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1986 Seq. ID 

4166 Strand 

10467 End 13186 

OJ991113_42 . 9C27 .C7 .o3 .np Method AAT/NAP 

10547 End 12801 

5902445 Score 897 
10547. .11412, 12765. .12801 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ991113_42.9C27.C7 

8602 
GENSCAN 
8602 
.54 



OJ991113_42.9C27.C7 

13186 
GENSCAN 
13186 
.4 



OJ991113 42.9C27.C7 



1986 Seq. ID 

4167 Strand 

18861 End 

OJ991113_42 . 9C27 . C7 . o7 . gs Method 

18861 End 

none Score 

18861. .18956, 19024.. 19278 



OJ991113_42.9C27.C7 

19278 
GENSCAN 
19278 
.64 



2 Seq. No. 


1986 




Seq. ID 


OJ99111 


Gene No. 


4168 




Strand 




Start 


20319 




End 


21627 


Name 


OJ991113 42.9C27.C7 


. o5 . np 


Method 


AAT/NAP 


Start 


20319 




End 


21627 


GI 


5777617 




Score 


77 


Exons 


20319. .20430, 21587 


. .21627 






GI Descrip. 


(AJ245900) CAA30375 


. 1 protein 


[Oryza 


sativa] 


Seq. No. 


1986 




Seq. ID 


OJ99111 


Gene No. 


4169 




Strand 




Start 


22729 




End 


23070 


Name 


OJ991113 42.9C27.C7 


. o9 . gs 


Method 


- GENSCAN 


Start 


22729 




End 


23070 


GI 


none 




Score 


.71 


. Exons 


22729. .23070 









2080 




Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No. 


4170 




Strand 






otar t 


23230 




End 






Name 


OJ991113 42.9C27.C7. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


7466 




End 


19756 




GI 


none 




Score 


240 




Exons 


7466. .7546, 7569. .7604, 19388 .. 194 14 , 


19505. .19756, 






19516. .19644, 19529. 


.19750 








Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No. 


4170 




Strand 






otart 


23230 




End 


23550 




Name 




oz . tw 


Method 


TBLASTX: Wheat 




Start 


10578 




End 


10863 




GI 


none 




Score 


76 




Exons 


10578. .10790, 10585. 


.10782, 


10668. .10787, 10794 .. 10862, 






10795. .10863 










Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No. 


4170 




Strand 






Start 






End 


23550 




Name 


OJ991113 42.9C27.C7. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


10812 




End 


11237 




GI 


none 




Score 


35 




Exons 


10812... 11237, 10969. 


.11001, 


11053. .11178 




Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No . 


4170 




Strand 






Start 






End 


23550 




Name 


OJ991113 42.9C27.C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10867 




End 


11291 




GI 


none 




Score 


258 




Exons 


10867. .11181, 10869. 


.11291, 


11007. .11288 




Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No. 


4170 




Strand 






Start 






End 


23550 




Name 


OJ991113 42.9C27.C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10965 




End 


11349 




GI 


none 




Score 


114 




Exons 


10965. .11345, 10966. 


.11181, 


11269. . 11349 




Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No . 


4170 




Strand 






Start 


23230 




End 


23550 




Name 


OJ991113 42.9C27.C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


19529 




End 


19756 




GI 


none 




Score 


222 




Exons 


19529. .19756, 19529. 


.19750 








Seq. No. 


1986 




Seq. ID 


OJ991113_42.9C27 


.C7 


Gene No. 


4170 




Strand 






Start 


23230 




End 


23550, 




Name 


OJ991113 42.9C27.C7. 


o2 . gp 


Method 


AAT/GAP 




Start 


23230 




End 


23550 




GI 


uC-osflM202014c01bl 




Score 


561 




Exons 


23230. .23550 











2081 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



;~ Seq. No. 

""" 4 Gene No. 

Start 

Q Name 

: i Start 

=2 GI 

: " Exons 



3 r= 



•395930/emb 1X66522 | 0ST0S12A 8.0e-4 9 0. sativa retrotransposon 
Tosl-2 >gi_2176333_dbj_E08212_E08212 DNA sequence containing 
retrotransposon region' 



1987 Seq. ID 

4171 Strand 
1 End 
OJ991113_42. 9C27.C8.ol.np Method 
1 End 
5103810 Score 
1. .182, 569.. 627 

(AC007591) Similar to gb 1X79273 cytochrome c reductase hinge 
protein subunit from Solanum tuberosum. ESTs gb|T45282 and 
gb|T21596 come from this gene. [Arabidopsis thaliana] 



OJ991113_42.9C27.C8 
+ 

627 

AAT/NAP 

627 

148 



1987 Seq. ID 

4171 Strand 
1 End 
OJ991113_42 . 9C27 . C8 . ol . gp Method 
64 End 
15658_1.R1084 Score 
64. .154, 275. .472 

, 5103810/gb|AAD39640.1|AC007591_5 7.0e-26 (AC007591 ). Similar to 
gb_X79273 cytochrome c reductase hinge protein subunit from 
Solanum tuberosum. ESTs gb_T45282 and gb_T21596 come from this 
gene. [Arabidopsis thaliana] 1 



OJ991113_42.9C27.C8 
+ 

627 

AAT/GAP 

472 

522 



1987 Seq. ID 

4172 Strand 

1045 End 

OJ991113_42 . 9C27 . C8 . ol . tw Method 

50 End 

none Score 

50. .160, 52. .156, 274. .360 

1987 

4172 Strand 

1045 End 

OJ991113_42.9C27.C8.ol. tm Method 

57 End 

none Score 

57. .158, 62. .160, 64. .156, 275. .304 



OJ991113_42.9C27.C8 
2016 

TBLASTX: Wheat 

360 

193 



Seq. ID OJ991113_42.9C27.C8 



2016 

TBLASTX: Maize 

304 

96 



Seq. No. 1987 

Gene No. 4172 

Start 1045 

Name OJ991113_42 . 9C27 . C8 . ol . gs 

Start 1045 

GI none 

Exons 1045.. 1311, 1870.. 2016 

Seq. No. 1988 

Gene No. 4173 

Start 3985 

Name .OJ991113_42 . 9C27 . C9 . o2 . gs 

Start 3985 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_42. 9C27.C8 

2016 
GENSCAN 
2016 
.56 



OJ991113_42.9C27.C9 

5629 
GENSCAN 
5629 
.55 



2082 



Exons 


3985. .4083, 5561. .5629 










Seq. No. 


1989 




Seq. ID 


OJ991113_42 


9C27.C12 


Gene No. 


4174 




Strand 


+ 




Start 


473 




End 


1612 




Name 


OJ991113 42.9C27.C12.ol 


. gs 


Method 


GENSCAN 




Start 


473 




End 


1612 




GI 


none 




Score 


.96 




Exons 


473. . 614, -699. .846, 874 


. .1032, 


1498. . 


1612 




Seq. No. 


1989 




Seq. ID 


OJ991113_42 


9C27.C12 


Gene No. 


4175 




Strand 


+ 




Start 


4222 




End 


4364 




Name 


OJ991113 42.9C27.C12.ol 


-gp 


Method 


AAT/GAP 




Start 


4222 




End 


4364 




GI 


LIB3477-003-P1-K1-E9 




Score 


95 




Exons 


4222. .4279, 4341. .4364 










GI Descrip. 


' 249858 6/sp I Q40638 J MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY SI)" 


>gi_1173557 (U31771) Ory s 


1 [Oryza 



sativa] ' 



Seq. No. 1989 

Gene No. 417 6 

» Start 12322 

Z Name OJ991113_42 . 9C27 .C12 . o3 . gs 

^ Start 12322 ' 

^ GI none 

LI Exons 12322. .13364, 13438 

^ 15108. .15261, 15337 

1 15988. .16095, 16133 

Z 17578. .17898, 19253 



Seq. ID OJ991113_42.9C27.C12 
Strand + 
End 19342 
Method GENSCAN 
End 19342 
Score .43 
.13849, 13993. .14101, 14273 .. 14572, 
,15491, 15515. .15758, 15804 .. 15894 , 
.16234, 16430. .16895, 16937 .. 17154 , 
.19342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1989 
4176 
12322 

OJ991113_42.9C27.C12, 

12433 

5441880 

12433. .13445, 13889., 
15370. .15690, 15721., 



Seq. ID 
Strand 
End 

Method 
End 
Score 
14179. .14505, 
16438. .16887 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



ol.np 



13920, 
16280, 



OJ991113_42 . 9C27 . C12 
+ 

19342 
AAT/NAP 
16887 
2007 

15122. .15261, 



1989 Seq. ID 

4176 Strand 
12322 End 
OJ991113_42 . 9C27 .C12 . o2 . gp Method 
16118 End 
LIB3433-020-P1-K1-A6 Score 
16118. .16564 

'5670155/gb|AF161269. 1 IAF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



OJ991113_42 . 9C27 .C12 
+ 

19342 
AAT/GAP 
16564 
682 



1989 
4177 
24534 



Seq. ID OJ991113_42.9C27.C12 
Strand + 
End 25043 



2083 



Name OJ991113_42 . 9C27 . C12 . o4 . gp Method AAT/GAP 

Start 23883 End 24901 

GI 59728_1.R1084 Score 745 

Exons 23883. .23994, 24511 24593, 24691.. 24901 

GI Descrip. 1 523084 1/gb | AAD41039. 1 | AF112538_1 7.0e-31 (AF112538) actin 
[Malva pusilla] ' 



Seq. No. 1989 Seq. ID 

Gene No. 4177 Strand 

Start 24534 End 

Name O J991 1 1 3_4 2 . 9C27 . C12 . o2 . np Method 

Start 24534 End 

GI 1703108 Score 

Exons 24534. .24593, 24691.. 25043 

GI Descrip. ACTIN 2/7 gi | 2129525 | pir || S71210 actin 2 - Arabidopsis thaliana 
gi!2129528 |pir| IS68107 actin 7 - Arabidopsis thaliana gi|1049307 
(U37281) actin-2 [Arabidopsis thaliana] gi 11943863 (U27811) 
actin7 [Arabidopsis thaliana] 



OJ991113_42.9C27.C12 
+ 

25043 
AAT/NAP 
25043 
689 



Seq. No. 


1989 




Seq. ID 


OJ991113_42.9C27 


.C12 


Gene No. 


4177 




Strand 


+ 




Start 


24534 




End 


25043 




Name 


OJ991113 42.9C27.C12. 


o5.gs 


Method 


GEN SCAN 




Start 


24534 




End 


25031 




GI 


none 




Score 


.93 




Exons 


24534. .24593, 24691. . 


25031 








Seq. No. 


1989 




Seq. ID 


OJ991113_42.9C27 


.C12 


Gene No. 


4178 




Strand 






Start 


5071 




End 


11019 




Name 


OJ991113 42.9C27.C12. 


o2.gs 


Method 


GENSCAN 




Start 


5071 




End 


11019 




GI 


none 




Score 


.86 




Exons 


5071.. 5077, 6224.. 6394, 7324 


..7345, 7377. .7508, 7537. .7945, 




10126. .11019 










Seq. No. 


1989 




Seq. ID 


OJ991113_42.9C27 


.C12 


Gene No. 


. 4179 




' Strand 






Start 


13000 




End 


. 13672 




Name 


OJ991113 42.9C27.C12. 


o2.tm '* 


Method 


TBLASTX: Maize 




Start 


13000 




End 


13479 




GI 


none 




Score 


305 




Exons 


13000. .13380, 13047.. 


13376, 


13219. .13383, 13382 .. 134 68 , 






13384. .13479 










Seq. No. 


1989 




Seq. ID 


OJ991113_42.9C27 


.C12 


Gene No. 


4179 




Strand 






Start 


13000 




End 


13672 




Name 


OJ991113 42.9C27.C12. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


13294 




End 


13672 




GI 


none 




Score 


98 




Exons 


13294. .13377, 13297.. 


13380, 


13384. .13449, 13385 .. 13474 , 





13498. .13566, 134 99 .. 13672, 13527.. 13661 



Seq. No. 1989 - Seq. ID OJ991113_42.9C27.C12 

Gene No. 4180 Strand 

Start 15428 End 15610 



2084 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
U Gene No. 

Start 

Name 
1 Start 

* GI 

* Exons 
1 

1 Seq. No. 
^ Gene No. 
" Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991113_42.9C27.C12.o3.tw 

15428 

none 

15428. .15481, 15442 .. 154 92, 

1989 
4181 
24527 

OJ991113_42.9C27.C12.ol.tm 

24527 

none 

24527. .24604, 24 531 .. 24593, 
24533. .24604, 24 688 .. 25041, 

1989 
4181 
24527 

OJ991113_42.9C27.C12.ol.ts 

24531 

none 

24531. .24593, 24533.-24589, 

1989 
4181- 
24527 

OJ991113_42 . 9C27 . C12 . ol . tc 

24534 

none 

24534. .24593, 24534 .. 24605, 
24686. .24940, 24 688 .. 25041 , 

1989 
4181 
24527 

OJ991113_4 2 . 9C27 . C12 . ol . tw 

24686 

none 

24686..24949, 24688 .. 25041, 

1990 
4182 
1 

OJ991113_42.9C27.C13.ol.gp 
1 

305_2.R1084 

1..379, 470. .943 

'4139264 1.0e-83 (AF111812) 



Method TBLASTX : Wheat 
End 15610 
Score 92 
15475. .15609, 15491.. 15610 

Seq. ID OJ991113_42.9C27.C12 
Strand 

End 25043 

Method TBLASTX : Maize 
. End 25043 

Score 113 
24531. .24605, 24532 24 606, 
24690. .25043 

Seq. ID OJ991113_42.9C27.C12 
Strand 

End 25043 

Method TBLASTX : Soybean 

End 25043 

Score 109 
24688. .25041, 24690.. 25043 

Seq. ID OJ991113_42.9C27.C12 
Strand 

End 25043- 

Method TBLASTX: Cress 

End 25043 

Score 108 
24535. .24609, 24548 .. 24 604 , 
24688. .25041, 24690.. 25043 

Seq. ID OJ991113_42.9C27.C12 
Strand 

End 25043 

Method TBLASTX : Wheat 

End 25043 

Score 624 
24688. .25041, 24690. .25043 

Seq. ID OJ991113_42.9C27.C13 

Strand + 

End 94 3 

Method AAT/GAP 

End 94 3 

Score 1627 

actin [Brassica napus] ? 



1990 
4182 
1 

OJ991113_42. 9C27.C13.ol.np 
1 

4139264 
1..379, 470. .532 

(AF111812) actin [Brassica napus] 



Seq. ID OJ991113_42.9C27.C13 

Strand + 

End 94 3 

Method AAT/NAP 

End 532 

Score 683 



2085 



Seq. No. 1990 Seq. ID OJ991113_42.9C27.C13 

Gene No. 4182 Strand + 

Start 1 End 94 3 

Name OJ991113_42 . 9C27 . CI 3 . ol . ts Method TBLASTX : Soybean 

Start 1 End 579 

GI none . Score 81 

Exons 1..78, 3. .344, 5. .346, 6. .368, 347. .406, 349. .378, 452. .544, 
466. .540, 468. .557, 469. .579 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1990 
4182 
1 



Seq. ID OJ991113_42.9C27.C13 
Strand + 
End 94 3 



OJ991113 42.9C27.C13.ol.tc Method TBLASTX : Cress 



5. 

none 



End 
Score 



535 
583 



5. .346, 6. .368, 10. .351, 349. .378, 452. .535, 466. .534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1990 
4182 
1 



Seq. ID OJ991113_42.9C27.C13 
Strand + 
End 94 3 



OJ991113_42 . 9C27 . C13 . ol . tm Method TBLASTX : Maize 

5 End 624 

none Score 58 9 

5. .346, 6. .368, 349. .378, 349.-378, 452. .541, 466. .543, 

466. .540, 467. .553, 468. .587, 598. .624, 598. .621 



Seq. No. 

fjj Gene No. 

□ Start 

I . [ Name 

z t Start 

;;=f GI 

i LJ Exons 



1990 
4182 
1 



Seq. ID OJ991113_42.9C27.C13 
Strand + 
End 94 3 



OJ991113_42 . 9C27 . C13 . ol . tw Method TBLASTX : Wheat 

54 End 543 

none Score 48 9 

54. .368, 56.-346, 347. .406, 349. .378, 452. .541, 466. .540, 

467. .541, 469.-543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1991 
4183 
235 



Seq. ID OJ991113_42.9C27.C14 
Strand + . 
End 1349 



OJ991113_42 . 9C27 . C14 . ol . np Method AAT/NAP 
235 End 1349 

4539658 Score 125 

235. .385, 422. .514, 741. .810, 1283. .1349 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 1992 Seq. ID OJ991113_42.9C27.C15 

Gene No. 4184 Strand + 

Start 475 End 759 

Name OJ991113_42 . 9C27 .CIS . ol . np Method AAT/NAP 

Start 475 End 759 

GI 2498930 Score 119 

Exons 475.. 538, 706.. 759 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU L AT I ON 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 
Gene No. 



1992 
4184 



Seq. ID OJ991113_42. 9C27.C15 
Strand '+ 



2086 



Start 


475 


End 


759 






Name 


OJ991113 42.9C27.C15.ol.gs 


Method 


GENSCAN 






Start 


479 


End 


538 






GI 


none 


Score 


.95 






Exons 


479. .538 










Seq. No. 


1993 


Seq. ID 


OJ991113_31. 


9C10 


,C4 


Gene No. 


4185 


Strand 


+ 










End 


1292 






Name 


OJ99U13 31.9C10.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1292 






GI 


4680183 


Score 


194 






Exons 


1..61, 526.-596, 1203. .1292 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


1993 


Seq. ID 


OJ991113_31. 


9C10 


.C4 


Gene No. 


4186 


Strand 


+ 






Start 


1966 


End 








Name 


OJ991113 31.9C10.C4.o2.np 


Method 


7\ 7\ rn /x*I7\ d 






o Lai L. 


1966 


End 


£. J DZ 






GI 


6721560 


Score 








Exons 


1966.. 2079, 2133.. 2299, 2325.-2362 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa ] 








gi| 6815085 | db j |BAA90371.1| 


(AP001081) 


V\ T 7 y"\ S*\ "4"" V* +- T 1 

nypoLnetiCdi 


protein 




[Oryza sativa] 










Seq. No. 


1994 


Seq. ID 


OJ991113_31. 


9C10 


.C5 


Gene No. 


4187 


Strand 


+ 






Start 


21456 


End 


22036 






Name 


OJ991113 31.9C10.C5.o4.np 


Method 


AAT/NAP 






Cfar-f 

O Ldl L 


21456 


End 


22036 






GI 


6721559 


Score 


354 






Exons 


21456. .22036 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








gil 6815084 | db j | BAA90370.il 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


1994 


Seq. ID 


OJ991113_31. 


9C10 


.C5 


Gene No. 


4188 


Strand 








o Lai u 


687 


End 


17244 






Name 


OJ991113 31.9C10.C5.ol.np 


Method 


AAT/NAP 






Start 


687 


End 


17157 






GI 


4680179 


Score 


6417 






Exons 


687. .4373, 13987 .. 14328 , 17072. .17157 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. ihdica] 






Seq. No. 


1994 


Seq. ID 


OJ991113_31. 


9C10 


.C5 


Gene No. 


4188 


Strand ' 








Start 


687 


End 


17244 






Name 


OJ991113 31.9C10.C5.o2.np 


Method 


AAT/NAP 






Start 


16375 


End 


17244 






GI 


5042448 


Score 


1326 






Exons 


16375. .17244 










GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


1994 


Seq. ID 


OJ991113__31. 


9C10 


.C5 



2087 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4189 Strand 

17970 End 

OJ991113_31 . 9C10 . C5 . o9 . tm Method 

711 End 

none Score " 
711.. 908 

1994 
4189 
17970 

OJ991113_31.9C10.C5.o6.tw 
732 
none 

732.. 923, 909.. 1067, 931. .975, 960.. 1040 



20031 

TBLASTX: Maize 
908 
187 



Seq. ID OJ991113_31.9C10.C5 
Strand 

20031 

TBLASTX: Wheat 
1067 
46 



End 

Method 

End 

Score 



1994 
4189 
17970 

OJ991113_31.9C10.C5.ol.tm 

915 

none 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method TBLASTX: Maize 

End 1514 

Score 160 



915. .1355, 916. .1356, 931. .1188, 1258. .1356, 1353. .1514, 
1360. .1512 



! if Seq. No. 
II fl Gene No. 
fiJ Start 
Name 
Start 
GI 

i=J Exons 

3 U 

Seq. No. 
Gene No. 
Start 



u 
: >.i 

. Name 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1994 
4189 
17970 

OJ991113_31.9C10.C5.ol.tw 

1068 

none 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method TBLASTX : Wheat 

End 12885 

Score 364 



1068. .1694, 1069. .1692, 12466. .12885 



1994 
4189 
17970 

0 J991 113_31 . 9C10 . C5 . o4 . tm 
1563 
none 

1563.. 1853, 1567.. 1854 

1994 
4189 
17970 

OJ991113_31.9C10.C5.o3.ts 
1653 
none 

1653.. 1913, 1654.. 1908 

1994 
4189 
17970 

OJ991113_31.9C10.C5.ol.tc 
1677 
none 

1677.. 1820, 1678.. 1818, 1821.. 1994 

1994 Seq. ID OJ991113_31 . 9C10 . C5 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method * TBLASTX: Maize 

End 1854 

Score 254 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method TBLASTX : Soybean 

End 1913 

Score 172 



Seq. ID OJ991113_31. 9C10.C5 
Strand 

End 20031 

Method TBLASTX : Cress 

End 1994 

Score 91 



2088 




Gene No. 


4189 










otrana 






Start 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1701 










End 


2180 




GI 


none 










Score 


257 




Exons 


1701. . 


.2180, 


1702. 


.1956, 


1734. 


.2147 






Seq. No. 


1994 










Seq. ID 


OJ991113_31.9C10 


-C5 


bene no. 


4189 










Strand 






Start 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2184 










End 


11169 




GI 


none 










Score 


233 




Exons 


2184. . 


.2693, 


2283. 


.2615, 


2329. 


.2661, 11041. .11169 




Seq. No. 


1994 










Seq. ID 


OJ991113_31.9C10 


.C5 


bene no. 


" 4189 










Strand 






Start 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2263 










End 


11166 




GI 


none 










Score 


233 




Exons 


2263. . 


.2619, 


2268. 


.2621, 


2305. 


.2619, 10933.. 11166 




Seq. No. 


1994 










Seq. ID 


OJ991113_31. 9C10 


.C5 


Gene No. 


4189 










Strand 






Start" 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


2442 










End 


10983 




GI 


none 










Score 


70 




Exons 


2442. . 


.2687, 


10795 


i. .10983 








Seq. No. 


1994 










Seq. ID 


OJ991113_31.9C10 


.C5 


Gene No. 


4189 










Strand 






Start 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2694 










End 


10878 




GI 


none 










Score 


195 




Exons 


2694. . 


.2954, 


2695. 


.2976, 


10484 


. .10720, 


10792. .10878 




Seq. No. 


1994 










Seq. ID 


OJ991113_31.9C10 


.C5 


Gene No. 


4189 










Strand 






start 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2700 










End 


10783 




GI. 


none 










Score 


63 




Exons 


2700. . 


.2939, 


2827. 


.2940, 


3021. 


.3152, 10325. .10783, 10327 


. .H 




10474. 


. .10782 












Seq. No. 


1994 










Seq. ID 


OJ991113_31. 9C10 


.C5 


Gene No. 


4189 










Strand 






Start 


17970 










End 


20031 




Name 


OJ991113 31. 


9C10. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2709 










End 


10753 




GI 


none 










Score 


43 




Exons 


2709. . 


.2954, 


2710. 


.2760, 


2821. 


.2964, 3015.. 3068, 3072.. 3104 



10427. .10753 



2089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1994 
4189 
17970 

OJ991113_31.9C10.C5.o3.tw 

3036 

none 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method TBLASTX: Wheat 

End 10458 

Score 575 



3036.. 3158, 3171.. 3350, 1004 9 .. 10456, 10057 .. 10458, 10069.. 10389 



1994 
4189 
17970 

OJ991113_31.9C10.C5.o5.tm 

3171 

none 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method TBLASTX : Mai ze 

End 10324 

Score 291 



3171.. 3350, 10109. .10324, 10111 .. 10323, 10178.. 10324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1994 
4189 
17970 

OJ991113_31.9C10.C5.o4.ts 

3216 

none 



Seq. ID OJ991113_31.9C10.C5 
Strand 

End 20031 

Method TBLASTX : Soybean 

End 10255 

Score 142 



3216.. 3350, 9887. .10105, 10124.. 10255 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



1994 
4189 
17970 

OJ991113_31. 9C10.C5.o7.tw 

3690 

none 



Seq. ID OJ991113_31. 9C10.C5 
Strand 

End 20031 

Method TBLASTX : Wheat 

End 4106 

Score 94 



3690. .3875, 3691. .3846, 3897. .4106, 3958. .4056 



** Seq. No. 1994 

Gene No. 4189 

3 Start 17970 

J Name . OJ991113_31. 9C10.C5.o6. tm 

& Start 7536 

- GI none 

Z Exons 



Seq. ID OJ991113_31. 9C10.C5 
Strand 

End 20031 

Method TBLASTX : Maize 

End 7904 

Score 153 



7536. .7661, 7553. .7660, 7686. .7904, 7691. .7807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1994 
4189 
17970 

OJ991113_31. 9C10.C5.o2.ts 

11091 

none 



Seq. ID OJ991113__31.9C10.C5 
Strand 

End 20031 

Method TBLASTX : Soybean 

End 11511 

Score 175 



11091. .11225, 11092. .11229, 11092 .. 11229, 11265 .. 11351 , 
11266. .11511, 11391. .11510 



Seq. No. 1994 

Gene No. 4189 

Start 17970 

Name OJ991113_31 . 9C10 .C5 .o7 . tm 

Start 12035 

GI- none 

Exons 12035.. 12388 



Seq. ID OJ991113_31. 9C10.C5 
Strand 

End 20031 

Method TBLASTX : Mai ze 

End 12388 

Score 206 



2090 



us 



Seq. No. 


1994 






Seq. ID 


OJ991113_31.9C10 


.C5 


bene NO . 








otrano 






Start 


17970 






End 


20031 




Name 


OJ991113 31. 


9C10.C5 


.o5. ts 


Method 


TBLASTX: Soybean 




Start 


12155 






End 


12436 




GI 


none 






Score 


196 




Exons 


12155. .12436 












Seq. No. 


1994 






Seq. ID 


OJ991113_31.9C10 


.C5 


Gene No. 


A 1 QQ 






Strand 






Start 


17970 


- 




End 


20031 




Name 


OJ991113 31. 


9C10.C5 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


13015 






End 


13221 




GI 


none 






Score 


189 




Exons 


13015. .13221 


, 13020 


. .13106, 


13182. .13217 




Seq. No. 


1994 






Seq. ID 


OJ991113_31.9C10 


-C5 


Gene No. 


A 1 QQ 






Strand 






Start 


17970 






End 


20031 




Name 


OJ991113 31. 


9C10.C5 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


14062 






End 


14328 




GI 


none 






Score 


86 




Exons 


14062. .14328 


, 14171 


. .14317 








Seq. No. 


1994 






Seq. ID 


OJ991113J31.9C10 


.C5 


Gene No. 


4189 






Strand 






Start 


17970 






End 


20031 




Name 


OJ991113 31. 


9C10.C5 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


14062 






End 


14325 




GI 


none 






Score 


139 




Exons 


14062. .14325 


, 14150 


. .14323, 


14155. .14325 





iiJ Seq. No. 
is Gene No. 
Q Start 
yj Name 
Start 
GI 

W Exons - 

C3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991113_31.9C10.C5 

20031 
AAT/NAP 
20031 
127 



1994 Seq. ID 

4189 Strand 
17970 End 
OJ991113_31 .9C10.C5.o3. np Method 
17970 End 
6721561 Score. 
17970. .17987, 19943.. 20031 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj |BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991113_31.9C10.C6 
+ 



1995 Seq. ID 

4190 Strand 
1322 End 6609 

OJ991113_31 . 9C10 . C6 . ol . np Method AAT/NAP 

1322 End 6609 

5922631 Score 5383 

1322. .1446, 1705. .1931, 2189. .2383, 2429. .3006, 
3326. .4252, 4859. .6609 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) 
region of the predicted gene.;, similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi| 6016864 I dbj IBAA85207.il (AP000570) ESTs 



3049. .3199, 
correspond to a 



2091 



C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 1995 

Gene No. 4191 

Start 864 

Name OJ991113_31 . 9C10 . C6 . ol . gp 

Start 864 

GI 5816562 

Exons 864.. 1275, 1596.. 1621 

GI Descrip. 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 



Seq. ID OJ991113_31.9C10.C6 
Strand 

End 1621 

Method AAT/GAP 

End 1621 

Score 616 





Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 




Gene No. 


4192 








Strand 






Start 


2610 








End 


3012 




Name 


HTQQ1 1 1 "3 *3T 

ujyyiiu ji 


. yciu . 


. OD . 


tw 


Method 


TBLASTX: Wheat 




Start 


2610 








End 


3012 




GI 


none 








Score 


288 




Exons 


2610. .2879, 


2611. 


.3012 










Seq. No. 


1995 








■ Seq. ID 


OJ991113_31.9C10 




Gene No. 


4193 








Strand 




J 


Start 


3592 








End 


4269 




Name 




. yciu . 


Lb . Oh . 


tw 


Method 


TBLASTX: Wheat 




Start 


3592 








End 


4269 


y 


GI 


none 








Score 


134 




Exons 


3592. .3768, 


3813. 


.4016, 


3817. 


.4047, 4096. .4269 




Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 




Gene No. 


4194 








Strand 




ij 


Start 


4269 








End 


4755 




Name 




. yuiu . 


. Oi . 


tw 


Method 


TBLASTX: Wheat 


as 


Start 


4269 








End 


4725 


_ E 


GI 


none 








Score 


481 




Exons 


4269. .4724, 


4270. 


.4725 








& 


Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 




Gene No. 


4194 








Strand 






Start 


4269 








End 


4755 




Name 


OJ991113 31 


.9C10. 


C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4309 








End 


4674 




GI 


none 








Score 


133 




Exons 


4309. .4533, 


4543. 


.4674 










Seq. No. 


1995 








Seq. ID 


OJ991113_31. 9C10 




Gene No. 


4194, 








Strand 






Start 


4269 








End 


4755 




Name 


OJ991113 31 


.9C10. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4399 








End 


4755 




GI 


none 








Score 


360 




Exons 


4399. .4755, 


4440. 


.4745 










Seq. . No. 


1995 








Seq. ID 


OJ991113_31.9C10 




Gene No. 


4195 








Strand 






Start 


4783 








End 


5319 



2092 



Name 


OJ991113 31 


.9C10 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4783 








End 


5166 




GI 


none 








Score 


323 




Exons 


4783. .5166, 


4935 


. .5165 










Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No . 


h i yo 








OLianG 






Start 


4783 








End 


5319 




Name 


OJ991113 31 


.9C10 


,C6.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


4840 








End 


5261 




GI 


none 








Score 


431 




Exons 


4840. .5259, 


4887 


. .5261, 


4938. 


.5258 






Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No . 


/I QC 

4 1 y o 








Strand 






Start 


4783 








End 


5319 




Name 


OJ991113 31 


.9C10 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4918 








End 


5319 




GI 


none 








Score 


312 




Exons 


4918. .5319, 


4935 


. .5078, 


4951. 


.5232, 5115.. 5291 




Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No. 


4 Xy 0 








Strand 






Start 


5269 








End 


5553 




Name 


OJ991113 31 


.9C10 


,C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5269 








End 


5553 




GI 


none 








Score 


261 




Exons 


5269. .5550, 


5278 


. .5376, 


5461. 


.5553 






Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No. 


4197 








Strand 






ocart 


c; A R 








End 


5975 




Name 


OJ991113 31 


. 9C10 


.C6.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5545- 








End 


5932 




GI 


none 








Score 


87 




Exons 


5545. .5649, 


5553 


. .5639, 


5685. 


.5759, 5689. .5760, 5694. .5762 




5792. .5932, 


5808 


. .5930 










Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No . 


A 1 Ql 

4 ± y / 








Strand 






Start 


5545 








End 


5975 




Name 


OJ991113 31 


-9C10 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5554 








End 


5975 




GI 


none 








Score 


205 




Exons 


5554. .5760, 


5559 


. .5759, 


5759. 


.5899, 5760. .5975 




Seq. No. 


1995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No . 


4 iy / 








Strand 






Start 


5545 








End 


5975 




Name 


OJ991113 31 


.9C10 


.C6.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5607 








End 


5879 




GI 


none 








Score 


113 




Exons . 


5607. .5855, 


5608 


. .5760, 


5781. 


.5879 






Seq. No. 


i995 








Seq. ID 


OJ991113_31.9C10 


.C6 


Gene No. 


4198 








Strand 






Start 


6165 








• End 


6595 





2093 



Name 

Start 

GI 

Exons 



OJ991113_31 . 9C10 . C6 . o5 . tw Method TBLASTX : Wheat 
6165 End 6592 

none Score 228 

6165. .6482, 6221. .6472, 6234. .6482, 6491. .6589, 6506. .6592 



Seq. No. 1995 

Gene No. 4198 

Start 6165 

Name OJ991113_31 . 9C10 .C6.o2 . tm 

Start 6288 

GI none 
Exons 



Seq. ID OJ991113_31. 9C10.C6 
Strand 

End 6595 

Method TBLASTX : Mai ze 

End 6595. 

Score 238 



6288.. 6506, 6311.. 6481, 6502.. 6594, 6503.. 6595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1996 
4199 
1 

OJ991113_31.9C10.C7.ol.np 
1 

5902445 
1. .375 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991113_31.9C10.C7 

Strand + 

End 378 

Method AAT/NAP 

End 375 

Score 558 



1996 
4199 
1 

OJ991113_31. 9C10.C7.ol.gs 

263 

none 

263. .378 



Seq. ID OJ991113_31. 9C10.C7 

Strand + 

End 378 

Method GENSCAN ' 

End 378 

Score .52 



Zf Seq. No. 
=F Gene No. 
U Start 

Name 

Start 

j 

~ 3 GI 
^ Exons 



1996 
4200 
707 

OJ991113_31. 9C10.C7.ol.tm 
73 

none 



Seq. ID OJ991113_31. 9C10.C7 
Strand 

End 4809 

Method TBLASTX: Maize 

End 327 

Score 154 



73.. 246, 93.. 245, 225.-326, 226.-327 



_j Seq. No. 
3 Gene No. 
j Start 
" Name 

Start 

GI 

Exons 



1996 
4200 
707 

OJ991113_31.9C10.C7.o2.gs 
707 
none 



End 

Method 
End 
Score 

707.. 1158, 1408.. 1597, 1672. .1868, 1937.. 2295, 2558.. 2628, 
4067. .4261 



Seq. ID OJ991113_31. 9C10.C7 
Strand 

4809 
GENSCAN 
4261 
.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991113_31.9C10.C7 
Strand 

End 4809 
Method AAT/NAP 
End 4809 
Score 1121 

719. .1158, 1232. .1345, 1495. .1597, 1672. .1859, 1937. .2116, 

2195.. 2295, 2372.. 2508, 4735.. 4809 

(AP000492) hypothetical protein [Oryza sativa] 

gi | 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 



1996 
4200 
707 

OJ991113_31.9C10.C7.o2.np 
719 

6691716 



2094 



[Oryza sativa] 



□ 



□ 



Seq. No. 


1997 


Seq. ID 


OJ991113 


31.9C10 


.C8 


Gene No. 


4201 


Strand 


+ 






Start 


1938 


End 


2693 






Name 


OJ991113 31.9C10.C8.ol.gs 


Method 


GENSCAN 






Start 


1938 


End 


2693 






GI 


none 


Score 


.72 






Exons 


1938. .2693 










Seq. No. 


1998 


Seq. ID 


OJ991113_ 


31.9C10 


.C9 


bene ino . 


ft 


Strand 


+ 






Start 


1488 


End 


12788 






Name 


OJ991113 31.9C10.C9.ol.gs 


Method 


GENSCAN 






Start 


1488 


End 


9237 






GI 


none 


Score 


.7 






Exons 


1488.. 1535, 2258.. 2345, 2350 


..2505, 2935.. 3029, 


3338. .3371, 




4242.. 4421, 4530.. 4597, 4792 


..4945, 6152. .6361, 


6579. .6850, 




7281.. 7395, 7669.. 8376, 8597 


. .9237 












Seq. ID 


OJ991113_ 


_31.9C10 


.C9 


Gene No. 


4202 


Strand 


+ 






Start 


1488 


End 


12788 






Name 


OJ991113 31.9C10.C9.ol.np 


Method 


AAT/NAP 






Start 


7853 


End 


12737 






GI 


4206306 


Score 


1277 






Exons 


7853.. 7890, 8972.. 9472, 9588 


. .12737 








GI Descrip. 


(AF049110) prpol [Zea mays] 












1998 


Seq. ID 


OJ991113_ 


31.9C10 


,C9 


Gene No. 


4202 


Strand 


+ 






Start 


1488 


End 


12788 






Name 


OJ991113 31.9C10.C9.o2.np 


Method 


AAT/NAP 






Start 


8136 


End 


12341 






GI 


4071076 


Score 


122 






Exons 


8136. .8164, 11866. .12341 










GI Descrip. 


(AF019230) pol polypeptide [Murine leukemia virus] 




Seq. No. 


1998 


Seq. ID 


OJ991113_ 


31.9C10 


.C9 


Gene No. 


4202 


Strand 


+ 






Start 


1488 


End 


12788 






Name 


OJ991113 31.9C10.C9.o2.gs 


Method 


GENSCAN 






Start 


9452 


End 


12252 






GI 


none 


Score 


.81 






Exons 


9452.. 10496, 10525 .. 10664 , 10993 12252 






Seq. No. 


1998 


Seq. ID 


OJ991113_ 


31.9C10 


.C9 


bene ino . 


4202 


Strand 


+ 






Start 


1488 


End 


12788 






Name 


OJ991113 31.9C10.C9.o3.np 


Method 


AAT/NAP 






Start 


11627 


End 


12788 






GI 


629693 


Score 


516 






Exons 


11627. .12788 










GI Descrip. 


probable integrase - common 


tobacco ( fragment ) 








gil 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana tabacum] 


Seq. No. 


1998 


Seq. ID 


OJ991113_ 


_31.9C10 


.C9 



2095 



m 



□ 



ry 
b 

!.x 



Gene No. 






Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31. 


9C10. 


C9.o5.ts Method 


TBLASTX: Soybean 




Start 


9692 




End 


10057 




GI 


none 




Score 


120 




Exons 


9692. .9910, 


9923. 


.10057 






Seq. No. 


1998 




Seq. ID 


OJ991113_31.9C10 


.C9 


Gene No. 


4203 




Strand 






Start 


i o n c o 

iz /bo 




End 






Name 


OJ991113 31. 


9C10. 


C9.ol.tw Method 


TBLASTX: Wheat 




Start 


9854 




End 


10258 




GI 


none 




Score 


87 




Exons 


9854. .9910, 


9859. 


.9900, 9905.. 10258, 


9912.. 10019, 9916. 


.10215, 




9923. .10252 










Seq. No. 


1998 




Seq. ID 


OJ991113_31.9C10 


.C9 


Gene No. 


4zU j 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31. 


9C10. 


C9.o2.tm Method 


TBLASTX: Maize 




Start 


9908 




End 


10126 




GI 


none 




Score 


274 




Exons 


9908. .10126, 


9908 


..10108, 9916.. 10125 






Seq. No. ' 


1998 




Seq. ID. 


OJ991113_31.9C10 


.C9 


Gene No.- 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31. 


9C10. 


C9.ol.tm Method 


TBLASTX: Maize 




Start 


10127 




End 


10586 




GI 


none 




Score 


425 





Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10127. .10486, 10127. .10483, 10485 .. 10586, 10502. .10585 



1998 
4203 
12753 

OJ991113_31. 9C10.C9.o3.tw 
10259 
none 

10259. .10486, 10557.. 10658 

1998 
4203 
12753 

OJ991113_31.9C10.C9.o2.ts 
10274 
none 

10274. .10486, 10312 .. 10380, 10485 .. 10556, 10557 .. 1074 5, 
10601. .10732 



Seq. ID OJ991113_31.9C10.C9 
Strand 

End 13237 

Method TBLASTX : Wheat 

End 10658 

Score 145 



Seq. ID OJ991113_31. 9C10.C9 
Strand 

End 13237 

Method TBLASTX : Soybean 

End 10745 

Score 145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1998 
4203 
12753 

OJ991113_31. 9C10.C9.ol.ts 

10896 

none 



Seq. ID OJ991113_31.9C10.C9 
Strand 

End 13237 

Method TBLASTX : Soybean 

End 11309 

Score 76 



10896. .10979, 10990 .. 11034 , 11049 11132, 11050 11307, . 
11067.. 11309 



2096 



Seq. No. 


iyyo 




O rt rt- TH 

beq. ID 






Gene No. 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


11071 




End 


11433 




GI 


none 




Score 


184 




Exons 


11071. .11433, 11082. 


.11318 


• 






O rt rt- M rt 

beq. No. 






C? rt « T Pi 

beq. ID 


ATQ01 1 1 O Qf'in 

ojyyiiij ji . yciu 


. cy 


Gene No. 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o5 . tw 


Method 


TBLASTX : Wheat 




Start 


11740 




End 


12033 




GI 


none 




Score 


140 




Exons 


11740. .11904, 11929. 


.12033 








Seq. No. 


1998 




Seq. ID 


ojyyiiio oi.ycio 


r> n 
. C9 


Gene No. 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


11758 




End 


12138 




GI 


none 




Score 


89 




Exons 


11758. .11916, 11914 . 


.12138 








Seq. No. 


ly 98 




Seq. ID 


OJ991113_31.9C10 


. C9 


Gene No. 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11791 




End 


12069 




GI 


none 




Score 


221 




Exons 


11791. .12069, 11865. 


.11981, 


11866. .11985 




Seq. No. 


t nno 

lyyy 




Seq. ID 


OJ991113_31.9C10 


. cy 


Gene No. 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12306 




End 


12722 




GI 


none 




Score 


221 




Exons 


12306. .12722, 12545. 


.12688 








Seq. No. 


1998 




Seq. ID 


OJ991113_31.9C10 


.C9 


Gene No . 


4zU J 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12498 




End 


12743 




GI 


none 




Score 


231 




Exons 


12498. .12743, 12498. 


.12665, 


12500. .12670, 12708. .12737, 






12710. .12739 










Seq. No. 


1998 




Seq. ID 


OJ991113_31.9C10 


.C9 


Gene No. 


4203 




Strand 






Start 


12753 




End 


13237 




Name 


OJ991113 31.9C10.C9. 


o3.gs 


Method 


GEN SCAN 




Start 


12753 




End 


13237 




GI 


none 




Score 


1 




Exons 


12753. .12908, 13175. 


.13237 









2097 



Seq. No. 1999 

Gene No. 4204 

Start 4028 

Name OJ991113_31 . 9C10.C10.o2.gs 

Start 4028 

GI none 

Exons 4028.. 4519, 4615.. 5197, 5445. 



Seq. ID OJ991113_31.9C10.C10 

Strand + 

End 12901 

Method GEN SCAN 

End 12901 

Score .72 

.5564, 5655.. 5965, 6058.. 6133, 



6581.. 7152, 9486.. 9539, 10229 .. 10381, 10428 .. 10654 , 
10725. .10867, 11930 .. 12019, 12753.. 12901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1999 
4204 
4028 

OJ991113_31.9C10.C10.ol.np 
4484 
6967112 
4484. .4519, 4615. .5307 

(AL138652) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991113_31.9C10.C10 

Strand + 

End 12901 

Method AAT/NAP 

End 5307 

Score 404 





Seq. No. 


1999 


Seq. ID 


OJ991113_31. 9C10.C10 




Gene No. 


4204 


Strand 


+ 




Start 


4028 


End 


12901 


Q 


Name 


OJ991113 31.9C10.C10.o2.gp 


Method 


AAT/GAP 




Start 


10179 


End 


10600 




GI 


none 


Score 


500 


rfi 


Exons 


10179. .10453, 10579.. 10600 






ru 


Seq. No. 


1999 


Seq. ID 


OJ991113_31.9C10.C10 




Gene No. 


4204 


Strand 


+ 


'I ^ 


Start 


4028 


End 


12901 


hi 


Name 


OJ991113 31.9C10.C10.o3.gp 


Method 


AAT/GAP 


iU 


Start 


10800 


End 


12728 




GI 


1559 1.R1084 


Score 


1435 


£3 


Exons 


10800. .10828, 10947. .11074, 


11930. .12019, 12159.. 12728 




GI Descrip. 


, 2293479/gb|AF011331|AF011331 1.0e-09 


Oryza sativa glycine-rich 






protein mRNA, complete cds* 






: ~x 


Seq. No. 


1999 


Seq. ID 


OJ991113_31.9C10.C10 


1* r l 


Gene No. 


4205 


Strand 






Start 


1 


' End 


1955 




Name 


OJ991113 31.9C10.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1955 




GI 


5276 1.R1084 


Score 


921 




Exons 


1..167, 1135. .1176, 1272. .1381, 1767.. 


1955 




GI Descrip. 


, 3288883/dbj |BAA31260| 6.0e- 


13 (ABO 154 31) SAR DNA binding 



protein [Oryza sativa] 1 



Seq. No. 1999 

Gene No. 4206 

Start 4118 

Name OJ991113_31 . 9C10 . C10 . ol . tm 

Start 4118 

GI none 

Exons 4118. .4519, 4123. .4458, 4154. 
4612. .4812 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4504, 



OJ991113 31.9C10.C10 



5073 

TBLASTX: Maize 
4814 
385 

4605. .4814, 4611. .4775, 



2098 




Seq. No. 


1999 








Seq, ID 


OJ991113_31.9C10 


.C10 


Gene No. 


4206 








Strand 








A 1 1 Q 
4110 








End 


5073 




Name 


OJ991113 31 


.9C10. 


ClO.ol 


,ts 


Method 


TBLASTX : Soybean 




Start 


4609 








End 


4986 




GI 


none 








Score 


200 




Exons 


4609. .4785, 


4612. 


.4815, 


4689. 


.4799, 4822. .4986, 4827. .4970, 




4852. .4986 














Seq. No. 


1999 








Seq. ID 


OJ991113_31.9C10 


.C10 


Gene No . 


a one 








Strand 






Start 


4118 








End 


5073 




Name 


OJ991113 31 


.9C10. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4665 








End 


5073 




GI 


none 








Score 


456 




Exons 


4665. .5069, 


4666. 


.5073 










Seq. No. 


1999 








Seq. ID 


OJ991113_31.9C10 


.C10 


(aene no . 


a one 








Strand 






Start 


4118 








End 


5073 




Name 


OJ991113 31 


.9C10. 


C10.O4, 


.tm 


Method 


TBLASTX: Maize 




Start 


4815 








End 


4995 




GI 


none 








Score 


101 




Exons 


4 815. .4991, 


4815. 


.4943, 


4816. 


.4995, 4816. .4995 




Seq. No. 


• 1999 








oeq. l u 


ATQQ1 1 1 O 11 QPI fl 


.C10 


Gene No. 


a oni 
4zU / 








Strand 






Start 


4999 








End 


5298 




Name 


OJ991113 31 


.9C10. 


C10.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


4999 








End 


5298 




GI 


none 








Score 


345 




Exons 


4999. .5298, 


5001. 


.5228 










Seq. No. 


1999 








Seq. ID 


OJ991113_31.9C10 


.C10 


Gene No . 


A O HQ 








Strand 






Start 


5665 








End 


5917 




Name 


OJ991113 31 


.9C10. 


C10.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


5665 








End 


-5917 




GI. 


none 








Score 


300 




Exons 


5665. .5910, 


5666. 


.5917 










Seq. No. 


2000 








Seq. ID 


OJ991113_31.9C10 


.Cll 


Gene No . 










Strand 


+ 




Start 


1522 








End - 


1755 




Name 


OJ991113 31 


.9C10. 


Cll.ol. 


>gp 


Method 


. AAT / GAP 




Start 


1522 








End 


1755 




GI 


2312126 








Score 


419 




Exons 


1522. .1755 














Seq. No. 


2000 








Seq. ID 


OJ991113_31.9C10 


.Cll 


Gene No. 


4210 








Strand 


+ 




Start 


1699 








End 


2216 




Name 


OJ991113 31 


. 9C10. 


Cll.o2 . 


gp 


Method 


AAT / GAP 




Start 


1699 








End 


2216 




GI 


none 








Score 


803 




Exons 


1699. .1725, 


1750. 


.2216 











2099 



Seq. No. 


2000 


Seq. ID 


OJ991113_31 


-9C10 


.Cll 


Gene No. 


4211 


Strand 


+ 






Start 


2591 


End 


3292 






Name 




FiC L.UUU 


AAT/GAP 






Start 


2591 


End 


3292 






GI 


LIB3432-052-P1-K1-D9 


Score 


802 






Exons 


2591.. 2969, 3241.. 3292 










GI Descrip. 


'2326760/ emb | Yl 4 4 3 4 | MTTANAD2X 


0.0e+00 


Triticum aestivum 






mitochondrial nad2 gene exons 


3, 4 and 


5, and trnY 


gene 




Seq. No. 


2000 


Seq. ID 


OJ991113_31 


.9C10 


.Cll 


Gene No. 


4212 


Strand 


+ 






OL.CL.LL 


3447 


End 


5234 






Name 


OJ991113 -31.9C10.Cll-ol.np 


Method 


AAT/NAP 






Start 


3447 


End 


5234 






GI 


4510427 


Score 


60 






Exons 


3447.. 3512, 3589.. 3680, 5186. 


.5234 








GI Descrip. 


(AC006929) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


2000 


Seq. ID 


OJ991113_31 


.9C10 


.Cll 


Gene No. 


4213 


Strand 








Cfa r f 

olqi l 


4604 


End 


O Z / H. 






Name 


OJ991113 31.9C10.Cll.o2.np 


Method 


AA1 / IN Air 






Start 


4604 


End 


0 Z / 4 






GI 


5852181 


Score 


1 oi 
1j1 






Exons 


4604.. 4663, 5848.. 6170, 8209. 


.8274 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 








Seq. No. 


2000 


Seq. ID 


r\ too i i i "5 'Zi 


. ytiu 


.Cll 


bene jno . 


4213 


Strand 








Start 


4604 


End 


o on A 






Name 


OJ991113 31.9C10.Cll.o2.gs 


Method 


C T? \T O C* 7\ XT 






Start 


7201 


End 


8041 






GI 


none 


Score 


.56 






Exons 


7201.. 7256, 7465.-7665, 7880. 


.8041 








Seq. No. 


2001 


Seq. ID 


OJ991113_31 


.9C10 


-C12 




4214 


Strand. 


+ 






Start 


37 


End 


606 






Name 


OJ991113 31.9C10.C12.ol.gs 


Method 


GENSCAN 






Start 


37 


End 


606 






GI 


none 


Score 


.8 






Exons 


37. .126, 262. .606 










Seq, No. 


2002 


Seq. ID 


OJ991113_31 


. 9C10 


.C13 


uene ino • 


4215 


Strand 


+ 






Start 


348 


End 


637 






Name 


OJ991113 31.9C10.C13.ol.gs 


Method 


GENSCAN 






Start 


348 


End 


637 






GI 


none 


Score 


.4 






Exons 


348. .406, 558. .637 










Seq. No. 


2003 


Seq. ID 


OJ991113_31 


-9C10 


.C14 


Gene No. 


4216 


Strand 


+ 






Start 


99 


End 


6720 






Name 


OJ991113 31.9C10.C14.o2.np 


Method 


AAT/NAP 






Start 


99 


End 


5647 







2100 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4680179 Score 327 

99.. 179, 5348.. 5647 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



2003 
4216 
99 

OJ991113_31.9C10.C14.ol.gs 

213 

none 

213.. 283, 377.. 485, 1344.. 



3926. .4214, 4363. .4641, 4719. 
5243.. 5347, 5617.. 5659, 5933. 

2003 
4216 
99 

OJ991113_31.9C10.C14 .ol.np 
2954 
6691716 
2954. .3852, 



Seq. ID OJ991113_31.9C10.C14 
Strand + 
End 6720 
Method GENSCAN 
End 6634 
Score . 69 
1659, 2914.. 3122, 3513.. 3839, 

4906, 4925.. 4953, 4995.. 5170, 
6036, 6464.. 6634 



4292. 
6669. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4404, 4481. .4641, 
.6720 



OJ991113_31.9C10.C14 
+ 

6720 
AAT/NAP 
6720 
1889 



4719. .4906, 



4050. .4214, 
4981. .5083, 5234. .5347, 
(AP000492) hypothetical protein [Oryza sativa] 
gi| 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 







[Oryza sativa] 








rn 
... . 


Seq. No. 


2003 


Seq. ID 


OJ991113_31.9C10. 


C14 


ru 


Gene No. 


4216 


Strand 


+ 




□ 


Start 


99 


End 


6720 




! J 


Name 


OJ991113 31.9C10.C14 


. ol.tw Method 


TBLASTX: Wheat 






Start 


3075 


End 


3365 




1.1 


GI 


none 


Score 


200 




fy 


Exons 


3075. .3365 








is 

0 


Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10. 


C17 


Gene No. 


4217 


Strand 


+ 




"-4 


Start 


135 


End 


1267 






Name 


OJ991113 31.9C10.C17 


. ol.gs ' • Method 


GENSCAN 




"zjd 


Start 


135 


End 


1267 




\. -J 


GI 


none 


Score 


.76 




Q 


Exons 


135. .138, 816. .1031, 


1113. .1267 








Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10. 


C17 




Gene No. 


4217 


Strand 


+ 






Start 


135 


End 


1267 






Name 


OJ991113 31.9C10.C17 


.ol.np Method 


AAT/NAP 






Start 


802 


End 


1264 






GI 


5902446 


Score 


585 






Exons 


802. .1264 










GI Descrip. 


(AB030283) orf5 [Oryza sativa] 








Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10. 


C17 




Gene No. 


4218 


Strand 


+ 






Start 


5223 


End 


14142 






Name 


OJ991113 31.9C10.C17 


. o3.gs Method 


GENSCAN 






Start 


5223 


End 


14142 






GI 


none 


Score 


.9 





2101 



Exons 



5223..5306 # 5364.. 5439, 5540.. 5620, 6708.. 6843, 9160.. 9439, 
10289. .10440, 10877. .11034, 1114 1 .. 11274 , 12171 .. 12304 , 
12392. .12467, 12794 .. 12958, 14089.. 14142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2004 
4218 
5223 

OJ991113_31. 9C10.C17.o3.np 

9278 

6331695 



Seq. ID OJ991113_31.9C10.C17 

Strand + 

End 14142 

Method AAT/NAP 

End 13351 

Score 1961 



9278.-9457, 10289 10547 , 10885 11034 , 11141 11274, 
11983. .12075, 12171. .12304, 12392 .. 124 67 , 12532 .. 12608 , 
12690. .12723, 12809 .. 12958 , 13068 .. 13202, 13283.. 13351 
(AB024986) cyclin [Oryza sativa] 



Seq. No. 2004 

Gene No. 4218 

Start 5223 

Name OJ991113_31 . 9C10 .C17 . o2 . gp 

Start 10266 

GI 97_1.R1084 

Exons 10266. .10547, 10885 .. 11034 , 
12171. .12370 



Seq. ID OJ991113_31.9C10.C17 

Strand + 

End 14142 

Method AAT/GAP 

End 12370 

Score 1308 
11141. .11274, 11983. .12075, 



□ GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays] 1 



Seq. No. 2004 

Gene No. 4218 

Start 5223 

Name OJ991113_31 . 9C10 .C17 . o3. gp 

!.U Start 10372 

GI 97_1.R1084 

Exons 10372. .10547, 10885 11034 , 
12171. .12304, 12392.. 12476 



C3 



ry 



n 



Seq. ID OJ991113_31.9C10.C17 

Strand + 

End 14142 

Method AAT/GAP 

End 12476 

Score 1330 
11141. .11274, 11983. .12075, 



GI Descrip. , 1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



4 Seq. No. 
_ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2004 
'4218 
5223 

OJ991113_31.9C10.C17.ol-. gp 
10616 

LIB34 31-010-P1-N1-F11 
10616. .10875 

'287403/dbj | D10838 | RICSBE1 
branching enzyme 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_ 
+ 

14142 
AAT/GAP 
10875 
453 



31.9C10.C17 



1.0e-lll Rice gene for starch 



Seq. No. 2004 - Seq. ID 

Gene No. 4218 Strand 

Start 5223 End 

Name OJ991113_31 . 9C10 . C17 . o4 . gp Method 

Start 11135 End 

GI 97_1.R1084 Score 

Exons 11135. .11274, 11983 .. 12075, 12171 

12532. .12608, 12690 .. 12723, 12809 



OJ991113_31.9C10.C17 
+ 

14142 
AAT/GAP 
13184 
1407 
12304, 12392, 
12958, 13068. 



12467, 
13184 



GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 
Gene No. 



2004 
4218 



Seq. ID OJ991113_31.9C10.C17 
Strand + 



2102 



Start 
Name 
Start 
GI 

Exons 



5223 End 14142 

OJ991113_31 . 9C10 . C17 . o5 . gp Method AAT/GAP 
11175 End 13209 

97_1.R1084 Score 1373 

11175. .11274, 11983. .12075, 1217 1 .. 12304 , 12392 .. 124 67 , 

12532. .12608, 12690 .. 12723, 12809 12958, 13068.. 13209 
GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 2004 

Gene No. 4218 

Start 5223 

Name OJ991113_31 . 9C10 .C17 . 08 . gp 

Start 11492 

GI 97 1.R1084 
Exons 



Seq. ID OJ991113_31.9C10.C17 

Strand + 

End 14142 

Method AAT/GAP 

End 13596 

Score 1770 



11492. .11550, 11958. .12075, 12171 .. 12304 , 12392 .. 12467, 
12532. .12608, 12690 .. 12723, 12809 12958 , 13068 .. 13202, 
13283.. 13596 

GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 2004 Seq. ID 

Gene No. 4218 Strand 

Start 5223 End 

Name OJ991113_31 . 9C10 . C17 . o7 . gp Method 

=~ Start 11964 End 

t GI 97_1.R1084 . Score 

J Exons 11964. .12075, 12171 12304 , 12392 

H 12690. .12723, 12809 .. 12958 , 13068 



OJ991113_31.9C10.C17 
+ 

14142 
AAT/GAP 
13430 
1466 
12467, 12532. 
13202, 13283. 



,12608, 
,13430 



Lf GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2004 
4218 
5223 

OJ991113_31.9C10.C17.o9.gp 
11982 

97 1.R1084 



Seq. ID OJ991113_31.9C10.C17 

Strand + 

End 14142 

Method AAT/GAP 

End 13722 

Score 2015 



11982. .12075, 12171. .12304, 12392 .. 124 67 , 12532 .. 12608 , 
12690. .12723, 12809 .. 12958 , 13068 .. 13202, 13283. .13722 
GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2004 
4218 
5223 

OJ991113_31.9C10.C17.o6.gp 
11983 

97 1.R1084 



Seq. ID OJ991113_31.9C10.C17 

Strand + 

End 14142 

Method AAT/GAP 

End 13366 

Score 1360 



11983. .12075, 12171. .12304, 12392 124 67 , 12532 .. 12608 , 
12690. .12723, 12809 12958 , 13068 13202 , 13283.. 13366 
GI Descrip. '1399510 0.0e+00 (U50064) type A-like cyclin [Zea mays]' 



Seq. No. 2004 Seq. ID 

Gene No. 4219 Strand 

Start 21534 End 

Name OJ991113_31 . 9C10 . C17 . o5 . gs Method 

Start 21534 End 

GI none Score 
Exons : 21534 . . 2214 6, "22223 . .22408, 22622 



OJ991113_31.9C10.C17 
+ 



23256. .23896, 23975 24286, 24506. 



26268 
GEN SCAN 
26244 
.55 

22900, 22983, 
24666, 24711. 



.23174, 
.26244 



2103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2004 Seq. ID 

4219 Strand 
21534 End 
OJ991113_31 . 9C10 . C17 . o4 . np Method 
22070 End 
6498441 Score 
22070. .23133, 234 61 .. 23911 , 23975 
24840. .25467, 25654 .. 26127 , 26169 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991113_31.9C10.C17 
+ 

26268 
AAT/NAP 
26268 
3410 
24348, 24532,. 
26268 * 



.24666, 



Seq. No. 


2004 








Gene No. 


4220 








Start 


1574 








Name 


OJ991113 31 


.9C10. 


C17.o2 


.gs 


Start 


1574 










none 








Exons 


1574. .2658, 


2788. 


.2960, 


4175. 


Seq. No. 


2004 








Gene No. 


4220 








Start 


1574 








Name 


OJ991113 31 


.9C10. 


C17.o2 


.np 


Start 


1577 


















Exons 


1577. .2653, 


4192. 


.5011 




GI Descrip. 


(AB030283) ■ 


GAG-POL precursor 


Seq. No. 


2004 








Gene No. 


4221 








Start 


15194 








Name 


OJ991113_31 


.9C10. 


C17.o2 


.tw 


Start 


i coo 








GI 


none 








Exons 


1589. .1723, 


1742. 


.2200, 


1938. 


Seq. No. 


2004 








Gene No. 


4221 








Start 


15194 








Name 


OJ991113 31 


.9C10. 


C17.o6 


.tm 


Start 


1625 








GI 


none 








Exons 


1625. .1726, 


1626. 


.1727, 


1706. 


Seq. No. 


2004 








Gene No. 


. 4221 








Start 


15194 








Name 


OJ991113 31 


.9C10. 


C17.o4 


.tw 


Start 


2202 








GI 


none 








Exons 


2202. .2564, 


2207. 


.2569, 


2315. 


Seq. No. 


2004 








Gene No. 


4221 








Start 


15194 









Seq. ID 

Strand 

End 

Method 
.End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_31.9C10.C17 

5011 
GENSCAN 
4581 
.81 



OJ991113_31.9C10.C17 

5011 
AAT/NAP 
5011 
3001 



OJ991113_31.9C10.C17 
26109 

TBLASTX : Wheat 

2200 

89- 



OJ991113_31.9C10.C17 
26109 

TBLASTX: Maize 

1879 

105 



Seq. ID OJ991113_31.9C10.C17 
Strand 

End 26109 

Method TBLASTX : Wheat 

End 2569 

Score 222 



Seq. ID OJ991113_31.9C10.C17 
Strand 

End 26109 



2104 





Name 


OJ991113 31.9C10.C17.o2.tm 


Method 


TBLASTX: Maize 






Start 


2345 


End 


4245 






GI 


none 


Score 


63 






Exons 


2345.. 2392, 2346.-2393, 2384 


..2659, 2397.. 2657, 4189.. 4245 




Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10 






- Gene No . 




Strand 








Start 


15194 


End 


26109 






Name 


OJ991113 31.9C10.C17.o9.tw 


Method 


TBLASTX: Wheat 






Start 


4201 


End 


26109 






GI 


none 


Score 


64 






Exons 


4201. .4368, 4408. .4539, 4408 


..4542, 25951. .26109 






Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10 


.C17 




Gene No. 


4221 


Strand 








otar l 


1 CI Q/ 


End 


26109 






Name 


OJ991113 31.9C10.C17.o2.ts 


Method 


TBLASTX: Soybean 






Start 


4625 


End 


25887 






GI 


none 


Score 


63 






Exons 


4625. .4846, 4626. .4721, 4770 


..4850, 4892. .4990, 4896. .4982, 






25462. .25560, 25651.. 25887 










Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10 


.C17 




Gene No. 


4221 


Strand 








Start 


15194 


End 


26109 






Name 


OJ991113 31.9C10.C17.o6.tw 


Method 


TBLASTX: Wheat 




n 


Start 


4628 


End 


25941 




| i 


GI 


none 


Score 


269 




-i 


Exons 


4628. .4981, 4635. .4976, 254 65 25563, 


25471. .25569, 




-1 




25472. .25582, 25611 .. 25940, 


25648. .25941, 25648 .. 25704 , 




\ I 

■5T 




25650. .25859, 25768.. 25920 








y 


Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10 


.C17 




Gene No . 


4221 


Strand 








Start 


15194 


End 


26109 




I 


Name 


OJ991113 31.9C10.C17.o7.tm 


Method 


TBLASTX: Maize 




4 


Start 


4655 


End 


4927 






GI 


none 


Score 


63 






Exons 


4655. .4753, 4656. .4721, 4757 


. .4927 








Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10 


.C17 




Gene No. 


4221 


Strand 








Start 


15194 


End 


26109 






Name 


OJ991113 31.9C10.C17.ol.ts 


Method 


TBLASTX: Soybean 






Start 


10881 


End 


13347 






GI 


none 


Score 


112 






Exons 


10881. .10970, 11182. .11274, 


11195. .11278, 11980. .12081, 








11988. .12077, 12004. .12081, 


12120. .12305, 12158. .12301, 








12162. .12311, 12393. .12470, 


12393. . 12470, 12394 .. 12471, 








12395. .12472, 12508 .. 12603, 


12529. .12609, 12531 .. 12620, 








12531. .12608, 12688. .12726, 


12808. .12954, 12812 .. 12958, 








13067. .13201, 13068. .13202, 


13280. .13342, 13282 13347, 








13282. .13335 










Seq. No. 


2004 


Seq. ID 


OJ991113_31.9C10 


.C17 




Gene No. 


4221 


Strand 








Start 


15194 


End 


26109 





2105 



Name 

Start 

GI 

Exons 



OJ991113_31.9C10.C17.ol.tc 

11143 

none 



Method TBLASTX : Cress 



End 
Score 



13202 
105 



11143. .11277, 11980. .12081, 12004 .. 12075, 12158 .. 12307 , 
12165. .12305, 12392. .12469, 12393 .. 12470, 12529 .. 12609, 
12812. .12958, 13068.. 13202 



Seq. No. 2004 Seq. ID 

Gene No. 4221 Strand 

Start 15194 End 

Name OJ991113_31 . 9C10 . C17 . o5 . tm Method 

Start 11188 End 

GI none Score . 
Exons 



OJ991113_31.9C10.C17 
26109 

TBLASTX: Maize 

12573 

64 



11188. .11280, 11989. .12081, 11995 .. 12072, 12042 12077 , 
12158. .12307, 12162. .12311, 12165 12305, 12393 12455, 
12393. .12455, 12523.. 12573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2004 
4221 
15194 

OJ991113_31.9C10.C17.ol.tm 
12583 



OJ991113 31.9C10.C17 



none 

12583. 

12807. 

13054. 

13281. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12609, 12672. .12728, 12689 .. 12724 , 12807 .. 12959, 
12956, 12808. .12957, 13040 .. 13201 , 13040 .. 13201, 
13212, 13068. .13202, 13069 .. 13212 , 13280 .. 13360, 
13337, 13282. .13362, 13282 .. 13362, 13368.. 13427 



26109 

TBLASTX: Maize 

13427 

62 



Seq. No. 2004 Seq. ID 

Gene No. 4221 Strand 

Start 15194 End 

Name OJ991113_31 . 9C10 . C17 . olO . gp Method 

Start 14858 End 

GI none Score 

Exons 14858. .15105 



OJ991113_31.9C10.C17 

26109 
AAT/GAP 
15105 
431 



Seq. No. 

i : - Gene No. 
y Start 

Name 

Start 
^ GI 

Exons 

• GI Descrip. 



2004 
4221 
15194 

OJ991113_31.9C10.C17. oil. gp 
15107 
90811 
15107 
16632 
f 2388 
[Schi 



Seq. ID OJ991113_31.9C10.C17 
Strand 

End 26109 

Method AAT/GAP 

End 17789 



Score 944 
15756. .15783, 15938 .. 16007 , 



_1.R1084 

..15290, 15616. .15673, 
..16732, 17705. .17789 

999/emb|CAB11732| 8;0e-10 (Z98981) hypothetical protein 
zosaccharomyces pombe] ' 



Seq. No. 2004 

Gene No. 4221 

Start 15194 

Name OJ991113_31 . 9C10 . C17 . o4 . gs 

Start 15194 

GI none 

Exons 15194. .15290, 15616 .. 15673, 
16632. .16732, 17705. .17857 



Seq. ID OJ991113_31.9C10.C17 
Strand 

End " 26109 

Method GEN SCAN 

End 17857 

Score . 95 
15756. .15783, 15938 .. 16007 , 



Seq. No. 



2004 



Seq. ID OJ991113_31.-9C10.C17 



2106 




Gene No. 


4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


.o7 . tw 


Method 


TBLASTX: Wheat 




Start 


22222 




End 


22611 




GI 


none 




Score 


47 




Exons 


22222..22266, 22269. 


.22343, 


22269.-22379, 22273 .. 22371 , 






22338. .22577, 22339. 


.22611 








Seq. No. 


2004. 




Seq. ID 


OJ991113_31.9C10 


.C17 


Gene No. 


4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


23344 




End 


23875 




GI 


none 




Score 


415 




Exons 


23344. .23517, 23345. 


.23875, 


23357.-23773, 23539.. 23856 




Seq. No. 


2004 




beq. ID 




.C17 


Gene No. 


A O O 1 

4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


. ol . tw 


KcLIlOU 






Start 


23983 






9 A A A c: 




GI 


none 




Score 


3 / U 




Exons 


23983.-24444, 23984. 


.24445 








Seq. No. 


2004 




beq. id 




.C17 


Gene No . 


A O O "1 

4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


24023 




End 


24388 




GI 


none 




Score 


110 




Exons 


24023. .24238, 24254. 


.24388 








Seq. No. 


2004 




Seq. ID 


OJ991113_31.9C10 


.C17 


Gene No. 


A 9 O 1 

4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


24113 




End 


24469 




GI 


none 




Score 


374 




Exons 


24113. .24469, 24154. 


.24459 








Seq. No. 


2004 




Seq. ID 


OJ991113_31. 9C10 


.C17 


Gene No. 


4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


24496 




End 


24852 




GI 


none 




Score 


275 




Exons 


24496. .24780, 24497. 


.24781, 


24769. .24852 




Seq. No. 


2004 




Seq. ID 


OJ991113_31.9C10 


.C17 


Gene No. 


4221 




Strand 






Start 


15194 




End 


26109 




Name 


OJ991113 31.9C10.C17 


,o3. ts 


Method 


TBLASTX: Soybean 




Start 


24530 




. End 


24766 




GI 


none 




Score 


201 




Exons 


24530. .24766, 24649. 


.24744 








Seq. No. 


2004 




Seq. ID 


OJ991113_31.9C10 


.C17 



2107 





Gene No. 


4221 


Strand 






o tart 




End 


26109 




Name 


OJ991113 31.9C10.C17.o5.tw 


Method 


TBLASTX: Wheat 




Start 


24554 


End 


24977 




GI 


none 


Score 


268 




Exons 


24554. .24775, 24559 .. 24774 , 


24653. .24775, 24766 24855, 






24792. .24977, 24898. .24972 








Seq. No. ' 


2004 


Seq. ID 


OJ991113_31.9C10.C17 




bene no. 




Strand 


- 




Start 


15194 


End 


26109 




Name 


OJ991113 31.9C10.C17.o8.tw 


Method 


TBLASTX: Wheat 




Start 


25201 


End 


9 fid 




GI 


none 


Score 


216 




Exons 


25201. .25464, 25266. .25460 








Seq. No. 


2005 


Seq. ID 


OJ991113_31.9C10.C18 




Gene No. 


4222 


Strand 


+ 




otar u 


1 


End 


2228 




Name 


OJ991113 31.9C10.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 






GI 


5042454 


Score 


406 




Exons 


1..390, 2136. .2228 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


— e 


Seq. No. 


2005 


Seq. ID 


OJ991113_31.-9C10.C18 


i e 


bene no . 


4222 


Strand 


+ 




Start 


1 


End 


2228 


U 


Name 


OJ991113 31.9C10.C18.ol.gs 


Method 


GENSCAN 


3 


Start 


64 


End 


391 


y 


GI 


none 


Score 


.98 




Exons 


64. .391 








Seq. No. 


2005 


Seq. ID 


OJ991113_31.9C10.C18 




Gene No. 


4223 


Strand 


+ 




Start 


3925 


End 


7774 


E 


Name 


OJ991113 31.9C10.C18.o3.np 


Method 


AAT/NAP 




o rare 


3925 


End 


7.77-4 


Si 


GI 


6063554 


Score 


492 




Exons 


3925.. 3947, 6007.. 6292, 6410 


..6666, 7600.. 7774 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


2005 


Seq. ID 


OJ991113_31.9C10.C18 




Gene No. . 


4223 


Strand 


+ 




Start 


3925 


End 


7774 




Name 


OJ991113 31.9C10.C18.ol.gp 


Method 


AAT/GAP 




Start 


6091 


End 


6551 




GI 


LIB34 34-015-P1-K1-G2 


Score 


841 




Exons 


6091. .6551 








GI Descrip. 


, 6063530/dbj | AP000615 . 1 | AP000615 2 . 0e- 


4 6 Oryza sativa genom 






DNA, chromosome 3, clone : P0043E01 ' 






Seq. No. 


2005 


Seq. ID 


OJ991113_31.9C10.C18 




Gene No. 


4224 


Strand' 






Start 


1 


End 


3481 



2108 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991113_31.9C10.C18.o2.np Method AAT/NAP 
1 End 3481 

5803259 Score 1425 

1..322, 1155. .2151, 2270. .3481 
(AP000399) hypothetical protein [Oryza sativa] 



2005 
4224 
1 

OJ991113_31.9C10.C18.o2.gs 

1078 

none 

1078.. 2167, 2268.. 3472 



Seq. ID OJ991113_31.9C10.C18 
Strand 

End 3481 
Method GENSCAN 
End" '3472 
Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2005 
4225 
6408 

OJ991113_31 . 9C10 . C18 . o3 . gs 

6408 

none 



Seq. ID OJ991113_31.9C10.C18 
Strand 

End 984 3 

Method GENSCAN 

End 9843 

Score .71 



6408.. 6699, 7833.. 7935, 8366.. 9353, 9425.. 9538, 9586.. 9843 



2005 
4226 
11326 

OJ991113_31 . 9t:l0\ C18 . o4 . gs 
11326 
none 

11326. .11415, 12394. .12548, 13514 .. 13672 , 15774 15804, 
16182. .16281, 17472.. 17551 



Seq. ID OJ991113_31.9C10.C18 
Strand 

End 17551 

Method GENSCAN 

End 17551 

Score .44 



2006 
4227 
13607 

OJ991113_31.9C10.C19.o3.gs 

13607 

none 

13607. .13948 



Seq. ID OJ991113_31.9C10.C19 

Strand + 

End 13948 

Method GENSCAN 

End 13948 

Score . 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID * OJ991113_31.9C10.C19 
Strand 

End 4376 
Method AAT/NAP 
End 3593 
Score 524 



2006 
4228 
1475 

OJ991113_31. 9C10.C19.ol.np 
1448 
629693 
1448.. 2544, 3572.. 3593 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



2006 
4228 
1475 

OJ991113_31.9C10.C19.ol.gs 

1475 

none 

1475.. 1976, 2097.. 3241, 3714, 



Seq. ID ' OJ991113_31.9C10.C19 
Strand 

End 437 6 

Method GENSCAN 
End 4376 
Score .83 
.3937, 4019. .4376 



2109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2006 
4229 
4702 

OJ991113_31.9C10.C19.o2.gs 

4702 

none 



Seq. ID OJ991113_31.9C10.C19 
Strand 

End 13294 

Method GENSCAN 

End 13178 

Score . 62 



4702. .5755, 5819. .6023, 6104. .7112, 7176. .7616, 7645. .7914, 
8232.. 8267, 8300.. 8430, 9485.. 9661, 9811.. 9868, 13089.. 13178 



Seq. ID OJ991113_31.9C10.C19 
Strand 

End 13294 

Method AAT/NAP 

End ■ 13294 

Score 43 



2006 
4229 
4702 

OJ991113_31.9C10.C19.o5.np 
13001 
1362599 
13001. .13294 

Abl substrate ena (enabled) - fruit fly (Drosophila 
melanogaster) gi 1755821 (U21123) ena polypeptide [Drosophila 
melanogaster] 



2006 
4230 
14644 

OJ991113_31.9C10.C19.ol.gp 
14644 

uC-osflcypl58c04al 
14644.. 14708 

f 4581164/gb|AAD24647.1|AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] 1 



Seq. ID OJ991113_31.9C10.C19 
Strand 

End 14708 

Method AAT/GAP 

End 14708 

Score 77 



Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10.C19 


Gene No. 


4231 








Strand 




Start 


15290 








End 


15630 


Name 


OJ991113 31 


. 9C10 


.C19.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


1459 








End 


1732 


GI 


none 








Score 


.43 


Exons 


1459. .1488, 


1499 


. .^1732, 


1500. 


.1520, 1560.. 1730, 1565.. 1732 


Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10.C19 


Gene No. 


4231 








Strand 




Start 


15290 








End 


15630 


Name 


OJ991113 31 


.9C10 


.C19.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1520 








End 


1915 


GI 


none 








Score 


69 


Exons 


1520. .1915, 


1542 


. .1739 








Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10.C19 


Gene No. 


4231 








Strand 




Start 


15290 








End 


15630 


Name 


OJ991113 31 


. 9C10 


.C19.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1952 








End 


2315 


GI 


none 








Score 


78 


Exons 


1952. .2314, 


2148 


. .2315 








Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10.C19 


Gene No. 


4231 








Strand 




Start 


15290 








End 


15630 



2110 




Name 


OJ991113 31 


.9C10. 


C19.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2075 








End 


2473 




GI 


none 








Score 


106 




Exons 


2075. .2473, 


2163. 


.2462 










Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10 


.C19 


Gene No . 


42 31 








Strand 






Start 


15290 








End 


15630 




Name 


OJ991113 31 


.9C10. 


C19.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2096 








End 


2476 




GI 


none 








4 Score 


80 




Exons 


2096. .2320, 


2315. 


.2476 










Seq. No. 


'2006 








Seq. ID 


OJ991113_31.9C10 


.C19 


Gene No . 


A O O 1 








Strand 






Start 


15290 








End 


15630 




Name 


OJ991113 31 


.9C10. 


C19.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2801 








End 


3175 




GI 


none 








Score 


60 




Exons 


2801. .3175, 


2910. 


.3053 










Seq. No. 


2006 






*■ 


Seq. ID 


OJ991113_31. 9C10 


.C19 


Gene No. 


4231 








Strand 






Start 










End 


15630 




Name 


OJ991113 31 


.9C10. 


C19.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2925 








End 


3305 




GI 


none 








Score 


96 




Exons 


2925. .3179, 


2927. 


.3178, 


3186. 


.3248, 3200.. 3238, 3222.. 3305, 




3250. .3303 














Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10 


.C19 


Gene No. 


4z Jl 








Strand 






Start 


15290 








End 


15630 




Name 


OJ991113 31 


.9C10. 


C19.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3456 








End 


3891 




GI 


none 








Score 


82 




Exons 


3456. .3644, 


3469. 


.3600, 


3645. 


.3890, 3796.. 3891 




Seq. No. 


2006 








Seq. ID 


OJ991113_31.9C10 


.C19 


Gene No. 


4zol 








Strand 






Start 


15290 








End 


15630 




Name 


OJ991113 31 


.9C10. 


C19.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3543 








End 


3911 




GI 


none 








Score 


34 - 




Exons 


3543. .3644, 


3606. 


.3911, 


3610. 


.3732, 3790. .3867 




Seq. No. 


2006 ■ 








Seq. ID 


OJ991113_31.9C10 


.C19 


Gene No. 


4^ 31 








Strand 






Start 


15290 








End 


15630 




Name 


OJ991113 31, 


.9C10. 


C19.ol 


. tm 


Method . 


TBLASTX: Maize 




Start 


3612 








End 


4052 




GI 


none 








Score 


211 




Exons 


3612. .3908, 


3613. 


.3903, 


3794. 


.3988, 3985. .4050, 3987. .4052 


Seq. No. 


2006 








Seq. ID 


OJ991113_31. 9C10 


.C19 


Gene No.- 


4231 








Strand 






Start 


15290 








End 


15630 





2111 





Name 


OJ991113 31. 


9C10. 


C19.ol 


. tw 


Method 


TBLASTX : Wheat 






Start 


3941 








End 


4325 






GI 


none 








Score 


246 






Exons 


3941. .3988, 


3985. 


.4251, 


3987. 


..4274, 4263.-4325 






Seq. No. 


2006 








Qcsrr T H 

oeq • x u 




C19 






















Start 


15290 








una 








Name 


OJ991113 31. 


9C10. 


C19.o2 


.tm 


rietnoa 








Start 


4053 








End 


4271 






GI 


none 








Score 


189 






Exons 


4053. .4271, 


4054. 


.4251 












Seq. No. 


2006 












C19 




Gene No . 


















Start 


15290 








ITnH 
EjilQ 








Name 


OJ991113 31. 


9C10. 


C19.o4 


.ts 


rieLnou 








Start 


4122 








End 


4487 






GI 


none 








Score 


122 






Exons 


4122. .4256, 


4269. 


.4487 












Seq. No. 


2006 








oeq. iu 


OTQQ1 1 1 ^ ^1 Qpl fl 


C19 




bene no . 


h Z J ± 








Strand 








Start 


15290 








tna 


1 jDjU 




EL 


Name 


OJ991113 31. 


9C10. 


C19.o5 


.ts 




i DLirio l a . ooyuean 




hJ 


Start 


4864 








End 


' 5202 




rn 


GI 


none 








Score 


200 




ill 


Exons 


4864. .5202 














1 _s 
*: » - 

; ^ t 


Seq. No. 


2006 








Qon TPt 

oeq • ±u 




C19 


•: y 


bene ino. 


4231 








o trdriQ 








Start 


15290 








CjIIQ. 


Ij DJU 




i y 


Name 


OJ991113 31. 


9C10. 


C19.o4 


.gs 


Krf^ 4- V% /~\ /™3 

rictnou 








Start 


15290 








Ejiia. 


Ij DOU 






GI 


none 








Score 


.8 




:. r 


Exons 


15290. .15630 














Seq. No. 


2007 








Seq. ID 


OJ991113_31.9C10. 


C21 


't ST 


Gene No. 


4232 








Strand 


+ 






Start 


1 








End 


1085 






Name 


OJ991113 31. 


9C10. 


C21.ol 


. np 


Method 


AAT/NAP 






Start 


1 








End 


1085 






GI 


6498441 








Score 


1524 






Exons 


1..711, 805. 


.1085 












GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2007 
4232 
1 

OJ991113_31. 9C10.C21.ol. tin 
1 

none 

1..279, 6. .269, 150. .290 



Seq. ID OJ991113_31.9C10.C21 

Strand + 

End 1085 

Method TBLASTX : Mai ze 

End 290 

Score 325 



Seq. No. 



2007 



Seq. ID OJ991113_31.9C10.C21 



2112 



Gene No. 4232 Strand + 

Start 1 End 1085 

Name OJ991113_31 . 9C10 .C21 . ol . gs Method GENSCAN 

Start 86 End 1020 

GI none Score . 77 

Exons 8 6.. 1020 



Seq. No. 2007 

Gene No. 4232 

Start 1 

Name OJ991113_31 . 9C10 .C21 .ol . tw 

Start 93 

GI none 

Exons . 93. .443, 94. .474 



Seq. ID OJ991113_31.9C10.C21 

Strand + 

End 1085 

Method TBLASTX : Wheat 

End 474 

Score 395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



j ==* Seq. No. 
hi Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



m 
ru 

y 



'its? 

i=i s 



2007 Seq. ID 

4232 Strand 

1 End 

OJ991113_31 . 9C10.C21.o2 . tw Method 

477 End 

none Score 



OJ991113_31.9C10.C21 
+ 

1085 

TBLASTX: Wheat 

1076 

53 



477. .578, 478. .765, 479. .550, 480. .566, 618. .767, 883. .921, 
952.. 981, 1014.. 1076 



2008 Seq. ID 

4233 Strand 

475 End 

OJ991113_31 . 9C10 . C22 . ol . np Method 

475 End 

2498930 Score 
475. .538, 706. .1109 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ991113_31.9C10.C22 
+ 

1109 
AAT/NAP 
1109 
745 



Seq. No. 


2008 


Seq. ID 


OJ991113_ 


_31. 


9C10 


.C22 


Gene No. 


4233 


Strand 


+ 








Start 


475 


End 


1109 








Name 


OJ991113 31.9C10.C22.ol.gs 


Method 


GENSCAN 








Start 


479 


End 


1008 








GI 


none 


Score 


.47 








Exons 


479. .538, 706. .1008 












Seq. No. 


2009 


Seq. ID 


OJ991113_ 


30. 


9C10 


.CI 


Gene No. 


4234 


Strand 


+ 








Start 


643 


End 


749 








Name 


OJ991113 30.9C10.Cl.ol.gp 


Method 


AAT/GAP 








Start 


643 


End 


749 








GI 


3759838 


Score 


190 








Exons 


643. .749 












Seq. No. 


2010 


Seq. ID 


OJ991113_ 


30. 


9C10 


.C3 


Gene No . 


4235 


Strand 


+ 








Start 


1 


End 


167 








Name 


OJ991113 30.*9C10.C3.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


167 








GI 


.LIB34 33-016-Q6-K6-H7 


Score 


318 








Exons 


1. .167 













2113 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



' 167043/gb|M36650JBLYGAPDH 8.0e-12 Barley 
glyceraldehyde-3-phosphate dehydrogenase mRNA, 3 fl end 1 



2010 
4236 
4181 

OJ991 113_30 . 9C10 . C3 . o2 .'gs 

4181 

none 



Seq. ID OJ991113_30.9C10.C3 

Strand + 

End 16273 

Method GENSCAN 

End 16273 

Score .84 



4181.. 5134, 5207. .5326, 5408.. 5461, 7255.. 7419, 8069.. 8167, 
9514. .9642, 9882. .10060, 10178 10202, 10786 10840, 
12978. .13104, 14784. .14940, 15454 .. 15504 , 16095 .. 16187 , 
16262. .16273 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2010. 

4236 

4181 

OJ991113_30.9C10.C3.ol.np 

5020 

4759030 

5020.. 5134, 5207. .5326, 5408. 
6349.-6427, 6541. .6604, 6642. 
9966.. 10036, 10583.. 10620 
RecQ protein 4 gi | 4191810 | dbj 
[Homo sapiens] gi | 6440969 | dbj 
helicase [Homo sapiens] 



Seq. ID OJ991113_30.9C10.C3 

Strand + 

End 16273 

Method AAT/NAP 

End 10620 

Score 360 

.5461, 5693.. 5805, 6025.. 6237, 
.6748, 6851. .6904, 7073. .7185, 

IBAA74453I (AB006532) DNA helicase 
IBAA86899.il (AB02654 6.) . RECQL4 



Seq. No. 


2010 




Seq. ID 


OJ991113_30. 


.9C10 


.C3 


Gene No. 


4236 




Strand 


+ 






Start 


4181 




End 


16273 






Name 


OJ991113 30.9C10.C3 


. o3 . gp 


Method 


AAT/GAP 






Start 


12886 




End 


15500 






GI 


2442453 




Score 


743 






Exons 


12886. .13104, 14784 


. .14940, 


15454. .15500 






Seq. No. 


2010 




Seq. ID 


OJ991113_30. 


.9C10 


.C3 


Gene No. 


4236 




Strand 


+ 






Start 


4181 




End 


16273 






Name 


OJ991113 30.9C10.C3 


. o2 . np 


Method 


AAT/NAP 






Start 


12986 




End 


16196 






GI 


6382528 




Score 


389 






Exons 


12986. .13104, 14784 


. .14940, 


15454. .15504, 16095.. 16196 




GI Descrip. 


(AC011020) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


2010 




Seq. ID 


OJ991113_30. 


, 9C10 


.C3 


Gene No. 


4237 




Strand 


+ 






Start 


16660 




End 


17224 






Name 


OJ991113 30.9C10.C3 


. o4 .gp 


Method 


AAT/GAP 






Start 


16660 




End 


17224 






GI 


3762847 




Score 


920 






Exons 


16660. .17224 












Seq. No. 


2010 




Seq. ID 


OJ991113_30. 


, 9C10 


.C3 


Gene No. 


4238 




Strand 


+ 






Start 


17886 




End 


18207 






Name 


OJ991113 30.9C10.C3 


. o 6 . gp 


Method 


AAT/GAP 






Start 


17886 




End 


18207 







2114 





GI 


2800383 


Score 


606 




Exons 


17886. .18207 








GI Descrip. 


1346487/sp| P49081 IMASY MAIZE 7.0e-19 MALATE SYNTHASE, 






GLYOXYSOMAL >gi_532625 (L35914) malate 


synthase [Zea mays] 




Seq. No. 


zUlU 


Seq. ID 


OJ991113_30.9C10.C3 




bene no . 




Strand 


+ 




Start 




End 


41461 




Name 


ujyyiiio ou.yuiu.cj.o4.gs 


Method 


GENSCAN 




Start 


jy d yo 


End 


41461 




GI 


none 


Score 


.42 




Exons 


39595. .39708, 39819 .. 39932, 


40025. .41461 




Seq. No. 


2010 


Seq. ID 


OJ991113_30.9C10.C3 




Gene No. 


4239 


Strand 


+ 




OtaiL 


39595 


End 


41461 




Name 


OJ991113 30.9C10.C3.o4.np 


Method 


AAT/NAP 




Start 


39610 


End 


41449 




GI 


2213600 


Score 


1426 




Exons 


39610. .41449 








GI Descrip. 


(AC000348) T7N9.20 [Arabidopsis thaliana] 




Seq. No. 


2010 


Seq. ID 


OJ991113_30.9C10.C3 




Gene No. 


4239 


Strand 


+ 




ouarTC 


39595 


End 


41461 


:. : 
: sg 


Name ■'■ . 


OJ991113 30.9C10.C3.o7.gp 


Method- 


AAT/GAP 


cn 


Start 


40764 


End 


41198 


ru 


GI 


LIB3431-022-P1-K1-H10 


Score 


835 


'"\ 


Exons 


40764. .41198 








GI Descrip. 


'2213600 1.0e-34 (AC000348) 


T7N9.20 [Arabidopsis thaliana] 1 


i. 1 


Seq. No. 


2010 


Seq. ID 


OJ991113_30.9C10.C3 


m 


Gene No. 


4240 


Strand 




ii 

□ 


Start 


1 


End 


524 


Name 


OJ991113 30.9C10.C3.o2.gp 


Method 


AAT/GAP 




Start 


1 


End 


524 




GI 


407 1.R1084 


Score 


525 




Exons 


1..54, 242. .524 






. ^ 


GI Descrip. 


, 1184774 1.0e-171 (U45856) 


cytosolic glyceroldehyde-3-phosphate 


□ 




dehydrogenase GAPC3 [Zea mays] 1 






Seq. No. 


2010 


Seq. ID 


OJ991113_30.9C10.C3 




Gene No . 


4241 


Strand 






Start 


1044 


End 


1613 




Name 


OJ991113 30.9C10.C3.ol.gs 


Method 


GENSCAN 




Start 


1044 


End 


1613 






none 


Score 


.99 




Exons 


1044. .1613 








Seq. No. 


2010 


Seq. ID 


OJ991113_30.9C10.C3 




Gene No. 


4242 


Strand 






Start 


17386 


End 


19630 




Name 


OJ991113 30.9C10.C3.o5.gp 


Method 


AAT/GAP 




Start 


17386 


End 


17727 




GI 


LIB34 34-030-P1-K1-F7 


Score 


642 




Exons 


17386. .17727 








GI Descrip. 


, 1346487/sp|P49081|MASY_MAIZE 7.0e-19 MALATE SYNTHASE, 



2115 



GLYOXYSOMAL >gi 532625 (L35914) malate synthase [Zea mays] 1 



ru 



Seq. No. 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No . 


4242 


Strand 








Start 


17386 


End 


19630 






Name 


OJ991113 30.9C10.C3.o3.np 


Method 


AAT/NAP 






Start 


17502 


End 


19630 






GI 


1346487 


Score 


2197 






Exons 


17502. .18170, 18260. .18591, 


18855. .19180, 19265 


. .19630 




GI Descrip. 


MALATE SYNTHASE, GLYOXYSOMAL gi 1 532625 


(L35914) 


malate 


synthase 




[Zea mays] 










Seq. No.- 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No . ' 


4243 


Strand 








Start 


41486 


End 


41911 






Name 


OJ991113 30.9C10.C3.o8.gp 


Method 


AAT/GAP 






Start 


41486 


End 


41911 






GI 


none 


Score 


852 






Exons 


41486. .41911 










Seq; No. 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No. 


4244 


Strand 








Start 


42965 


End 


46674 






Name 


.OJ991113 30.9C10.C3.ol2.tm 


Method 


TBLASTX: 


Maize 




Start 


4989 


End 


5137 






GI . 


^none 


Score 


204 






Exons 


4989. .5129, 4990. .5136, 4991 


..5137, 4991.. 5137 






Seq. No. 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No. 


A O A A 

4244 


Strand 








Start 


42965 


End 


46674 






Name 


OJ991113 30.9C10.C3.o6.tm 


Method 


TBLASTX: 


Maize 




Start 


6679 


End 


7412 






GI 


none 


Score 


102 






Exons 


6679.. 6750, 6680.. 6751, 6850 


..6906, 6851.. 6916, 


6851. .6907, 




7065.. 7211, 7073.. 7210, 7267 


..7410, 7281. .7412, 


7290. .7412 


Seq. No. 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No. 


4244 


Strand 








Start 


42965 


• End 


46674 






Name 


OJ991113 30.9C10.C3.o9.tm 


Method 


TBLASTX: 


Maize 




Start 


10179 


End 


10646 






GI 


none 


Score 


45 






Exons 


10179. .10205, 10179. .10205, 


10284. .10391, 10284 


. . 10400, 






10285. .10413, 10475. .10561, 


10478. .10558, 10611 


. .10646 




Seq. No. 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No. 


4244 


Strand 








Start 


42965 


End 


46674 






Name 


OJ991113 30.9C10.C3.o8.tc 


Method 


TBLASTX: 


Cress 




Start 


10284 


End 


10552 






GI 


none 


Score 


169 






Exons 


10284. .10400, 10285. .10401, 


10478. .10552 






Seq. No. 


2010 


Seq. ID 


OJ991113 


_30.9C10 


.C3 


Gene No. 


4244 


Strand 








Start 


42965 


End 


46674 







2116 



Name 

Start 

GI 

Exons 



OJ991113_30. 9C10.C3.ol0.tm 

14767 

none 



Method TBLASTX : Mai ze 



End 
Score 



16748 
142 



14767. .14943, 14783. . 1494 1, 14785 14 943, 14787 .. 14 945, 
15453. .15506, 15453. . 15506, 15454 .. 15507 , 16092 .. 16208, 
16092. .16190, 16094. .16204, 16664 .. 16735, 16665.. 16748 



Seq. No. 2010 
Gene No. 4244 
Start 42965 

Name OJ991113_30 . 9C10 . C3 . o2 . ts 

Start " 17514 
GI none 
Exons 17514. 

17739. 

18261. 

18845. 

19391. 



,17633, 17515. .17643, 

,17948, 17988. .18170, 

,18350, 18526. .18594, 

,19180, 19265. .19312, 

,19603, 19404. .19589 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17703. .17945, 
17989. .18171, 
18528. .18593, 
19301. .19381, 



OJ991113 30.9C10.C3 



46674 

TBLASTX : Soybean 
19603 
73 

17731. .17922, 
18254. .18352, 
18843. .19220, 
19317. .19376, 



rLi 



ry 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ * . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2010 
4244 
42965 

OJ991113_30 . 9C10 . C3 . ol . tm 

17526 

none . 

.17526. .17 633", • 17527. .17 928, 
17988. .18029, 17988 .. 18 170, 
18288. .18305, 18314 .. 18352, 

2010 
4244 
42965 

OJ991113_30.9C10.C3.o3.tc 

17700 

none 

17700. .17945, 17731.. 17922 

2010 
4244 
42965 

OJ991113_30 . 9C10 . C3 . ol . tc 
17994 
none 
17994. 
18261. 
18849. 
19301. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17691 

17989 



OJ991113 30.9C10.C3 



46674 

TBLASTX: Maize 
18352 
449 

17942, 17700 V'. 17942, 
18171, 18254. .18286, 



18315. .18350 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991113_30.9C10.C3 
46674 

TBLASTX: Cress 

17945 

204 



OJ991113 30.9C10.C3 



,18170, 17995. .18171, 18254. 

,18350, 18526. .18594, 18528. 

,19061, 19097. .19180, 19101. 

,19387, 19317. .19391, 19391. 



46674 

TBLASTX: Cress 
19639 
97 

18352, 18259. .18273, 
18593, 18830. .19096, 
19211, 19265. .19312, 
19639, 19392. .19589 



Seq. No. 2010 

Gene No. 4244 

Start 42965 

Name OJ9911 13_30 . 9C10 . C3 . o4 . tm 

Start 18959 

GI none 

Exons 18959. .19180, 18960 .. 19220, 
19223. .19387, 19391 .. 19627 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991113 30.9C10.C3 



46674 

TBLASTX: Maize 
19729 
2 62 

19089. .19187, 19161. .19463, 
19392. .19589, 19709.. 19729 



2117 




Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


Gene No. 


4244 




Strand 






Start 


42965 




End 


46674 




Name 




o5 . tm 


Method 


TBLASTX: Maize 




Start 


32297 




End 


33559 




GI 


none 




Score 


172 




Exons 


32297. .32473, 32299. 


.32475, 


32301. .32474, 33005 .. 33250, 






33018. .33254, 33024. 


.33254, 


33037. .33255, 33409 .. 33558 , 






33416. .33559, 33424. 


.33558 








Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


Gene No . 


A O A A 




Strand 






Start 


42965 




End 


46674 




Name 


OJ991113 30.9C10.C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


33019 




End 


33230 




GI 


none 




Score 


227 




Exons 


33019. .33222, 33021. 


.33230, 


33037. .33222 




Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


L»ene wo. 


AO A A 




Strand 






Start 


42965 




End 


46674 




Name 


OJ991113 30.9C10.C3. 


ol3. tm 


Method 


TBLASTX: Maize 




Start 


34317 




End 


34454 




GI 


none 




Score 


190 




Exons 


34317. .34454, 34317. 


.34451, 


34340. .34453 




Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


Gene No. 


4244 




Strand 






O -i > v-+- 

otart 






End 


46674 




Name 


OJ991113 30.9C10.C3. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


34350 




End 


35001 




GI 


none 




Score 


251 




Exons 


34350. .34526, 34351. 


.34518, 


34355.-34522, 34846 .. 34977, 






34867. .35001, 34869. 


.35000 








Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


Gene No. 


4244 




Strand 






oiart 


h £ y do 




End 


46674 




Name 


OJ991113 30.9C10.C3. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


34454 




End 


35212 




GI 


none 




Score 


114 




Exons 


34454. .34528, 34455. 


.34526, 


34455. .34529, 34854 .. 35045, 






34858. .35031, 35138. 


.35212 








Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


Gene No . 


A 0 A A 




Strand 






Start 


42965 




End 


46674 




Name 


OJ991113 30.9C10.C3. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


34860 




End 


35028 




GI 


none 




Score * 


109 




Exons 


34860. .35015, 34862. 


.35014, 


34867. .35028, 34869.. 35021 




Seq. No. 


2010 




Seq. ID 


OJ991113_30.9C10 


.C3 


Gene No. 


4244 




Strand 






Start 


42965 




End 


46674 




Name 


OJ991113 30.9C10.C3. 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


39681 




End 


40040 





2118 



GI 

Exons 



none Score 104 

39681. .39797, 39682 .. 39783, 39794 .. 39994 , 397 95 39821 , 

39873. .40001, 39984.. 40040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2010 
4244 
42965 

OJ9911 13_30 . 9C10 . C3 . o2 . tm 
40421 



End 

Method 
End 

none Score 
40421. .40471, 40471 .. 407 94 , 40472 .. 40798 , 40508 .. 40798 , 
40716. .40808, 40772 .. 40816, 40788 .. 40874 , 40804 .. 40944 , 
40804. .40920, 40811 .. 40954 , 40814. .40954 



Seq. ID OJ991113_30.9C10.C3 
Strand 

46674 

TBLASTX: Maize 
40954 
91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2010 
4244 
42965 

OJ991113_30 . 9C10 . C3 . ol . ts 
40436 
none 
40436. 
41020. 
41186. 



,40552, 40480. .40536, 
.41139, 41021. .41164, 
.41452 



2010 
4244 
42965 

OJ991113_30.9C10.C3.o2.tc 

40439 

none 

40439. .40558, 404 65 .. 40563, 
40817. .40897, 40817. .40897 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_30. 9C10.C3 
46674 

TBLASTX : Soybean 

41452 

107 



40562. .40984, 40568 .. 40987 , 
41021. .41143, 41185. .41382, 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_30.9C10.C3 
46674 

TBLASTX: Cress 

40897 

112 



40562. .40792, 40568 .. 40792 , 



■5 Seq. No. 2010 Seq. ID 

i 8s ? Gene No. 4244 Strand 

H Start 42965 End 

Name OJ991113_30 . 9C10 . C3 . ol . tw Method 

Start 40658 End 

hJ GI none Score 

lj Exons 40658.. 40969 



OJ991113_30.9C10.C3 
46674 

TBLASTX: Wheat 

40969 

219 



Seq. No. 2010 

Gene No. 4244 

Start 42965 

Name OJ991113_30 . 9C10 . C3 . o3 . tm 

Start 40956 

GI none 

Exons 40956. .41012, 40957 41121, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113_30. 9C10.C3 
46674 

TBLASTX: Maize 

41541 

66 



40957. .41400, 40958 .. 4 1452, 



40961. .41512, 41179. .41541, 41205. .41513 



Seq. No. 2010 

Gene No. 4244 

Start 42965 

Name OJ991113_30 . 9C10 . C3 . o4 . tc 

Start 41147 

GI none 

Exons 41147. .41404, 41188 .. 41376, 41387.. 41452 



Seq. ID OJ991113_30. 9C10.C3 



Strand 
End 

Method 

End 

Score 



46674 

TBLASTX: Cress 
41452 
231 



2119 



Seq. No. 2010 

Gene No. 4244 

Start 42965 

Name 0 J991 1 1 3_30 . 9C10 . C3 . o5 . gs 

Start 42965 

GI none 

Exons 42965.-43442, 44256.-4 4 362, 
46531. .46618 



Seq. ID OJ991113_30.9C10.C3 
Strand 

End 46674 

Method GENSCAN 

End 46618 

Score .77 
459.98. .46111, 4 6215 .. 4 6394 , 



Seq. No. 2010 

Gene No. 4244 

Start 42965 

Name OJ991113_30 . 9C10 .C3 . 06 . tc 

Start 44202 

GI none 

Exons 44202. .44396, 44210 .. 44365, 
46174. .46383, 46188. .46403 



Seq. ID OJ991113_30.9C10.C3 
Strand 

End 46674 

Method TBLASTX : Cress 

End 46403 

Score 161 
45995. .46114, 46002 .. 46112, 



Seq. No. 2010 

Gene No. 4244 ' 

Start 42965 

Name OJ991113_30 . 9C10 . C3 . oil . tm 

Start 44223 

GI none 

Exons 44223.-44378, 44224.-44 364, 



Seq. ID OJ991113_30.9C10.C3 
Strand 

End 4 667 4 

Method TBLASTX : Maize 

End 44378 

Score 181 
44225. .44365 



Seq. No. 2010 

Gene No. 424 4 

Start 42965 

Name OJ991113_30 . 9C10 . C3 . o5 . ts 

Start 44229 

GI none 

Exons 44229.-44396, 44237 44365, 
45996. .46112, 46188 .. 4 6397 , 



Seq. ID OJ991113_30.9C10.C3 
Strand 

End 46674 

Method TBLASTX : Soybean 

End 46397 

Score 154 
4 4244. .4 4378, 45995 . . 4 6114 , 
46219. .46395 



; ; Seq. No. 2010 

Gene No. 4244 

Start 42965 

Q Name OJ991113_30. 9C10.C3.o2 . tw 

Q Start 44237 

GI none 

Exons 44237. .44350, 44237.-44365, 
45996. .46112, 4 6174 .. 4 6389, 



Seq. ID OJ991113_30. 9C10.C3 
Strand 

End 46674 

Method TBLASTX : Wheat 

End 46391 

Score 69 
44238.-44363, 45995 46114 , 
46188.. 46391 



Seq. No. 2010 

Gene No. 424 4 

Start 42965 

Name OJ991113_30 . 9C10 . C3 . o5 . np 

Start 44240 

GI 3372233 

Exons 44240. .44362, 45998 .. 4 6111, 

GI Descrip. (AF019248) RNA polymerase I, 
[Arabidopsis thaliana] 



Seq. ID OJ991113_30.9C10.C3 
Strand 

End 46674 
Method AAT/NAP 
End 46674 
Score 550 
46215. .46394, 46531.. 46674 
II and III 24.3 kDa subunit 



Seq. No. 
Gene No. 



2010 
4244 



Seq. ID OJ991113_30.9C10.C3 
Strand 



2120 




Start 


42965 




End 


46674 






Name 


OJ991113 30. 


9C10.C3.o8.tm 


Method 


TBLASTX: Maize 




Start 


46032 




End 


46407 






GI 


none 




Score 


74 






Exons 


46032. .46109 


46037. .46114, 


46174. .46407, 46191. 


.46406 




Seq. No. 


2011 




Seq. ID 


OJ991113_ 


30.9C10. 


C4 


Gene No. 


4245 




Strand 








otart 






End 


4113 






Name 


OJ991113 30. 


9C10.C4.ol.-gs 


Method 


GENSCAN 






Start 


1521 




End 


4113 






GI 


none 




Score 


.62 






Exons 


1521. .1995, 


2001.. 2104, 2277 


..2456, 3070.. 3127, 


3560. .3860, 




4005. .4113 












Seq. No. 


2012 




Seq. ID 


OJ991113_ 


30.9C10. 


C5 


Gene No. 


4246 




Strand 


+ 






Start 


395 




End 


1856 






Name 


OJ991113 30. 


9C10.C5.ol.gs 


Method 


GENSCAN 






Start 


395 




End 


1856 






GI 


none 




Score 


.6 






Exons 


395. .556, 1527. .1856 










Seq. No. 






Seq. ID 


OJ991113_ 


30.9C10. 


C5 


Gene No . 


A O At 




Strand 


+ 






Start 


C A O "3 

o4zo 




End. 


7005 






Name 


OJ99111 o_JU . 


yciu . Co . o4 . gs 


Method 


GENSCAN 






Start 


a A O "3 

b4 Z 6 




End 


7005 






GI 


none 




Score 


.48 






Exons 


6423..6S38, 


6566.. 6704, 6859 


. .7005 








Seq. No. 


2012 




Seq. ID 


OJ991113_ 


30.9C10. 


C5 


Gene No. 


4248 




Strand 


+ 






Start 


8804 




End 


15161 






Name 


OJ991113 30. 


9C10.C5.o5.gs 


Method 


GENSCAN 






Start 


8804 




End 


15161 






GI 


none 




Score 


.65 






Exons 


8804. .9149, 


9220.. 9671, 9747 


..9874, 10411. .10525 


, 12312. 


.12 




12632. .12770 


, 12939. .13858, 


13952. .14080, 14190. 


.14325, 






14479. .14567 


, 14663. .14774, 


14868. .14974, 15065. 


.15161 




Seq. No. 


2012 




Seq. ID 


OJ991113 


30. 9C10- 


C5 


Gene No . 


4248 




Strand 


+ 






Start 


8804 




End 


15161 






Name 


OJ991113 30. 


9C10.C5.o2.gp 


Method 


AAT/GAP 






Start 


12117 




End 


12587 






GI 


none 




Score 


929 






Exons 


12117. .12587 












Seq. No. 


2012 




Seq. ID 


OJ991113_ 


30.9C1O. 


C5 


Gene No. 


4248 




Strand 


+ 






Start 


8804 




End 


15161 






Name 


OJ991113 30. 


9C10.C5.ol.np 


Method 


AAT/NAP 






Start 


12396 




End 


15158' 






GI 


6382535 




Score 


1616 






Exons 


12396. .13858 


, 13952. .14080, 


14190. .14325, 14479. 


.14567, 






14663. .14774 


, 14868. .14974, 


15065. .15158 







2121 



GI Descrip. 


(AC011020) putative 


protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


2012 




Seq. ID 


OJ991113 


_30.9C10.C5 


bene wo . 


AO A Q 
4 £ H y 




Strand 


+ 




Start 


17851 




End 


18740 




Name 


OJ991113 30.9C10.C5 


,o6.gs 


Method 


GENSCAN 




Start 


17851 




End 


18740 




GI 


none 




Score 


.77 




Exons 


17851. .17898, 17921 


. .18012, 


18734. .18740 




Seq. No. 


2012 




Seq. ID 


OJ991113 


_30.9C10.C5 


Gene No. 


4250 




Strand 


+ 




otdrt 


ZV JU / 




End 


24420 




Name 


OJ991113 30.9C10.C5 


.o7 ,gs 


Method 


GENSCAN 




Start 


20307 




End 


24420 




GI 


none 




Score 


.61 




Exons 


20307. .20433, 21230 


. .21650, 


21737. .21777, 23112 


. .23139, 




23429..23S66, 23690 


. .23865, 


24020. .24150, 24395 


. .24420 


Seq. No. 


2012 




Q&n T n 


n.TQQl 1 1 ^ 


_30.9C10.C5 


bene wo . 






Q 4- y-jm/J 

0 Lidnu 






Start 


3807 






a a n n 

fl *i KJ u 




Name 


OJ991113 30.9C10.C5 


.o2 .gs 








Start 


3807 






a a nn 




GI 


none 




Score 


Q Q 




Exons 


3807. .4400 










Seq. No. 


2012 




Seq. ID 


OJ991113 


_30.9C10.C5 


bene wo . 


A 0 ^9 




Strand 






Start 


5642 




End 


DU H £. 




Name 


OJ991113 30.9C10.C5 


.o3.gs 


Method 


bLWob/ilN 




Start 


5642 




End 


5956 




GI 


none 




Score 


1 




Exons 


5642. .5956 










Seq. No. 


2012 




Seq. ID 


OJ991113 


_30.9C10.C5 


bene wo . 


H £. DZ 




Strand 






Start 


5642 




End 


6042 




Name 


OJ991113 30.9C10.C5 


.ol.gp 


Method 


AAT/GAP 




Start 


5659 


End 


6042 




GI 


426778 




Score 


627 




Exons 


5659. .6042 . 










Seq. No. 


2012 




Seq. ID 


OJ991113 


_30.9C10.C5 


Gene No. 


4253 




Strand 






Of -s >~ +- 


1 CI 1 0 

1 jll j 




End 


15574 




Name 


OJ991113 30.9C10.C5 


. o2 . ts 


Method 


TBLASTX : ! 


Soybean 


Start 


483 




End 


784 




GI 


none 




Score 


41 




Exons 


483. .548, 539. .583, 


543. .581, 585. .668, 


586. . 67! 


3, 683. .784, 




703. .783 










Seq. No. 


2012 




Seq. ID 


OJ991113_ 


_30.9C10.C5 


Gene No. 


4253 




Strand 






Start 


15113 




End. 


15574 




Name 


OJ991113 30.9C10.C5 


,o2.tc 


Method 


TBLASTX: Cress 


Start 


504 




End 


784 





2122 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 35 

504. .539, 549. .581, 585. .677, 586. .678, 682. .783, 683. .784 



2012 
4253 
15113 

OJ991113_30 . 9C10 . C5 . o3 . tm 

540 

none 



Seq. ID OJ991113_30.9C10.C5 
Strand 

End 15574 

Method TBLASTX : Maize 

End 1916 

Score 48 



540. .581, 565. .597, 585. .650, 585. .668, 586. .678, 683. .784, 
694. .783, 1806. .1916 



2012 
4253 
15113 

OJ991113_30.9C10.C5.o4 .tm 

12588 

none 



Seq. ID OJ991113_30.9C10.C5 
Strand 

End 15574 

Method TBLASTX : Mai ze 

End 12723 

Score 208 



12588. .12722, 12598 12723, 12599.. 12721 



Seq. No. 2012 Seq. ID 

Gene No. 4253 Strand 

Start 15113 End 

Name OJ991113_30 . 9C10 . C5 . o2 . tm Method 

Start 12726 . End 

1 GI none Score 



OJ991113_30.9C10.C5 
15574 

TBLASTX: Maize 

13332' 

100 





Exons 


12726. 


.12854, 


12728. 


.12898, 


12728. 


.12892, 


12729. 


.12902, 


rli 

t sr 




12936. 


.13127, 


12953. 


.13021, 


13049. 


.13171, 


13070. 


.13183, 


S3 




13071. 


.13187, 


13231. 


.13332, 


13231. 


.13332 








Seq. No. 


2012 








Seq. 


ID OJ991113 


30.9C10 




Gene No. 


4253 








Strand 






ni 

! =7 


Start 


15113 








End 


15574 




;* 


Name 


OJ991113 30.9C10.C5. 


ol . tm 


Method TBLASTX : Mai ze 




Start 


13414 








End 


15543 






GI 


none 








Score 734 








Exons 


13414. 


.13662, 


13421. 


.13858, 


13422. 


.13859, 


13425. 


.13865, 






13427. 


.13873, 


13723. 


.13875, 


13949. 


.14080, 


13950. 


.14081, 


i. U 




13950. 


.14081, 


13951. 


.14082, 


14187. 


.14324; 


14187. 


.14324, 


-5 




14188. 


.14334, 


14209. 


.14334, 


14463. 


.14570, 


14476. 


.14568, 


□ 




14476. 


.14571, 


14478. 


.14570, 


14663. 


.14770, 


14664. 


.14774, 






14664. 


.14774, 


14865. 


.14975, 


14867. 


.14974, 


14874. 


.14975, 






15055. 


.15171, 


15062. 


.15181, 


15063. 


.15185, 


15123. 


.15182, 






15125. 


.15181, 


15173. 


.15229, 


15209. 


.15250, 


15214. 


.15246, 






15232. 


.15270, 


15247. 


.15273, 


15251. 


.15280, 


15273. 


.15338, 






15275. 


.15337, 


15276. 


.15338, 


15277. 


.15339, 


15281. 


.15340, 






15344. 


.15379, 


15345. 


.15368, 


15346. 


.15384, 


15346. 


.15378, 






15397. 


.15453, 


15397. 


.15453, 


15407. 


.15454, 


15453. 


.15536, 






15454. 


.15543, 


15458. 


.15532 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2012 
4253 
15113 

OJ991113_30.9C10.C5.pl.ts 

13429 

none 



Seq. ID OJ991113_30.9C10.C5 
Strand 
End 

Method 
End 
Score 



15574 

TBLASTX : Soybean 

14989 

136 



13429. .13548, 13430 .. 13600, 1344 6 .. 13691, 13514 13666, 



2123 











• 








13680. . 13865/ 13686. 


. 13859, 


13690. .13860, 13949. 


. 14080, 






13950. .14081, 14178. 


.14300, 


1:4209. .14298, 14472. 


. 14564, 






14476. .14565, 14664. 


.14816, 


14666. .14779, 14667. 


. 14807, 






14865. .14930, 14866. 


.14919, 


14933. .14989, 14934. 


.14978 




Seq. No. 


2012 




Seq. ID 


OJ991113_ 


30.9C10. 


C5 


Gene No. 


4253 




Strand 








Start 


15113 




End 


15574 






Name 


OJ991113 30.9C10.C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


13566 " 




End 


13802 






GI 


none 




Score 


330 






Exons 


13566. . 13778, 13568. 


. 13771, 


13599. .13772, 13720. 


. 13773, 






13776. . 13802 












Seq. No. 


2012 




Seq. ID 


OJ991113_ 


30.9C10. 


C5 


Gene No . 


4253 




Strand 








Start 


15113 




End 


15574 






Name 


OJ991113 30.9C10.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13635 




End 


14081 






GI 


none 




Score 


136 






Exons 


13635. .13859, 13719. 


.13901, 


13950. .14036, 14052. 


.14081 




Seq. No. 


2012 




Seq." ID 


OJ991113_ 


30.9C10. 


C5 


Gene No . 


4253 




Strand 








Start ' 


15113 




End 


155^7 4 






Name 


OJ991113 30.9C10.C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


13803 ~ 




End 


14568 






GI 


none 




Score 


87 






Exons 


13803. .13859, 13803. 


.13865, 


13890. .14081, 13949. 


.14080, 






13950. .14081, 13951. 


.14082, 


14180. .14263, 14187. 


.14264, 






14187. .14318, 14209. 


.14331, 


14470. .14568, 14478. 


.14567 




Seq. No. 


2012 




Seq. ID 


OJ991113_ 


30.9C10. 


C5 


Gene No . 


4253 




Strand 








Start 


15113 




End 


15574 






Name 


OJ991113 30.9C10.C5. 


o3 . qp 


Method 


AAT/GAP 






Start 


15113 




End 


15574 






GI 


none 




Score 


887 






Exons 


15113. .15574 












Seq. No. 


2013 




Seq. ID 


OJ991113_ 


30. 9C10. 


C6 


Gene No . 


4254 




Strand 


+ 






Start 


107 




End 


2373 






Name 


OJ991113 30.9C10.C6. 


ol . as 


- Method 


GEN SCAN 






Start 


107 




End 


2373 






GI 


none 




Score 


.57 






Exons 


107.. 287, 1152.. 1251, 1551. 


.1586, 2087 


. .2373 






Seq. No. 


2014 




Seq. ID 


OJ991113_ 


30.9C10. 


C7 


Gene No . 


4255 




Strand 


+ 






Start 


1 




End 


3041 






Name 


OJ991113 30.9C10.C7. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


2112 






GI 


4467107 




Score 


1101 






Exons 


1..50, 742. .2112 












GI Descrip. 


(AL035538) putative 


protein 


[Arabidopsis thaliana] 





2124 



Seq. No. 


2014 


Seq. ID 


OJ991113_30 . 9C10 .C7 


Gene No. 


4255 


Strand 


+ 


Start 


1 


End 


3041 


Name 


OJ991113 30.9C10.C7.ol.gs 


Method 


GENSCAN 


Start 


398 


End 


3041 


GI 


none 


Score 


.7 


Exons 


398. .1807, 1822. .2151, 2883.. 


3041 




Seq. No. 


2014 


Seq. ID 


OJ991113_30.9C10.C7 


Gene No. 


4256 


Strand 




Start 


2915 


End 


4761 


Name 


OJ991113 30.9C10.C7.o2.np 


Method 


AAT/NAP 


Start 


2915 


End 


4761 


r* t 
bl 


2190540 


Score 


581 


Exons 


2915.. 3135, 3620.. 3660, 3778. 


.3836, 4558.. 4761 


GI Descrip. 


(AC001229) Similar to Arabidopsis TFL1 


(gb|U77674) ; [Arabidops 




thaliana] gi | 4 903012 | dbj | BAA77838 . 1 | (AB027504) FT [Arabidopsi; 




thaliana] gi | 6117978 | gb | AAF0393.6 . 1 1 AF152096_1 (AF152096) 




flowering locus T [Arabidopsis thaliana] 


Seq. No. 


2014 


Seq. ID 


OJ991113_30.9C10.C7 


Gene No. 


4257 


Strand 




Start 


11059 


End 


13354 


Name 


OJ991113 30.9C10.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


381 


End 


11805 


GI 


none 


Score 


65 


Exons 


381. .509, 635. .688, 752. .802, 


803. .1060, 1039. .1344, 1040. .141 




1043.. 1126, 1057.. 1347, 1058. 


.1345, 1157.. 1378, 1256.. 1648, 




1327.. 1686, 1346.. 1825, 1346. 


.1687, 1576.. 1824, 1628.. 1747, 




1804.. 2187, 11611.. 11805 






Seq. No. 


2014 


Seq. ID 


OJ991113_30.9C10.C7 


Gene No. 


4257 


Strand 




Start 


11059 


End 


13354 


Name 


OJ991113 30.9C10.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


803 


End 


12363 


GI 


none 


Score 


124 


Exons 


803. .1042, 809. .982, 911. .1045, 1040.. 


1336, 1052.. 1348, 




1157.. 1636, 1195.. 1287, 1207. 


.1641, 1340.. 1417, 1355.. 1636, 




1511.. 1750, 1643.. 1753, 11425 


. .11589, 


11611. .11904, 




12001. .12159,. 12079.. 12363 






Seq. No. 


2014 


Seq. ID 


OJ991113_30.9C10-C7 


Gene No. 


4257 


Strand 




Start 


11059 


End 


13354 


Name 


OJ991113 30. 9C10.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


803 


End 


12315 


GI 


none 


Score 


110 


Exons 


803.. 1039, 880.. 1071, 1033.. 1320, 1040 


..1420, 1310.. 1783/ 




1310. .1780, 1324. .1785, 1604. 


.1723, 12079.. 12315 


Seq. No. 


2014 


Seq. ID 


OJ991113_30. 9C10'.C7 


Gene No. 


4257 


Strand 




Start 


11059 


End 


13354 


Name 


OJ991113 30.9C10.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1202 


End 


13155 


GI 


none 


Score 


107 



2125 




Exons 1202.. 1507, 1250.. 1543, 1259.. 1411, 1553.. 1684, 10888 .. 11097 , 

10957. .11097, 11092. .11211, 11092 .. 11220, 11162 .. 11200, 

11230. .11628, 11265. .11327, 11290 .. 11907 , 11290 .. 11604 , 

11290. .11466, 11296. .11505, 11297 .. 11596, 11351 .. 11605, 

11353. .11907, 11354. .11698, 11356 .. 11907 , 11381 11614 , 

11395. .11571, 11435. .11575, 11473 .. 11913, 11506 .. 11688, 

11668. .11913, 11683. .11922, 1174 9 11886, 11938 .. 12441, 

11974. .12441, 11974. .12165, 11974 .. 12384 , 11980 .. 12021 , 

11995. .12276, 12005 .. 12295, 12013 .. 12375, 12067 .. 12222 , 

12568. .12915, 12574 .. 12861, 12580. .. 12903, 12601 .. 12894 , 

12697. .12915, 12775 .. 12894 , 12961.. 13155 





Seq. No. 


2014 








Seq. ID 


OJ991113_30.9C10.C7 




Gene No. 


4257 








Strand 


- 




Start 


11059 








End 


13354 




Name 


OJ991113 30 


.9C10 


.C7.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1691 








End 


2175 




GI 


none 








Score 


97 




Exons 


,1691. .1813, 


1804 


. .2175, 


1945. 


.2118 






Seq. No. 


2014 








Seq. ID 


OJ991113_30.9C10.C7 




Gene No. 


4257 








Strand 






Start 


11059 








End 


13354 




Name 


OJ991113 30 


.9C10 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1775 








End - 


2088 




GI 


none 








Score 


54 


r ft 


Exons 


1775. .1816, 


1804 


. .2088 








ru 

I 1 5 


Seq. No. 


2014 








Seq. ID 


OJ991113_30.9C10.C7 




Gene No. 


4257 








Strand 




IJ 


Start 


11059 








End 


13354 


w 


Name 


OJ991113 30 


. 9C10 


,C7.o2. 


tm 


Method 


TBLASTX: Maize 


i y 


Start 


2784 








End 


3170 


!; 


GI 


none 








Score 


167 


: : e? 


Exons 


2784 . .2906, 


2899 


. .3126, 


2906. 


.3166, 2907. .3170, 2907. .3167 


\.l 


Seq. No. 


2014 








Seq. ID 


OJ991113_30.9C10.C7 


is cs 


Gene No. 


4257 








Strand 






Start 


11059 








End 


13354 




Name 


OJ991113 30 


-9C10 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


.: a 


Start 


2883 








End 


3145 




GI 


none 








Score 


125 




Exons 


2883. .3125, 


2918 


. .3139, 


2918. 


.3145, 2922. .3143 




Seq. No. 


2014 








Seq. ID 


OJ991113_30.9C10.C7 




Gene No. 


4257 








Strand 






Start 


11059 








End 


13354 




Name 


OJ991113 30 


.9C10 


.C7.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3618 








End 


4765 




GI 


none 








Score 


41 




Exons 


3618. .3659, 


3623 


. .3661, 


3623. 


.3664, 3624.. 3665, 3776.. 3835, 






3777. .3836, 


3777 


. .3836, 


3778. 


.3840, 4546..47S2, 4547. .4753, 






4574 . . 4765 














Seq. No. 


2014 








Seq. ID 


OJ991113_30.9C10.C7 




Gene No. 


4257 








Strand 






Start 


11059 








End 


13354 



2126 



Name 

Start 

GI 

Exons 



OJ991113_30.9C10.C7.o4.ts 

3621 

none 

3621.. 3659, 3624.. 3665, 3777. 
4562. .4747 



Method TBLASTX : Soybean 
End 4749 
Score 45 

.3833, 3778. .3834, 4546. .4749, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ' 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2014 
4257 
11059 

OJ991113_30 . 9C10 ,C7 .o3. tm 

10882 

none 

10882. .11043, 10888. .11073, 
11296. .11607, 11341. .11595, 
11809. .11907, 11809. .11907, 
11968. .12528, 11995 .. 12429, 
12181. .12432, 12547. .12801, 
12601. .12954, 12602. .12913, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11242. .11607, 
11354. .11584, 
11821. .11907, 
12016. .12528, 
12553. .12882, 
12931. .13107, 



OJ991113 30.9C10.C7 



13354 

TBLASTX: Maize 
13176 
72 

11290. .11601, 
11806. .11922, 
11938. .12375, 
12152. .12433, 
12565. .12918, 
12934. .13176 



2014 
4257 
11059 

OJ9911 13_30 . 9C10 . C7 . o3 . np 
11059 
4836917 

11059. .11907, 11956. .12446, 13086.. 13206 
(AC007153) 80099 [Arabidopsis thaliana] 



Seq. ID 
Strand 

End 13354 

Method AAT/NAP 

End 13206 

Score 603 



OJ991113 30.9C10.C7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991113 30.9C10.C7 



2014 
4257 
11059 

OJ991113_30 . 9C10 . C7 . o4 . np 
11524 
4335729 
11524. .11925, 
13321..13354 

(AC006248) putative salt-inducible protein [Arabidopsis 
thaliana] 



13354 
AAT/NAP 
13354 
503 



11974. .12437, 12561 .. 12865 , 12962 13213, 



Seq. No. 


2015 






Seq. ID 


OJ991113 


Gene No. 


4258 






Strand 


+ 


Start 


230 






End 


1879 


Name 


OJ991113 


30.9C10.C8 


.ol.gs 


Method 


GENSCAN 


Start 


230 






End 


1879 


GI 


none 






Score 


.61 


Exons 


230. .273, 


383. .495, 


677. .766, 


1396. .1879 


Seq. No. 


2015 






Seq. ID 


OJ991113 


Gene No. 


4258 






Strand 


+ 


Start 


230 






End 


1879 


Name 


OJ991113 


30.9C10.C8 


.ol.np 


Method 


AAT/NAP 


Start 


1243 






End 


1876 


GI 


1723324 






Score 


123 



30.9C10.C8 



Exons 1243.. 1324, 1638.. 1876 

GI Descrip. HYPOTHETICAL 11.9 KD PROTEIN YCF20 (ORF108) 

gi ! 2147520 | pir | IS73135 hypothetical protein 20 



Porphyra 



purpurea chloroplast gi 11276680 (U38804) hypothetical 



2127 



# 



chloroplast ORF 20. [Porphyra purpurea] 



hi 



:: 

: : is? 



Seq. No. 


2015 








Seq. ID 


OJ991113_30.9C10.C8 


Gene No. 


4259 








Strand 


+ 


Start 


6733 








End 


9791 


Name 


OJ991113 30. 


9C10 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1406 








End 


1745 


GI 


none 








Score 


416 


Exons 


1406. .1744, 


1411 


. .1461, 


1413. 


.1583, 1516. .1743, 1611. .1745 


Seq. No. 


2015 








Seq. ID 


OJ991li3_30.9C10.C8 


Gene No. 


4259 








Strand 


+ 


Start 


6733 








End 


9791 


Name 


OJ991113 30. 


9C10 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1565 








End 


1881 


GI 


none 








Score 


472 


Exons 


1565. .1879, 


1567 


. .1875, 


1586. 


.1876, 1771. .1881 


Seq. No. 


2015 








Seq. ID 


OJ991113_30. 9C10.C8 


Gene No. 


4259 








Strand 


+ 


Start 


6733 








End 


9791 


Name 


OJ991113 30. 


9C10 


.C8.o2. 


gs 


Method 


GEN SCAN 


Start 


6733 








End 


9791 


GI 


none 








Score 


.8 


Exons - 


6733. .6815, 


7088 


. .7123, 


8302. 


.8603, 9403..^ 9509, 9660.. 9791, 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 


4260 








Strand 


+ 


Start 


3965 








End 


9660 


Name 


OJ991113 30. 


9C10 


.C9.o2. 


np 


Method 


AAT/NAP 


Start 


3965 








End 


9660 


GI 


6587849 








Score 


457 


Exons 


3965. .4030, 


6980 


. .8448, 


9627. 


.9660 





GI Descrip. (AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


2016 








Seq. ID 


OJ991113 


Gene No. 


4260 








Strand 


+ 


Start 


3965 








End 


9660 


Name 


OJ991113 30. 


9C10 


.C9.o3. 


gs 


Method 


GEN SCAN 


Start 


7059 








End 


8683 


GI 


none 








Score 


.97 


Exons 


7059. .8090, 


8246 


. .8683 








Seq. No. 


2016 








Seq. ID 


OJ991113 


Gene No. 


4261 








Strand 


+ 


Start 


18276 








End 


18812 


Name 


OJ991113 30. 


9C10 


.C9.o2. 


gp 


Method 


AAT/GAP 


Start 


18276 








End 


18812 


GI 


none 








Score 


1026 


Exons 


18276. .18812 












Seq. No. 


2016 








Seq. ID 


OJ991113 


Gene No. 


4262 








Strand 




Start 


3580 








End 


6776' 


Name 


OJ991113 30. 


9C10 


.C9.o2. 


gs 


Method 


GEN SCAN 


Start 


3580 








End 


6776 



2128 




GI 


none 








Score 


.98 


Exons 


3580. .4558, 


4672 


. .5400, 


5522 


..5653, 6703.. 6776 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 


4262 








Strand 




b tart 


^ RQft 








End 


6776 


Name 


OJ991113 30 


.9C10 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


3679 








End 


5072 


GI 


5123941 








Score 


855 


Exons 


3679.-4277, 


4402 


. .4558, 


4672 


. .5072 




GI Descrip. 


(AL079349) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 


4262 








Strand 




Start 


3580 








End 


6776 


Name 


OJ991113 30 


. 9C10 


.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


4792 








End 


5188 


GI 


none 








Score 


775 


Exons 


4792. .5188 












Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 


4263 








Strand 




Start 


ft ^ ft o 

9798 








End 


20731 


Name 


OJ991113 30 


. 9C10 


. C9 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start- 


-3799 








End 


4533' . 


GI 


none" 








Score 


143 ■ 


Exons 


3799. .3870, 


3868 


. . 4140, 


3886 


..4125, 3926. .4129, 4417. .4533 




4427. .4510 












Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 










Strand 




Start 


9798 








End 


20731 


Name 


OJ991113 30 


. 9C10 


.C9. o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3799 








End 


4122 


GI 


none 








Score 


41 


Exons 


3799. .3870, 


3821 


. .3871, 


3859 


..3921, 3931.. 4122, 3940.. 4119 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 


4263 








Strand 




Start 


m no 

979o 








End 


20731 


Name 


OJ991113 30 


.9C10 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3814 








End 


4850 


GI 


none 








Score 


118 


Exons 


3814. .3870, 


3859 


. .3918, 


3934 


..4125, 3952.. 4131, 3971.. 4132 




4426. .4581, 


4427 


. .4513, 


4668 


..4850 




Seq. No. 


2016 








Seq. ID 


OJ991113_30. 9C10.C9 


Gene No. 


4263 








Strand 




Start 


9798 








End 


20731 


Name 


OJ991113 30 


.9C10 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3823 








End 


4101 


GI 


none 








Score 


47 


Exons 


3823. .3921, 


3847 


. .3915, 


3862 


..3954, 3949. .4101, 3950. .4096 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10.C9 


Gene No. 


4263 








Strand 




■Start 


9798 








End 


20731 



2129 






Name 


OJ991113 30. 


9C10. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


4420 








End 


4838 






GI 


none 








Score 


125 






Exons 


4-420. .4557, 


4427. 


.4522, 


4668 


. .4838 








Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10 


.C9 




Gene No. 


4263 








Strand 








Start 


9798 








End 


20731 






Name 


0J991113 30. 


9C10. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


4668 








End 


5028 






GI 


none 








Score 


63 






Exons 


4668. .4727, 


4668. 


.4856, 


4669 


..4842, 4965. .5027, 4965. .5021 






4966. .5028 
















Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10 


.C9 




Gene No. 


A O C O 








Strand 


- 






Start 


9798 








End 


20731 






Name 


OJ991113 30. 


9C10. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


6972 








End 


7244 






GI * 


none 








Score 


o n o 






Exons 


6972. .7211, 


6978. 


.7244 












Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10 


.C9 




Gene No . 


4263 








Strand 


- 






Start 


9798 








End 


20731 




w 


Name 


OJ991113 30. 


9C10. 


C9.oi. 


ts 


Method 


TBLASTX : Soybean 






Start 


6978 








End 


7328 




:i ; : 

i y 


GI 


none 








Score 


175 




C3 

•3 ST 


Exons 


6978. .7178, 


7272. 


.7328 










1 : S 
: : y 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10 


.C9 




Gene No. 


4263 








Strand 


- 




i u 


Start 


9798 








End 


20731 




is 


Name 


OJ991113 30. 


9C10. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




! J 


Start 


6984 








End 


7205 




'"'•■-} 


GI 


none 








Score 


193 




I s — 


Exons 


6984. .7205, 


7037. 


.7192 










%3 


Seq. No. 


2016 








Seq. ID 


OJ991113_30.9C10 


-C9 




Gene. No . 


4263 








Strand 








Start 


9798 








End 


20731 






Name 


OJ991113 30. 


9C10. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


7631 








End 


7996 






GI 


none 








Score 


274 






Exons 


7631. .7819, 


7632. 


.7940, 


7895 


..7996 








Seq. No. 


2016 








Seq. ID 


OJ991113_30. 9C10 


.C9 




Gene No. 


4263 








Strand 








Start 


9798 








End 


20731 






Name 


OJ991113 30. 


9C10. 


C9.o4. 


gs 


Method 


GENSCAN 






Start 


9798 








End 


20591 






GI 


none 








Score 


.74 






Exons 


9798. .9915, 


10416 


..10567, 11160.. 11354 


, 11481. .11546, 








13691. .13853 


i, 14791. .14869, 


15429. .15805, 16605 .. 16682 , 





19800. .20223, 20419. .20591 
Seq. No. 2016 Seq. ID OJ991113_30 . 9C10 . C9 



2130 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4263 
9798 

OJ991113_30.9C10.C9.o5.np 

18775 

6850324 



Strand 

End 20731 
Method AAT/NAP 
End 20731 
Score 204 

18775. .18994, 19800 .. 19992, 20158 .. 20332, 20395.. 20731 
(AC009999) Contains similarity to CGI-141 protein from Homo 
sapiens gb|AF151899. ESTs gb|AI992525, gb(AA042356 come from 
this gene. [Arabidopsis thaliana] 



a 

a. 



i 8 yf 



Seq. No. 


2016 




Seq. ID 


OJ991113_30.9C10 


.C9 


Gene no m 


4263 




Strand 






Start 


9798 




End 


20731 




Name 


OJ991113 30.9C10.C9. 


o3.gp 


Method 


AAT/GAP 




Start 


18901 




End 


20094 




GI 


none 




Score 


717 




Exons 


18901. .18994, 19800. 


.20094 








Seq. No. 


2016 




Seq. ID 


OJ991113_30.9C10 


.C9 


Gene No . 


4263 




Strand 






Start 


9798 




■ End 


20731 




Name 


OJ991113 30.9C10.C9. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


18906 




End 


20169 




GI 


none 




Score 


307 




Exons 


18906. .18926, 18955. 


.19005, 


19790. .20068, 19797 20087, 






19797. .20045, 19798. 


.20097, 


19799. .20098, 19849 .. 20100, 






20100. .20168, 20101. 


.20169, 


20103. .20168 




Seq. No. 


2016 




Seq. ID 


OJ991113_30.9C10 


.C9 


Gene No. 


4263 




Strand 






Start 


9798 




End 


20731 




Name 


OJ991113 30.9C10.C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20396 




End 


20591 




GI 


none 




Score 


226 




Exons 


20396. .20587, 20398. 


.20580, 


20400. .20591 




Seq. No. 


2017 




Seq. ID 


OJ991113_30.9C10 


.Cll 


Gene No. 


4264 




Strand 






Start 


1 




End 


1206 




Name 


OJ991113 30.9C10.C11 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1206 




GI 


6850324 




Score 


137 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..136, 339. .396, 1176. .1206 

(AC009999) Contains similarity to CGI-141 protein from Homo 
sapiens gb|AF151899. ESTs gb|AI992525, gb|AA042356 come from 
this gene. [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End, 

Score 



OJ991113 30.9C10.C12 



2018 
4265 
1 

OJ991113_30.9C10.C12. ol.np 
1 

6850324 

1..78, 809. .914, 1161. .1252, 
2974. .3140, 7038. .7068 

(AC009999) Contains similarity to CGI-141 protein from Homo 
sapiens gb|AF151899. ESTs gb|AI992525, gb|AA042356 come from 



7068 
AAT/NAP 
7068 
718" 



1332. .1453, 2274. .2374, 2487.. 2654, 



2131 



this gene. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2018 
4265 
1 

OJ991113_30.9C10.C12.ol.gs 

334 

none 



Seq. ID OJ991113_30.9C10.C12 

Strand - V ~ 

End 7068 

Method GENSCAN 

End 4 414 

Score .94 



334. .372, 809. .914, 3003. .3141, 4058. .4414 



2018 Seq. ID 

4265 Strand 

1 End 

OJ991 113_30 . 9C10 . C12 . ol . gp Method 

1332 End 

none Score 
1332. .1453, 2274. .2374, 2460. .2541 

2018 * Seq. ID 

4265 Strand 

1 End 

OJ991113_30 . 9C10 . C12 . o2 . gp Method 

2619 End 

none Score 
2619. .2679, 3003. .3141, 4058. .4342 

2018 Seq. ID 

4265 Strand 

1 End 

OJ991113_30 . 9C10 . C12 . o2 . np Method 

4445 End 

2231329 Score 
4445. .4723 

(U77049) bactinecin 11 [Ovis aries] 



OJ991113_30 . 9C10 . C12 

7068 
AAT/GAP 
2541 
523 



OJ991113_30.9C10.C12 

7068 
AAT/GAP 
4342 
922 



OJ991113_30.9C10.C12 

7068 
AAT/NAP 
4723 
94 



2018 
4266 
7507 

OJ991113_30. 9C10.C12.ol.tm 

2272 

none 

2272.. 2367, 2273.-2368, 2433, 
2461. .2694 



OJ991113_30.9C10.C12 
8249 

TBLASTX: Maize 

2694 

148 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2684, 2451. .2687, 2459. .2686, 



Seq. No. 2018 

Gene No. 4266 

Start . 7507 

Name OJ991113_30 . 9C10 . C12 . o2 . gs 

Start 7507 

GI none 

Exons 7507.. 7578, 8087.. 8249 

Seq. No. 2019 

Gene No. 4267 

Start 1 

Name OJ991113_30 . 9C10 . C13 . ol . np 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ991113_30.9C10.C12 

8249 
GENSCAN 
8249 
.55 . 



OJ991113_30.9C10.C13 
+ 



4802 

AAT/NAP 

3250 



2132 



GI 5917664 Score 62 

Exons 1..183, 1667.. 1697, 2364.. 2481, 3192.. 3250 

GI Descrip. (AF159296) extensin-like protein [Lycopersicon esculentum] 



Seq. No. 


2019 


Seq. ID 


OJ991113_30 


.9C10.C13 


Gene No. 


4267 


Strand 


+ 




Start 


1 


End 


4802 




Name 


OJ991113 30.9C10.C13.ol.gs 


Method 


GENSCAN 




Start 


41 


End 


4802 




GI 


none 


Score 


.51 




Exons 


41. .304, 1518. .1539, 1699. 


.1777, 2585. 


.2812, 3225. 


.3399, 




3708.. 3812, 4655.. 4802 








Seq. No. 


2019 


Seq. ID 


OJ991113_30 


.9C10.C13 


Gene No. 


4267 


Strand 


+ 




Start 


1 


End 


4802 




Name 


OJ991113 30.9C10.C13.o2.np 


Method 


AAT/NAP 




Start 


3262 


End 


4709 




GI 


6907088 


Score 


1080 




Exons 


3262.. 3399, 3575.. 3812, 4312.. 4709 






GI Descrip*. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2019 


Seq. ID 


OJ991113_30 


.9C10.C13 


Gene No. 


4268 


Strand 






Start 


2445 


End 


2916 




Name 


OJ991113 30.9C10.C13.ol.gp 


Method 


AAT/GAP 




Start 


2445 


End 


2916 




GI 


38782 1.R1084 


Score 


786 




Exons 


2445. .2916 








GI Descrip. 


' 6069643/dbj | AP000616.il AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


2020 


Seq. ID 


OJ990703_47 


.9C16.C1 


Gene No. 


4269 


Strand 






Start 


1092 


End 


1269 




Name 


OJ990703 47.9C16.Cl.ol.gs 


Method 


GENSCAN 




Start 


1092 


End 


1269 




GI 


none 


Score 


.95 




Exons 


' 1092. .1269 








Seq. No. 


2021 


Seq. ID 


OJ990703_47 


.9C16.C2 


Gene No. 


4270 


Strand 






Start 


2406 


End 


3707 




Name 


OJ990703 47.9C16.C2.ol.gs 


Method 


GENSCAN 




Start 


2406 


End 


3707 




GI 


none 


Score 


.71 




Exons 


2406.. 2541, 3685.. 3707 








Seq. No. 


2022 


Seq. ID 


OJ990703_47 


.9C16.C3 


Gene No. 


4271 


Strand 


+ 




Start 


1 


End 


1839 




Name 


OJ990703 47.9C16.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1839 




GI 


5852093 


Score 


86 




Exons 


1..92, 1819. .1839 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 







2133 



. EX 



Seq. No. 


2022 


Seq. ID 


OJ990703_ 


47.9C16 


Gene No. 


4272 


Strand 


+ 




oiaii 


14750 


End 


15232 




Name 


OJ990703 47.9C16.C3.o3.np 


Method 


AAT/NAP 




Start 


14750 


End 


15232 




GI 


6686396 


Score 


347 




Exons 


14750.. 15232 








GI Descrip. 


(AC007234) F1E22.10 [Arabidopsis thaliana] 




Seq. No. 




Seq. ID 


OJ990703_ 


47.9C16 


Gene No. 


4^ / j 


Strand 


+ 




Start 


lo4^ 5 


End 


21350 




Name 


ujyyu/uo ^ / . ytiD.uj.Oj.gs 


Method 


GENSCAN 




Start 


16423 


End 


21350 




GI 


none 


Score 


.84 




Exons 


16423. .16437, 17156 .. 17299, 


18122. .18241, 18814. 


.19009, 




19261. .19359, 19817 .. 19868 , 


20087. .20223, 20305. 


.20405, 




20497. .20555, 20901 .. 2094 6, 


21075. .21154, 21260. 


.21350 


Seq. No. 


2022 


Seq. ID 


OJ990703_ 


47.9C16 


Gene No. 


4273 


Strand 


+ 




Start 


16423 


End 


21350 




Name 


OJ990703 47.9C16.C3.o2.gp 


Method . 


AAT/GAP 




Start 


17165 


End 


19008 




GI 


LIB3477-009-P1-K1-F8 


Score 


811 




Exons 


17165. .17402, 18814. .19008 








GI Descrip. 


, 5302799/emb|CAB46041.1| 7. 


Oe-15 (Z97341) gibberellin 




oxidase-like protein [Arabidopsis thaliana] 1 




Seq. No. 


2022 


Seq. ID 


OJ990703_ 


47.9C16 


Gene No. 


4273 


Strand 


+ 




Start 


16423 


End 


21350 




Name 


OJ990703 47.9C16.C3.o4.np 


Method 


AAT/NAP 




Cfart- 

o la jl l. 


17295 


End 


21155 




GI 


6523052 


Score 


738 




Exons 


17295. .17402, 18814 .. 19009, 


19261. .19359, 19817. 


.19868, 




20087. .20211, 20311. .20405, 


20497. .20555, 20710. 


.20766, 




20901. .20946, 21075. .21155 








GI Descrip. 


(AL133314) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


2022 


Seq. ID 


OJ990703_ 


47.9C16 


Gene No. 


4273 


Strand 


+ 




Start 


16423 


End 


21350 




LNcLUlC 


OJ990703 47.9C16.C3.o3.gp 


Method 


AAT/GAP 




Start 


19963 


End 


20298 




GI 


LIB3432-018-P1-K1-G11 


Score 


629 




Exons 


19963. .20298 








GI Descrip. 


' 3819376/emb | AJ234593 . 1 | HVU234593 2 . Oe- 


■11 Hordeum vulga. 




genomic DNA fragment; clone 


MWG0852.uni* 




Seq. No. 


2022 


Seq. ID 


OJ990703_ 


47.9C16 


Gene No. 


4274 


Strand 


+ 




Start 


21305 


End 


21534 




Name 


OJ990703 47.9C16.C3.o4.gp 


Method 


AAT/GAP 




Start 


21305 


End 


21534 




GI 


3760290 


Score 


433 




Exons 


21305. .21534 









2134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2022 Seq. ID 

4275 Strand 

2655 End 

OJ990703_4 7 . 9C1 6 . C3 . ol . gs Method 

2655 End 

none Score 



OJ990703_47.9C16.C3 

13425 
GENSCAN 
13425 
.47 



2655.. 2727, 3938.. 4135, 4582.. 4675, 5521.. 5941, 6071.. 6279, 
8736.. 9028, 9066.. 9289, 10245 10268, 13354.. 13425 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
# , a Name 
j =3 Start 
■i3 GI 
i;n Exons 
i 1 !} GI Descrip. 



2022 Seq. ID 

4275 Strand 
2655 End 
OJ990703_4 7 . 9C1 6 . C3 . o2 . np Method 
5372 End 
2062176 Score 
5372.. 5894, 6069.. 6279, 8736.. 9054 
(AC001645) Myb-related transcription activator 
[Arabidopsis thaliana] 



OJ990703_47.9C16.C3 

13425 
AAT/NAP 
9054 . 
568 



(MybStl) isolog 



2022 
4275 
2655 

OJ990703_4 7 . 9C16 . C3 . ol . gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990703 47.9C16.C3 



13425 
AAT/GAP 
9150 
425 



8912 
2431150 
8912.. 9150 

3819376/emb|AJ234593.1|HVU234593 2.0e-ll Hordeum vulgare genomic 
DNA fragment; clone MWG0852.uni 



Seq. No. 
=3 Gene No. 
a y Start 
Name 
Start 



GI 

Exons 



2022 Seq. ID 

4276 Strand 

14723 End 

OJ990703_47 . 9C16 . C3 . o2 . gs Method 

14723 End 

none Score 

14723. .15333, 15586.. 15661 



OJ990703_47.9C16.C3 

15661 
GENSCAN 
15661 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2022 
4277 
22477 

OJ990703_47.9C16.C3.o2.ts 
5358 



none 

5358. 

5561. 

6076. 

8993. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5453, 5369.-5455, 5465. .5554, 5481 
5626, 5645.. 5683, 6071 6271, 6071 



OJ990703 47.9C16.C3 



24399 

TBLASTX : Soybean 
9057 
58 

5561, 5547.. 5663, 
6280, 6072.. 6281, 



6282, 6184, 
9055 



,6282, 8734. .8790, 8941. .8967, 8992. .9057, 



Seq. ID OJ990703_47. 9C16.C3 
Strand 
End 

Method 
End 
Score 

5405. .5554, 5427 .. 5564 , .5561 .. 5608 , 5645. .5707, 6068. .6208, 
6069.. 6206, 6080 .. 6211, . 6212 .. 6280, 6213.. 6281 



Seq. No. 2022 

Gene No. 4277 

Start 22477 

Name OJ990703_47 . 9C16 . C3 . ol . tc 

Start 5405 

GI none 
Exons 



24399 

TBLASTX: Cress 

6281 

69 



2135 



ru 



Seq. No. 


2022 




Seq. ID 


OJ990703_47.9C16 


.C3 


Gene No. 


- 4277 




Strand 






Start 


22477 




End 


24399 




Name 


OJ990703 47.9C16.C3, 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


5426 




End 


9055 




GI 


none 




Score 


250 




Exons 


5426. .5452, 5489.-5554, 5561 


..5608, 6074. .6280, 6075. .6281, 




6080.. 6298, 6082.. 6288, 8941 


..8967, 8992. .9054, 8993. .9055 


beq. no. 


2022 




Seq. ID 


OJ990703_47.9C16 


-C3 


Gene No. 


4277 




Strand 






Start 


22477 




End 


24399 




Name 


OJ990703 47.9C16.C3, 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


6074 




End 


6282 




GI 


none 




Score 


135 




Exons 


6074.. 6280, 6080.. 6271, 6081 


. .6281, 6148. .6282 




Seq. No. 


2022 




Seq. ID 


OJ990703_47.9C16 


.C3 


Gene No. 


A Oil 

42 / / 




Strand 






Start 


224 f I 




End 


24399 




Name 


OJ99u/Uo 4 / .yClb.CJ, 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


1 / TOO 

14 / JZ 




End 


15255 




GI 


none 




Score 


352 




Exons 


14 / o2 . . lOU /U, 14/41. 


, . 1021 / , 


14929.. 15255 




Seq. No. 


O A O O 

2022 




Seq. ID 


OJ990703_47.9C16 


.C3 


Gene No. 


4277 




Strand 






Start 


224 / / 




End 


24399 




Name 


OJ990703 47.9C16.C3. 


. ol - ts 


Method 


TBLASTX: Soybean 




Start 


14750 




End 


15232 




GI 


none 




Score 


345 




Exons 


14 /oU . . Io2o2, 14900. 


. . lolo 3 








Seq. No. 


2022 




Seq. ID 


OJ990703_47.9C16 


. Co 


Gene No. 


4277 




Strand 






Start 


22477 




End 


24399 




Name 


OJ990703 47.9C16.C3, 


, o3 . tc 


Method 


TBLASTX: Cress 




Start 


14927 




End 


15243 




GI 


none 




Score 


72 




Exons 


14927. .15019, 15013, 


. .15243, 


15026. .15214 




Seq. No. 


2022 




Seq. ID 


OJ990703_47 .9C16 


.C3 


Gene No. 


4277 




Strand 






Start 


22477 




End 


24399 




Name 


OJ990703 47.9C16.C3, 


, o3 . ts 


Method 


TBLASTX : Soybean 




Start 


17343 




End 


21350 




GI 


none 




Score 


66 




Exons 


17343. .17417, 18800, 


, .18946, 


18811. .19023, 18813. .19010, 






18814. .19014, 19260, 


. .19355, 


19260. .19349, 198 16 .. 1 9869, 






20079. .20210, 20097. 


. .20210, 


20283. .20408, 20303 .. 20401, 






20482. .20541, 20491. 


.20556, 


20496. .20555, 20714 .. 20767 , 






20899. .20958, 21074. 


, .21151, 


21075. .21155, 21250. .21330, 






21252. .21350 










Seq. No. 


2022 




Seq. ID 


OJ990703_47.9C16 


.C3 


Gene No. - 


4277 




Strand 







2136 



Start 
Name 
Start 
GI 

Exons 



22477 End 

OJ9907 03_4 7 . 9C1 6 . C3 . o2 . tc Method 

18770 End 

none Score 



24399 

TBLASTX: Cress 
-20939 
83' 



18770. .18913, 18809. .18913, 18811 .. 19047, 18813 .. 19010, 

18814. .19017, 19257. .19352, 19813 .. 198 69, 20070 .. 20210, ' 

20310. '.20408, 20318 .. 20404 , 204 91 .. 20556, 204 96 .. 20555 , 

20696. .20767, 20716 .. 20769, 20895.. 20939 



Seq. No. 2022 Seq. ID 

Gene No. 4277 Strand 

Start 22477 End 

Name OJ990703_4 7 . 9C16 . C3 . o3 . tm Method 

Start 18846 End 

GI none Score 

Exons 18846. .19013, 18847 19014 , 18847 19017 , 19237 

19257. .19355, 19260 .. 19349, 19261 19350, 19310 

• 19815. .19874, 19816 19869, 20070 20210, 20091 

20140. .20211, 20143. .20211, 20283 .. 20408 , 20285 

20304.. 20408 



OJ990703 47.9C16.C3 



24399 

TBLASTX: Maize 
20408 
186 



,19350, 
,19366, 
,20210, 
,20404, 



Q 
m 



Seq. No. 2022 

Gene No. 4277 

Start 22477 

Name , OJ990703_47 . 9C16 . C3 . o4 . tm 

Start * 204 91 

GI none 
Exons 



Seq. ID OJ990703_47.9C16.C3 
Strand 

End 24399 

Method TBLASTX : Mai ze 

End 21350 

Score 111 



20491. .20556, 204 96 .. 20555, 20501 .. 20560, 20708 .. 20755, 

20711. .20770, 20895. .20954, 20899 .. 20940, 21074 .. 21154 , 

21075. .21155, 21085. .21156, 21094 .. 21216, 21200 .. 21322, 

21250. .21348, 21252. .21350 



•ssr 



rU Seq. No. 2022 Seq. ID 

» Gene No. 4277 Strand 

Start 22477 End 

Name OJ990703_47 . 9C16 . C3 . o4 . gs Method 

Start 22477 End 

GI none Score 

Exons 22477. .23026, 23250.. 24275 



OJ990703_47.9C16.C3 

24399 
GENS CAN 
24275 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2022 
4277 
22477 

OJ990703_47. 9C16 . C3 . o5 . np 

22486 

2827660 



Seq. ID OJ990703_47.9C16.C3 



Strand 
End 

Method 

End 

Score 



24399 
AAT/NAP 
24399 
396 



22486. .23026, 23250 .. 23805, 23836 .. 24083, 24 117 24399 . 
(AL021637) hypothetical protein [Arabidopsis thaliana] 



2022 
4277 
22477 

OJ990703_47. 9C16 . C3 . o5 . tm 
22804 
none 

22804. .22842, 22817 .. 23026, 22864.. 23040 



Seq. ID OJ990703_47.9C16.C3 



Strand 
End 

Method 

End 

Score 



24399 

TBLASTX: Maize 
23040 
153 



2137 





Seq. No. 


2023 


Seq. ID 


OJ990703_ 


47.9C16.C4 




nprjp No 


4278 


Strand 


+ 






Start 


12890 


End 


15691 






Name 


OJ990703 47.9C16.C4.o3.gs 


Method 


GENSCAN 






Start 


12890 


End 


15691 






GI 


none 


Score 


.42 






Exons 


12890. .13120, 14217. .14371, 


15219. .15264, 15455. 


.15691 




Seq. No. 


2023 


Seq. ID 


OJ990703_ 


47.9C16.C4 






4279 


Strand 


+ 






Start 


23561 


End 


24903 






Name 


OJ990703 47.9C16.C4.o5.gs 


Method 


GENSCAN 






Start 


23561 


End 


24903 






GI 


none 


Score 


.79 






Exons 


23561. .23581, 24209 .. 24330, 


24485.-24672, 24752. 


.24903 




Seq. No. 


2023 


Seq. ID 


OJ990703_ 


47.9C16.C4 






4280 


Strand 


+ 






Start 


25815 


End 


27249 






Name 


OJ990703 47.9C16.C4.o6.gs 


Method 


GENSCAN 






Start 


25815 


End 


27249 






GI 


none 


Score 


.63 






Exons 


25815. .26116, 26205 .. 26561, 


27201. .27249 






Seq. No. 


2023 


Seq. ID 


OJ990703_ 


47. 9C16.C4 


u 


Gene No. 


4281 


Strand 










41' 


End 


4692 




y 


Name 


OJ990703 47.9C16.C4.ol.gs 


Method 


GENSCAN 






Start 


41 


End 


4692 






GI 


none 


Score 


.6 




'i 


Exons 


41. .340, 807. .869, 1464. .1619, 2699.. 


3138, 3232. 


.3405, 


«f 




4371. .4692 








y 


Seq. No. 


2023 


Seq. ID 


OJ990703_ 


_47.9C16.C4 


=i 


Gene No. 


4282 


Strand 






~_ 


Start 


5041 


End 


10341 




*s 


Name 


OJ990703 47.9C16.C4.ol.gp 


Method 


AAT/GAP 






Start 


5041 


End 


10341 






GI 


543 1.R1084 


Score 


4297 




3 


Exons 


5041.. 5377, 5470.. 5598, 5691 


..5781, 5873.-5947, 


6130. . 6207, 






6299.. 6388, 6512.. 6610, 6704 


..6757, 6854. .6901, 


7002. .7100, 






7228. .7311, 7420. .7491, 7582 


..7677, 7781. .7846, 


7917. .8022, 






8119.. 8270, 8403.. 8477, 8561 


..8681, 9737..9978, 


10097. .10341 



GI Descrip. ' 117087 1/sp | P4 3279 | MA0C_0RYSA 0.0e+00 MALATE OXIDOREDUCTASE, 

CHLOROPLAST PRECURSOR (MALIC ENZYME) (ME) (NADP-DEPENDENT MALIC 

ENZYME) (NADP-ME) >gi_1076749_pir S4 64 99 NADP-dependent malic 

enzyme - rice >gi_4 15315_dbj_BAA0394 9_ (D16499) NADP-dependent 
malic enzyme [Oryza sativa] ' 



Seq. No. 2023 

Gene No. 4282 

Start 5041 

Name OJ990703_4 7 . 9C16 . C4 . o2 . gs 

Start 5289 

GI none 
Exons 



Seq. ID OJ990703_47.9C16.C4 
Strand 

End 10341 

Method GENSCAN 

End 10150 

Score .85 



5289. .5377, 5470. .5598, 5691. .5781, 5873. .5947, 6130. .6207, 
6299. .6388, 6512. .6610, 6704. .6757, 6854. .6901, 7002. .7100, 



2138 



7228. .7311, 7420. .7491, 7582. .7677, 7781. .7846, 7917. .8022, 
8119. .8270, 8403. .8477, 8561. .8681, 9737. .9978, 10097. .10150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2023 
4282 
5041 

OJ990703_47.9C16.C4.o2.np 
5292 
1170871 
5292. .5377, 
6299. .6388, 
7228. .7311, 
8119. .8270, 



OJ990703 47.9C16.C4 



Seq. ID _ 
Strand 

End 10341 
Method ■ AAT/NAP 
End 10150 
Score 2656 
5691. .5781, 5873. .5947, 6130. .6207, 
6704.. 6757, 6854.. 6901, 7002.. 7100, 
7582.-7677, 7781. .7846, 7917. .8022, 
8561.. 8681, 9737.. 9978, 10097.. 10150 
NADP- DEPENDENT MALIC ENZYME, CHLOROPLAST PRECURSOR (NADP-ME) 
gi 1 1076749 Ipir | | S46499 NADP-dependent malic enzyme - rice 
gi|415315|dbj IBAA03949I (D16499) NADP-dependent malic enzyme 
[Oryza sativa] 



5470. .5598, 
6512. .6610, 
7420. .7491, 
8403. .8477, 



:n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2023 
4283 
16561 

OJ990703_4 7 . 9C16 . C4 . o4 . gs 

16561 

none 



Seq. ID OJ990703_47.9C16.C4 
Strand 

End 22347 

Method GEN SCAN 

End 22347 

Score .66 



16561. .16696, 17 914 17969, 18022V . 18077 , 19746 .. 19806, 
19989. .20016, 20201 20252, 20808.. 22347 



2023 
4283 
16561 

OJ990703_47.9C16.C4.o2.gp 

20906 

none 

20906. .21177 

2023 
4284 
26446 

OJ990703_4 7 . 9C16 . C4 . o2 . tc 

5139 

none 

5139.. 5159, 5231.. 5374, 5258. 
5283..5378, 5308. .5382, 5453. 
5676. .5801, 5686. .5784, 5873. 
5881. .5964 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990703_47.9C16.C4 

22347 
AAT/GAP 
21177 
482 



OJ990703 47.9C16.C4 



33251 

TBLASTX: Cress 
5966 
43 

5374, 5274.-5378, 5275, 
5599, 5470.. 5589, 5675, 



.5379, 
.5785, 



.5950, 5877.-5948, 5880,. .5966, 



Seq. No. 2023 
Gene No. 4284 
Start * 26446 

Name OJ990703_4 7 . 9C1 6 . C4 . ol . tm 

Start 5161 
GI none 

Exons 5161.. 5232, 5168.. 5188, 5245. 

5283.. 5378, 5289.. 5378, 5290. 
5469.-5567, 5470.. 5598, 5690. 
5873.. 5950, 5877.. 5948, 5883. 
6130.. 6210, 6134.. 6205, 6299. 



OJ990703_47.9C16.C4 
33251 

TBLASTX: Maize 
8694 
48 

5274, 5258.-5374, 5276. .5374, 
5379, 5308.. 5382, 5453.. 5599, 
5785, 5692.-5784, 5699.-5785, 
5966, 5896.-5949, 6113.. 6199, 
6388, 6300. .6389, "6306. .6389, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2139 



6512. 
6697. 
6856. 
7211. 
7581. 
7782. 
8097. 
8569. 



6568, 
6750, 
6903, 
7270, 
7676, 
7850, 
8273, 
8694, 



6516. 
6704. 
6994. 
7227. 
7582. 
7915. 
8118. 
8572. 



.6566, 
.6781, 
.7101, 
.7313, 
.7677, 
.8022, 
.8273, 
.8679 



6517. 
6705. 
6997. 
7228. 
7586. 
7916. 
8379. 



.6582, 6563. 

.6758, 6855. 

.7101, 6998. 

.7314, 7420. 

.7675, 7781. 

.8023, 7917. 

.8483, 8380. 



.6610, 6696.. 6761, 

.6902, 6855.. 6902, 

.7111, 7207.. 7329, 

.7506, 7420.. 7494, 

.7846, 7782.. 7847, 

.8033, 7960.. 8025, 

.8472, 8555.. 8683, 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2023 
4284 
26446 

OJ990703_47. 

5286 

none 

5286. .5378, 



9C16.C4.ol.ts 



5470. 
6113. 
6299. 
6516. 
6997. 
7420. 
7782. 
8092. 



.5568, 
.6205, 
.6385, 
.6611, 
.7101, 
.7494, 
.7847, 
.8193, 



5292. 
5690. 
6129. 
6303. 
6704. 
6997. 
7424. 
7782. 
8118. 



5378, 
5776, 
6209, 
6416, 
6760, 
7104, 
7495, 
7850, 
8192 



5311. 
5692. 
6130. 
6509. 
6705. 
6998. 
7582. 
7915. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.5382, 
.5784, 
.6210, . 
.6613, 
.6758, 
.7111, 
.7677, 
.8022, 



D OJ990703 47.9C16.C4 



33251 
TBLASTX : 
8193 
60 

5453. .5599, 
5873. .5950, 
6131. .6217, 



Soybean 



6515. 
6854. 
7207. 
7586. 
7917. 



.6610, 
.6904, 
.7329, 
.7675, 
.8024, 



5469. 
5874. 
6296. 
6516. 
6855. 
7228. 
7781. 
7960. 



.5567, 
.5948, 
.6373, 
.6617, 
.6902, 
.7314, 
.7846, 
.8022, 



;f Seq. No. 

Gene No. 

: Lj Start 

z - s Name 

'1 Start 

% GI 

^ Exons 



2023 
4284 
26446 

OJ990703_47. 

6151 

none 

6151. .6210, 
6516. .6611, 
6996. .7106, 
7430. .7492, 
7782. .7847, 
8118. .8273, 
8380. .8484, 



9C16.C4.ol.tc 



6299.. 6385, 6299. 

6516.. 6623, 6704. 

6997.. 7101, 7200. 

7579.. 7668, 7582. 

7915.. 8022, 7916. 

8125.. 8274, 8126. 

8401. .8484, 8555. 



Seq. ID OJ990703_47.9C16.C4 
Strand 

End 33251 
Method TBLASTX: Cress 
End 8696 
Score 90 

.6388, 6300.. 6386, 6515.. 6610, 
.6781, 6854.. 6904, 6858.. 6902, 
.7313, 7207.. 7347, 7420.. 7494, 
.7677, 7586.. 7675, 7781.. 7846, 
.8023, 7917.. 8033, 8094.. 8273, 
.8287, 8352.. 8471, 8379.. 8483, 
.8683, 8563.. 8682, 8586.. 8696 



Seq. No. 2023 
Gene No. 4284 
Start. 26446 

Name OJ990703_47 . 9C16 . C4 . o2 . tw 

Start 7005 
GI none 

Exons 7005.. 7106, 7006.. 7101, 7019. 

7420. .7494, 7424. .7492, 7580. 
7582. .7668 



OJ990703_47.9C16.C4 
33251 

TBLASTX : Wheat 
7668 
120 

.7314, 
.7668, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7111, 7207.. 7347, 7228. 
.7666, 7581.. 7658, 7582. 



Seq. No. 2023 

Gene No. 4284 

Start 26446 

Name OJ990703_47 . 9C16 . C4 . ol . tw 

Start 8127 

GI . none 
Exons 



Seq. ID OJ990703_47. 9C16.C4 
Strand 

End 33251 

Method TBLASTX : Wheat 

End 8706 

Score ■ 159 



8127. .8273, 8127. .8273, 8352. .8471, '8379. .8483, 8380. .8484, 
8555.. 8683, 8574.. 8684, 8593.. 8706, 8595.-8693 



2140 



Seq. No. 


2023 


Seq. ID 


OJ990703_47.9C16. 


C4 


<jene no . 


A 0 QA 


Strand 






Start 


26446 


End 


33251 




Name 


OJ990703 47.9C16.C4.o2.ts 


Method 


TBLASTX : Soybean 




Start 


8193 


End 


8684 




GI 


none 


Score 


37 




Exons 


8193.. 8273, 8194.. 8214, 8202 


..8273, 8379..8483, 8389.. 8478, 




8403.. 8480, 8561.. 8683, 8563 


I..8661, 8580.. 8684 




Seq. No. 


2023 


Seq. ID 


OJ990703_47.9C16. 


C4 


Gene No. 


4284 


Strand 






Start 


26446 


End 


33251 




Nan\e 


OJ990703 47.9C16.C4.o3.np 


Method 


AAT/NAP 




Start 


26446 


End 


33243 




GI 


6175185 


Score 


267 




Exons 


26446. .26557, 27771 27954, 


28070. .28175, 28 955 .. 29164 , 






29938. .30066, 30188 .. 30267, 


31276. .31422, 31753 .. 31880, 






31983. .32092, 33085.. 33243 








GI Descrip. 


(AC0114 37) ankyrin-like protein [Arabidopsis thaliana] 




beq. no. 


2023 


Seq. ID 


OJ990703_47.9C16. 


C4 


Gene No. 


4284 


Strand 






Start 


26446 


End 


33251 




Name 


OJ990703 47.9C16.C4.o3.gp 


Method 


AAT/GAP 




Start 


27078 r 


End 


27386 




GI 


3769122 


Score 


554 




Exons 


27078. .27386 








Seq. No. 


2023 


Seq. ID 


OJ990703_47.9C16. 


C4 


Gene No . 


4284 


Strand 






Start 


26446 


End 


33251 




Name 


OJ990703 47.9C16.C4.o7.gs 


Method 


GENSCAN 




Start 


29213 


End 


33135 




GI 


none 


Score 


.63 




Exons 


29213. .29224, 29938 .. 30066, 


30188. .30277, 314 12 .. 3144 9, 






31753. .31884, 31987 .. 32115, 


32150. .32255, 33073.. 33135 




Seq. No. 


2023 


Seq. ID 


OJ990703_47.9C16. 


C4 


Gene No. 


4284 


Strand 






Cf a r f 


26446 


End 


33251 




Name 


OJ990703 47.9C16.C4.o4.gp 


Method 


AAT/GAP 




Start 


31193 


End 


33251 




GI 


63383 1.R1084 


Score 


1106 




Exons 


31193. .31422, 31753 .. 31884 , 


31987. .32115, 32304 .. 32345, 






33012. .33072, 33151. .33251 








GI Descrip. 


'3320122 6.0e-14 (U46007) espin [Rattus norvegicus] 1 




Seq. No. 


2024 


Seq. ID 


OJ990703_47.9C16. 


C5 


Gene No. 


4285 


Strand 


+ 




Start 


8393 


End 


8705 




Name 


OJ990703 47.9C16.C5.o3.gp 


Method 


AAT/GAP 




Start 


8393 


End 


8705 




GI 


86158 1.R1084 


Score 


382 




Exons 


-8393. .8521, 8546. .8705 








GI Descrip. 


, 5295936/dbj | AB026295 . 2 | AB026295 5.0e- 


■42 Oryza sativa genomic 



DNA, chromosome 6, clone : P0681F10, complete sequence 1 



2141 



Seq. No. 2024 Seq. ID 

Gene No. 4285 Strand 

Start 8393 End 

Name OJ990703_47 . 9C16 . C5 . o2 . gp Method 

Start 8394 End 

GI 86158_1.R1084 Score 

Exons 8394.. 8521, 8546. .8705 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB02 6295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



OJ990703_47.9C16.C5 
+ 

8705 
AAT/GAP 
8705 
383 



Seq. No. 2024 Seq. ID OJ990703_4 7 . 9C16 . C5 

Gene No. 4286 Strand + 

Start 9091 End 9545 

Name OJ990703_47 . 9C16.C5.o4 .gp Method AAT/GAP 

Start 9091 End 9545 

GI 36280_1.R1084 Score 866 

Exons 9091.. 9545 

GI Descrip. ' 5295971/dbj I BAA81872 . 1 | 1.0e-81 (AB026295) EST D24315 (R1718) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 
^ GI 

Exons 

GI Descrip. 



LJ 



w 

Seq. No. 
[;& Gene No., 
[j Start 
^ Name 
! :f Start 
C3 gi 

Exons 

GI Descrip. 



2024 Seq. ID OJ990703_47 . 9C16 . C5 

4287 Strand + 

11239 ' End 11674 

OJ990703_47.9C16.C5.o6.gp Method AAT/GAP 

11239 End 11674 

uC-osflM2020118f01al Score 821 

11239. .11674 

1 5295971/dbj IBAA81872.il 4.0e-64 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94. (X13777) 
[Oryza sativa] ' 



2024 Seq. ID 

4288 Strand 
13733 End 
OJ990703_47. 9C16 . C5 . 08 . gp Method 
13733 End 
86158_1.R1084 ■ Score 
13733. .13861, 13886.. 14047 

1 5295936/dbj IAB026295. 2 IAB026295 5.0e-42 Oryza sativa genomic 
DNA f chromosome 6, clone : P0681F10, complete sequence' 



OJ990703_47.9C16.C5 
+ 

14047 
AAT/GAP 
14047 
382 



Seq. No. 2024 Seq. ID 

Gene No. 4288 Strand 

Start 13733 End 

Name OJ990703_47 . 9C16 . C5 . o7 . gp Method 

Start 13734 - End 

GI 86158_1.R1084 Score 

Exons 13734. .13861, 13886.. 14045 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ990703_47.9C16.C5 
+ 

14047 
AAT/GAP 
14045 
384 



Seq. No. 
Gene No. 



2024 
4289 



Seq. ID 
Strand 



OJ990703 47.9C16.C5 



2142 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7007 End 7239 

OJ990703_4 7 . 9C1 6 . C5 . ol . gp Method AAT/GAP 
7007 ' End 7239 

63383_1.R1084 Score 370 

7007. .7239 

•3320122 6.0e-14 (U46007) espin [Rattus norvegicus] * 

2024 * Seq. ID OJ990703_4 7 . 9C16 . C5 

4290 Strand 

8717 End - 15933 

OJ990703_47 . 9C16 . C5 . ol . np Method AAT/NAP 

8717 End 13520 

5295971 Score 8132 

8717. .13520 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ; 

GI Descrip. 



2024 Seq. ID OJ990703_4 7 . 9C16 . C5 

4290 Strand 

8717 End 15933 

OJ990703_4 7 . 9C1 6 . C5 . o5 . gp Method AAT/GAP 

10875 End 11230 

uC-osflcypl39cl2al Score 593 

10875. .11230 

'5295971/dbj IBAA81872.il 3.0e-44 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2024 Seq. ID 

4290 Strand 

8717 End 

OJ990703_4 7 . 9C1 6 . C5 . o2 . np Method 

12906 End 

2501354 Score 



OJ990703_47.9C16.C5 

15933 
AAT/NAP 
15933 
140 



12906. .12925, 15619 15658, 15727.. 15933 

TRANSKETOLASE 7 (TK) gi 1 1084441 1 pir | | S54301 transketolase (EC 
2.2.1.1) 7 - Craterostigma plantagineum gi | 664 903 | emb | CAA86609 | 
(Z46648) transketolase [Craterostigma plantagineum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2024 
4291 
17216 

OJ990703_47. 9C16 . C5 . o3 . ts 

8741 

none 



Seq. ID OJ990703_47. 9C16.C5 



Strand 
End 

Method 

End 

Score 



18796 

TBLASTX : Soybean 

9391 

51 



8741. .8974, 8874. .8960, 9029. .9217, 9057. .9218, 9230. .9391 



2024 
4291 
17216 

OJ990703_4 7 . 9C16 . C5 . ol . tc 

8750 

none 

8750. .8968, 
9126. .9218, 



OJ990703_47.9C16.C5 
18796 

TBLASTX: Cress 

9412 

101 



8754.. 8960, 9035. 
9240. .9350 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9115, 9039.. 9116, 9125.. 9412, 



2143 






beq. No. 










Seq. ID 


OJ990703_47.9C16. 


C5 




Gene No. 


4291 








Strand 








Start 


17216 








End 


18796 






Name 


OJ990703 47. 


9C16. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


8751 








End 


9140 






GI 


none 








Score 


255 






Exons 


8751". .8975, 


8751. 


.9137, 


8753. 


.9139, 8753.. 9139, 9033.19140 




beq. No. 


O AO A 

zUz4 








Seq. ID 


OJ990703_47.9C16. 


C5 




Gene No. 


4291 








Strand 








Start 


17216 








End 


18796 






Name 


OJ990703 47. 


9C16. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


8780 








End 


9199 






GI 


none 








Score 


65 






Exons 


8780. .8983, 


8793. 


.8960, 


9029. 


.9199, 9039. .9116 






O n n XT — 

Seq. No. 










Seq. ID 


OJ990703_47.9C16. 


C5 




Gene No. 


4291 








Strand 








Start 


17216 








CjUU 


1 QTQC 
lO / "D 






Name 


OJ990703 47. 


9C16. 


C5.o8. 


tm 


Method 


I dj_iHo i a . lYiai ze 






Start 


9146 








hnfl 


yj£ y 






GI 


none 








Score 


1 oo 






Exons 


9146. .9328, 


9147. 


.9329 










f 


Seq. No. 


o n o a 
zUz4 








Seq. ID 


OJ990703_47.9C16. 


C5 


y 


Gene No. 


4291 - 








Strand 








Start 


17216 










lo / "D 






Name 


OJ990703 47. 


9C16. 


C5.o5. 


tw 


Method 


i DLAb i a : wnear. 






Start 


9233 








hna 


Q C A A 






GI 


none 








Score 


a a 




u 


Exons 


9233. .9412, 


9437. 


.9544 












Seq. No. 


o r\ o a 








Seq. ID 


ujyyu/uj 4i/.yuiD. 


C5 


ST 
. i 


Gene No. 


4291 








Strand 








Start 


17216 








End 


18796 




=3 


Name 


OJ990703 47. 


9C16. 


C5.o3. 


tm 


Method 


TBLASTX :Maize 




C 
!^ 


Start 


9329 








End 


9718 






GI 


none 








Score 


459 






Exons 


9329. .9718, 


9329. 


.9718 












Seq. No. 


O f\ O A 








Seq. ID 


OJ990703_47.9C16. 






Gene No. 


4291 








Strand 








Start 


17216 








End 


18796 






Name 


OJ990703 47. 


9C16. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


9545 








End 


10100 






GI 


none 








Score 


66 






Exons 


9545. .9769, 


9755. 


.10099, 9759 


. .9944, 


9779.. 9946, 10011.. 


10 




Seq. No. 


2024 








Seq. ID 


OJ990703_47.9C16. 


C5 




Gene No. 


4291 








Strand 








Start 


17216 








End 


18796 






Name 


OJ990703 47. 


9C16. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


9770 








End 


10267 






GI 


5509260 








Score 


130 






Exons 


9770. .10267, 


9789 


. .9947 


, 10011. .10187 








GI Descrip. 

















2144 




beq. No. 






beq. id 




Gene No. 


4291 




Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


9881 




End 


10145 


GI 


none 




Score 


91 


Exons 


9881. .10144, 10014. 


.10145 






Seq. No. 


o r\ o a 




beq. id 




Gene No. 


4291 




Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


9920 




End . 


10216 


GI 


none 




Score 


181 


Exons 


9920. .10216, 9921. . 


10190 






Seq. No. 


O A O A 

ZQZ4 




Seq. ID 


OJ990703_47.9C16 


Gene No. 


4291 




Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


10718 




End 


11197 


GI 


none 




Score 


161 


Exons 


10718. .10864, 10889 


. .11197, 


10902.. 11192 


Seq. No. 


o r\ o a 

ZQZ4 




Seq. ID 


OJ990703_47.9C16 


Gene No. 


4291 




Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


. o2 . tc 


Method 


TBLASTX: Cress 


Start 


10742 




End 


11182 


GI 


none 




Score 


60 


Exons 


10742. .10864, 10886 


. .11182, 


10896. .11042, 11100.. 11132 


Seq. No. 


o r\ o a 




Seq. ID 


OJ990703_47.9C16 


Gene No. 


4291 




Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


10802 




. End 


11228 


GI 


none 




" Score 


569 


Exons 


10802. .11224, 10803 


. .11228 






Seq. No. 


2024 




Seq. ID 


OJ990703_47.9C16 


Gene No. 






Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


10880 




End 


11431 


GI 


none 




Score 


42 


Exons 


10880. .10960, 10893 


. .10964, 


10967. .11233, 11067. .11216, 




11291. .11431 








Seq. No. 


2024 




Seq. ID 


OJ990703_47.9C16 


Gene No. 


4291 




Strand 




Start 


17216 




End 


18796 


Name 


OJ990703 47.9C16.C5 


,o4 . ts 


Method 


TBLASTX : Soybean 


Start 


11291 




End 


11566 


GI 


none 




Score 


194 


Exons 


11291. .11566, 11390 


. .11470 







2145 



Seq. No. 2024 

Gene No. 4291 

Start 17216 

Name OJ990703_4 7 . 9C1 6 . C5 . o2 . tw 

Start 11504 

GI none 

Exons 11504. .11596, 11504 .. 11584, 
11652.. 11957 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990703_47.9C16.C5 
18796 

TBLASTX: Wheat 

11957 

57 



11576. .11953, 11591. .11956, 



Seq. No. 2024 Seq. ID 

Gene No. 4291 Strand 

Start 17216 End 

Name 0 J990703_47 . 9C1 6 . C5 . o7 . tm Method 

Start 11627 End 

GI none Score 

Exons 11627. .11866, 11628.. 11867 



OJ990703_47.9C16.C5 
18796 

TBLASTX: Maize 

11867 

262 



□ GI 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 



2024 Seq. ID 

4291 Strand 

17216 End 

OJ990703__47 . 9C1 6 . C5 . ol . tm Method 

11882 End 

none Score 



OJ990703_47.9C16.C5 
18796 

TBLASTX: Maize 
12602 
.413 



11882. .12307, 11882. .12247, 11983 .. 12306, 12312 12344,' 
12326. .12601, 12327. .12584, 123271.12602 



Seq: No. 
Gene No. 
Start 



3 Name 



Start 
GI 

Exons 



2024 Seq. ID 

4291 Strand 

17216 End 

OJ990703_47 . 9C1 6 . C5 . 06 . tm Method 

12836 End 

none Score 



OJ990703__47.9C16.C5 
18796 

TBLASTX: Maize 

13127 

215 



12836. .13057, 12836 .. 13126, 12912.. 13127 



"'4 Seq. No. 
M. Gene No. 

hJ start 
; =S F Name 
!;« .Start 
W GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2024 
4291 
17216 

OJ990703_47.9C16.C5.o3.np 
17216 
3980411 
17216. .17234, 18413.. 18796 

(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



Seq. ID OJ990703_47.9C16.C5 
Strand 

End 18796 

Method AAT/NAP 

End 18796 

Score 78 



2025 . . Seq.. ID 

4292 Strand 

560 End 

OJ990703_47.9C16.C6.ol.gs Method 

560 End 

none Score 
560. .638, 689. .845, 2355. .2593, 3582. 
5078.. 5206, 5727.. 5837 



OJ990703_47.9C16.C6 
+ 

5837 
GENSCAN 
5837 
.63 

3731, 4398.-4432, 



Seq. No. 2025 

Gene No. 4292 

Start 560 

Name OJ990703_47 . 9C16 . C6 . ol . gp 



Seq. ID OJ990703_47.9C16.C6 

Strand + 

End 5837 

Method AAT/GAP 



2146 




Start 


2418 


End 


3887 








GI 


2429001 


Score 


815 








Exons 


2418. .2535, 2655. .2762, 3582. 


.3732, 3809.. 3887 








Seq. Ho. 


2025 


beq. ID 


ojyyu / uo 


47. 


9C16. 


C6 


Gene No. 


4^9.3 


Strand 










Start 


8403 


bna 










Name 


OJ990703 47.9C16.C6.o2.gs 


Method 


(jhNbLAN 








Start 


8403 


bna 


Q*7 *7 Q 

y / / y 








GI 


none 


.Score 


.9 








Exons 


8403. .8538, 9643. .9779 












Seq. No. 


2025 


beq. iu 


uj yyu / u o 


47. 


9C16. 


C6 


Gene No . 


4293 


btrana 










Start 


8403 


bna 


y / o d 








Name 


OJ990703 47.9C16.C6.o3.gp 


Method 










Start 


- 8938 


bna 


y / bo 








GI 


none 


Score 


764 








Exons 


8938. .9207, 9643. .9785 












Seq. No. 


2026 


beq. id 


r\ tqq mm 

uj yyu / uj 


_47. 


9C16. 


C8 


Gene No. 


A O A A 

4294 


Strand 


+ 








Start 


127 


bna 


lUo 4 








Name 


OJ990703 47.9C16.C8.ol.gs 


Method 


GENS CAN 








Start 


127 


Lna 


■ ytf 4 








GI 


none 


Score 










Exons 


127. .146, 211. .332, 455. .514, 


682. .984 










Seq. No. 


2026 


Seq. ID 


OJ990703_ 


_47. 


9C16. 


C8 


Gene No. 


4294 


Strand 


+ 








Start 


127 


End 


1084 








Name 


OJ990703 47.9C16.C8.ol.np 


Method 


AAT/NAP 








Start. 


454 


End 


1084 








GI 


2498930 


Score 


723 








Exons 


454. .514, 682. .1084 












GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


2027 


Seq. ID 


OJ990323_ 


30. 


9C03. 


CI 


Gene No. 


4295 


Strand 


+ 








otart 


1 


End 


1188 








Name 


OJ990323 30.9C03.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1188 








GI 


5091513 


Score 


1707 








Exons 


1..1188 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


2027 


Seq. ID 


OJ990323_ 


_30. 


9C03. 


CI 


Gene No. 


4295 


Strand 


+ 








Start 


1 


End 


1188 








Name 


OJ990323 30.9C03.Cl.ol.gs 


Method 


GENSCAN 








Start 


112 


End 


1161 








GI 


none 


Score 


.52 








Exons 


112. .1161 












Seq. No. 


2028 


Seq. ID 


OJ990323_ 


30. 


9C03. 


C2 


Gene No. 


4296 


Strand 


+ 









2147 



Start 
Name 
Start 
GI 

Exons 



759 End 

OJ990323_30 . 9C03 . C2 . ol . gs Method 

759 End 

none * Score 

759.. 2300 



4529 
GENSCAN 
2300 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2028 
4296 
759- 

OJ990323 
762 

6572076 
762. .2221, 
(AL133452) 
thaliana] 



Seq. ID OJ990323_30. 9C03.C2 

Strand + 

End 4529 

Method AAT/NAP 

End 4529 

Score 878 

4465. .4529 

receptor-protein kinase-like protein [Arabidopsis 



30.9C03.C2.ol.np 



Seq. No. 2028 Seq. ID 

Gene No. 4297 Strand 

Start 5471 End 

Name 0 J990323_30 . 9C03 . C2 . o2 . gs Method 

Start 5471 End 

GI none Score 

Exons 5471.. 6550 



OJ990323_30.9C03.C2 
+ 

6550 
GENSCAN 
6550 
1 



Q Seq. No. 2028 

j B n Gene No. 4298 

m Start 18561 

Li Name OJ990323_30 . 9C03. C2 . o5. gs 

H Start 18561 

! sU GI none 

Kl Exons 18561.. 19127 



Seq. ID ,OJ990323_30. 9C03.C2 

Strand + 

End 19127 

Method GENSCAN 

End 19127 

Score 1 



Seq. No. 2028 Seq. ID 

Gene No. 4299 Strand 

Start 20552 End 

Name 0 J990323_30 . 9C03 . C2 . 06 . gs Method 

Start 20552 * End 

GI none Score 

Exons 20552. .21121 



OJ990323_30. 9C03.C2 
+ 

21121 
GENSCAN 
21121 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2028 
4300 
22032 

OJ990323_30 . 9C03 . C2 . o7 . gs 
22032 
none 
22032 
25454 

28212. .28351, 28357 .. 28554 , 28662 



Seq. ID OJ990323_30. 9C03.C2 

Strand + 

End 39109 

Method GENSCAN 

End 29047 

Score .5 



22115, 22627. .22800, 23180 .. 2327 9, 23672 .. 24722, 
25566, ,25684. .25922, 26017 .. 26783, 277 62 27854 , 

,28790, 28857. .29047 



2028 
4300 
22032 

OJ990323_30 . 9C03 . C2 . o2 . np 

23802 

2832694 



Seq. ID OJ990323_30. 9C03.C2 



Strand 
End 

Method 

End 

Score 



+ 

39109 
AAT/NAP 
36816 
1797 



23802. .24695, 25647 .. 25971, 26010 26793, 35684. .36816 



2148 



GI Descrip. (AL021713) putative protein [Arabidopsis thaliana] 





Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03.C2 




Gene No. 


4300 


Strand 


+ 






22032 


End 


39109 




Name 


OJ990323 30.9C03.C2.o2.gp 


Method 


AAT/GAP 




Start 


25680 


End 


26353 




GI 


12023 1.R1084 


Score 


1225 




Exons 


25680.. 26353 








GI Descrip. 


'4680178/gb|AF111709.1|AF111709 5.0e- 


81 Oryza sativa subsp. 






indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retros. 






retrotransposon, complete sequences; - 


and unknown genes' 




Seq. No. 


2028 


Seq. ID 


OJ990323 30.9C03.C2 




(aene ino . 


4300 


Strand 


+ 




Start 


a 0 r\ o 0 

22032 


End 


39109 




Name 


OJ990323 30 . 9C03 . C2 . o3 . gp 


Method 


AAT/GAP 




Start 


a c c 0 o 

26583 


End 


26912 




GI 


4716124 


Score 


639 




Exons 


26583 . . 26912 








GI Descrip. 


2832695/emb|CAA16793.1| l.Oe 


-15 (AL021713) putative protein 






[Arabidopsis thaliana] 






□ 


Seq. No. 


0 a 0 0 

2028 


Seq. ID 


OJ990323_30.9C03.C2 




Gene No. 


4300 


Strand 


-f 


:=Fr 


Start 


22032 


End 


39109 




Name 


OJ9903z3 30 . 9CU3 . Cz . o9 . gs 


Method 


GENS CAN 


! y 


Start 


35 /01 


End 


39109 




GI 


none 


Score- 


.64 


\ ; 1 


Exons 


35701. .36851, 37373.-37445, 


37656. .38027, 38630. . 38920, 






OAAAO O fi 1 A A 






rli 


Seq. No. 


O A A O 

2028 


Seq. ID 


OJ990323_30.9C03.C2 


i: 


Gene No. 


>1 O A T 

4301 


Strand 




's=f 


Start 


6925 


End 


8795 


* y 


Name 


/"\TAAAOAO OA A/^AO /"'A "\ 

OJ990323 30 . 9C03 . C2 . o3 . gs 


Method 


GEN SCAN 


u 


Start 


f~ A A C 

6925 


End 


8795 




GI 


none 


Score 


.48 




Exons 


6925.. 7113, 7190.. 7454, 7619 


..7738, 8 


392. .8795 


!. -J 


Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03.C2 




Gene No. 


4302 


Strand 






Start 


40190 


End 


41316 




Name 


OJ990323 30.9C03.C2.o5.gp 


Method 


AAT/GAP 




Start 


40190 


End 


41316 




GI 


none 


Score 


692 




Exons 


40190. .40470, 41049. .41093, 


41261. .41316 




Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03.C2 




Gene No. 


4303 


Strand 






Start 


41410 


End 


44839 




Name 


OJ990323 30.9C03.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1010 


End 


1867 




GI 


none 


Score 


105 




Exons 


1010.. 1105, 1011.. 1109, 1173 


..1277, 1178. .1276, 1338. .1376, 






1452. .1556, 1593.. 1865, 1640 


..1867 





2149 



ru 



. =1 
"is* 

□ 



Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 






Strand 






Start 


41410 


End 


44839 




Name 


OJ990323 30.9C03.C2.o3.tc 


Method 


TBLASTX: Cress 




Start 


1010 


End 


1364 




GI 


none 


Score 


133 




Exons 


1010.. 1105, 1011.. 1109, 1170 


..1316, 1178. .1306, 1329. .1364 


Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 


Gene No.. 


4303 


Strand 






O Ldl L 


a i a i n 


End 


44839 




Name 


OJ990323 30.9C03.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


1055 


End 


1535 




GI 


none 


Score 


83 




Exons 


1055. .1105, 1056. .1109, 1176 


..1283, 1193. .1270, 1323. .1535, 




.1340. .1534 








Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 




a ?m 


Strand 






Start 


41410 


End 


44839 




Name 


OJ990323 30.9C03.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


1616 


End 


2021 




GI 


none 


Score 


322 




Exons 


1616.. 1906, 1617.. 1907, 1917 


. .2021 






Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 


("1. d r*\ a NT /™\ 

bene ino ■ 


a ?m 

1 jUj 


Strand 






Start 


41410 


End 


44839 




Name 


OJ990323 30.9C03.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


1689 


End 


1967 




GI 


none 


Score 


279 




Exons 


1689.. 1841, 1691.. 1840, 1845 


..1967, 1847. .1957 




Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 


Gene No. 


4303 


Strand 






Start 


41410 


End 


44839 




Name 




Method 


TBLASTX: Soybean 




Start 


23725 


End 


36129 




GI 


none 


Score 


152 




Exons 


23725. .23862, 23730 .. 23897 , 


23920. .24051, 23961 .. 24050, 






25794. .25973, 25999 .. 26127 , 


35809. .35973, 35811 .. 35870, 






35913. .35969, 36028 .. 36129, 


36039. .36128 




Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 


Gene No. 


4303 


Strand 






Start 


41410 


End 


44839 




Name 


OTQQn^9^ ^0 QPH^ CO nl tm 

UU^^UJl J JU . ^vUJi^l . w ± • LIU 


Method 


TBLASTX: Maize 




Start 


23778 


End 


36332 




GI 


none 


Score 


81 




Exons 


23778. .23897, 23779 23862 , 


23938. .24162, 23964 .. 24 164 , 






2S854..25976, 25854 .. 25976, 


25998. .26300, 25999 .. 26283, 






35860. .36330, 35913.. 36332 








Seq. No. 


2028 


Seq. ID 


OJ990323_30.9C03 


.C2 


Gene No. 


4303 


Strand 






Start 


41410 


End 


44839 




Name 


OJ990323 30.9C03.C2.o5.tc 


Method 


TBLASTX: Cress 





2150 



Start 
GI 

Exons 



23941 
none 



End 
Score 



36264 
163 



23941. .24174, 25878 25946, 26038 26256, 35884 3597 6, 
36040. .36264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2028 
4303 
41410 

OJ990323_30 . 9C03 . C2 . ol . ts 
24052 
none 

24052. .24174, 24184 .. 24 672, 24201 .. 24 677 , 26128 
26350. .26808, 26448.-26765, 264 64 .. 26775, 36130 
36253. .36759, 36285.. 36758 



Seq. ID OJ990323_30.9C03.C2 
Strand 

End 44839 
Method TBLASTX : Soybean 
End 36759 
Score 101 

26250, 
36234, 



2028 Seq. ID 

4303 Strand 
41410 End 
OJ990323_30 . 9C03 . C2 . ol . tc Method 
24190 End 
none Score 

24190. .24627, 24198 .. 24 614 , 

36271. .36708, 36420.. 36689 



OJ990323_30.9C03.C2 
44839 

TBLASTX: Cress 
36708 
435 

26350. .26706, 26436. . 26699, 



2028 
4303 
41410 

OJ990323_30 . 9C03 . C2 . o7 . tm 

24198 

none 

24198. .24548, 24199 .. 24540, 
26430. .26627, 36333 .. 36404 , 

2028 
4303 
•41410 

OJ990323_30 . 9C03 . C2 . olO . tm 

32964 

none 

32964. ".33191, 32965.. 33174 

2028 
4303 
41410 

OJ990323_30 . 9C03 . C2 . 08 . tm 

33207 

none 

33207. .33359, 33211 334 92 , 
33517. .33588 



Seq. ID 

Strand 

End 

Method 

End 

Score 



26326. .26616, 26350 
36333.-36629, 36334 



OJ990323_30.9C03.C2 
44839 

TBLASTX: Maize 

36629 

312 

26619, 
36624 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_30.9C03.C2 
44839 

TBLASTX: Maize 

33191 

198 



OJ990323_30. 9C03.C2 
44839 

TBLASTX :*Maize 

33588 

254 



33382. .33492, 334 96 33588, 



Seq. No. 2028 Seq. ID 

Gene No. 4303 Strand 

Start 41410 End 

Name OJ990323_30 . 9C03 . C2 . 06 . tm Method 

Start 34066 End 

GI none Score 
Exons 



OJ990323_30. 9C03.C2 
44839 

TBLASTX : Maize 

34491 

325 



34066. .34173, 34069 .. 34 4 91, 34222 34 488 , 34230. .34490 



2151 




Seq. No. 


ZUZo 


Seq. ID 


OJ990323_ 


Oft 






Gene No. 


4303 


Strand 










Start 


41410 


End 


44839 








Name 


OJ990323 ■ 30 . 9C03 . C2 . oil . gs 


Method 


GENSCAN 








Start 


41410 


End 


44768 








GI 


none 


Score 


.91 








Exons 


41410. .42165, 42259. .42379, 


42464 . .44768 








Seq. No. 


2028 


Seq. ID 


OJ990323_ 


30 


9C03 


.C2 


Gene No. 


4303 


Strand 










Start 


41410 


End 


44839 








Name 


OJ990323 30.9C03.C2.o3.np 


Method 


AAT/NAP 








Start 


41416 


End 


42168 








GI 


322873 


Score 


274 








Exons 


41416. .42168 












GI Descrip. 


hypothetical protein 2 - maize transposon En-1 









gi I 225006 |prf | 1 1206239B ORF 2 [Zea mays] 



Seq. No. 


2028 




Seq. ID 


OJ990323_30.9C03. 


C2 


Gene No. 


4303 




Strand 






Start 


41410 




End 


44839 




Name 


OJ990323 30.9C03.C2 


. o3. tw 


Method 


TBLASTX : Wheat 




Start 


41758 




End 


43110 




GI 


none 




Score 


227 




Exons 


' 41758. .41853/ 41902 


. .41964, 


42679. .43110 




Seq. No. 


2028 




Seq. ID 


OJ990323_30.9C03. 


C2 


Gene No. 


4303 




Strand 






Start 


41410 




End 


44839 




Name 


OJ990323 30.9C03.C2 


. o4 . np 


Method 


AAT/NAP 




Start 


42204 




End 


44839 




GI 


806299 




Score 


1858 




Exons 


42204. .42373, 42464 


. .44739, 


44773. .44839 




GI Descrip. 


(M25427) unknown protein [Zea mays] 






Seq. No. 


2028 




Seq. ID 


OJ990323_30.9C03. 


C2 


Gene No.- 


4303 




Strand 






Start 


41410 ' 




End 


44839 




Name 


OJ990323 30.9C03.C2 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


42731 




End 


43215 




GI 


none 




Score 


89 




Exons 


42731. .42892, 42733 


. .43215 








Seq. No. 


2028 




Seq. ID 


OJ990323_30.9C03. 


C2 


Gene No. 


4303 




Strand 






Start 


41410 




End 


44839 




Name 


OJ990323 30.9C03.C2 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


42781 




End 


43185 




GI 


none 




Score 


113 




Exons 


42781. .43023, 42782 


. .42895, 


43027. .43185 




Seq. No. 


2028 




Seq. ID 


OJ990323_30,9C03. 


C2 


Gene No'. 


4303 




Strand 






Start 


41410 




End 


44839 




Name 


OJ990323 30.9C03.C2 


. 06. gp 


Method 


AAT/GAP 




Start 


43638 




End 


44097 





2152 



GI 


uC-osroM202028g07bl 




Exons 


43638. .44097 




GI Descrip. 


, 322871/pir| IS29329 


3.0e-35 




transposon En-1 >gi_ 


225005J 


Seq. No. 


2028 




Gene No. 


4303 




Start 


41410 




Name 


OJ990323 30.9C03.C2. 


o4 . tm 


Start 


43717 




GI 


none 




Exons 


43717. .43905, 43721. 


.43906, 


Seq. No. 


2028 




Gene No. 


4303 




Start 


41410 




Name 


OJ990323 30.9C03.C2. 


ol . tw 


Start 


43837 




GI 


none 




Exons 


43837. .44139, 43856. 


.44131, 


Seq. No. ' 


2028 




Gene No. 


4303 




Start 


41410 




Name 


OJ990323 30.9C03.C2. 


o4 . tc 


Start 


43924 




GI 


none 




Exons 


43924. .44130, 44167. 


.44289 


Seq. No. 


2028 




Gene No. 


4303 




Start 


41410 




Name 


OJ990323 30.9C03.C2. 


o5. ts 


Start 


44017 




GI 


none 




Exons 


44017. .44154, 44149. 


.44250, 


Seq. No. 


2028 




Gene No. 


4303 




Start 


41410 




Name 


OJ990323 30.9C03.C2. 


o9.tm 


Start 


44017 




GI 


none 




Exons 


44017. .44172, 44194. 


.44256, 


Seq. No. 


2028 




Gene No. 


4303 




Start 


41410 * 




Name 


OJ990323 30.9C03.C2. 


o2.tw 


Start 


44326 




GI 


none 




Exons 


44326. .44655, 44344. 


.44631, 


Seq. No. 


2029 




Gene No. - 


4304" 




Start 


7961 




Name 


OJ990323 30.9C03.C3. 


o2 .gs 



Score 



861 



maize 



Seq. ID OJ990323_30.9C03.C2 
Strand 

End 44839 

Method TBLASTX : Mai ze 

End 44010 

Score 153 



Seq. ID OJ990323_30.9C03.C2 
Strand 

End 44839 

Method TBLASTX : Wheat 

End 44139 

Score 99 



Seq. ID OJ990323_30.9C03.C2 
Strand 

End 44839 
Method ■ TBLASTX: Cress 
End 44289 
Score 80 



Seq. ID OJ990323_30.9C03.C2 
Strand 

End 44839 

Method TBLASTX : Soybean 

End 44418 

Score 74 



Seq. ID OJ990323_30.9C03.C2 
Strand 

End 44839 

Method TBLASTX : Mai ze 

End 44364 

Score 51 



Seq. ID OJ990323_30. 9C03.C2 
Strand 

End 44839 

Method TBLASTX : Wheat 

End 44656 

Score 71 



Seq. ID OJ990323_30. 9C03.C3 

Strand + 

End 14071 

Method GENSCAN 



2153 



Start 7961 End 13426 

GI none Score . 92 

Exons 7961.. 10893, 10990 12070, 12302.. 13426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2029 Seq. ID OJ990323 

4304 * Strand + 

7961 End 14071 

OJ990323_30 . 9C03 . C3 . o2 . np Method AAT/NAP 

7961 End 14035 

5922631 Score 6658 

7961. .8085, 8344..8588, 8838. .9040, 9086. .9657, 



30.9C03.C3 



9700. .9851, 



8588, 8838 
9978. .10901, 11508.. 14035 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



to a 



m 



Seq. No. 

Gene No. 

Start 
U Name 
f s 3 Start 

jiy Exons 

J SB J Seq. No. 

Gene No. 
hj Start 
Name 
Start 

Exons 

; 1 Seq. No. 
\i Gene No. 
J;? Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



2029 Seq. ID 

4304 Strand 
7961 End 
OJ990323_30 . 9C03 . C3 . o3 . gs Method 
13535 End 
none Score 
13535. .14071 

2029 

4305 Strand 
173 End 
OJ990323_30 . 9C03 . C3 . ol . gs Method 
173 End 
none Score 
173. .312, 2583. .2645, 2704. .3247, 3340. .3450, 3835. .4021, 
4403.. 4639, 5274.. '5475, 5812.. 5893 



OJ990323__30.9C03.C3 
+ 

14071 
GENSCAN 
14071 



Seq. ID OJ990323_30.9C03.C3 



9154 
GENSCAN 
5893 
.57 



2029 
4305 
173 

OJ990323_ 

4612 

3269281 



Seq. ID OJ990323_30. 9C03.C3 



30.9C03.C3.ol.np 



Strand 
End 

Method 

End 

Score 



9154 
AAT/NAP 
9154 
1017 



4612. .4639, 5965. .6826, 6860. .7470, 9108. .9154 
(AL030978) putative protein [Arabidopsis thaliana] 



Seq. No. 


2029 




Seq. ID 


OJ990323_30. 9C03.C3 


Gene No. 


4306 




Strand 




Start 


14387 




End 


27355 


Name 


OJ990323 30 


9C03.C3.o5. tm 


Method 


TBLASTX: Maize 


Start 


5909 




End 


6575 


GI 


none 




Score 


102 


Exons 


5909. .5950, 


5968. .6162, 6152. 


.6574, 6225. .6374, 6432. .6575 


Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03.C3 


Gene No. 


4306 




Strand 




Start 


14387 




End 


27355 



2154 



i sc i 



Name 


OJ990323 30. 


9C03. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5959 








. End 


6562 




GI 


none 








Score 


51 




Exons 


5959. .6156, 


6049. 


.6096, 


6170. 


.6562, 6171.. 6374, 6435.. 6560 


Seq. No. 


2029 








beq. ID 




. LJ 


Gene No. 


4306 








Strand 






Start 


14387 ' 








bno 


Z / ODD 




Name 


OJ990323 30. 


9C03. 


C3.o3. 


tw 


Method 


i BLAh 1 a : wneat 




Start 


6326 








End 


6763 




GI 


none 








Score 


49 




Exons 


6326. .6763, 


6327. 


.6371, 


6441. 


. D / JO 






Seq. No. 


2029 








Seq. ID 






Gene No. 


4306 








Strand 






Start 


14387 








bna 


Z / jjj 




Name 


OJ990323 30. 


9C03. 


C3.o3. 


tc 


Method 


I BLAb l a : cress 




Start 


6629 








End 


6880 




GI 


none 








Score 


78 




Exons 


6629. .6880, 


6630. 


.6818 










Seq. No. 


2029 








Seq. ID 


ojyyuozo ju.ycuj 


. Co 


Gene No. 


4306 








Strand 






Start 


14387 








hnd 


Z /ODD 




Name 


OJ990323 30. 


9C03. 


C3.o2. 


tm 


Method 


mnT TV C rpv . \A «t 4 m n 

. TBLASTX : Mai ze 




Start 


6698 








End 


7145 




GI 


none 








Score 


41 . 




Exons 


6698. .7144, 


6744. 


.6791, 


6903. 


.7145 






Seq. No. 


2029 








Seq. ID 


OJ990323_30.9C03 


. LJ 


Gene No. 


4306 








Strand 






Start 


14387 








End 


27355 




Name 


OJ990323 30. 


9C03. 


C3.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


6764 








End 


7277 




GI 


none 








Score 


74 




Exons 


6764. .6940, 


6932. 


.7276, 


6984. 


.7124, 7149. .7277 




Seq. No. 


2029 








Seq. ID 


OJ990323_30.9C03 


. LJ 


Gene No. 


4306 








Strand 






Start 










End 


27355 




Name 


OJ990323 30. 


9C03. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6941 








End 


7442 




GI 


5509260 








Score 


128 




Exons 


6941. .7441, 


6954. 


.7118, 


7158. 


. 7442 






GI Descrip. 


- 














Seq. No. 


2029 








Seq. ID 


OJ990323_30.9C03 


. C3 


Gene No. 


4306 








Strand 






Start 


14387 








End 


27355 




Name 


OJ990323 30. 


9C03. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7058 








End 


7327 




GI 


none 








Score 


116 




Exons 


7058. .7327, 


7059. 


.7319 










Seq. No. 


2029 








Seq. ID 


OJ990323_30. 9C03 


.C3 


Gene No. 


4306 








Strand 






Start 


14387 








End 


27355 





2155 



Name 


OJ990323 30.9C03.C3. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


7148 




End 


7414 




GI 


none 




Score 


86 




Exons 


7148. .7414, 7188.. 7406 








Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No. 


4306 




otrana 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


9262 




End 


9664 . 




GI 


none 




Score 


292 




Exons 


9262.. 9531, 9263.. 9664 








Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No. 


4306 




btrana 






Start 


1 A *3 O 1 

14387 




End 


27355 




Name 


OJ990323 3U.9CUJ.C3. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


10274. 




End 


10675 




GI 


none 




Score 


' 356 




Exoris 


1U^ 1 h . . 1UO /D, lUojD. 


1 ntcc 

. IUOjD 








Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No. 


a o r\ c 

43Uo 




btrana 






Start 


1438 / 




End 


27355 




Name 


OJ99U323 3U.9CU3.C3. 


ol . tw 


Method 


TBLASTX: Wheat . 




Start 


10918 




End 


11374 




GI 


none 




Score 


490 




Exons 


xuyio . . ii3 / 3, iuyiy. 


1 1 *3T A 








Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No . 


a o r\ a 

43Uo 




btrana 






Start 


143o / 




End 


27355 




Name 


OJ990323 3U.9CU3.C3. 


OD . tS 


Method 


TBLASTX : Soybean 




Start 


10958 




End 


11323 




GI 


none 




Score 


139 




Exons 


1 nnco 1 *i 1 o 0 11100 

iu9do . . liio^ , inyy. 


1 1 ooi 
. 113z3 








Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No . 


a a 
4 3U 0 




btrana 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


11048 




End 


11404 




GI 


none 




Score 


376 




Exons 


11048. .11404, 11089. 


.11394 








Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11489 




End 


11913 




GI 


none 




Score 


448 




Exons 


11489. .11908, 11533. 


.11913, 


11554.. 11913 




Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3. 


o3. ts 


Method 


TBLASTX : Soybean 





2156 






Start 


11567 




End 


11968 






GI 


none 




Score 


314 






Exons 


11567. .11968, 11584. 


.11727, 


11764. .11934 






Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


11635 




End 


12079 






GI 


none 




Score 


275 






Exons 


11635. .11889, 11636. 


.11890, 


11636. .11890, 11911. .12042, 








11912. .12055, 12053. 


.12079 










Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 . 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


oil. tw 


Method 


TBLASTX: Wheat 






Start 


11917 




End 


12199 






GI 


none 




Score 


273 






Exons 


11917. .11994, 11918. 


.12199, 


11927. .12187 






Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 




. 1 


Name 


. OJ990323 30.9C03.C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




:n 


Start* 


12194 




End 


12582 






GI 


none 




Score 


86 




« 


Exons 


12194. .12298, 12202. 


.12582, 


12338. .12580 






Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 






: y 


Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


12203 




End 


12625 




!8 j 


GI 


none 




Score 


395 




; J 


Exons 


12203. .12625, 12211. 


.12615 








3 


Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 




3 


Name 


OJ990323 30.9C03.C3. 


o9.tm 


Method 


TBLASTX: Maize 






Start 


12455 




End 


12709 






GI 


none 




Score 


193 






Exons 


12455. .12709 












Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


ol4 . tw 


Method 


TBLASTX: Wheat 






Start 


12641 




End 


12940 






GI 


none 




Score 


130 






Exons 


12641. .12775, 12800. 


.12940 










Seq. No. 


2029 




Seq." ID 


OJ990323_30.9C03 


-C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


ol.tm 


Method 


TBLASTX: Maize 





2157 



Start 
GI 

Exons 



12937 
none 



End 
Score 



13300 
446 



12937. .13248, 12938 .. 13261, 12958 13272 , 13252 .. 13299, 
13253.. 13300 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
^ Name 
^ Start 

; y gi 

: 1 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 



C3 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2029 
4306 
14387 

OJ990323_30 . 9C03 . C3 . o4 . tw 
12943 
none 

12943. .13254, 1294 4 13330, 13139.. 13330 



Seq. ID OJ990323_30.9C03.C3 



Strand 
End 

Method 

End 

Score 



27355 

TBLASTX : Wheat 
13330 
420 



2029 Seq. ID 

4306 Strand 

14387 End 
OJ990323_30 . 9C03 . C3 . olO . tm Method 

13403 End 

none Score 

13403. .13588, 25951.. 26223 

2029 

4306 Strand 

14387 End 

OJ990323_30 . 9C03 . C3 . 06 . tw Method 

13445 End 

none Score 



OJ990323_30.9C03.C3 
27355 

TBLASTX: Maize 

26223 

80 



Seq. ID OJ990323_30.9C03.C3 



27355 

TBLASTX: Wheat 

14059 

272 



13445. .13723, 13600 .. 13707 , 13778 13936, 13922.. 14059 



2029 
4306 
14387 

OJ990323__30 . 9C03 . C3 . o7 . tm 
13787 
none 

13787. .13939, 13918 14022 , 13919.. 14020 



Seq. ID OJ990323_30. 9C03.C3 



Strand 
End 

Method 

End 

Score 



27355 

TBLASTX: Maize 
14022 
146 



2029 
4306 
14387 

OJ990323_30 . 9C03 . C3 . o4 . gs 
14387 
none 
14387 
15611 

21073. .21094, 21561 .. 21851, 21975 
22667. .23579 



OJ990323 30.9C03.C3 



Seq. ID 
Strand 

End * 27355 
Method GENSCAN 
End. 23579 
Score .47 

14835, 14908. .15012, 15084 .. 15197 , 15336 .. 15536, 
16208, 16427. .17350, 1738 6 .. 174 62, 18836 .. 19525, 

22086, 22106. .22310, 



Seq. No. 2029 

Gene No. 4306 

Start 14387 

Name OJ990323_30. 9C03 . C3 . o3 . np 

Start 14390 

GI 6691716 

Exons 14390. .14835, 14 908 .. 15012 , 
15664. .15969, 16051. .16225, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15162. . 15273, 
16423. . 17311 



OJ990323 30.9C03.C3 



27355 
AAT/NAP 
17311 
2372 

15349. 



.15523, 



GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



2158 



gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 


- 






Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


o!2.tw 


Method 


TBLASTX : Wheat 






Start 


16901 




End 


17191 






GI 


none 




Score 


218 






Exons 


16901. .1719.1 












Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


o4.np 


Method 


AAT/NAP 






Start 


18773 




End 


22566 






GI 


2586082 




Score 


754 






Exons 


18773. .19484, 22469. 


.22566 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






O a n XT a 

oeq. no. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 






.-a 


Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


o5 . np 


Method 


AAT/NAP 




hi 


Start 


18839 




End 


19898 






GI' 


4490716 




Score 


80 




ru 


Exons 


18839. .18910, 19300. 


.19448, 


19791. .19898 




: : 


GI Descrip. 


(AL035680) putative 


retrotransposon ( fragment ) [Arabidopsis 


u 




thaliana] 












Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 


ry 


Gene No. 


4306 




Strand 






:s 


Start 


14387 




End 


27355 




.3 =i 

! ! 


Name 


OJ990323 30.9C03.C3. 


o2.tc 


Method 


TBLASTX: Cress 




•s cr 


Start 


19332 




End 


26229 






GI 


none 




Score 


69 




h~ 


Exons 


19332. .19472, 25942. 


.26229, 


26033. .26209 




f tsJ 
: — 


oeq. in o . 


2029 




Seq. ID 


OJ990323_30.9C03 


.C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


06 . np 


Method 


AAT/NAP 






Start 


21527 




End 


25536 






GI 


5091513 




Score 


2356 






Exons 


21527. .21606, 22325. 


.22506, 


22642. .23576, 24088 .. 25100, 








25479. .25536 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


2029 




Seq. ID' 


OJ990323_30.9C03 


,C3 




Gene No. 


4306 




Strand 








Start 


14387 




End 


27355 






Name 


OJ990323 30.9C03.C3. 


o7 .np 


Method 


AAT/NAP 






Start 


22518 




End 


27205 






GI 


4572668 




Score 


285 






Exons 


22518. .22661, 25845. 


.26738, 


27053.. 27205 






GI Descrip. 


(AC006954) putative 


retroelement pol polyprotein [Arabidopsis 



thaliana] 



2159 



Seq. No. 2029 Seq. ID OJ990323_30 . 9C03 . C3 

Gene No. 4306 Strand 

Start 14387 End 27355 

Name OJ990323_30 . 9C03 .C3 . 08 . np Method AAT/NAP 

Start 23501 End 27355 

GI 3650035 Score 580 

Exons 23501. .23529, 25853 .. 27149, 27327.. 27355 

GI Descrip. (AC005396) putative retroelement pol polyprotein [Arabidopsis 
. thaliana] 



Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03. 


C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3 


. o5 .gs 


Method 


GENSCAN 




Start 


24142 




End 


27125 




GI 


none 




Score 


.85 




Exons 


24142. .24681, 24861 


. .25100, 


25463. .25523, 26162 .. 26207 , 






ZbylZ . . Z IIZd 










Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03. 


C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3 


. ol3 . tw 


Method 


TBLASTX: Wheat 




Start 


25951 




End 


26351 




GI 


none 




Score 


88 




Exons 


zoyol . . Zbvlb, ZDU14 


. . Z bZ 14 , 


26240. .26347, 26241. .26351 . 




Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03. 


C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


26035 




End 


26251 




GI 


none 




Score 


113 




Exons 


ocnoc ocoon ocmc; 
zbUoo . . ZbZZu, ZbUoo 


. . ZbZDV , 


26036. .26251 




Seq. No. 


2029 




Seq. ID 


OJ990323_30.9C03. 


C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


26701 




End 


27071 




GI 


none 




Score 


121 




Exons 


26701. .26946, 26703 


. .27071, 


26715. .27038, 26831.. 27043 




Seq. No. 


2029 




Seq. ID 


OJ990323_30. 9C03. 


C3 


Gene No. 


4306 




Strand 






Start 


14387 




End 


27355 




Name 


OJ990323 30.9C03.C3 


.06. tm 


Method 


TBLASTX: Maize 




Start 


26910 




End 


27167 




GI 


none 




Score 


111 




Exons 


26910. .27062, 27039 


. .27167 








Seq. No. 


2030 




Seq. ID 


OJ990323_30.9C03. 


C4 


Gene No. 


4307 




Strand 


+ 




Start 


300 




End 


1067 




Name 


OJ990323 30.9C03.C4 


. ol .np 


Method 


AAT/NAP 




Start 


300 




End 


1067 





2160 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-Seq. No. 
3 Gene No. 
3 Start • 
f\ Name v : " 
i ; Start 

i gi 

- m Exons 

y 

3 Seq. No. 
y Gene No. 

Start 
^ Name 

Start 
J GI 
£ Exons 

3 

^ Seq. No.' 
* Gene No. 
3 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6006359 Score 71 

300.. 392, 1030.. 1067 

(AP000559) hypothetical protein [Oryza sativa] 



2031 
4308 
1 

OJ99032 3_30 . 9C03 . C5 . o2 . np 
1 

3451074 



Seq. ID OJ990323_30.9C03.C5 
Strand 

End 4359 

Method AAT/NAP 

End 3615 

Score 35 



1..19, 1160.. 1276, 3591;. 3615 

(AL031326) putative protein [Arabidopsis thaliana] 



2031 
4308 
1 

OJ990323_30 . 9C03 .C5.ol.np 
98 

2586082 
98. .906 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990323_30.9C03.C5 
Strand 

End 4359 

Method AAT/NAP 

End 906 

Score 1036 



2031 
4308 
1 

OJ990323_30.9C03.C5.o2.g's 

668 

none 



Seq. ID OJ990323_30. 9C03.C5 
Strand 

End V .4359 

Method GENSCAN 

End 4359 

Score .49 



668. .881, 1230. .1632, 1757. .1929, 3733. .3817, 4287. .4359 



2031 
4309 
5491 

OJ990323_30 . 9C03 . C5 . ol . tw 

239 

none 

239. .577, 386. .514 

2031 
4309 
5491 

OJ990323_30 . 9C03 . C5 . ol . tm 

392 

none 

392. .688, 462. .623, 725. .817 

2031 
4309 
5491 

OJ9 90323_30 . 9C0 3 . C5 . o3 . gs 

5491 

none 

5491. .6498 



Seq. ID OJ990323_30. 9C03.C5 
Strand 

End 6498 

Method TBLASTX : Wheat 

End 577 

Score 91 



Seq. ID OJ990323_30.9C03.C5 
Strand 

End 6498 

Method TBLASTX: Maize 

End 817 

Score 62 



Seq. ID OJ990323_30. 9C03.C5 
Strand 

End 64 98 

Method GENSCAN 

End 64 98 

Score .94 



Seq. No. 
Gene No. 
Start 



2032 
4310 
116 



Seq. ID OJ990323_30. 9C03.C6 
Strand + 
End 7804 



2161 



Name 

Start 

GI 

Exons 



OJ990323_30 . 9C03 . C6 . ol . gs Method GENSCAN 

116 End 7004 

none Score .81 

116. .432, 622..93S, 1339.. 1895, 1993.. 2127, 2293.. 2467, . 

2513. .2631, 2748.-2948, 3047. .3100, 3868. .3964, 4498. .4574, 

4989. .5054, 5291. .5443, 6252. .6307, 6384. .6444, 6516. .6626, 

6870. .7004 



Seq. No. 2032 

Gene No. 4310 

Start 116 

Name OJ990323_30 . 9C03 . C6 . ol . tm 

Start 2793 

GI none 

Exons 2793.. 2951, 2797.. 2949, 2816. 

3031. .3102, 3182. .3247, 3183. 



Seq. ID OJ990323_30.9C03.C6 

Strand + 

End 7804 

Method TBLASTX : Mai ze 

End 3252 

Score 158 

.2950, 3023.. 3103, 3029.. 3100, 
.3248, 3184.. 3252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

C3 Exons 

.«P GI Descrip. 



2032 
4310 
116 

OJ990323_30 . 9C03 . C6 . ol . np 

4485 

3063473 



Seq. ID OJ990323_30.9C03.C6 

Strand + 

End 7804 

Method AAT/NAP 

End 7804 

Score 526 



4485. .4561, 4970. .5054, 5291. .5443, 6252. .6311, 6391. .6444, 
6516. .6626, 6870. .7004, 7077. .7376, 7554. . 7804 
(AC003981) F22013.35 [Arabidopsis thaliana] 



m 



'a cf 



Seq. No. 


2033 


Seq. ID 


OJ990323 


Gene No. 


4311 


Strand 




Start 


1 


End 


693 


Name 


OJ990323 30.9C03.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


693 


GI 


5091513 


Score 


1015 


Exons 


1. .693 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


2034 


Seq. ID 


OJ990323 


Gene No. 


4312 


Strand 


+ 


Start 


66 


End 


572 


Name' 


OJ990323 30.9C03.C8.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


572 


GI 


none 


Score 


.82 


Exons 


66. .572 






Seq. No. 


2034 


Seq. ID 


OJ990323 


Gene No. 


4313 


Strand 




Start 


1 


End 


729 


Name 


OJ990323 30.9C03.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


729 


GI 


5091512 


Score 


954 



Exons 1..505, 547.. 729 

GI Descrip. (AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds.(M11926) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



2035 
4314 
975 



Seq. ID OJ990503_32.9C03.C1 
Strand + 
End 1038 



2162 



Name 


OJ990503 32 


.9C03. 


Cl.ol. 


gs 


Method 


GENSCAN 


Start 


975 








End 


1038 


GI 


none 








Score 


.42 


Exons 


975. .1038 












Seq. No. 


2035 








Seq. ID 


OJ990503_ 


Gene No. 


4315 








Strand 


+ 


Start 


1171 








End 


1562 


Name 


OJ990503 32 


.9C03. 


Cl.ol. 


gp 


Method 


AAT/GAP 


Start 


1171 








End 


1562 


GI 


426253 








Score 


334 


Exons 


1171. .1296, 


1453. 


.1562 








Seq. No. 


2035 








Seq. ID 


OJ990503_ 


Gene No. 


4316 








Strand 


+ 


Start 


8151 








End 


13003 


Name 


OJ990503 32 


.9C03. 


Cl.o4. 


gs 


Method 


GENSCAN 


Start 


8151 








End 


13003 


GI 


none 








Score 


.48 


Exons 


8151. .8416, 


8670. 


.8698, 


11005 


. .11078, 


11451. .117 



12350. .12412, 12417. .12646, 12806. . 12889, 12919.. 13003 



Seq. No. 2035 

Q Gene No. 4 317 

Start ^ 13931 

;=r| Name OJ990503_32 . 9C03 . CI . o5 . gs 

Start 13931 

! .!f GI none 

U 8 Exons 13931. .13998, 16787 16918 , 

LJ 18160.. 18294 



Seq. ID OJ990503_32.9C03.C1 

Strand + 

End 18637 

Method GENSCAN 

End 18294 

Score .58 
17606. .17687, 177 62 .. 1804 9, 



ru 



Seq. No. 2035 

Gene No. 4317 

Start 13931 

Name OJ990503_32 . 9C03 . CI . o3 . gp 

Start 17855 

GI none 

Exons 17855. .18049, 18160.. 18637 

Seq. No. 2035 

Gene No. 4318 

Start 25781 

Name OJ990503_32 . 9C03 . CI . 08 . gs 

Start 25781 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_32.9C03.C1 
+ 

18637 
AAT/GAP 
18637 
1255 



OJ990503_32.9C03.C1 
-f 

28502 
GENSCAN 
28502 
.61 



25781. .25917, 27399 .. 27857 , 28310.. 28502 



Seq. No. 2035 Seq. ID 

Gene No. 4318 Strand 

Start 25781 - End 

Name OJ990503_32 . 9C03 . CI . o4 . gp . Method 

Start 27431 End 

GI none Score 

Exons 27431. .28139 . 



OJ990503_32. 9C03.C1 
+ 

28502 
AAT/GAP 
28139 
1300 



Seq. No. 
Gene No. 



2035 
4318 



Seq. ID OJ990503_32.9C03.C1 
Strand + 



2163 



Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



25781 , End 28502 
OJ990503_32 . 9C03 . CI . o2 . np Method AAT/NAP 

27517 End 27894 

4455270 Score 225 

27517.. 27894 

(AL035527) putative protein [Arabidopsis thaliana] 



:l: z 
I I s 
! Is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990503_32.9C03.C1 
+ 



40906 
AAT/NAP 
40906 
122 

37381, 37825. 
39401, 40063. 



37890, 
40210, 



2035 Seq. ID 

4319 Strand 
35509 End 
OJ990503_32 . 9C03 . CI . o3 . np Method 
35509 End 
6322636 Score 
35509. .35553, 364 92 .. 36826, 37278 
38238. .38308, 38571 38714 , 39210 
40528. .40606, 40681 .. 40748 , 
phospholipase A2-activating protein; Doalp 
gi|54 9752|sp|P36037|DOAl_YEAST DOA1 PROTEIN 
gi|539311|pir| IS38051 DOA1 protein - yeast ( Saccharomyces 
cerevisiae) gi | 473137 | emb | CAA53560 | (X75951) ORF6, F715 
[Saccharomyces cerevisiae] gi | 486381 | emb | CAA82058 | (Z28213) ORF 
YKL213c [Saccharomyces cerevisiae] gi 11086570 (U39947) Doalp 
[Saccharomyces cerevisiae] 



40885. .40906 



2035 
4319 
35509 

OJ990503_32.9C03.Cl.ol0.gs 

36459 

none 



Seq. ID OJ990503_32.9C03.C1- 



Strand 
End 

Method 

End 

Score 



+ 

40906 
GENSCAN 
40740 
.91 



36459. .36826, 38571 .. 38710, 39212 .. 39401 , 39672 .. 39733, 
40122. .40210, 40528. .40606, 40681.. 40740 



'is 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2035 
4320 
1815 

OJ990503_32 . 9C03 . CI . o2 . gs 

1815 . 

none 

1815. .1951, 2663. .2708 

2035 
4321 
3915 

OJ990503_32 . 9C03 . CI . o2 . gp 

3915 

none 

3915. .4444 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503__32.9C03.C1 

2708 
GENSCAN 
2708 
.79 



OJ990503_32.9C03.C1 

4444 
AAT/GAP 
4444 
1008 



Seq. No. 2035 Seq. ID 

Gene No. 4322 Strand 

Start 23534 End 24682 

Name . OJ990503_32 . 9C03 . CI . ol . np Method- AAT/NAP 

Start 23534 ^ End 24682. 

GI • 4914317 - Score 551 

Exons 23534-. .24682 

GI Descrip. (AC005489) F14N23.3 [Arabidopsis thaliana] 



OJ990503 32.9C03.C1 



2164 




C rt n VI rt 

oeq. no. 


2035 






Crtrt: T Pi 

beq. iu 




. L-l 


Gene No. 


4322 






Strand 






Start 


23534 






End 


24682 




Name 


OJ990503 32.9C03.C1. 


o7 .gs 


Method 


GENSCAN 




Start 


23534 






End 


24664 




GI 


none 






Score 


.94 




Exons 


23534. . 


24664 










O rt rtr XT rt 

oeq. no. 


2035 






Seq. ID 


OJ990503_32.9C03 


.Li 


Gene No. 


4323 






Strand 






Start 


29407 






End . 


35896 




Name 


OJ990503 32.9C03.C1. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


23627 






End 


23968 




GI 


none 






Score 


165 




Exons 


23627. . 


23839, 23627. 


.23833, 


23924. .23968 




Seq. No. 


2035 






Seq. ID 


OJ990503_32.9C03 


.CI 


Gene No. 


4323 






Strand 






Start 


29407 






End 


35896 




Name 


OJ990503 32.9C03.C1. 


o5.gp 


Method 


AAT/GAP 




Start 


29407 






End 


32097 




GI 


LIB3477 


-003-P1-K1-E9 


Score 


135 




Exons 


29407. . 


29453, 32038. 


.32097 









~ r GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
% SI PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza . 

ts sativa] 1 

y 





Seq. No. 


2035 






Seq. ID 


OJ990503_32.9C03 


.CI 


J 


Gene No. 


4323 






Strand 






3 


Start 


29407 






End 


35896 






Name 


OJ990503 32.9C03.C1 


.o9.gs 


Method 


GENSCAN 




y 


Start 


30675 






End 


35896 






GI 


none 






Score 


.71 




3 


Exons 


30675. 


.30842, 33214 


. .33684, 


35212. .35532, 35585.. 35896 






Seq. No. 


2035 






Seq. ID 


OJ990503_32.9C03 


.CI 




Gene No. 


4324 






Strand 








Start 


36465 






End 


36815 




s? 


Name 


OJ990503 32.9C03.C1 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


36465 






End 


36815 






GI 


none 






Score 


371 






Exons 


36465*. 


.36815, 36491 


. .36793 










Seq. No. 


2035 






Seq. ID 


OJ990503_32.9C03 


.CI 




Gene No. 


4325 






Strand 








Start 


37273 






End 


40213 






Name 


OJ990503 32.9C03.C1 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


37273 






End 


39276 






GI 


none 






Score 


142 






Exons 


37273. 


.37383, 37278 


. .37382, 


37279.-37383, 37280 .. 37387 , 








37280. 


.37387, 37819 


. .37896, 


37824 . .37895, 37832 .. 37912, 








38243. 


.38305, 38244 


. .38306, 


38568. .38708, 38569 38709, 








39209. 


.39274, 39210 


. .39275, 


39210. .39275, 39211.. 39276 






Seq. No. 


' 2035 






Seq. ID 


OJ990503_32.9C03 


.CI 




Gene No. 


4325 






Strand 







2165 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37273 

OJ990503_32 . 9C03 . CI . ol . ts 
38605 
none 
38605 



End 40213 

Method TBLASTX : Soybean 

End 40213 

Score 146 



38709, 38619. .38708, 39209 .. 39304 , 39210 .. 39326, 
39210. .39401, 39211 .. 39402, 39669 .. 39734 , 39670 .. 39735, 
40120. .40209, 40121.. 40213 



2036 
4326 
225 

OJ990503_32 . 9C03 . C2 . ol . gp 

225 

none 

225.-257, 540.. 627 

2037 
4327 
81 

OJ990503_32 . 9C03 . C3 . ol . gs 
81 

none 
81. .87 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_32.9C03.C2 
+ 

627 

AAT/GAP 

627 

150 



OJ990503_32.9C03.C3 
+ 

87 

GENSCAN 

87 

.99 



OJ990923 20.9C23.C3 



2038 Seq. ID 

-4328 * Strand 

455 End 1227 

OJ990923_20 . 9C23 . C3 . ol . gp Method AAT/GAP 

177 End 630 

LIB3431-045-P1-N1-A10 Score 872 

177. .630 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



.3 =. 

u 


Seq. No. 


2038 






Seq. ID 


OJ990923_20.9C23.C3 




Gene No. 


4328 






Strand 




is cs 


Start 


455 






End 


1227 




Name 


OJ990923 20.9C23.C3. 


ol 


. gs 


Method 


GENSCAN 


;. s 

S ET 


Start 


455 






End 


1135 


: ; si 


GI 


none 






Score 


.79 


: s =» 


Exons 


455. .615, 913. .1135 












Seq. No. 


2038 ' 






Seq. ID 


OJ990923_20.9C23.C3 




Gene No. 


4328 






Strand 






Start 


455 






End 


1227 




Name 


OJ990923 20.9C23.C3. 


o2 


-.gp 


Method 


AAT/GAP 




Start 


709 






End 


1131 




GI 


5701669 






Score 


764 




Exons 


709. .1131 












GI Descrip. 


5441880/dbj IBAA82378 


.1 


1 5. 


0e-75 (AP000367) EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



2038 
4328 
455 

OJ990923 20.9C23.C3.ol.np 



Seq. ID OJ990923_20.9C23.C3 
Strand 

End 1227 

Method AAT/NAP 



2166 



rU 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 



735 End 1227 

5441880 Score 843 

735. .1227 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



2038 
4328 
455 

OJ990923_20 . 9C23 . C3 . ol . tm 

737 

none 



Seq. ID OJ990923_20.9C23.C3 
Strand 

End . 1227 

Method TBLASTX : Mai ze 

End 1174 

Score 151 



737. .1012, 774..99S, 1046. .1174, 1068. .1166 



Seq. ID OJ990923_20.9C23.C4 

Strand + 

End 4 30 

Method AAT/NAP 

End 4 30 

Score 313 



2039 
4329 
1 

OJ990 92 3_20 . 9C2 3 . C4 . ol . np 
1 

4587516 
1..261, 386. .430 

(AC007060) Strong similarity to gb|U80583 proteinase TMP from 
Lycopersicon esculentum and is a member of the PF| 00082 
subtilase family. [Arabidopsis thaliana] 



End 

Method 

End 

Score 



2039 
4329 
1 

OJ990923_20 . 9C23 . C4 . ol . tc 
2 

none 

2. .136, 3. .143, 171. .257 

2039 
4329 
1 

OJ990923_20.9C23.C4.ol.ts 
2 

none 

2. .259, 3. .260 

2039 
4329 
1 

OJ990923_20 . 9C23 . C4 . ol . tm 
2 

none 

2. .253, 3. .212, 5. .214, 194. .289, 195. .263 



Seq. ID OJ990923_20.9C23.C4 
Strand + 

430 

TBLASTX: Cress 
257 
130 



Seq. ID OJ990923_20.9C23.C4 
Strand + 

430 

TBLASTX : Soybean 
260 
337 



End 

Method 

End 

Score 



Seq. ID OJ990923_20.9C23.C4 
Strand + 

430 

TBLASTX: Maize 
289 
309 



End 

Method 

End 

Score 



2039 
4329 

1 - 

OJ990923_20 . 9C23 . C4 . ol . gs 
12 

none 
12. .261 



Seq. ID OJ990923_20. 9C23.C4 

Strand + 

End 430 

Method . GENS CAN 

End 261 

Score .48 



2167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2040 
4330 
1 

OJ990923_20 . 9C23 .C5.ol.np 
1 

6723391 
1. .233 

(AL132956) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990923_20. 9C23.C5 

Strand +. 

End 239 

Method AAT/NAP 

End 233 

Score 71 



2040 
4330 
1 

OJ990923_20.9C23.C5.ol.gs 
72 

none 
72. .239 



Seq. ID. OJ990.923_20.9C23.C5 

Strand + 

End 239 

Method GENSCAN 

End 239 

Score .76 



l! j 

'-4 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i;n GI Descrip. 

ru 

i !8 S 

Seq. No. 
^ Gene No. 
hi Start 
PjJ Name 
Start 



GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990923_20. 9C23.C6 
Strand 

2371 
AAT/NAP 
2371 
2514 



2041 
4331 

1 • 

OJ990923_20 . 9C23 . C6 . ol . np 
1 

6572076 
1. .2248, 2303. .2371 

(AL133452) receptor-protein kinase-like protein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



2041 
4331 
1 

OJ990923_20.9C23.C6.ol.ts 
1 

none 

1..69, 3. .68, 35. .925, 81. .926 

2041 
4331 
1 

OJ990923_20.9C23.C6.ol.tm 
1 

none 



Seq. ID OJ990923_20.9C23.C6 
Strand 

End 2371 

Method TBLASTX : Soybean 

End 926 

Score 83 



Seq. ID OJ990923_20.9C23.C6 
Strand 

2371 

TBLASTX: Maize 
1007 
107 



End 

Method 
End 
Score 

1..69, 3. .68, 22. .321, 35. .898, 54. .905, 541. .903, 906. . 947, 
938. .1006, 948. .1007 



Seq. No. . '2041 

Gene No. 4331 

Start 1 

Name OJ990923_20 . 9C23 . C6 . o4 . tc 

Start 1 

GI none 

Exons 1..81, 3. .95, 35. .196, 72. 

Seq. No. 2041 

Gene No. 4331 

Start 1 

Name OJ990923 20 . 9C23 . C6 . o2 . tw 



Seq. ID OJ990923_20.9C23.C6 
Strand 

End 2371 

Method TBLASTX : Cress 

End 197 

Score 72 



.197 



Seq. ID OJ990923_20. 9C23.C6 
Strand 

End 2371 

Method TBLASTX : Wheat 



2168 






Start 


80 






End 


292 




GI 


none 






Score 


77 




Exons 


80.. 292, 150 


. .287 










Seq. No. 


2041 






Seq. ID 


OJ990923_20.9C23.C6 




bene no . 


A "3 *3 1 






otrana 






Start 


1 






End 


2371 




Name 


OJ990923 20. 


9C23.C6.ol. 


gs 


Method 


GENSCAN 




Start 


112 






End 


2359 




GI 


none 






Score 


.57 




Exons 


112. .2359 












Seq. No. 


2041 






Seq. ID 


OJ990923_20.9C23.C6 




Gene No. 


4331 






o Lrana 






Start 


1 






End 


2371 




Name 


OJ990923 20. 


9C23.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


198 






End 


754 




GI 


none 






Score 


576 




Exons 


198. .752, 209. .754, 233 


. .754 








Seq. No. 


2041 






Seq. ID 


OJ990923_20.9C23.C6 




Gene No. 


4331 












Start 


1 






End 


2371 




Name 


OJ990923 20. 


9C23.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


294 






End 


718 




GI 


none 






Score 


542 


i = 

y 


Exons 


294. .716, 296. .718, 296 


. .718 








Seq. No. 


2041 






Seq. ID 


OJ990923_20.9C23.C6 




Gene No. 


4331 






Strand 






Start 


1 ' 






End 


2371 


n 


Name 


OJ990923 20. 


9C23.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1007 






End 


1339 




GI 


none 






Score 


230 


si 


Exons 


1007. .1234, 


1008. .1235, 


1235. 


.1339, 1236.. 1337, 1250.. 1339 


4 


Seq. No. 


2041 






Seq. ID 


OJ990923_20.9C23.C6 




Gene No. 


4331 






Strand 




CL 


Start 


1 






End 


2371 


H 


Name 


OJ990923 20. 


9C23.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1028 






End 


1531 




GI 


none 






Score 


112 




Exons 


1028. .1192, 


1050. .1196, 


1232. 


.1447, 1232. .1531, 1236. .1454 




Seq. No. 


2041 






Seq. ID 


OJ990923_20.9C23.C6 




Gene No. 


4331 






Strand 






Start 


1 






End 


2371 




Name 


OJ990923 20. 


9C23.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1248 






End 


2230 




GI 


none 






Score 


84 




Exons 


1248. .1454, 


1250. .1486, 


1568. 


.1693, 1569. .1658, 1736. .1783 






1742. .1780, 


1829. .1939, 


1934. 


.2095, 1980. .2105, 2132. .2164 






2186. .2230 












Seq. No. 


204l' 






Seq. ID 


OJ990923_20. 9C23. C6 




Gene No. 


4331 






Strand 






Start 


1 






End 


2371 



2169 



Name 

Start 

GI 

Exons 



OJ990923_20 . 9C23 . C6 . o3 . tm Method 
1340 End 
none Score 



TBLASTX: Maize 

1667 

76 



1340.. 1666, 1343. .1447, 1514.. 1660, 1536.. 1667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 



2041 
4331 
1 

OJ990923_20.9C23.C6.o4.tm 

1697 

none 



Seq. ID OJ990923_20.9C23.C6 
Strand 

End 2371 

Method TBLASTX: Maize 

End 2030 

Score 48 



1697.. 1930, 1727.. 1774, 1830.. 1931, 1955.. 2029, 1980.. 2030 



2041 
4331 " 
1 

OJ990923_20.9C23.C6.o3.tc 

1748 

none 



Seq. ID OJ990923_20.9C23.C6 
Strand 

End 2371 

Method TBLASTX : Cress 

End 2096 

Score 42 



1748.. 1933, 1830. .1913, 1931.. 2095, 1980.. 2096 



Seq. No. 
Gene No. 
U Start 
Name 
Start 
GI 

Exons 



hi 



Q Seq. No. 
ril Gene No. 
! " Start 



Name 

Start 

GI 

Exons 

GI Descrip. 



2042 
4332 
12812 

OJ990923_20 . 9C23 . C7 . o3 . gs 

12812 - 

none 



Seq. ID OJ990923_20.9C23.C7 

Strand + 

End 15494 

Method GENSCAN 

End 15494 

Score . 63 



12812. .12821, 12912. .12985, 13690 .. 13857 , 14259 .. 14293, 
14720. .14808, 15023 15190, 15325.. 15494 



2042 
4333 
21069 

OJ990923_20 . 9C23 . C7 . o4 . gp 
21069 

uC-osflcyp066bllal 
21069. .21519 

'3128206 8.0e-52 (AC004077) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990923_20.9C23.C7 

Strand + 

End • 21519 

Method AAT/GAP 

End 21519 

Score 894' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2042 
4334 
26362 

OJ990923_20.9C23.C7.o6.gs 

26362 

none 



Seq. ID OJ990923_20.9C23.C7 

Strand + 

End 27368 

Method GENSCAN 

End 27368 

Score .97 



26362. .26384, 26506 .. 26626, 26952.. 27368 



Seq. No. 2042 

Gene No. 4335 

Start 4285 

Name OJ990923_20 . 9C23 . C7 . ol . gp 

Start 4015 

GI 3768021 

Exons 4015.. 4281 



Seq. ID OJ990923_20. 9C23.C7 
Strand 

End 10315 

Method AAT/GAP 

End 4281 

Score 441 



Seq. No. 



2042 



Seq. ID OJ990923_20.9C23.C7 



2170 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



4335 Strand 
4285 End 10315 

OJ990923_20 . 9C23 . C7 . o2 . gs Method GENSCAN 

4285 End 9333 

none Score .79 

4285.-4437, 4503.. 4702, 5025.. 5306, 5896.. 6166, 6252.. 6583, 

6672. .6954, 7086. .7158, 7237. .7332, 7648. .8045, 8496. .8649, 
8999.. 9333 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
6 Name 
J Start 
1 GI 
j Exons 
I GI Descrip. 



rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2042 
4335 
4285 

OJ990923 20. 9C23.C7 . ol .np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5306, 5896.. 6166, 
7332, 7648.. 8045, 



OJ990923 20.9C23.C7 



10315 
AAT/NAP 
10315 
2355 

6563, 
8638, 



6658. 
9113. 



6954, 
,9234, 



4299 
4587516 

4299.. 4702, 5025.. 5306, 5896.. 6166, 6252 
7086. .7158, 7237. .7332, 7648. .8045, 8496 
10221.. 10315 

(AC007060) Strong similarity to gb|U80583 proteinase TMP from 
Lycopersicon esculentum and is a member of the PF 100082 
subtilase family. [Arabidopsis thaliana] 

2042 Seq. ID OJ990923_20 . 9C23 . C7 

4335 Strand 

4285 End 10315 

OJ990923_20.9C23.C7.o2.gp Method AAT/GAP 

6475 End 6966 

568481 Score 737 

6475. .6583, 6672. .6966 

4587516/gb|AAD25747.1|AC007060_5 5.0e-46 (AC007060) Strong 
similarity to gb_U80583 proteinase TMP from Lycopersicon 
esculentum and is a member of the PF_00082 subtilase family. 
[Arabidopsis thaliana] 



2042 
4336 
17530 

OJ990923_20. 9C23 . C7 . o4 . gs 

17530 

none 

17530. .17613, 17883. .17993, 
19500. .19575, 19789 .. 19970, 



Seq. ID 

Strand 

End 

Method 
■ End 

Score 
18072. .18243, 
20067. .20381 



OJ990923 20.9C23.C7 



25521 
GENSCAN 
20381 
.83 

19240, 



, 19397, 



Seq. No. 2042 
Gene No. 4336 
Start 17530 

Name OJ990923_20. 9C23.C7 .o2 

Start 17548 

GI 6324770 

Exons 17548. .17613, 17883.. 1 

19485. .19575, 19789. .1 

GI Descrip. lipoic acid synthase; 

LIPOIC ACID SYNTHETASE 
(LIPOATE SYNTHASE) gi | 
(EC 2.8.1.-) precursor 
gi|1420467 | emb | CAA9940 
cerevisiae] 



np 



7993, 
9952, 
Lip5p 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18072. .18243, 
20067. .20205, 



OJ990923 20.9C23.C7 



25521 
AAT/NAP 
22255 
688 

19240. 
22203. 



, 19397, 
.22255 



gi | 417254 | sp | P32875 | LIP5_YEAST 
MITOCHONDRIAL PRECURSOR (LIP-SYN) 
630264 Ipir | | S42159 lipoic acid synthase 

- yeast ( Saccharomyces cerevisiae) 
9| (Z75104) ORF YOR196c [Saccharomyces 



2171 



Seq. No. 






beq. id 


r\ TQ QHQ9 ^ 






Gene No. 


4336 




Strand 








Start 


17530 




End 


25521 






Name 


OJ990923 20.9C23.C7 


. o3 . gp 


Method 


AAT/GAP 






Start 


17900 




End 


18100 






GI 


3106632 




Score 


217 






Exons 


17900. .17993, 18072 


. .18100 










Seq. No. 


2042 




Seq. ID 


OJ990923_ 


20.9C23 


.C7 


bene no . 






btrana 








Start 


17530 




End 


25521 






Name 


OJ990923 20.9C23.C7 


. o5.gs 


Method 


GENSCAN 






Start 


21328 




End 


25521 






GI 


none 




Score 


.76 






Exons 


21328. .21434, 21811 


. .23859, 


24392. .24^ 


161, 25284. 


.25340, 






25513.. 25521 












Seq. No. 


2042 




Seq. ID 


OJ990923_ 


20.9C23 


.C7 


Gene No. 


4336 




Strand 








Start 


17530 




End 


25521 






Name 


OJ990923 20.9C23.C7 


. o3.np 


Method 


AAT/NAP 






Start 


21779 




End 


25313 






GI 


2244855 




Score 


1181 






Exons 


21779. .22326, 22378 


. .23151, 


23203. .23850, 24377. 


.24461, 





25284. .25313 



ry GI Descrip. (Z97337) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.. Start 
GI 

Exons. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 20.9C23.C7 



2042 
4336 
17530 

OJ990923_20 . 9C23 .C7 . o5 . gp 
21958 

22676JL.R1084 
21958. .22508 

'3152568 2.0e-48 (AC002986) Similar to hypothetical protein 
product gb_Z97337 from A. thaliana. EST gb_H76597 comes from 
this gene. [Arabidopsis thaliana] 1 



25521 
AAT/GAP 
22508 
1056 



2042 
4336 
17530 

OJ990923_20 . 9C23 .C7*. 06 . gp 
23778 

31452_1.R1084 

23778. .23859, 24392.. 24463 
, 2244855/emb|CAB10277.1| 5. 
[Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_20.9C23.C7 

25521 
AAT/GAP 
24463 
226 



2042 
4337 
29242 

OJ990923 20.9C23.C7.o2.tm 



0e-09 (Z97337) hypothetical protein 



OJ990923 20.9C23.C7 



4659 
none 

4659. .4700, 
5074. .5307, 



4997. 
5212. 



Seq. ID 
Strand 
•End 
Method 
End 
Score 

5092, 5023.. 5091, 5033.. 5329, 5072 
5334, 5892.. 5996, 5894.. 6169, 5894 



31163 

TBLASTX: Maize 

6326 

72 



,5305, 
.6172, 



2172 



6244. .6321, 6249.. 6317, 6249.-6326 



Seq. No. 2042 Seq. ID 

Gene No. 4337 Strand 

Start 29242 End 

Name OJ990923_20 . 9C23 . C7 . o2 . ts Method 

Start 4 662 End 

GI none Score 

Exons 4662.. 4706, 5026.. 5310, 5027.. 5311, 

5894. .6130, 6036. .6134 



OJ990923_20.9C23.C7 
31163 

TBLASTX : Soybean 
6134 
256 

5063.. 5323, 5891.. 6130, 



Seq. No. 2042 

Gene No. 4337 

Start 29242 

Name OJ990923_20 . 9C23 . C7 . o3 . tc 

Start 5029 

GI none 

Exons 5029.. 5115, 5143.. 5298, 5150. 

7236.-7334, 7725.. 7820, 7839. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5314, 5927 
.7898 



OJ990923 20.9C23.C7 



31163 

TBLASTX: Cress 
7898 
80 

5983, 6676.. 6870, 



Seq. No. 

Gene No. 

<ia Start 

j ==^ Name 

_Q Start 

i!n gi 

r;E Exons 

H Seq. No. 

; '=y Gene No. 

Q Start 

! E |j Name 

: .~ Start 

« GI 



Exons 



2042 
4337 
29242 

OJ990923_20. 9C23 . C7 . 06 . tm 

6345 

none 

6345.. 6518, 6673.. 6885, 6749. 

2042 
4337 
29242 

OJ990923_20 . 9C23 . C7 . o4 . ts 

6877 

none 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6886 



OJ990923_20.9C23.C7 
31163 

TBLASTX: Maize 

6886 

140 



Seq. ID OJ990923_20.9C23.C7 
Strand 
End 

Method 
End 
Score 



31163 

TBLASTX: Soybean 

8042 

109 



6877..6987, 7080. .7157, 7209.-7334, 7240. .7329, 7242. .7331, 
7647..7832, 7648. .7800, 7848. .8042, 7849. .8001 



\. j Seq. No. 

Gene No. 
^ Start 
. Name 

Start 

GI 

Exons 



2042 
4337 
29242 

OJ990923_20 . 9C23 . C7 . o5 . tm 

6886 

none 

6886. .6987, 6887. .6988, 7086. 
7123. .7158, 7235. .7330, 7237. 
7647. .7700 



Seq. ID OJ990.923__20.9C23.C7 

Strand - 

End 31163 

Method TBLASTX: Maize 

End 7700 

Score 95 

.7157, 7086. .7157, 7120. .7158, 
.7329, 7238.. 7330, 7239.. 7334, 



Seq. No. 2042' 

Gene No. 4 337 

Start 29242 

Name OJ990923_20 . 9C23 . C7 . o2 . tc 

Start 17533 

GI none 

Exons 17533. 

18079. 



,17613, 17871, 
,18198, 19215. 
19508. .19594, 19788. 



17999, 
19394, 
19925, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 20.9C23.C7 



31163 

TBLASTX: Cress 
20189 
49 

17878. .17973, 18066 .. 18194 , 
19243. .19398, 19485 .. 1958 9, 
19854. .19916, 20067.. 20189 



2173 






Seq. No. 


2042 




Seq. ID 


OJ990923_20.9C23. 


C7 




Gene No. 


4337 




Strand 








Start 






End 


31163 






Name 


OJ990923 20.9C23.C7 


.o5 . ts 


Method 


TBLASTX : Soybean 






Start 


17871 




End 


19544 






GI 


none 




Score 


79 






Exons 


17871. .17999, 18066 


. .18194, 


18079. .18198, 19215. . 19403, 








19243. .19398, 19494 


. .19544, 


19494. .19544 






Seq. No. 


2042 




Seq. ID 


OJ990923_20.9C23. 


C7 




Gene No. 


4337 




Strand 








Start 


29242 




End 


31163 






Name 




. o3 . tm 


Method 


TBLASTX: Maize 






Start 


19483 




End 


20214 






GI 


none 




Score 


78 






Exons 


19483. .19536, 19484 


. .19576, 


19485. .19589, 19788 .. 19916, 








19789. .19908, 19790 


. .19972, 


19791. .19973, 20067 .. 20126, 








20067. .20213, 20068 


. .20214 










Seq. No. 


2042 




Seq. ID 


OJ990923_20. 9C23. 


C7 




Gene No. 


4337 




Strand 








Start 


29242 




End 


31163 






Name 


ujyyuy^o zu.yc^o.u/ 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


21530 




End 


22.97 5 




:. Hi 


GI 


none 




Score 


35 






Exons 


21530. .21547, 21547 


. .21609, 


21549. .21608, 21617 .. 21694 , 




I'M 




21617. .21697, 21764 


. .22840, 


21765. .22841, 22330 .. 22842, 




i rf 




22847. .22975, 22850 


. .22966 








l j 


Seq. No. 


2042 




Seq. ID 


OJ990923_20.9C23. 


C7 




Gene No. 


A O O O 
4 J J / 




Strand 






1 u 


Start 


29242 




End 


31163 






Name 


OJ990923 20.9C23.C7 


.ol.tw 


Method 


TBLASTX: Wheat 




"a 


Start 


21794 




End 


22010 




u 


GI 


none 




Score 


131 




: ^ 
u 


Exons 


21794. .22009, 21807 


. .22010 








!. 1! 


Seq. No. 


2042 




Seq. ID 


OJ990923_20.9C23. 


C7 




Gene No. 


4 o J / 




Strand 








Start 


29242 




End 


31163 




^: J 


Name 


OJ990923 20.9C23:C7 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


22127 




End 


22384 






GI 


none 




Score 


229 






Exons 


22127. .22384, 22146 


. .22376 










Seq. No. 


2042 




Seq. ID 


OJ990923_20. 9C23. 


C7 




Gene No. 


4337 




Strand 








Start 


O C\ O A O 




End 


31163 






Name 


OJ990923 20.9C23.C7 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


22325 




End 


22969 






GI 


none 




Score 


122 






Exons 


2232S..22483, 22326 


. .22484, 


22502. .22747, 22503 .. 2272 1 , 








22754. .22969, 22761 


. .22862 










Seq. No. 


2042 




Seq. ID 


OJ990923_20. 9C23. 


C7 




Gene No. 


4337 




Strand 








Start 


29242 




End 


31163 





2174 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

. Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Q Gene No. 
Jg Start 

Name 
;:!! Start 

Exons 



OJ990923_20 . 9C23 . C7 . ol . ts Method 
22550 End 
none ■ Score 



TBLASTX : Soybean 

23071 

95 



22550. .22759, 22559 .. 22717, 22747 22845, 22754 .. 23071, 
22761. .23048, 22763 .. 23053, 22948.. 23070 



2042 
4337 
29242 

OJ990923_20 . 9C23 . C7 . o4 . tm 

22976 

none 



Seq. ID OJ990923_20.9C23.C7 
Strand 

End 31163 

Method TBLASTX : Maize 

End 23226 

Score 112 



22976. .23224, 22977 .. 23048, 22981 .. 23211 , 23098.. 23226 



2042 
4337 
29242 

OJ990923_20 . 9C23 . C7 . o7 . gs 

29242 

none 

29242. .29418, 30792.. 31163 

2043 
4338 
1689 

OJ990923_20 . 9C23 . C8 . ol . gp 

1689 

none 

1689. .1960 



Seq. ID OJ990923_20.9C23.C7 
Strand 

End 31163 

Method GEN SCAN 

End 31163 

Score .96 



Seq. ID OJ990923_20.9C23.C8 

Strand + 

End 1960 

Method AAT/GAP 

End 1960 

Score 520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2043 
4339 
25 

OJ990923_20.9C23.C8.ol.gs 
25 

none 



Seq. ID OJ990923_20.9C23.C8 
Strand 

10667 
GENS CAN 
10667 
.66 



End 

Method 
End 
Score 

25. .173, 412. .584, 761. .959, 2574. .2699, 2746.-2978, 3452. .3564, 
3973. .4769, 5817. .5926, 6032 .. 7713, 8926 .. 9974 , 10029. . 10112, 
10553.. 10667 



2043 
4339 
25 

OJ990923_20 . 9C23 . C8 . ol . tm 

2912 

none 



Seq. ID OJ990923_20.9C23.C8 
Strand 

End 10667 

Method TBLASTX : Mai ze 

End 4278 ■ 

Score 141 



2912. .2980, 3437. .3565, 3451. .3570, 3962. .4246, 3967. .4227, 
3981. .4244, 4255. .4278 



2044 
4340 
165 

OJ990923_20. 9C23 . C9 . o2 . np 
139 

5441880 



Seq. ID OJ990923_20.9C23.C9 
Strand 

End 9748 

Method AAT/NAP 

End 5637 

Score 405 



139. .176, 2387. .2720, 2829. .2976, 5459.-5637 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 



2175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



2044 
4340 
165 

OJ990923_20.9C23.C9.ol.gs 

165 

none 



Seq. ID OJ990923_20.9C23.C9 
Strand 

End 9748 

Method GEN SCAN 

End 9748 

Score .57 



165. .343, 755. .896, 982. .1302, 1382. .1436, 2012. .2300, 
2387. .2575, 2599. .2753, 4853. .4890, 5514. .5999, 6068. .6173, 
6252. .6572, 6657. .8340, 8503. .8849, 9443. .9633, 9674. .9748 



2044 
4340 
165 

OJ990923_20 . 9C23 . C9 . ol . np 

2383 

5441880 



OJ990923 20.9C23.C9 



Seq. ID _ 
Strand 

End 9748 
Method AAT/NAP 
End 5836 
Score 405 
2383.. 2720, 2829. .2976, 5459.-5563, 5798.-5836 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No.. 


2044 








Seq. ID 


OJ990923_20.9C23.C9 


Gene No. 


4340 








Strand 




Start 


165 








End 


9748 


Name 


OJ990923 20 


.9C23, 


.C9.o3. 


np 


Method 


AAT/NAP 


Start 


4160 








End 


6181 


GI 


5732031 








Score 


326 


Exons 


4160. .4202, 


5455, 


. .5984, 


6065. 


.6181 




GI Descrip. 


(AF147260) 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


2044 








Seq. ID 


OJ990923_20.9C23.C9 


Gene No. 


4340 








Strand 




Start 


165 








End 


9748 


Name 


OJ990923 20 


.9C23, 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start . 


5538 








End 


7006 


GI 


none 








Score 


59 


Exons 


5538. .5588, 


5601, 


. .5777, 


6254. 


.6349, 6452.. 6574, 6456.. 6581, 




6639.* .6776, 


6644, 


. .7006, 


6834. 


.6965 




Seq. No. 


2044 








Seq. ID 


OJ990923_20.9C23.C9 


Gene No. 


4340 








Strand 




Start 


165 








End 


9748 


Name 


OJ990923 20 


.9C23. 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5715 








End 


6003 


GI 


none 








Score 


182 


Exons 


5715. .5999, 


5722. 


. .6003 








Seq. No. - 


2044 








Seq. ID 


OJ990923_20.9C23.C9 


Gene No. 


4340 








Strand 




Start 


165 








End 


9748 


Name 


OJ990923 20 


. 9C23. 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6655 








End 


7102 


GI 


none 








Score 


103 


Exons 


6655. .6870, 


6656, 


. . 6850, 


6656. 


.7102, 6657.. 7055, 6917.. 7057 



2176 



Seq. No. 


2044 








Seq. ID 


OJ990923_20.9C23. 


C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923 20. 


.9C23. 


C9.o4. 


np 


Method 


AAT/NAP 




Start 


6656 








End 


8893 




GI 


1345502 








Score 


1725 




Exons 


6656. .8893 














GI Descrip. 


(X57297) TNP2 [Antirrhinum ma jus] 






Seq. No. 


204 4 








Seq. ID 


OJ990923 20.9C23. 


C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923_20, 


, 9C23. 


C9.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6668 








End 


7054 




GI 


none 








Score 


110 




Exons 


6668. . 6940, 


6669. 


. 6857, 


6875. 


.7054 






Seq. No. 


2044 








Seq. ID 


r\ Tft 0 a ft 0 0 Oft ft/~»oo 

OJ990923_20 . 9C23 . 


C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923_20, 


. 9C23. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7137 








End 


7351 




GI 


none 








Score 


108 




Exons 


7137. .7328, 


7139. 


. 7351 










Seq. No. 


2044 








Seq. ID 


/"\TftftftftOO Oft ft**"<00 

OJ990923 20.9C23. 


r+ ft 

C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923_20 . 


. 9C23. 


C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


7412 








End 


7654 




GI 


none 








Score 


105 




Exons 


7412 . .7654, 


7470 . 


. 7652 










Seq. No. 


2044 








,Seq. ID 


OJ990923_20.9C23. 


C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923_20, 


. 9C23. 


C9.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


7484 








End 


7927 




GI ' 


none 








Score 


94 




Exons 


7484. .7678, 


7485. 


.7679, 


7697. 


.7927, 7737. .7919 




Seq. No. 


2044 








Seq. ID 


OJ990923_20.9C23. 


/-* ft 

C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923 20. 


9C23. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat ■ 




Start 


7 697 








End 


7984 




GI 


none 








Score 


117 




Exons 


7697. .7984, 


7740. 


.7925, 


7775. 


.7957 






Seq. No. 


2044 








Seq. ID 


OJ990923_2O.9C23. 


C9 


Gene No. 


4340 








Strand 






Start 


165 








End 


9748 




Name 


OJ990923 20. 


, 9C23. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


77 72 








End 


8122 




GI 


none 








Score 


127 




Exons 


7772. .8122, 


7773. 


.8105 











2177 



beg. no. 


O C\ A A 

zU4 4 




beq. LD 


ujyyuyzo zu. 




Gene No. 


4340 




Strand 






Start 


165 




End 


9748 




Name 


OJ990923 20 


.9C23.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7853 




End 


8275 




GI 


none 




Score 


140 




Exons 


7853. .8176, 


7857.. 8096, 8207. 


.8275 






beq. no. 


ZU4 4 




O n n T Pi 

beq. iu 




. i_y 


Gene No. 


4340 




Strand 






Start 


165 




End 


9748 




Name 


OJ990923 20 


. 9C23.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


7994 




End 


8458 




GI 


none 




Score 


39 




Exons 


7994. .8131, 


8153.. 8428, 8429. 


.8458 






Seq. No. 


2045 




Seq. ID 


OJ990923_20.9C23 


..C10 


Gene No . 


A *5 A 1 
4 .3 4 1 




Strand 






Start 


1 




End 


5856 




Name 


OJ990923 20 


.9C23.C10.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1418 




GI 


6907086 




Score 


1141 




Exons 


1..128, 347 


..586, 646. .1418 








GI, Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


^045 




Seq. ID 


ojyyuyzJ zu.yczo 


. C1U 


Gene No. 


4341 




Strand 






Start 


1 




End 


5856 




Name 


OJ990923 20 


.9C23.C10.ol.gs 


Method 


GENSCAN 




Start 


17 




End 


95 




GI 


none 




Score 


.55 




Exons 


17. .95 










Seq. No. 


zU4 0 




Seq. ID 


OJ990923_20.9C23 


.C10 


Gene No. 


4341 




Strand 






Start 


1 




End 


5856 




Name 


OJ990923 20 


.9C23.C10.o2.gs 


Method 


GENSCAN 




Start 


680 




End 


5523 




GI 


none 




Score 


.8 




Exons 


680. .1126, 


1949. .2053, 2978.. 


3088, 5026. .5211, 5437. .5523 


Seq. No. 


2045 




Seq. ID 


OJ990923_20.9C23 


.C10 


Gene No . 


A "3 / 1 
4 j4 1 




Strand 






Start 


1 




End 


5856 




Name 


OJ990923 20 


. 9C23.C10.o2.np 


Method 


AAT/NAP 




Start 


2122 




End 


3171 




GI 


4680186 




Score 


202 . 




Exons 


2122. .2540, 


3068. .3171 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


, indica] 




Seq. No. 


2045 




Seq. ID 


OJ990923_20.9C23 


.C10 


Gene No. 


4341 




Strand 






Start 


1 




End 


5856 




Name 


OJ990923 20 


. 9C23.C10.o3.np 


Method 


AAT/NAP 




Start 


5143 




End 


5856 




GI 


5042454 




Score 


196 





2178 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5143.. 5196, 5437.. 5607, 5794.. 5856 

(AC007789) putative polyprotein [Oryza sativa] 



2046 
4342 
606 

OJ990923_20 . 9C23 . Cll . ol . gs 

606 

none 



Seq. ID OJ990923_20. 9C23.C11 

Strand + 

End 4375 

Method GENSCAN 

End 4 375 

Score .85 



606. .771, 866. .1110, 1360. .1563, 1683. .1775, 2031. .2372, 
2510. ,2572, 2803.. 2871, 3567.. 3686, 3779.. 3946, 4268.. 4375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2046 Seq. ID 

4343 Strand 
47 90 End 
OJ990923_20 . 9C23 . Cll . o2 . tm Method 
8 68 End 
none Score 

868.. 1062, 1363.. 1545 



2046 
4343 
4790 

OJ990923 
4790 
5441880 
4790. .5158, 



OJ990923_20. 9C23.C11 
6904 

TBLASTX: Maize 

1545 

191 



OJ990923 20.9C23.C11 



20.9C23.Cll.ol.np 



Seq. ID 
Strand 

End 6904 
Method AAT/NAP 
End 6904 
Score 1560 
.6904 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



5417.. 5448, 5893. 
(AP000367) EST C28952 (C62945 ) 





Seq. No. 


2046 








Seq. ID 


OJ990923_20. 9C23.C11 




Gene No. 


4343 








Strand 






Start 


4790 








End 


6904 


; Gj 


Name 


OJ990923 20.9C23 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


"4 


Start 


5666 








End 


6043 




GI 


none 








Score 


71 




Exons 


5666. 


".5839, 5677 


. .5817, 


5772. 


.5840, 5867.. 6040, 5889. .6041, 


=\ 




5894. 


.6043 












Seq. No. 


2046 








Seq. ID 


OJ990923_20. 9C23.C11 




Gene No. 


4343 








Strand 






Start 


4790 








End 


6904 




Name 


OJ990923 20.9C23 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5741 








End 


6337 




GI 


none 








Score 


220 




Exons 


5741. 


.5812, 5859 


. .6332, 


5870. 


.6337 






Seq. No. 


2047 








Seq. ID 


OJ990923_20.9C23.C12 




Gene No. 


4344 








Strand 


+ 




Start 


190 








End 


370 




Name 


OJ990923 20.9C23 


.C12.ol 


. gs 


Method 


GENSCAN 




Start 


190 








End 


370 




GI 


■ none 








Score 


.54 




Exons 


190. . 


242, 265.. 370 










Seq. No. 


2047 








Seq. ID 


OJ990923_20.9C23.C12 



2179 



Gene No. 
Start 
Name 
Start * 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
i;3 Gene No. 
lt -3 Start 
Name 
Start 

hJ Exons 

i . f 

GI Descrip. 



Seq. No. 
£3 Gene No. 
'"-4- Start 
\ t & Name 
: n Start 
^ GI 

Exons 



4345 Strand 

4484 End 

OJ990923_20 . 9C23 . C12 . o3 . gs Method 

4484 End 

none Score 



19783 
GENSCAN 
19783 
.76 



4484. .4792, 4915. .4983, 5280. .5343, 5386. .5544, 5649. .5894, 
6022.. 6067, 6201.. 6279, 6402.. 6490, 8794.. 8956, 9949.. 10037, 
10118. .10253, 10352. .10430, 10601 10688 , 10778 .. 10853, 
12422. .12944, 13356 .. 13513, 14369. . 14413, 15054 15740, 
15957. .19280, 19289.. 19783 



2047 Seq. ID 

4345 Strand 

4484 End 

OJ990923_20 . 9C23 . C12 . o2 . np Method 

4523 End 

4966372 Score 



OJ990923_20.9C23.C12 
+ 

19783 
AAT/NAP 
6491 
530 



4523. .4792, 4915. .4983, 5106. .5159, 5280. .5362, 5404. .5492, 
5685.. 5894, 6022.. 6067, 6201.. 6279, 6402.. 6491 
(AC006341) ESTs gb|N38586 and gb|N38613 come from this gene. 
[Arabidopsis thaliana] 



OJ990923_20.9C23.C12 
+ 



2047 Seq. ID 

4345 Strand 
4484 End - 19783 

OJ990923_20 . 9C23 . C12 . o2 . gp Method AAT/GAP 

10225 'End 11427 
uC-osflM202035f05bl Score 708 

10225. .10253, 10352 .. 10426, 
11302. .11427 

, 4538965/emb|CAB39789.1| 4.0e-18 (AL049488) hypothetical protein 
[Arabidopsis thaliana] ' 



10567. .10688, 10778 .. 10853, 



2047 Seq. ID 

4345 Strand 

4484 "End 
OJ990923_20 . 9C23 . C12 . o3 . gp Method 

12966 End 

5455403 Score 
12966. .13270 



OJ990923_20.9C23.C12 
+ 

19783 
AAT/GAP 
13270 
530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



2047 Seq. ID 

4345 Strand 
4484 End 
OJ990923_20 . 9C23 . C12 . o3 . np Method 
13426 End 
5295971 Score 
13426. .13540, 15121 .. 154 18 , 15474. .19780 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990923_20.9C23.C12 
+ 

19783 
AAT/NAP 
19780 
5282 



2047 Seq. ID 

434 6 Strand 

1234 End 

OJ990923_20.9C23.C12.ol.np ' Method 

1234 End 



OJ990923_20.9C23.C12 

4280 

AAT/NAP 

>4280 



2180 



GI 


5852080 








Score 


81 


Exons 


1234. .1256, 


2360. 


.2658, 


2956 


..3110, 4250.. 4280 


GI Descrip. 


(AL117264) 


zwh0003.1 [Oryza 


sativa] 




Seq. No. 


2047 








Seq. ID 


OJ990923_20.9C23.C12 


Gene No. 


A "i A C 

4 J4 o 








Strand 




Start 


1234 








End 


4280 


Name 


OJ990923 20 






.gs 


Method 


GENSCAN 


Start 


2331 








End 


3282 


GI- 


none 








Score 


.43 


Exons 


2331. .2646, 


2769. 


.2881, 


2941 


..3110, 3234.. 3282 


Seq. No. 


2047 








Seq. ID 


OJ990923_20.9C23.C12 


Gene No. 


4347 








Strand 




btart 










End 


10853 


Name 


OJ990923 20 




Clz . 04 , 


, tc 


Method 


TBLASTX: Cress 


Start 


8837 








End 


9994 


GI 


none 








Score 


168 


Exons 


8837. .8959, 


O O H D • 


. 0 j D J , 


aft ^£ 


..8966, 8857. .8967, 9819. .9890, 




9863. .9892, 


9937. 


.9993, 


9944 


. .9994 




Seq. No. 


2047 








Seq. ID 


OJ990923_20.9C23.C12 


Gene No. 


4347 








Strand 




Start 


8837 








End 


10853 


Name 


OJ990923 20 


.9C23. 


C12.o6. 


.tm 


Method 


TBLASTX: Maize 


Start 


8838 








End 


10680 


GI 


none 








Score 


98 


Exons 


8838. .8951, 


8840. 


.8956, 


8843 


..8950, 9952. .10038, 9954. .10037, 



ry 
□ 



;=ri Seq. No. 
1 y Gene No. 

Start 

Name 
H Start 
U GI 
.j Exons 



10115. .10255, 10116. .10259, 10123 .. 10281, 10351 .. 10428, 
10352. .10438, 10566 10679, 10567.. 10680 



2047 
4347 
8837 

OJ990923_20.9C23.C12.o4.ts 
10212 
none 
10212. 
10352, 
10781, 



.10259, 10344. 
.10438, 10525. 
.10852 



,10427, 
,10692, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10351 

10620 



OJ990923 20.9C23.C12 



10853 

TBLASTX : Soybean 
10853 
44 

10431, 10352. .10474, 
10691, 10779. .10853, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2047 Seq.- ID 

4348 Strand 
15481 End 
OJ990923_20 . 9C23 . C12 . 08 . tm Method 
15481 . End 
none Score 
15481. .15549, 15485 .. 15550, 
15600. .15761, 15675.. 15761 

2047 Seq. ID 

4349 Strand 
15995 End 
OJ990923_20 .-9C23 . C12 . o3 . tm Method 
15995 End 
none Score 



OJ990923_20.9C23.C12 
15761 

TBLASTX: Maize 
15761 
67 

15583. .15732, 15599 .. 15685, 



OJ990923_20.9C23.C12 
16703 

TBLASTX: Maize 

16703 

215 



15995. .16228, 15996 .. 16235, 16296. . 16415, 16355 .. 16402, 



2181 




16416. .16463, 164 4 1 .. 16491, 16503 .. 16694 , 16505 .. 16696, 
16506. .16703 



Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4350 




Strand 






Start 


16628 




End 


17081 




Name 


OJ990923 20.9C23.C12 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


16628 




End 


17081 




GI 


none 




Score 


344 




Exons 


16628. .16804, 16629. 


.16994, 


16629. .17009, 17001 .. 17081, 






17006 . . 17068 










Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4350 




Strand 






Start 


16628 




End 


17081 




Name 


OJ990923 20.9C23.C12 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


16718 




End 


16961 




GI 


none 




Score 


302 




Exons 


16718 16807, 16719. 


1 /TOCO 

. 16958, 


16752. .16961, 16753.. 16959 




Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4351 




Strand 






Start 


17019 




End 


17855 




Name 


OJ990923 20.9C23.C12 


. o5 . ts 


Method 


. TBLASTX : Soybean 




Start 


17019 




End 


17345. 




GI 


none 




Score 


200 




Exons 


17019 17345, 17115. 


.17195 








Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4351 




Strand 






Start 


17019 




End 


17855 




Name 


OJ990923 20.9C23.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


17157 




End 


17705 




GI 


none 




Score 


291 




Exons 


17157 .. 17 618 , 17375. 


. 17518, 


17625. .17705 




Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4351 




Strand 






Start 


17019 




End 


17855 




Name 


OJ990923 20.9C23.C12 


. ol . tm 


Method ' 


TBLASTX: Maize 




Start 


17357 




End 


17783 




GI 


none 




Score 


625 




Exons 


17357 17782, 17361. 


. 17783 








Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4351 




Strand 






Start 


17019 




End 


17855 




Name 


OJ990923 20.9C23.C12 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


17388 




End 


17855 




GI 


none 




Score 


315 




Exons 


17388. .17696, 17393. 


.17683, 


17721. .17855 




Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4351 




Strand 






Start 


17019 




" End 


17855 




Name 


OJ990923 20.9C23..C12 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


17403 




End 


17843 





2182 




GI 


none 




Score 


202 




Exons 


17403. .17699, 17444. 


.17485, 


17555. .17 605, 17651. .17689, 






17721. .17843 










Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 


4352 




Strand 






JLdi L 


lO^ J J 




End 


19186 




Name 


OJ990923 20.9C23.C12 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


18255 




End 


18716 




GI 


5509260 




Score 


412 




Exons 


18255. .18716, 18272. 


.18457, 


18578.. 18664 




GI Descrip. 


- 










Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 






Strand 






Start 


18255 




End 


19186 




Name 


OJ990923 20.9C23.C12 


.o5. tm 


Method 


TBLASTX: Maize ' 




Start 


18285 




End 


18602 




GI 


none 




Score 


402 




Exons 


18285. .18602, 18285. 


.18590, 


18506. .18601 




Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No. 






Strand 






Start 


18255 




End 


19186 




Name 


OJ990923 20.9C23.C12 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


18377 .;;~y\; 




End 


18641 




GI 


none 




Score 


249 




Exons 


18377. .18457, 18378. 


.18641, 


18438. . 18584 




Seq. No. 


2047 




Seq. ID 


OJ990923_20. 9C23 


.C12 


Gene No . 


A "3 £ O 




Strand 






Start 


18255 




End 


19186 




Name 


OJ990923 20.9C23.C12 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


18423 




End 


18968 




GI 


none 




Score 


271 




Exons 


18423. .18716, 18578. 


.18658, 


18744. .18968, 18746. .18922 




Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


.C12 


Gene No . 


A "3 C O 

ft OD£. 




Strand 






Start 


18255 




End 


19186 




Name 


OJ990923 20.9C23.C12 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


18795 




End 


19186 




GI 


none 




Score 


540 




Exons 


18795. .19184, 18795. 


.18854, 


18797. .191! 


36 




Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


• C12 


Gene No. 


4353 




Strand 






o tart 


i en ni 




End 


19750 




Name 


OJ990923 20.9C23.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19101 




End 


19750 




GI 


none 




Score 


133 




Exons 


"19101. .19232, 19232. 


.19375, 


19382. .19462, 19390 .. 19458 , 






19529. .19750, 19534. 


.19743 








Seq. No. 


2047 




Seq. ID 


OJ990923_20.9C23 


• C12 


Gene No. 


4353 




Strand ■ 






Start 


19101 




End 


19750 • 





2183 




Name 


OJ990923 20.9C23.C12.o3.ts 


Method 


TBLASTX : Soybean 


Start 


19122 


End 


19744 


GI < 


none 


Score 


108 


Exons * 


19122. .19232, 19280 .. 19441, 


19363. .19455, 19523.. 19744 


Seq. No. 


2047 


Seq. ID 


OJ990923_20.9C23.C12 


Gene No. 


4353 


Strand 




Start 


19101 


End 


19750 


Name 


OJ990923 20.9C23.C12.o4.tm 


Method 


TBLASTX: Maize 


Start 


19358 


End 


19746 


GI 


none 


Score 


452 


Exons 


19358. .19744, 19358 .. 19738 , 


19363. .19746 


Seq. No. 


2048 


Seq. ID 


OJ990923_20.9C23.C13 


Gene No. 


4354 


Strand 


+ 


Start 


1198 


End 


6473 


XT A 

Name 


OJyy092J zU . 9Cz J . Clo . ol . np 


Method 


AAT/NAP 


Start 


1198 


End 


6473 


GI 


6723390 


Score 


532 


Exons 


1198. .1248, 2151. .2331, 2429 


..3024, 5102. .5192, 5616. .5692, 




5832.. 6047, 6446.. 6473 






GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


2048 


Seq. ID 


OJ990923_20.9C23.C13 


Gene No. 


4354 


Strand 


+ 


Start 


1198 


End 


6473 


Name 


OJ990923 20.9C23.C13.ol.gs 


Method 


GEN SCAN 


Start 


2043 


End 


6373 


GI 


none 


Score 


.75 


Exons 


2043. .2318, 2422. .3024, 3717 


..4128, 5920. .6047, 6347. .6373 


Seq. No. 


2048 


Seq. ID 


OJ990923_20 . 9C23 . C13 


Gene No. 


4354 


Strand 


+ 


Start 


1198 


End 


6473 


Name 


OJ990923 20.9C23.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


2431 


End 


2688 


GI 


none 


Score 


75 


Exons 


2431.. 2505, 2503.. 2688, 2571 


. .2681 




Seq. No. 


2048 


Seq. ID 


OJ990923_20.9C23.C13 


Gene No. 


4354 


Strand 


+ 


Start 


1198 


End 


6473 


Name 


OJ990923 20 . 9C23 .C13 . ol . gp 


Method 


AAT/GAP 


Start 


6156 


End 


6473 


GI 


LIB3431-056-P1-N1-H6 


Score 


574 


Exons 


6156. .6473 






GI Descrip. 


'3128206 8.0e-52 (AC004077) 


unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


2049 


Seq. ID 


OJ990923_20.9C23.C14 


Gene No. 


4355 


Strand 


+ 


Start 


1 


End 


621 


Name 


OJ990923 20.9C23.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


621 


GI 


6723391 


Score 


71 


Exons 


1..77, 460. .621, 






GI Descrip. 


(AL132956) putative protein 


[Arabidopsis thaliana] 



2184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2049 Seq. ID 

4356 Strand 

880 End 

OJ990923_20 . 9C23 . C14 . ol . gs Method 

880 End 

none Score 



OJ990923_20.9C23.C14 
+ 

9919 
GENSCAN 
9919 
.8 



880. .980, 1560. .1650, 3358.-3382, 4823. .4937, 6328. .6650, 
6755.-7357, 8072. .8138, 8564. .8691, 9086. .9223, 9752. .9919 



2049 
4356 
880 

OJ990923_20 . 9C23 . C14 . o2 . np 

6368 

6723391 



Seq. ID OJ990923_20.9C23.C14 

Strand + 

End 9919 

Method AAT/NAP 

End 9913 

Score 752 



6368. .6445, 6510. .6654, 6747. .7357, 8072. .8183, 8265.-8341, 
8476.-8691, 9086.. 9223, 9752.. 9913 



GI Descrip. (AL132956) putative protein [Arabidopsis thaliana] 



Seq. No. 2049 

Gene No. 4357 

Start 8800 

l: Z Name OJ990923_20 . 9C23 . C14 . ol . gp 

. M Start 8800 

-£Tl GI LIB3431-056-P1-N1-H6 

i : U Exons 8800.. 9232, 10171.. 10214 
p GI Descrip. '3128206 8.0e-52 (AC004077) 

\~i thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990^3_20 . 9C23 . CI 4 

10214 
AAT/GAP 
10214 
930 



unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2049 Seq. ID 

4358 Strand 

10211 End 

OJ990923_20 . 9C23 . C14 . ol . tc Method 

6764 End 

none Score 
6764.. 6838, 6836.. 7021, 6904.. 7014 

2049 Seq. ID 

4358 Strand 

10211 End 

OJ990923_20 . 9C23 . C14 . o3 . np Method 

10208 End 

3128206 Score 

10208. .10306, 10605. .10706, 11200 

11685. .11806, 12348. .12610, 12982 
14257. .14567 



OJ990923_20.9C23.C14 
15118 

TBLASTX: Cress 

7021 

73 



OJ990923 20.9C23.C14 



15118 
AAT/NAP 
14567 
1120 

11252, 11364. .11433, 
13094, 13950. .14226, 



GI Descrip. (AC004077) unknown protein [Arabidopsis thaliana] 



Seq. No. 2049 Seq. ID 

Gene No. 4358 Strand 

Start 10211 End 15118 

Name OJ990923_20 . 9C23 . C14 . o2 . gs Method GENSCAN 

Start 10211 End 15118 

GI none Score .82 

Exons 10211. .10306, 10608 .. 10706, 10951 .. 11019, 11200 

11356. .11433, 11685. .11806, 12348 .. 12610, 12982 



OJ990923 20.9C23.C14 



11256, 
13094, 



2185 




13981. .14652, 14 661 .. 14780, 14 904 .. 14 986, 15030.. 15118 



Seq. No. 


2049 




Seq. ID 


OJ990923_20.9C23 


.C14 


Gene No. 


j ICQ 

4358 




Strand 






Start 


10211 




End 


15118 




Name 


OJ990923 20.9C23.C14 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11356 




End 


12489 




GI 


none 




Score 


109 




Exons 


11356. .11436, 11357. 


.11434, 


11361. .11447, 11685. .11807, 






11685. .11807, 11687. 


.11809, 


11734. .11844, 12347. .12457, 






12349. .12486, 12349. 


.12489 








Seq. No. 


2049 




Seq. ID 


OJ990923_20.9C23 


.C14 


Gene No. 


4358 




Strand 






Start 


10211 




End 


15118 




Name 


OJ990923 20.9C23.C14 


. o2 . gp 


Method 


AAT/GAP 




Start 


11659 




End 


12568 




GI 


699654 




Score 


649 




Exons 


11659. .11806, 12348. 


.12568 








GI Descrip. 


3128206 8.0e-52 (AC004077) 


unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


2049 




Seq. ID 


OJ990923_20.9C23 


pi j 

. C14 


Gene No. 


4358 




Strand 






Start 


10211 




End 


15118 . 




Name 


. OJ990923 20.9C23.C14 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11679 




End 


12477 




GI 


none 




Score 


124 




Exons 


11679. .11816, 11685. 


.11807, 


11711. .11809, 12347. .12457, 






12349. .12477 










Seq. No. 


2049 




Seq. ID 


OJ990923_20.9C23 


.C14 


Gene No. 


4358 




Strand 






Start 


10211 




End 


15118 




Name 


OJ990923 20.9C23.C14 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12559 




End 


14352 




GI 


none 




Score 


85 




Exons 


12559. .12612, 12559. 


.12618, 


12560. .12628, 12978 .. 13091, 






12979. .13095, 12981. 


.13094,. 


13978. .14193, 13978 .. 14310, 






14217. .14276, 14278. 


.14352, 


14311. .14346 




Seq. No. 


2049 




Seq. ID 


OJ990923_20.9C23 


f* "1 A 

. C14 


Gene No. 


4358 




Strand 






Start 


10211 




End 


15118 




Name 


OJ990923 20.9C23.C14 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12978, 




- End 


14220 




GI 


none 




Score 


64 




Exons 


12978. .13091, 13039. 


.13095, 


13978. .14049, 1397 9 .. 14032 , 






14008. .14172, 14029. 


.14220, 


14045. .14176 




Seq. No. 


2049 




Seq. ID 


OJ990923_20.9C23 


.C14 


Gene No. 


4358 




Strand 






Start 


10211 




End 


15118 




Name 


OJ990923 20.9C23.C14 


.o3.gp 


Method 


AAT/GAP 




Start 


14020 




End 


14200 




GI 


LIB34 31-056-P1-K1-H6 




Score- 


325 




Exons 


14020. .14200 











2186 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f 4490313/emb|CAB38804.1| 2.0e-13 (AL035678) putative protein 
[Arabidopsis thaliana] 1 



2049 
4358 
10211 

OJ990923_20.9C23.C14.o3.ts 

14419 

none 

14419. .14562, 14420. .14530 



Seq. ID OJ990923_20.9C23.C14 
Strand 

End 15118 

Method TBLASTX : Soybean 

End 14562 

Score 147 



Seq. No. 2050 Seq. ID 

Gene No. 4 359 Strand 

Start 507 End 

Name 0 J990923_20 . 9C23 . C15.. ol . gs Method 

Start 507 End 

GI none Score 

Exons 507.. 1062 



OJ990923_20.9C23.C15 
+ 

1154 
GENSCAN 
1062 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hJ Seq. No. 

ry Gene No. 

» Start 

jscj Name 

H Start 



2050 Seq. ID OJ990923_20.9C23.C15 

4359 Strand + 

507 End 1154 

OJ990923_20 . 9C23 .C15 . ol . np Method AAT/NAP 

960 End 1154 

5441880 _ Score" 335 

960. .1154 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



GI 

: ^ Exons 



2051 Seq. ID 

4360 Strand 

66 End 

OJ990713_12. 9C21.Cl.ol.gs Method 

66 End 

none Score 
66. .146, 649. .711 



OJ990713_12.9C21.C1 
+ 

746 

GENSCAN 

711 

.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2051 Seq. ID OJ990713_ 

4360 Strand + 

66 End 74 6 

0 J9907 13_12 . 9C21 . CI . o2 . np Method AAT/NAP 

251 End 746 

5922623 Score 87 

251. .335, 712. .746 

(AP000492) hypothetical protein [Oryza sativa] 



12. 9C21.C1 



(AP000570) hypothetical protein 



gi|6016856|dbj IBAA85199.il 
[Oryza sativa] 

2051 
4361 
1 

OJ990713_12.9C21.Cl.ol.np 
1 

6721562 
1..173 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_12.9C21.C1 
173 

AAT/NAP 

173 

232 



2187 



hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087|dbj IBAA90373. 11 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 

Seq. No. 2051 ' Seq. ID OJ990713_12 . 9C21 .CI 

Gene No. 4 362 Strand 

Start 561 End 74 6 

Name OJ990713_12 . 9C21-.C1 . o3 . np Method AAT/NAP 

Start 561 End. 746 

GI 6721562 Score 75 

Exons 561.. 746 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi 1 6815087 Idbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 





Seq. No. 


2052 






Seq. ID 


OJ990713JL2. 


. 9C21 


.C2 




Gene No. 


4363 






Strand 


+ 








Start 


1693 






End 


6147 








Name 


OJ990713 12 


.9C21. 


C2.ol.gs 


Method 


GENSCAN 








Start 


1693 






End 


6134 








GI 


none 






Score 


.62 








Exons 


1693. .1839, 


1844 . 


.2254, 2819. 


.2920, 3237. .3749, 4639. .4731, 


" — 

I; I t 




5732. .5902, 


5995. 


.6060, 6108. 


.6134 








ri § 

t y 
,: k 


Seq. No. 


2052 






Seq. ID 


OJ990713_12. 


.9C21 


.C2 




Gene No. 


4363 






Strand 


+ 






i. l-i 


Start 


1693 






End 


6147 








Name 


OJ990713 12 


.9C21. 


C2.ol.np 


Method 


AAT/NAP 






j"I i 


Start 


1790 






End 


6147 








GI 


791146 






Score 


183 








Exons 


1790. .1830, 


2156. 


.2216, 5400. 


.6147 








k J 


GI Descrip. 


(X86028) extensin 


i-like protein [Vigna 


unguiculata] 






1 -3. 


Seq. No. 


2052 






Seq. ID 


OJ990713_12. 


.9C21 


.C2 




Gene No. 


4364 






Strand 










Start 


6245 






End 


8698 








Name 


OJ990713 12 


.9C21. 


C2.o2.gs 


Method 


GENSCAN 








Start 


6245 






End 


8698 








GI 


none 






Score 


.81 








Exons 


6245.-6532, 


6667. 


.6887, 8692. 


.8698 










Seq. No. 


2053 






Seq. ID 


OJ990713_12, 


.9C21 


.C3 




Gene No. 


4365 






Strand 


+ 








Start ' 


1052 






End 


5159 








Name 


OJ990713 12 


. 9C21. 


C3 . ol . gs 


Method 


GENSCAN 








Start 


1052 






End 


1751 








GI 


none 






Score 


.69 








Exons 


1052. .1122, 


1643. 


.1751 












Seq. No. 


2053 






Seq. ID 


OJ990713_12. 


. 9C21 


.C3 




Gene No. 


4365 






Strand 


+ 








Start 


1052 






End 


5159 








Name 


OJ990713 12 


. 9C21. 


C3 . ol . np 


Method 


AAT/NAP 








Start 


1559 






End 


3956 







2188 



GI 5734709 Score 83 

Exons 1559.. 1684, 3546.. 3956 

GI Descrip. (AC008075) Contains PFI00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 


2053 


Seq. ID 


OJ990713_12.9C21.C3 


Gene No. 


4365 


Strand 


+ 


Start 


1052 


End 


5159 


Name 


OJ990713 12.9C21.C3.o2.gs 


Method 


GENSCAN 


Start 


3023 


End 


5159 


C T 


none 


Score 


. 67 


Exons 


3023.. 3219, 3815.. 3921, 4120. 


.4252, 5144. .5159 


Seq. No. 


2054 


Seq. ID 


OJ990713_12.-9C21.C4 


Gene No. 


4366 


Strand 


+ 


Start 


133 


End 


2126 


Name 


OJ990713 12.9C21.C4.ol.np 


Method 


AAT / NAP 


Start 


133 


End 




GI 


5042451 


Score 




Exons 


133. .612, 2016. .2126 






GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2054 


Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4367 


Strand 




Start 


809 


End 


5619 


Name 


OJ990713 12.9C21.C4.o2.np 


Method 


AAT /NAP 


Start 


809 


End 


5612 


GI 


4680207 


Score 


1011 


Exons 


809. .872, 2289. .4125, 4787. .5612 




GI Descrip. 


(AF114171) disease resistance 


protein 


RPM1 homolog [Sorghum 




bicolor] 






Seq. No. 


2054 


Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4367 


Strand 




Start 


809 


End 


5619 


Name 


OJ990713 12.9C21.C4.o2.gs 


Method 


GENSCAN 


Start 


2250 


End 


5619 


GI 


none 


Score 


.79 


Exons 


2250.. 3632, 3804.. 3999, 4177. 


.4209, 4787. .5619 


Seq. No. 


2054 


Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4367 


Strand 




Start 


809 


End 


5619 


Name 


OJ990713 12.9C21.C4.6l.tm 


Method 


TBLASTX: Maize 


Start 


2355 


End 


2580 


GI 


none 


Score 


219 


Exons 


2355. .2579, 2356. .2580 






Seq. No. 


2054 


Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4367 


Strand 




Start 


809 


End 


5619 


Name 


OJ990713 12.9C21.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3078 


End 


4169 


GI 


none 


Score 


63 


Exons 


3078.. 3257, 3082. .3240, 3420. 


.3548, 3582. .3641, 3660. .3977, 




3672. .3800, 4080. .4169 







2189 



Q 



Seq. No. 


2054 








Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4367 








Strand 




Start 


o n n 

Buy 








End 


5619 


Name 


OJ990713 12 


.9C21. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3486 








End 


5022 


GI 


none 








Score 


50 


Exons 


3486.-3548, 


3666. 


.3818, 


3756. 


.3821, 3873.. 4007, 3879.. 4019, 




4110. .4217, 


4960. 


.5022, 


4964. 


.5017 




Seq. No. 


2054 








Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4J67 








Strand 




Start 


809 








End 


5619 


Name 


OJ990713 12 


.9C21. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3627 








End 


3891 


GI 


none 








Score 


133 


Exons 


3627. .3887, 


3631. 


.3891 








Seq. No. 


2054 








Seq. ID 


OJ990713_12.9C21.C4 


Gene No. 


4367 








Strand 




Start 


809 








End 


5619 


Name 


OJ990713 12 


.9C21. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3667 








End 


3971 


GI 


none 








Score 


80 


Exons 


3667. .3867, 


3667. 


.3801, 


3669. 


.3866, 3875.-3934, 3877.. 3933, 




3879. .3971 












Seq. No. 


2055 








Seq. ID 


OJ990713_12.9C21.C5 


Gene No. 


4368 








Strand 


+ 


Start 


3938 








End 


6739 


Name 


OJ990713 12 


.9C21. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


3938 








End 


6739 


GI 


2499819 








Score 


241 


Exons 


3938. .3995, 


4921. 


.5015, 


5098. 


.5212, 6443.. 6739 



GI Descrip. ASPARTIC PROTEINASE ORYZASIN 1 PRECURSOR gi I 2130068 | pir | | S66516 
aspartic proteinase 1 precursor - rice 

gi 1 1030715 | dbj IBAA06876.il (D32165) aspartic protease [Oryza 
sativa] gi | 1711289 | dbj | BAA06875 | (D32144) aspartic protease 
[Oryza sativa] 



Seq. No. 2055 Seq. ID 

Gene No. 4368 Strand 

Start 3938 End 

Name OJ990713_12 . 9C21 . C5 . ol . gp Method 

Start 6260 End 

GI LIB3431-013-P1-K1-G10 Score 

Exons 6260.. 6475 

GI Descrip. ' 130959/sp | P20698 | PR07_ORYSA 6.0e-35 PRO LAM IN PPROL 17 PRECURSOR 

>gi_82504_pir JA0167 prolamin 17 precursor - rice >gi_557590 

(M2374 5) prolamine [Oryza sativa] 1 



OJ990713_12.9C21.C5 
+ 

6739 
AAT/GAP 
6475 
301 



Seq. No. 2055 

Gene No. 4369 

Start 1546 

Name OJ9907 13_12 . 9C21 . C5 . ol . gs 

Start 1546 

GI none 
Exons 



Seq. ID OJ990713_12.9C21.C5 
Strand 

End 3788 

Method GENSCAN 

End 3788 

Score . 4 



1546. .1659, 2148. .2372, 2628. .2709, 2884. .3153, 3253. .3373, 



2190 




3635. .3788 





Seq. No. 


2055 










Seq. ID 


OJ990713_12.9C21.C5 




Gene No. 


4370 










Strand 






Start 


3938 










End 


5234 




Name 


OJ990713 12 


.9C21. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3938 










End 


5234 




GI 


none 










Score 


34 




Exons 


3938. 


.3955, 


3947. 


.3997, 


4919. 


.5023, 4920.. 5015, 4920.. 5027, 






. 4921. 


.5058, 


5096. 


.5125, 


5097. 


.5132, 5132.. 5212, 5133. .5210, 






5134. 


.5226, 


5136. 


.5234, 


5137. 


.5211 






Seq. No. 


2055 










Seq. ID 


OJ990713_12.9C21.C5 




Gene No. 


4370 










Strand 






Start 


3938 










End 


5234 




Name 


OJ990713 12 


.9C21. 


CS.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4919 










End 


5210 




GI 


none 










Score 


125 




Exons 


4919. 


.5023, 


4920. 


.5015, 


5133. 


.5210 






Seq. No. 


2056 










Seq. ID 


OJ990713_12.9C21.C6 




Gene No. 


4371 










Strand 


+ 




Start 


2917 










End 


10597 


,»Sfc 


Name 


OJ990713 12 


.9C21. 


C6.o2. 


np 


Method 


AAT/NAP 


K 3 


Start 


2917 










End 


8729 




GI 


6069646 








Score 


334 




Exons 


2917. 


.2959, 


5906. 


.6461, 


8696. 


.8729 




! bi 


GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315 ) 



Q [Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

ijj Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

i y 



Seq. No. 


2056 


Seq. ID 


OJ990713_ 


_12.9C21.C6 


Gene No. 


4371 


Strand 


+ 




Start 


2917 


End . 


10597 




Name 


OJ990713 12.9C21.C6.o2.gs 


Method 


GENSCAN 




Start 


6805 


End 


10597 




GI 


none 


Score 


.59 




Exons 


6805.. 6925, 6960.. 7042, 7638 


..7787, 9384. .9490, 


9539. .9879 




9959.. 10134, 10511.. 10597 








Seq. No. 


2056 


Seq. ID 


OJ990713_ 


_12.9C21.C6 


Gene No. 


4372 


Strand 


+ 




Start 


25151 


End 


25470 




Name 


OJ990713 12.9C21.C6.o7.gs 


Method 


GENSCAN 




Start 


25151 


End 


25470 




GI 


none 


Score 


.84 




Exons 


25151. .25163, 25241.. 25470 








Seq. No. 


2056 


Seq. ID 


OJ990713_ 


_12.9C21.C6 


Gene No. 


4373 


Strand 


+ 




Start 


26155 


End 


27641 




Name 


OJ990713 12.9C21.C6.o8.gs 


Method 


GENSCAN 




Start 


26155 


End 


27641 




GI 


none 


Score 


.88 




Exons 


26155. .26207, 26364 .. 2 6617, 


26675. .26787, 27234. 


.27416, 



2191 



27480. .27641 



Seq. No. 2056 

Gene No. 4374 

Start 29191 

Name OJ990713_12 . 9C21 . C6 . o9 . gs 

Start 29191 

GI none 

Exons 29191. .29277, 29514 .. 29720, 
32284. .32975, 33086.. 35792 



Seq. ID OJ990313_12.9C21.C6 

Strand + 

End 36008 

Method GEN SCAN 

End 35792 

Score .43 
29777. .30546, 30564 .. 32220, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2056 Seq. ID OJ990713_12 . 9C21 .C6 

4374 Strand + 

29191 End 36008 

OJ990713_12 . 9C21 . C6 . o5 . np Method AAT/NAP 

30300 End 36008 

6498441 Score 6817 
30300. .30448, 30511 .. 31426, 
32841. .32975, 3314 9 33563, 
35727. .36008 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



31757. .32220, 32284, 
33756. .34064, 34236, 



,32657, 
,35633, 







retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




u3 


Seq. No. 


2056 


Seq. ID 


OJ990713_12.9C21 


.C6 


!™ 


Gene No. 


4375 


Strand 


+ 






Start 


36172 


End 


36633 




ru 


Name 


OJ990713 12.9C21.C6.ol.gp 


Method 


AAT/GAP 






Start 


36172 


' End 


36633 






GI 


2428323 


Score 


854 






Exons 


36172. .36633 










GI Descrip. 


5803242/dbj IAP000399.il AP000399 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0535G04 








Seq. No. 


2056 


Seq. ID 


OJ990713_12.9C21 


.C6 




Gene No. 


4376 


Strand 








Start 


2849 


End 


4237 




i. E 


Name 


OJ990713 12.9C21.C6.ol.gs 


Method 


GENSCAN 




: er 


Start 


2849 


End 


4222 - 






GI 


none 


Score 


.91 




i" ™ 


Exons 


2849.. 3727, 3827.. 4222 










Seq. No. 


2056 


Seq. ID 


OJ990713_12.9C21 


.C6 




Gene No. 


4376 


Strand 








Start 


2849 


End 


4237 






Name 


OJ990713 12.9C21.C6.ol.np 


Method 


AAT/NAP 






Start 


2855 


End 


4237 






GI 


5734504 


Score 


695 






Exons 


2855. .3364, 3443. .3719, 3819. .4237 








GI Descrip. 


(AJ245878) serpin [Triticum 


aestivum] 








Seq. No. 


2056 


Seq. ID 


OJ990713_12. 9C21 


.C6 




Gene No. 


4377 


Strand 








Start 


11512 


End 


18663 






Name 


OJ990713 12. 9C21.C6.o3.gs 


. Method 


GENSCAN 






Start 


11512 


• End 


12823 






GI 


none 


Score 


.96 





2192 



Exons 


11512. .12366, 12464. .12823 








Seq. No. - 


2056 


Seq. ID 


OJ990713_ 


12.9C21.C6 


Gene No. 


-4377 


Strand 






otart 




End 


18663 




Name 


OJ990713 12.9C21.C6.o3.np 


Method 


AAT/NAP 




Start 


11515 


End 


12838 




GI 


5734504 


Score 


630 




Exons 


11515. .12027, 12082. .12406, 


12465. .12838 




GI Descrip. 


(AJ245878) serpin [Triticum 


aestivum] 






Seq. No. 


2056 


Seq. ID 


OJ990713_ 


12.9C21.C6 


Gene No. 


4377 


Strand 






Start 


11512 


End 


18663 




Name 


OJ990713 12.9C21.C6.o4.np 


Method 


AAT/NAP 




Start 


12246 


End 


18663 




GI 


2130110 


Score 


316 




Exons 


12246. .12312, 17856 .. 18130, 


18218. .18663 




GI Descrip. 


serpin - wheat gi | 871551 1 emb | CAA9007 1 1 


(Z49890) 


serpin [Triticum 




aestivum] 








Seq. No. 


2056 


Seq. ID 


OJ990713_ 


12.9C21.C6 


Gene No . 


4378 


Strand 






Start 


19768 


End 


20348 




Name 


OJ990713 12. 9C21.C6.o5.gs 


Method 


-GEN SCAN 




Start 


19768 


End 


20348 




GI 


none 


Score 


.74 




Exons 


19768. .19909, 20338. .20348 








Seq. No. 


2056 


Seq. ID 


OJ990713_ 


12.9C21.C6 


Gene No . 


4379 


Strand 






Start 


21219 


End 


22322 




Name 


OJ990713 12.9C21.C6.o6.gs 


Method 


GENSCAN 




Start 


21219 


End 


22322 




GI 


none 


Score 


. 98 




Exons 


21219. .22322 








Seq. No. 


2056 


Seq. ID 


OJ990713_ 


12. 9C21.C6 


Gene No. 


4380 


Strand 






Start 


36641 


End' 


39844 




Name 


OJ990713 12.9C21.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


2867 


End 


18130 




GI 


none 


Score 


135 




Exons 


2867.. 3076, 2868.. 3050, 3077 


..3124, 3122.. 3253? 


3183. .3218, 




3272.. 3358, 3303.. 3359, 3441 


..3698, 3443. .3709, 


11527. .11631, 




11779. .11877, 11795. .11869, 


11938. .12000, 11966. 


.12025, 




12076-f .12348, 12080. . 1233/7, - 


17855. .18130, 17856. 


.18119 


Seq. No. 


2056 


Seq. ID 


OJ990713_ 


12. 9C21.C6 


Gene No. 


4380 


Strand 






Start 


36641 


End 


39844 




Name 


OJ990713 12.9C21.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2867 


End 


18163 




GI 


none 


Score 


86 




Exons 


2867.. 3007, 2868.. 2954, 2957 


..3076, 2958.. 3050, 


3119. .3253, 




3272.. 3358, 3443.. 3742, 3447 


. .3542, 3588. .3704, 


3833. .3982, 




3899.. 3982, 4058 4135, . 4107 


. .4133, 11527. . 11742 


, 11528. .11614, 



2193 



11770. .11964, 11929. .12000, 
12227. .12343, 12485 .. 12736, 
17855. .18163 



12082. .12348, 12086. .12181, 
12491. .12583, 17853 .. 18125, 



Seq. No. 2056 

Gene No. 4380 

Start 36641 

Name OJ990713_12 . 9C21 . C6 . o4 . tm 

Start 5889 

GI none 

Exons 5889.. 6305, 5900.. 6202 

Seq. No. 2056 

Gene No. 4380 

Start 36641 

Name OJ9907 13_12 . 9C21 . C6 . 06 . tm 

Start 21271 

GI none 

Exons 21271. .21468, 21282 .. 21470, 

Seq. No. 2056 

Gene No. 4380 

Start 36641 

Name OJ990713_12 . 9C21 . C6 . o2 . ts 

Start 21282 

*;f GI none 

j ' iS Exons 21282. .21461, 21516 .. 21686, 

riJ 21822. .21911, 21862.. 21912 

O 

Seq. No. 2056 

Gene No. 4 380 

Start 36641 

it* Name OJ990713_12. 9C21.C6.ol. tc 

n Start 21516 

G GI none 

C ? Exons 21516. .21686, 21526 .. 21582, 

=7 21819. .21911, 21862. .21912, 

•Z 22105.. 22206 

Seq. No. 2056 

Gene No. 4380 

Start 36641 

Name OJ9907 13_12 . 9C21 . C6 . o7 . tm 

Start 21690 

GI none 

Exons 21690. .21779, 21712 .. 21780, 

Seq. No. 2056 

Gene No. 4380 

Start 36641 

Name OJ9907 13_12 . 9C2 1 . C6 . o7 . tw 

Start 30511 

GI none 

Exons 30511. .30558, 30568 .. 30663, 
30646. .30903 



Seq. ID OJ990713_12.9C21.C6 
Strand 

End 39844 

Method TBLASTX : Mai ze 

End 6305 

Score 336 



Seq. ID OJ990713_12.9C21.C6 
Strand 

End 39844 

Method TBLASTX: Maize 

End 21552 

Score 203 
21513. .21551, 21514. ^21552 

Seq. ID OJ990713_12.9C21.C6 
Strand 

End 39844 

Method TBLASTX : Soybean 

End 21912 

Score 41 
21696. .21755, 21724 .. 21756, 



Seq. ID OJ990713_12.9C21.C6 
Strand 

End 39844 

Method TBLASTX : Cress 

End 22220 

Score 4 9 
21702. .21761, 21712. .21753, 
21984. .22007, 22050 22220, 



Seq. ID OJ990713_12.9C21.C6 
Strand 

End 39844 

Method TBLASTX: Maize 

End 21987 

Score 94 
21819. .21911, 21862. .21987 

Seq. ID OJ990713_12.9C21.C6 
Strand 

End 39844 

Method TBLASTX : Wheat 

End 30903 

Score 58 
30570. .30662, 30630 308 69, 



Seq. No. 



2056 



Seq. ID OJ990713JL2.9C21.C6 



2194 



# • 



Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


o3. tw 


Method " 


TBLASTX: Wheat 




Start 


31641 




End 


32127 




GI 


none 




Score 


408 




Exons 


31641. .31814, 31642. 


.32127, 


31836. .32096, 31906.. 32100 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21 


.C6 


Gene No. 


4380 




Strand 






.Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


ol . tw 


Method 


TBLASTX : Wheat 




Start 


32291 




End 


32754 




GI 


none 




Score 


202 




Exons 


32291. .32734, 32292. 


.32747, 


32293. .32754, 32293.. 32748 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21 


.C6 


Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


32332 




End 


32697 




GI 


none 




Score 


113 




Exons 


32332. .32556, 32563. 


.32697 








Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21 


.C6 


Gene No. 


4380 




Strand 






Start 


36641 




' End 


39844 




Name 


OJ990713 12.9C21.C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


32422 




End 


32778 




GI 


none 




Score 


392 




Exons 


32422. .32778, 32457. 


.32768, 


32473. .32778 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21 


.C6 


Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


32805 




End 


33188 




GI 


none 




Score 


279 




Exons 


32805. .33083, 32806. 


.33084, 


33078. .33188 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21 


.C6 


Gene No. 


4380 




Strand 






Start 


36641 




End ■ 


39844 




Name 


OJ990713 12.9C21.C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


32862 




End 


33281 




GI 


none 




Score 


274 




Exons 


32862. .33083, 32863. 


.33093, 


32965. .33084, 33075 .. 33281, 






33101.. 33274 










Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21 


.C6 


Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


32941 




End 


33311 




GI 


none 




Score 


154 




Exons 


32941. .33084, 32958. 


.33083, 


33081. .33311 




Seq. No. 


2056 




Seq. ID 


OJ990713JL2.9C21 


.C6 



2195 




Gene No. 


4380 




Strand 












End 


39844 




Name 


OJ990713 12.-9C21.C6. 


o5 . tw 


Method 


TBLASTX : Wheat 




Start 


33936 




End 


34370 




GI 


none 




Score 


235 




Exons 


33936. .34187, 33936. 


.34133, 


34001. .34177, 34221 .. 34370, 






34230. .34367, 34232. 


.34369 








Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21. 


,C6 


Gene No. 


4380 




Strand 






CM . — 4- 

otart 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


34059 




End 


34625 




GI 


5666795 




Score 


68 




Exons 


34059. .34157, 34233. 


.34370, 


34425. .34625 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21. 


.C6 


Gene No . 


4380 




Strand 






Start 






End 


39844 




Name 


OJ99U713 12.9CZl.Co. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


34373 




End 


34685 




GI 


none 




Score 


192 




Exons 


34 3 /3 . . 34 D4 y , 344ZD. 










Seq. No. 


O A C C 

2056 




Seq. ID 


OJ990713JL2. 9C21. 


,C6 


Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ99U/1J 1Z.9CzI.Cd. 


o J . tm 


Method 


TBLASTX: Maize 




Start 


34878 




End 


35201 




GI 


none 




Score 


362 




Exons 


34878 .. 35201, 34895. 


. 351oo 








Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21. 


.C6 


bene no . 


A *3 q n 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


o4 . tw. 


Method 


TBLASTX: Wheat 




Start 


35015 




End 


35396 




GI 


none 




Score 


375 




Exons 


35015. .35071, 35016. 


.35396, 


35117. .35365 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21, 


,C6 


Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


35397 




• End 


35999 




GI 


none ' 




Score 


267 




Exons 


35397. .35693, 35401. 


.35472, 


35402. .35500, 35537 .. 35680, 






35769. .35843, 35873. 


.35995, 


35874 . .35999 




Seq. No. 


2056 




Seq. ID 


OJ990713_12.9C21, 


.C6 


Gene No. 


4380 




Strand 






Start 


36641 




End 


39844 




Name 


OJ990713 12.9C21.C6. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


35868 




End 


36049 




GI 


none 




Score 


192 




Exons 


35868. .36035, 35873. 


.36049 









2196 




Seq. No. 


2056 


Seq. ID 


f\ TO O AT 1 O 

OJ9 90 '13_ 


T O 
1Z 




. Co 


Gene No. 


4380 


Strand 










Start 


36641 


End 


39844 








Name 


OJ990713 12.9C21.C6.ol0.gs 


Method 


GENSCAN 








Start 


36641 


End 


39844 








GI 


none 


Score 


.91 








Exons 


36641. .37438, 374 61 .. 38487, 


38583. .398' 


!4 








Seq. No. 


- 

2056 


Seq. ID 


OJ990713_ 


12 


9C21 


.C6 


Gene No. 


4380 


Strand 










Start 


' 36641 


End 


39844 








Name 


OJ990713 12.9C21.C6.o6.np 


Method 


AAT/NAP 








Start 


36644 


End 


39844 








GI 


5803259 


Score 


5062 








Exons 


36644. .38487, 38583. .39844 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 









.as* 
i==? GI 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 

GI Descrip. 



;,!? Seq. No. 

H Gene No. 

j *y Start 

=.3 Name 

rif Start 

~ GI 

\- Exons 



2057 
4381 
1 

OJ9907 13_12 .9C21.C7.ol. np 
1 

5042454 
1..227, 466. .519 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990713_12.9C21.C7 

Strand + 

End 3085 

Method AAT/NAP 

End 519 

Score 191 



2057 Seq. ID OJ990713_12 . 9C21 .C7 

4381 Strand + 

1 End 3085 

OJ9907 13_12 .9C21.C7.ol. gs Method GENSCAN 

141 End 3085 

none Score .53 

141. .227, 466. .636, 1298. .1355, 1891. .1960, 2604. .2858, 

2992. .3085 



j«£ Seq. No. 2057 
Gene No. • 4382 

»S Start 537'3 

It Name OJ990713_12 . 9C21 . C7 . o2 . gs 

■ J Start 5373 

GI none 

Exons 



Seq. ID OJ990713_12.9C21.C7 
Strand 

End 13831 . 

Method GENSCAN 

End 13831 ' 

Score .43 



5373. .5453, 5507. .6494, 7547. .7667, 7704. .7784, 7850. .8081, 
8336. .8603, 8696. .8994, 9087. .9855, 9938. .10088, 10642 .. 10755, 
11091. .11696, 11762. .13254, 13632.. 13831 



Seq. No. 2057 
Gene No. " 4382 

Start 5373 

Name OJ9907 13_12 . 9C21 . C7 . o2 . np 

Start 5397 

GI 6729022 

Exons 5397.. 6457 

GI Descrip. (AC009177) unknown protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



Seq. ID OJ990713_12.9C21.C7 
Strand 

End 13831 

Method AAT/NAP 

End 6457 

Score 421 



2057 
4382 



Seq. ID OJ990713_12.9C21.C7 
Strand 



2197 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5373 End 
OJ990713_12 .9C21.C7.b3. np Method 
7157 End 
5441880 Score 
7157.. 7401, 7810.. 8066, 8369.. 8589, 8688 
9919.. 10092, 10661. .10956, 11218 .. 11267 , 



13831 
AAT/NAP 
12716 
1297 
.8988, 
11709. 



(AP000367) EST C28952 (C62945) corresponds to 
predicted gene.; Similar to maize transposon 
(AC003981) [Oryza sativa] 



9507. .9812, 
12716 
a region of the 
MuDR mudrA protein. 



2057 
4383 
15339 

OJ990713_12. 9C21.C7.o3.tm 

5409 

none 

5409. .5489, 
5489. .5599, 



5416. .5493, 5458. 
5574.. 5690, 5651. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5490, 5487 
.5689 



OJ990713 12.9C21.C7 



17560 

TBLASTX: Maize 
5690 
50 

.5597, 5487.. 5516, 



Hi 



1 • E 



Seq. No. 2057 

Gene No. 4383 

Start 15339 

Name OJ990713_12 . 9C21 . C7 . ol . ts 

Start 5495 

GI none 

Exons 5495.-5599, 5654 .. 5809, ' 5655 . 

Seq. No. 2057 

Gene No. 4383 

Start 15339 

Name OJ990713_12 . 9C21 . C7 . ol . tc 

Start 5654 

GI none 

Exons 5654.. 5815, 5664.. 5798, 5840. 



Seq. ID OJ990713_12.9C21.C7 
Strand 

End 17560 

Method TBLASTX : Soybean 

End 6109 

Score 74. 

.5798, 5834.. 5893, 5963.. 6109 

Seq. ID OJ990713_12. 9C21.C7 
Strand 

End 17560 

Method TBLASTX : Cress 

End 6118 

Score 78 
.5899, 5960.. 6118 



Seq. No. 2057 

Gene No. 4383 

Start 15339 

Name OJ990713_12 . 9C21 . C7 . o2 . tm 

Start 5831 

GI none 

Exons 5831.-5917, 5850.. 5894, 5960. 
6040. .6126 



Seq. ID OJ990713_12.9C21.C7 
Strand 

End 17560 

Method TBLASTX': Maize 

End 6127 

Score 67 

.6118, 6003.. 6065, 6035.. 6127, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2057 
4383 
15339 

OJ990713_12 .9C21.C7.o5. tm 

6212 

none 



Seq., ID OJ990713_12. 9C21.C7 
•Strand 

End 17560 

Method TBLASTX : Maize 

End 6439 

Score 60 



6212.. 6295, 6213.. 6281, 6332.-6439, 6336.. 6434 



Seq. No. 2057 

Gene No. 4383 

Start 15339 

Name OJ990713_12 . 9C21 . C7 . o2 . tw 

Start 94 4 4 



Seq. ID OJ990713_12. 9C21.C7 
Strand 

End 17560 

Method' TBLASTX : Wheat 

End 9773 



2198 






GI 


none 




Score 


100 






Exons 


9444. .9476, 9513. .9548, 9582. .9710, 9583. .9711, 9720. .9773, 






9727. .9765 












Seq. No. 






Seq. ID 


OJ990713_12.9C21 


• L, 1 




Gene No. 


4383 




Strand 








Start 


15339 




End 


17560 






Name 


OJ990713 12.9C21.C7. 


ol . tw 


Method 


TBLASTX: Wheat ' 






Start 


11470 




End 


11855 






GI 


none 




Score 


71 






Exons 


11470. .11667, 11547. 


.11633, 


11566. .11655, 11612. .11659, 








11680. .11796, 11708. 


.11794, 


11748. .HE 


155 






Seq. No. 


205 1 




Seq. ID 


OJ990713_12.9C21 


r*i 
• L, / 




Gene No. 


4383 




Strand 








Start 


15339 




End 


17560 






Name 


OJ990713 12.9C21.C7. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


11566 




End 


12147 






GI 


none 




Score 


117 






Exons 


11566. .11646, 11686. 


.11793, 


11791. .11994, 11799. .11993, 








11994. .12146, 12025. 


.12147 










Seq. No. 


2057 




Seq. ID 


OJ990713_12.9C21 


.C7 




Gene No. 


4383 




Strand 






"a sr 


Start 


15339 




End 


17560 




;" n 


Name 


OJ990713 12.9C21.C7. 


o3 . gs 


Method 


GENSCAN 




r= 1 1 


Start 


15339 




End 


16604 




r~ 


GI 


none 




Score 


.86 




: : C7 
; c 

>.y 


Exons 


15339. .15347, 15939. 


.16604 










Seq. No. 


2057 




Seq. ID 


OJ990713_12.9C21 


.C7 


i=: s 

j y 


Gene No. 


4383 




Strand 






:s 


Start 


15339 




End 


17560 




: :=i 


Name 


OJ990713 12.9C21.C7. 


o4 . tm 


Method 


TBLASTX: Maize 




: I= F 
: ; E 


Start 


15958 




End 


16154 




4 


GI 


none 




Score 


169 






Exons 


15958. .16152, 15978. 


.16154, 


16068.. 16154 




! :3 
sa 
: I 


Seq. No. 


2057 . 




Seq. ID 


OJ990713_12.9C21 




i s ^ 


Gene No. 


4383 




Strand 








otart 


15339 




End 


17560 






Name 


OJ990713 12.9C21.C7. 


o4 . np 


Method 


AAT/NAP 






Start 


15989 




End 


17560 






GI 


6041835 




Score 


117 






Exons 


15989. .16316, 17537. 


. 17560 










GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


2057 




Seq. ID 


OJ990713_12. 9C21 


.C7 




Gene No. 


4383 




Strand 








Start 


15339 




End 


17560 






Name 


. OJ990713 12.9C21.C7. 


o5 .np 


Method 


AAT/NAP 






Start 


15989 




End 


16568 






GI 


4572669 




Score 


127 






Exons 


15989. .16568 












GI Descrip. 


(AC006954) putative 


glucosyltransf erase [Arabidopsis thali. 




Seq. No. 


2058 




Seq. ID 


OJ990713JL2.9C21 


.C8 



2199 




Gene No. 


4384 






Strand 










Start 


1181 






End 


3365 








Name 


OJ990713 12 


. 9C21, 


.C8.ol.gs 


Method 


GENSCAN 








Start 


1181 






End 


3365 








GI 


none 






Score 


.98 








Exons 


1181. .1449, 


3329, 


. .3365 












Seq. No. 


2059 






Seq. ID 


OJ990713_ 


12 


. 9C21 


.C9 


Gene No. 


4385 






Strand 










Start 


447 






End •"■ 


564 








Name 


OJ990713 12 


.9C21, 


.C9.ol.gs 


Method 


GENSCAN 








Start 


447 






End 


564 








GI 


none 






Score 


.66 








Exons 


447. .564 
















Seq. No. 


2060 






Seq. ID 


OJ990713_ 


12 


.9C21 


.C10 


Gene No. 


4386 






St'rand 


+ 








Start 


278 






End 


435 








Name 


OJ990713 12 


.9C21. 


.C10.ol.gs 


Method 


•GENSCAN 








Start 


278 






End 


435 








GI 


none 






Score 


.7. 








Exons 


278. .435 
















Seq. No. 


2060 






Seq. ID 


OJ990713_ 


12 


. 9C21 


.C10 


Gene No. 


4387 






Strand- 










Start 


1538 






End 


1979 








Name 


OJ990713 12 


.9C21, 


■C10.ol.gp 


Method 


AAT/GAP 








Start 


1538 






End 


1979 








GI 


none 






Score 


880 








Exons 


1538. .1979 
















Seq. No. 


2060 






Seq. ID 


OJ990713_ 


12 


.9C21 


.C10 


Gene No. 


4388 






Strand 










Start 


1 






End 


/ OU 








Name 


OJ990713 12 


.9C21. 


.C10.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


750 








GI 


6630697 






Score 


70 








Exons 


1..46, 607. 


.750 














GI Descrip. 


(AP000969) : 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


2060 






Seq. ID 


OJ990713_ 


12 


.9C21 


.C10 


Gene No. 


4389 






Strand 










Start 


1866 






End 


2983 








Name 


OJ990713 12 


.9C21, 


■C10.o2.gs 


Method 


GENSCAN 








Start 


1866 






End 


2921 








GI 


none 






Score 


.82 








Exons 


1866. .2921 
















Seq. No. 


2060 






Seq. ID 


OJ990713_ 


12 


. 9C21 


.C10 


Gene No. 


4389 






Strand 










Start 


1866 






End 


2983 








Name 


OJ990713 12 


. 9C21. 


■C10.o2.np 


Method 


AAT/NAP 








Start 


1878 






End 


2930 








GI 


6729022 






Score 


425 








Exons 


1878. .2930 

















GI Descrip. (AC009177) unknown protein [Arabidopsis thaliana] 

2200 




Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4389 








Strand 




Start 


1866 








End 


2983 


Name 


OJ990713 12 


. 9C21 


.C10.O2. 


. gp 


Method 


AAT/GAP 


Start 


2548 








End 


2983 


GI 


none 








Score 


779 


Exons 


2548. .2983 












Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4390 








Strand 




Start 


5792 








End 


6592 


Name 


OJ990713 12 


.9C21 


.C10.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


1887 








End 


2172 


GI 


none 








Score 


148 


Exons 


1887. .2060, 


1887 


. .2081, 


1888. 


.2079, 2056. .2172, 2133. .2171 


Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4390 








Strand 




Start 


5792 








End 


6592 


Name 


OJ990713 12 


-9C21 


.ClO.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


2142 








End 


2826 


GI 


none 








Score 


78 


Exons 


2142. .2297, 


2146 


. .2280, 


2322. 


.2381, 2332. .2382, 2442. .2636, 




2634. .2825, 


2719 


. .2826 








Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4390 








Strand 




Start 


5792 








End 


6592 


Name 


OJ990713 12 


. 9C21 


.ClO.ol, 


. ts 


Method 


TBLASTX : Soybean 


Start 


2175 








End 


2892 


GI 


none 








Score 


99 


Exons 


2175. .2291, 


2176 


. .2280, 


2322. 


.2390, 2341. .2376, 2439. .2636, 




2485. .2535, 


2605 


. .2634, 


2661. 


.2891, 2662.. 2892 


Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4390 








Strand 




Start 


5792 








End 


6592 


Name 


OJ990713 12 


. 9C21 


.ClO.ol, 


.tm. 


• Method 


TBLASTX: Maize 


Start 


2313 








End 


2609 


GI 


none 








Score 


81 ' 


Exons . 


2313. .2399, 


2332 


. .2382, 


2442. 


.2609, 2485.. 2547 


Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4390 








Strand 




Start 


5792 








End 


6592 


Name 


OJ990713 12 


. 9C21 


.ClO.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


2445 








End 


2820 


GI 


none 








Score 


57 


Exons 


2445. .2648, 


2485 


. .2541, 


2517. 


.2633, 2602.. 2637, 2667.. 2765, 




2668. .2820 












Seq. No. 


2060 








Seq. ID 


OJ990713_12.9C21.C10 


Gene No. 


4390 








Strand 




Start 


5792 








End 


6592 


Name 


OJ990713 12 


. 9.C21 


.C10.o3. 


,tm 


Method 


TBLASTX: Maize 


Start 


2679 








End 


2912 


GI 


none 








Score 


91 



2201 




Exons 


2679. .2771, 


2680. 


.2772, 


2754. . 


2912, 2797.. 2898 


Seq. No. 


2060 








Seq. ID 


OJ990713_12. 9C21.C10 


Gene No, 










jLX dilU 




Start 


5792 












Name 


OJ990713 12 


.9C21. 


C10.O3. 


gs 




OCj IN OL<--rUN 


Start 


5792 








cilia 




GI 


none 








Score 




Exons 


5792. .5798, 


6480. 


.6592 








Seq. No. 


2061 








Seq. ID 


OJ990713_12.9C21.C13 


Gene No. 


A O Q 1 

4 jyi 








o LIT clilU 




Start 


1295 








tna 


H \J D D 


Name 


OJ990713 12 


.9C21. 


C13.ol. 


gs 


McLnoa 




Start 


1295 










h U 0 D 


GI 


none 








Score 


1 
± 


Exons 


1295. .1528, 


3962. 


.4066 








Seq. No. 


2062 








Seq. ID 


OJ990713_12.9C21.C14 


bene no . 


A "2 QO 








Strand 


+ 


Start 


117 








End 


1572 


Name 


OJ990713 12 


.9C21. 


C14.ol. 


gs 


Method 


GENSCAN 


Start 


117 








End 


1555 


GI 


none 








Score 


.85 


Exons 


117.. 203, 8 


06. .859, 956. 


.1101, 


1211. .1337, 1394. .1555 


Seq. No. 


2062 








Seq. ID 


OJ990713_12.9C21.C14 


Gene No. 


4392 








Strand 


+ 


Start 


117 








End 


1572 


Name 


OJ990713 12 


.9C21. 


C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


147 








End 


1572 


GI 


none 








Score 


63 


Exons 


147. .194, 154. .201, 798. 


.860, 


803. .862, 


955. .990, 956. .1102 




1008. .1061, 


1062. 


.1106, 


1202. . 


1324, 1228.. 1329, 1230.. 1349, 




1230. .1328, 


1403. 


.1555, 


1411. . 


1557, 1417. .1572 


Seq. No. 


2062 








Seq. ID 


OJ990713_12 . 9C21 .C14 


Gene No . 


4392 








Strand 


+ 


Start 


117 








End 


1572 


Name 


OJ990713 12 


.9C21. 


C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1415 








End 


1560 


GI 


none 








Score 


204 


Exons 


1415. .1555, 


1423. 


.1560, 


1423. . 


1554 




Seq. No. 


2063 








Seq. - ID 


OJ990713_12 . 9C21.C17 


Gene no . 


4393 








Strand 


+ 


Start 


439 








End 


566 


Name 


OJ990713 12 


.9C21. 


C17.ol. 


gs 


Method 


GENSCAN 


Start 


439 








End 


566 


GI 


none 








Score 


.8 


Exons 


439. .566 












Seq. No. 


2063 








Seq. ID 


OJ990713_12.9C21.C17 


Gene No. 


4394 








Strand 


+ 


Start 


937 








End 


1041 


Name 


OJ990713 12 


. 9C21. 


C17.ol. 


gp 


Method 


AAT/GAP 


Start 


937 








End 


1041 



2202 




GI 


none 




Score 


184 




Exons 


937. .1041 










Seq. No. 


2063 




Seq. ID 


OJ990713_12.9C21 


.C17 


Gene No. 


4395 




Strand 






Start 


1092 




End 


£. b / / 




Name 


OJ990713 12.9C21.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1092 




End 


2677 




GI 


6048964 




Score 


204 




Exons 


1092.. 1222, 2036.. 2142, 


2642. 


.2677 






GI Descrip. 


(AF103798) unknown [Homo 


sapiens] 






Seq. No. 


2064 




Seq. ID 


OJ990713_12.9C21 


-C18 


Gene No. 


4396 




Strand 






Start 


1 




End 


650 




Name 


OJ990713 12.9C21.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


650 




GI 


2586082 




Score 


876 




Exons 


1. .650 










GI Descrip. 


(U72725) retrofit [Oryza 


longistaminata] 




Seq. No. 


2064 




Seq. ID 


OJ990713 12.9C21 


.C18 


Gene No. 


4396 




Strand 






Start 


1 




End 


f C A 

650 




Name 


- OJ990713 12.9C21.C18.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


393 




GI 


none 




Score 


149 




Exons 


1..393, 2. .205, 266. .391 










Seq. No. 


2064 




Seq. ID 


OJ990713_12 . 9C21 


.C18 


Gene No. 


4396 




q+- ysnri 
oli aiiu 






Start 


1 




End 


650 




Name 


OJ990713 12.9C21.C18.ol. 


gs 


Method 


GENSCAN 




Start 


29 




End 


498 




GI 


none 




Score 


.83 




Exons 


29. .498 










Seq. No. 


2064 




Seq. ID 


OJ990713_12. 9C21 


.C18 


Gene No. 


4396 




Strand 






Start 


i 




End 


650 




Name 


OJ990713 12.9C21.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


157 




End 


594 




GI 


none 




Score 


46 




Exons 


157. .594, 158. .244, 265. 


.420, 


272. .589 






Seq. No. 


2064 




Seq. ID 


OJ990713_12.9C21 


-C18 


Gene No. 


4396 




Strand 






Start 


1 




End 


650 




Name 


OJ990713 12.9C21.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


185 




End 


475 




GI 


none 




Score 


213 




Exons 


185. .475, 187. .474 










Seq. No. 


2065 




Seq. ID 


OJ990713_12. 9C21 


.C19 


Gene No. 


4397 




Strand 


"+ 




Start 


305 




End 


388 




Name 


OJ990713 12.9C21.C19.ol. 


gs 


Method 


GENSCAN 





2203 



tz3 



l E J2 



La 



i 3 J 



Start 


305 






End 


388 




GI 


none 






Score 


.67 




Exons 


305. .388 












Seq. No. 


2066 






Seq. ID 


OJ990713_12.9C21 


.C21 


Gene No. 


4398 






'Strand 






Cf -j -.4- 

o tart 


1 






End 


651 




Name 


OJ990713 


12.9C21.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


651 




GI 


4680179 






Score 


881 




Exons 


1. .651 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


2066 






Seq. ID 


OJ990713 12.9C21 


.C21 


Gene No . 


4398 






Strand 






Start 


1 






End 


651 




Name 


OJ990713 


12.9C21.C21.ol 


,gs 


Method 


GENSCAN 




Start 


42 






End 


534 -V v 




GI 


none 






Score 


.95 




Exons 


42 . .534 












Seq. No. 


2066 






Seq. ID 


OJ990713 12.9C21 


.C21 


Gene No . 


4398 






Strand 






Start 


1 






End 


651 




Name 


OJ990713 


12.9C21.C21.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


157 






End 


651 




GI 


none 






Score 


227 




Exons 


157 . . 651, 


235 . .597, 239 


. .628 








Seq. No. 


2066 






Seq. ID 


OJ990713_12. 9C21 


.C21 


bene No . 


4398 






Strand 






Start 


1 






End 


651 




Name 


OJ990713 


12.9C21.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


226 






End 


589 




GI 


none 






Score 


169 




Exons 


226. .588, 


235. .588, 239. 


. .589 








Seq. No. 


2066 






Seq. ID 


OJ990713_12. 9C21 


.C21 


Gene No . 


A "3 QR 
4t J JO 






o u ranu 






Start 


'1 






End 


651 




Name 


OJ990713 


12.9C21.C21.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


409 






End 


651 




GI 


none 






Score 


98 




Exons 


409. .651, 


410. .637 










Seq. No. 


2067 






Seq: ID 


OJ990713_12. 9C21 


.C22 


Gene No . 


4399 






Strand 






Start 


380 






End 


535 




Name 


OJ990713 


12.9C21.C22.ol 


.gs 


Method 


GENSCAN 




Start 


380 






End 


535 




GI 


none 






Score 


.94 




Exons 


380. .535 












Seq. No. 


2068 






Seq. ID 


OJ990713_12. 9C21 


.C23 


Gene No. 


4400 






Strand 


+ 




Start 


104 






End 


388 




Name 


OJ990713 


12.9C21.C23.ol 


.gs 


Method 


GENSCAN 





2204 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



104 
none 

104. .249 



End 
Score 



249 
.51 



Seq. ID OJ990713_12.9C21.C23 
Strand + 

388 

AAT/NAP 
388 
176 



2068 
4400 
104 

OJ990713_12 . 9C21 . C23 . ol . np 
108 

5441880 
108. .388 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



End 

Method 

End 

Score 



2069 
4401 
565 

OJ990713_12 . 9C21 . C24 . ol . gs 

565 

none 

565. .876 



Seq. ID OJ990713_12.9C21.C24 

Strand + 

End 876 

Method GENSCAN 

End 876 

Score .8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2070 
4402 
1 

OJ990713_12. 9C21.C25.ol.np 
1 

2586082 
1. .281 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990713_12.9C21.C25 
Strand 

281 

AAT/NAP 
281 
289 



End 

Method 

End 

Score 



2071 
4403 
1624 

OJ990713_12 . 9C21 . C27 . ol . gs 

1624 

none 

1624. .2022 



Seq. ID OJ990713_12.9C21.C27 
Strand 

End 2109 

Method GENSCAN 

End 2022 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2071 
4403 
. 1624 

OJ9907 13_12 . 9C21 . C27 . ol . np 
1702 
5852180 
1702.. 2109 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990713_12.9C21.C27 
Strand 

2109 
AAT/NAP 
2109 
205 



End 

Method 
End 
Score 



2072 
4404 
300 

OJ9907 13_12 . 9C21 . C28 . ol . np 
300 

6539571 
300. .506 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ990713_12.9C21.C28 
Strand + 

506 

AAT/NAP 
506 
70 



End 

Method 

End 

Score 



2205 



oeq. wo. 


ZU / j 


Can T H 

oeq. iu 




Gene No. 


4405 


Strand 


+ 


Start 


627 


End 


903 


Name 


OJ990713 12. 9C21.C29. ol.gs 


Method 


GENSCAN 


Start 


627 


End 


903 


GI 


none 


Score 


.75 


Exons 


627. .903 






Seq. No. 


2073 


Seq. ID 


OJ990713_12.9C21.C29 


Gene No. 


4405 


Strand 


+ 


Start 


627 


End 


903 


Name 


OJ990713 12.9C21.C29.ol.gp 


Method 


AAT/GAP 


Start 


791 


End 


903 


GI 


18179 1.R1084 


Score 


172 


Exons 


791. .903 






GI Descrip. 


, 464981/sp|P35135|UBC4 LYCES 


2.0e-77 1 


□BIQUITIN-CONJUGATING 



ENZYME E2-17 KD (UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 
PROTEIN) >gi_388207 (L23762) ubiquitin carrier protein 
[Lycopersicon esculentum] ' 



m 



□ 



Seq. No. 


2073 




Seq. ID 


OJ990713 


Gene No. 


4406 




Strand 


+ 


Start 


834 




End 


938 


Name 


OJ990713 12.9C21.C29. 


ol.np 


Method 


AAT/NAP 


Start 


834 




End 


938 


GI 


5762457 




Score 


114 


Exons 


834. .938 








GI Descrip. 


(AF176040) ubiquitin- 


■conjugating enzyme UBC2 [M 




crystallinum] 








Seq. No. 


2074 




Seq. ID 


OJ990713 


Gene No. 


4407 




Strand 


+ 


Start 


296 




End 


524 


Name 


OJ990713 12.9C21.C34. 


ol.gs 


Method 


GENSCAN 


Start 


296 




End 


524 


GI 


none 




Score 


.71 


Exons 


296. .524 








Seq. No. 


2075 




Seq. ID 


OJ990713 


Gene No. 


4408 




Strand 




Start 


386 




End 


463 


Name 


OJ990713 12.9C21.C35. 


ol.gs 


Method 


GENSCAN 


Start 


386 




. End 


463 


GI 


none 




Score 


.73 


Exons 


386. .463 









Seq. No. 2076 Seq. ID OJ990713_12.9C21.C36 

Gene No. 4409 Strand + 

Start 1 End ' 109 

Name OJ990713_12. 9C21 .C36.ol.gp Method AAT/GAP 

Start 1 End 109 

GI 18179_2.R1084 Score 210 

Exons 1..109 

GI Descrip. 1 464 98 1/sp | P35135 | UBC4_LYCES 1.0e-40 UBIQUITIN-CONJUGATING 

ENZYME E2-17 KD" (UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 
PROTEIN) >gi_388207 (L23762) ubiquitin carrier protein 



2206 




[Lycopersicon esculentum] 1 





Seq. No. 


2077 






Seq. ID 


OJ990713_12. 


.9C21 


.C37 




Gene No. 


4410 






Strand 


+ 








Start 


620 






End 


931 








Name 


OJ990713 


12.9C21.C37.ol. 


gp 


Method 


AAT/GAP 








Start 


620 






End 


931 








GI 


none 






Score 


599 








Exons 


620. .931 
















beq. No. 


2077 






Seq. ID 


OJ990713_12. 








Gene No. 


4411 






Strand 


+ 








Start 


978 






End 


1109 








Name 


OJ990713 


12.9C21.C37.ol. 


np 


Method 


AAT/NAP 








Start 


978 






End 


1109 








GI 


2586082 






Score 


102 








Exons 


978. .1109 














GI Descrip. 


(U72725). 


retrofit [Oryza 


. longistaminata] 








Seq. No. 


2078 






Seq. ID 


OJ990713__12. 




poo 




Gene No. 


44 12 






Strand 


+ 








Start 


125 






End 


481 








Name 


OJ990713 


12.9C21.C38.ol. 


np 


Method 


AAT/NAP 






ri 


Start 


125 






End 


481 






: "1 


GI . 


2586082 






Score 


257 








Exons 


125. .481 














!:;! 


GI Descrip. 


(U72725) 


retrofit [Oryza 


. longistaminata] 






cr 


Seq. No. 


2078 






Seq. ID 


OJ990713_12, 


. 9C21 


.C38 


i . : 
! s w 


Gene No. 


4413 






Strand 










Start 


198 






End 


476 






; i=J 
r 1 : 


Name 


OJ990713 


12.9C21.C38.ol. 


gs 


Method 


GENSCAN 






I y 


Start 


198 






End 


472 








GI 


none 






Score 


.85 








Exons 


198. .309, 


396. .472 












La 


Seq. No. 


2078 






Seq. ID 


OJ990713_12. 


. 9C21 


.C38 




Gene No. 


4413 






Strand 










Start . 


198 






End 


476 






n 


Name 


OJ990713 


12.9C21.C38.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


206 






End 


476 








GI 


none 






Score 


100 








Exons 


206. .304, 


216.. 308, 336. 


.476, 


356. .475 










Seq. No. 


2078 






Seq. ID 


OJ990713_12. 


.9C21 


-C38 




Gene 'No. 


4413 






Strand 










Start 


198 






End 


476 








Name 


OJ990713 


12.9C21.C38.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


213 






End 


476 








GI 


none 






Score 


174 








Exons 


213. .473, 


296. .472, 375. 


.476 












Seq. No. 


2079 






Seq. ID 


OJ990713_12. 


, 9C21 


.C39 




Gene No. 


4414 






Strand 


+ 








Start 


49 






End 


225 








Name 


OJ990713 


12.9C21.C39.ol. 


gs 


Method 


GENSCAN ' 








Start 


49 






End 


225 , 







2207 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
□ Start 
.*» Name 

start 

!: ! : gi 

ly Exons 

U\ Seq. No. 

'~ Gene No. 

jfj Start 

i y Name 

» Start 

Q GI 

Exons 



none 
49. .225 



Score 



,51 



'4 



i. si 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2080 - Seq. ID 

4415 Strand 
1 End 
OJ990713_12.9C21.C41.ol.np Method . 
1 End 
6539581 Score 
1..86, 151. .494 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ990713_12.9C21.C41 
+ 

494 

AAT/NAP 

494 

216 



2080 
4415 
1 

OJ990713_12 . 9C21 . C41 . ol . tw 

236 

none 

236. .460, 237. .461, 237. .461 

2080 
4415 
1 

OJ990713_12 . 9C21 . C4 1 . ol . ts 

249 

none 

249. .482, 273.-479 

2081 
4416 
8 

OJ990713_12 . 9C21 . C4 4 . ol . gs 
8 

none 
8. .169 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_12.9C21.C41 

+ . 

494 

TBLASTX: Wheat 

461 

263 



OJ990713_12.9C21.C41 
+ 

494 

TBLASTX : Soybean 

482 

212 



Seq. ID OJ990713_12.9C21.C44 
Strand 

End 169 

Method GEN SCAN 

End 169 

Score .56 



Seq. ID OJ990713_12.9C21.C46 
Strand + 

2278 
AAT/NAP 
2278 
760 



End 

Method 

End 

Score 



2082 
4417 
1 

OJ9907 13_12 . 9C21 . C4 6 . ol . np 
1 

6069646 

1..47, 632. .1434, 1717. .2278 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (-AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



2082 Seq. ID 

4417 Strand 

1 End 
OJ9907 13_12 . 9C21 . C4 6 . o3 . tm Method 

18 End 

none Score 

18. .119, 41. .118, 110. .451, 163. .342 



OJ990713_12.9C21.C46 
+ 

2278 

TBLASTX: Maize 
'451 
84 



2208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2082 
4417 
1 

OJ990713_12 . 9C21 . C4 6 . ol . gs 

374 

none 



Seq. No. 2082 

Gene No. 4417 

Start 1 

Name OJ9907 13JL2 . 9C21 . C4 6 . o2 . tw 

Start 530 

GI none 

Exons 530.. 682, 683.. 865 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method GEN SCAN 

End 2016 

Score .54 



374. .838, 1145. .1326, 1440.. 2016 



.Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Wheat 

End 8 65 

Score 85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
FU Start 
Name 
Start 
GI 

Exons 



U 

hJ 



'-■4 



i? Seq. No. 
! ! g Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



2082 
4417 
1 

OJ990713_12.9C21.C4 6.ol.tm 

611 

none 

611.. 1036, 622.. 1035 

'2082 
4417 
1 

OJ990713_12.9C21.C4 6.o3.tw 

872 

none 

872. .1177, 1021. .1167 

2082 
4417 
1 

OJ9907 13_12 . 9C21 . C4 6 . o2 . tm 

1039 

none 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Mai ze 

End 1036 

Score 448 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Wheat 

End 1177 

Score 182 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Mai ze 

End 1650 

Score 185 



1039. .1119, 1040. .1303, 1144. .1302, 1309. .1650, 1377. .1583 



2082 
4417 
1 

OJ990713_12.. 9C21.C4 6.ol.ts 

1309 

none 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Soybean 

End 1809 

Score 146 



1309.. 1620, 1452.. 1568, 1680.. 1757, 1681.-. 1809 



2082 
4417 
1 

0 J9907 13_12 . 9C21 . C4 6 . ol . tw 

1309 

none 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Wheat 

End 1731 

Score 241 



1309.. 1587, 1326.. 1583, 1573.. 1731, 1594.. 1701 



2209 



Seq. No. 2082 

Gene No. 4417 

Start 1 

Name O J9 907 1 3_1 2 . 9C2 1 . C4 6 . o4 , 

Start 1662 

GI none 

Exons 1662.. 1886, 1663.. 1887 



tm 



Seq. ID OJ990713_12.9C21.C46 

Strand + 

End 2278 

Method TBLASTX : Mai ze 

End 1887 

Score 235 



Seq. No. 2083 

Gene No. 4418 

Start 1 

Name OJ9 907 1 3_12 . 9C2 1 . C4 7 . ol . np 

Start 1 

GI 4680179 

Exons 1..1104 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990713_12.9C21.C47 
Strand 

End 1104 

Method AAT/NAP 

End 1104 

Score 799 



Seq. No. 2083 

Gene No. 4 418 

Start 1 

Name OJ990713_12.9C21.C47.ol. 

Start 20 

GI none 

Exons 20.. 686, 883.. 1058 



gs 



Seq. ID OJ990713_12.9C21.C47 
Strand 

End 1104 

Method GENSCAN 

End 1058 

Score .89 



pi e 

! fcf 



Seq. No. 2083 

Gene No. 4419 

Start 1328 

Name OJ990713_12 . 9C21 . C47 . o2 , 

Start 1328 

GI none 

Exons 1328.. 2119 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_12.9C21.C47 

2119 
GENSCAN 
2119 
.95 



Seq. No. 2083 

Gene No. 4419 

Start 1328 

Name OJ9907 13_12 . 9C2 1 . C47 . o2 . np 

Start 1331 

GI 4512231 

Exons 1331.. 2119 
GI Descrip. (AB014741) ORFO protein 

Seq. No. 2083 

Gene No. 4420 

Start 3293 

Name OJ990713_12 . 9C21 .C47 . ol . tw ■ 

Start 296 

GI none 

Exons 296. .646, 430. .498, 474. .647 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Oryza sativa] 



OJ990713_12.9C21.C47 

2119 
AAT/NAP 
2119 
1249 



Seq. ID OJ990713_12.9C21.C47 
Strand 

End 34 64 * 

Method TBLASTX : Wheat 

End 647 

Score 4 9 



Seq. No. 2083 

Gene No. 4420 

Start 3293 

Name OJ990713_12 . 9C21 . C47 . ol . 

Start 341 

GI none 

Exons 341.. 64 6 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_12.9C21.C47 
3464 

TBLASTX: Maize 

646 

246 



2210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2083 
4420 
3293 

OJ9907 13_12 . 9C21 . C4 7 . o3 . np 
3293 
6063554 
3293.. 3464 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990713_12.9C21.C47 
Strand 

End 3464 

Method AAT/NAP 

End 3464 

Score 89 



Seq. ID OJ990713_12.9C21.C49 
Strand 

End 645 

-Method AAT/NAP 

End 645 

Score 387 



2084 
4421 
1 

OJ990713_12 . 9C21 . C4 9 . ol . np 
1 

2792210 
1. .645 

(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 



2084 
4421 
1 

OJ990713_12 . 9C21 . C4 9 . ol . ts 
4 

none 

4. .63, 88. .267, 252. .449 



Seq. ID OJ990713_12.9C21.C49 

Strand 

End 645 

Method TBLASTX : Soybean 

End 449 

Score 125 



Seq. No. 2084 

Gene No. 4421 

Start 1 

Name OJ9907 13_12 . 9C21 . C4 9 . ol . gs 

Start 264 

GI none 

Exons 264.. 620 



Seq. ID OJ990713_12.9C21.C49 
Strand 

End 645 

Method GENSCAN 

End 620 

Score .71 



Seq. No. 2085 

Gene No. 4422 

Start 118 

Name OJ990713_12 . 9C21 . C50 . ol . gs 

Start 118 

GI none 

Exons 118.. 319 



Seq. ID OJ990713_12.9C21.C50 

Strand + 

End 319 

Method GENSCAN 

End 319 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



2085 
4422 
118 

OJ990713_12.9C21.C50.ol.np 
118 

4680186 
118. .316 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990713_12.9C21.C50 
Strand + 

319 

AAT/NAP 
316 
332 



End 

Method 

End 

Score 



2085 
4423 
1 



Seq. ID OJ990713_12.9C21.C50 
Strand 

End 24 9 



2211 



Name OJ990713_12 . 9C21 .C50.ol .gp Method AAT/GAP 

Start 1 End 24 9 

GI uC-osflcyp033a04bl Score 432 

Exons 1..249 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 2085 

Gene No. 4424 

Start 658 

Name OJ990713_12 . 9C2 1 . C50 . o2 . gs 

Start 658 ■ 

GI none 

Exons 658.. 857 



Seq. ID OJ990713_12.9C21.C50 

Strand 

End 857 

Method GENSCAN 

End 857 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 



2086 
4425 
325 

OJ990713_12 . 9C21 . C51 . ol . np 
325 

2943742 
325. .684 

(AB002266) XA1 [Oryza sativa] 

2087 
4426 
81 

OJ990713_12.9C21.C52.ol.gs 
81 

none 

81. .169, 195. .309 



Seq. ID OJ990713_12.9C21.C51 

Strand 

End 684 

Method AAT/NAP 

End 684 

Score 116 



Seq. ID OJ990713_12.9C21.C52 

Strand + 

End 309 

Method ' GENSCAN 

End 309 

Score .45 



2087 
4427 
1 

OJ990713_12 . 9C21 . C52 . ol . np 
1 

3482916 
1..317 

(AC003970) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990713_12.9C21.C52 
Strand 

End 317 

Method AAT/NAP 

End 317 

Score 14 6 



Seq. ID OJ990713_12.9C21.C53 

Strand + 

End 593 

Method AAT/NAP 

End 593 

Score 220 



2088 
4428 
1 

OJ990713_12 . 9C21 . C53 . ol . np 
1 

6498441 
1..593 

(AP000815) EST C72786 (E22.58 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



.2088 
4428 
1 

OJ990713_12. 9C21.C53.ol.ts 
172 



Seq. ID OJ990713_12.9C21.C53 

Strand + 

End 593 

Method TBLASTX : Soybean 

End 540 



2212 





GI 


none 






Score 


143 




Exons 


172. .390, 


406. .540 










Seq. No. 


2088 






Seq. ID 


OJ990713_12.9C21 




Gene No . 


A A OQ 






Of > i r-i /-^ 

o trana 


T 




Start 


1 






End 


593 




Name 


OJ990713 


12.9C21.C53.ol, 


,gs 


Method 


GENSCAN 




Start 


239 






End 


587 




GI 


none 






Score 


. 67 




Exons 


239. .587 












Seq. No. 


2088 






Seq. ID 


OJ990713JL2.9C21 




Gene No . 


A A OQ 






btrana 


T 




Start 


1 






End 


593 




Name 


OJ990713 


12.9C21.C53.ol. 


.tw 


Method 


TBLASTX: Wheat 




Start 


334 






End 


593 




GI 


none 






Score 


358 




Exons 


334. .591, 


339. .593,, 350, 


> .592 








Seq. No. 


2088 






Seq. ID 


OJ990713_12.9C21 




Gene No . 


A A OQ 






Strand 


+ 




Start 


1 






End 


593 




Name 


OJ990713 


12.9C21.C53.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


394 






End 


593 


j sr 


GI 


none 






Score 


259 


.; sa. 


Exons 


394. .591, 


399. .593 








ru 


Seq. No. 


2089 






Seq. ID 


OJ990713_12.9C21 




Gene No. 


4429 






Strand 






Start 


243 






End 


357 




Name 


OJ990713 


12.9C21.C54.ol. 


.np 


Method 


AAT/NAP 


ts i r 

iU 


Start 


243 






End 


357 




GI 


6324074 






Score 


86 


.: ==. 


Exons 


243. .357 












GI Descrip. 


Contains 


seven cysteine 


rich 


zinc finger motifs of the 






retroviral-type' ; Gis2p gi | 1730843 | sp | 


P5384 9 | YNZ5_YEAST 



<bbF 



•CCHC 

} | YNZ5_YEAST 

HYPOTHETICAL 17.1 KD PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
gi|2131945|pir| IS63228 hypothetical protein YNL255c - yeast 
(Saccharomyces cerevisiae) gi | 1255963 | emb | CAA65489 | (X96722) ORF 
N0852 [Saccharomyces cerevisiae] gi | 1302303 | emb | CAA96162 | (Z71 

Seq. No. 2090 . Seq. ID OJ990713_12.9C21.C55 

Gene No. 4 430 Strand 

Start 20 End 578 

Name OJ990713_12 . 9C21 .C55 . ol . np Method AAT/NAP 

Start 20 End 578 

GI 6907087 Score 123 

Exons 20. .121, 534. .578 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 2090 Seq. ID 

Gene No. 4430 Strand 

Start 20 End 

Name OJ990713_12 . 9C21 . C55 . ol . gs Method 

Start 40 End 



OJ990713_12.9C21.C55 
578 

GENSCAN 
121 



2213 



GI 

Exons 



none 
40. .121 



Score 



,84 



Seq. No. 2091 

Gene No. 4431 

Start 113 

Name OJ990713_12 . 9C21 . C56 . ol . gs 

Start 113 

GI none 

Exons . 113.. 248 



Seq. ID OJ990713_12.9C21.C56 

Strand + 

End 24 8 

Method GENSCAN 

End 24 8 

Score .73 



Seq. No. 2092 Seq. ID 

Gene No. 4432 Strand 

Start 1 End 

'Name OJ990713_12 . 9C21 . C57 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1 . .477 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990713_12.9C21.C57 
477 

AAT/NAP 
477 
757 





Seq. No. 


2092 Seq. ID 


OJ990713_12.9C21.C57 




Gene No. 


4432 Strand 






Start 


1 End 


477 




Name 


OJ990713 12.9C21.C57.ol.tw Method 


TBLASTX: Wheat 




Start 


60 ^ End 


288 




GI 


none Score 


72 




Exons 


60. .161, 62. .178, 169. .288, 177. .266 






Seq. No. 


2093 ' Seq. ID 


OJ990713_12.9C21.C60 


y 


Gene No. 


4433 Strand 


+ 




Start 


1 End 


140 


IS i E 

! y 


Name 


OJ990713 12.9C21.C60.ol.np Method 


AAT/NAP 




Start 


1 End 


140 


hJ 


GI 


6063554 Score 


187 




Exons 


1. .140 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7185C 


>(E0464),C98611(EO464) 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 






Seq. No. 


2093 Seq. ID 


OJ990713_12.9C21.C60 




Gene No. 


4434 Strand 






Start 


199 End 


340 




Name 


OJ990713 12.9C21.C60.ol.gs Method 


GENSCAN 




Start 


199 End 


340 




GI 


none Score 


.57 




Exons 


199.. 340 





Seq. No. 2093 Seq. ID. OJ990713_12.9C21.C60 

Gene No. 4435 Strand 

Start 533 End 752 

Name OJ990713_12 . 9C21 . C60 . ol . gp Method AAT/GAP 

Start 533 End 752 ■ 

GI 61605_1.R1084 Score 353 

Exons 533 . . 752 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



2214 






Seq. No. 


2094 


Seq. ID 


OJ990713_12. 9C21 


.C61 




Gene No. 


4436 


Strand 


+ 






Start 


1 


End 


679 






Name 


OJ990713 12.9C21.C61.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


679 






GI 


4680179 


Score 


1068 






Exons 


1. .679 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


2094 


Seq. ID 


OJ990713JL2.9C21 


.C61 




Gene No . 


4436 


Strand 


+ 






Start 


1 


End 


67 9 






Name 


OJ990713 12.9C21.C61.ol.gs 


Method 


GENSCAN 






Start 


184 


End 


499 






GI 


none 


Score 


. 55 






Exons 


184. .499 










Seq. No. 


2094 


Seq. ID 


OJ990713_12.9C21 


.C61 




Gene No. 


4436 


Strand 


+ 






Start 


1 


End 


679 






Name 


OJ990713 12.9C21.C61.ol.tw 


Mpthoci 


TBLASTX * Wheat 






Start 


367 


End 


584 






GI 


none 


Score 


80 




; z 
's s» 


Exons 


367. .432, 372. .437, 439. .579, 


453 572 


, 519 584 




: : r: 


Seq. No. 


2095 


Sea ID 


OJ990713 12 9C21 


.C62 


:,E! 


Gene No. 


4437 


Strand 


+ " 




; E 

i y 


Start 


423 


End 


543 






Name 


OJ990713 12.9C21.C62.ol.gs 


Method 


GENSCAN 




| , i 


Start 


423 


End 


543 




t 


GI 


none 


Score 


. 6 




I s i i 


Exons 


423. .543 








Seq. No. 


2095 


Seq. ID 


OJ990713 12 9C21 


.C62 


l!3 


Gene No. 


4438 


Strand 


-{- 






Start 


457 


End 


568 






Name 


OJ990713 12.9C21.C62.ol.np 


Method 


AAT/NAP 




Start 


457 


End 


568 




■'; j-J 


GI 


5257279 


Score 


187 ' 




!' ^ 

: : =? 


Exons 


457. .568 








i" "j 
: = s? 


GI Descrip. 


(AP000364) Similar to Transposon MAGGY 
homologues. (L35053) [Oryza sativa] 


gag and pol gene 






Seq. No. 


2096 


Seq. ID 


OJ990713_12.9C21 


.C64 




Gene No. 


4439 


Strand 


+ 






Start 


1 • 


End 


202 






Name 


OJ990713 12.9C21.C64.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


202 






GI 


4680183 


Score 


112 






Exons 


1. .202 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 






Seq. No. 


2096 


Seq. ID 


OJ990713_12.9C21 


.C64 




Gene No. 


4440 


Strand 








Start 


1 


End 


81 






Name 


OJ990713 "l2.9C21.C64.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


81 





2215 



GI 6721561 Score 148 

Exons 1 . . 81 

GI Pescrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
" predicted gene.; hypothetical protein [Oryza sativa] 

gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



w 

u 



Seq. No. 


2097 






Seq. ID 


OJ990513 


Gene No. 


4441 






Strand 




O Lai L 


X DO j 






End 




Name 


OJ990513 14 


.9C16.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


1653 






End 


2786 


GI 


none 






Score 


.66 


Exons 


1653. .2786 










Seq. No. 


2098 






Seq. ID 


OJ990513 


Gene No. 


4442 






Strand 


+ 


C 4- -i v+- 

otart 


luol 






End 


1 *7 £ £ 


Name 


OJ990513 14 


.9C16.C2.ol. 


np 


Method 


AAT/NAP 


Start 


1061 






End 


1266 


GI 


4680186 






Score 


254 


Exons 


1061. .1266 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


2098 






Seq. ID 


OJ990513 


Gene No . 


A A AO 
4 4 4Z 






Strand 


i 


Start 


1061 






End 


1766 


Name 


OJ990513 14 


.9C16.C2.ol. 


gs 


Method 


GENSCAN 


Start 


1152 






End 


1766 


GI 


none 






Score 


.55 


Exons 


1152. .1290, 


1660. .1766 








Seq. No. 


2098 






Seq. ID 


OJ990513 


Gene No. 


4443 






Strand 


+ 


C4- 2 r-t- 

OLdlt 


1 ft fiQ 






End 


"39 ^ft 

JO 


Name 


" OJ990513 14 


.9C16.C2.o2. 


gs 


Method 


GENSCAN 


Start 


1869 






End 


3238 


GI 


none 






Score 


.5 


Exons 


1869. .1946, 


2028. .2642, 


2672. 


.3238 




Seq. No. 


2098 






Seq. ID' 


OJ990513 


Gene No. 


4444 






Strand 


+ 


Start 


6515 






End 


6956 


Name 


OJ990513 14 


. 9C16.C2.o3. 


np 


Method 


AAT/NAP 


Start 


6515 






End 


6956 


GI 


5902448 






Score 


655 


Exons 


6515. .6956 










GI Descrip. 


(AB030283) 


orf3 [Oryza 


sativa 


I 




Seq. No. 


2098 






Seq. ID 


OJ990513 


Gene No. 


4445 






Strand 




Start 


813 






End 


1194 


Name 


OJ990513 14 


. 9C16.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


813 






End 


1194 


GI 


uOosflcyp033a04bl 




Score 


647 


Exons 


813. .1194 











14.9C16.C1 



2216 



GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2098 Seq. ID OJ990513_14 . 9C16 . C2 

4446 Strand 

1659 End 3420 

OJ990513_14 .9C16.C2.o2. np Method AAT/NAP 

1659 End 3420 

6907087 Score 984 

1659. .1760, 2299. .2991/ 3032. .3420 

(AP001129) ESTs C72771 (E2215) , AU082313 ( E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 2098 Seq. ID 

Gene No. 4 4 47 Strand 

Start 6638 End 

Name OJ990513JL4 . 9C16 . C2 . ol . tw Method 

Start 6638 End 

GI none Score 

Exons 6638..6934 



OJ990513_14.9C16.C2 
6934 

TBLASTX: Wheat 

6934 

178 



Seq. No. 

Gene No. 
hj Start 
\j\ Name 
;=jj Start 

;4 gi 

; se j Exons 

Kj GI Descrip. 



i (B J Seq. No. 

'-■J Gene No. 

b& Start 

1 Name 

,= S Start 

Q 



GI 

Exons 



2099 Seq. ID 

4 4 48 Strand 

1 End 

OJ990513_14 .9C16.C3.ol.np Method 

1 End 

6691716 Score 

1..200, 389. .584, 667. .773, 850. .1025, 
1610. .1730, 2148. .2596 
(AP000492) hypothetical 
gi | 6691717|dbj IBAA89397 
[Oryza sativa] 

2099 

4448 Strand + 

1 End 2599 

OJ990513_14 . 9C16 . C3 . ol . gs Method GENSCAN 

244 End 2599 

none Score . 65 
244. .584, 667. .913, 1365. .1554, 2148. .2599 



OJ990513_14.9C16.C3 
+ 

2599 
AAT/NAP 
2596 
1558 

1103. .1290, ,1365. .1460, 



protein [Oryza 
1| (AP000570) 



sativa] 
hypothetical 



protein 



Seq. ID OJ990513_14.9C16.C3 



Seq. No. 2099 Seq. ID 

Gene No. 444 9 Strand 

Start 2936 End 

Name OJ990513_14 . 9C16 . C3 . o2 . gs Method 

Start 2936 End 

GI none Score 

Exons 2936.. 3769 



OJ990513_14.9C16.C3 

4383 
GENSCAN 
3769 
.87 



Seq. No. 2099 Seq. ID 

Gene No. 444 9 Strand 

Start 2936 End 

Name OJ990513_14 . 9C16.C3.o2 .np Method 

Start 2939" End 

GI 5902445 ' Score 

Exons 2939.. 4383 



OJ990513_14.9C16.C3 

4383 
AAT/NAP 
4383 
2164 



2217 



GI Descrip. (AB030283) GAG- POL precursor [Oryza sativa] 



Seq. No. 


2099 








Seq. ID 


OJ990513_14.9C16.C3 


Gene No. 


4449 








Strand 




Start 


2936 








End 


4383 


Name 


OJ990513 14 


.9C16. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2951 








End 


3562 


GI 


none 








Score 


85 


Exons 


2951. .3079, 


3104. 


.3562, 


3300. 


.3401, 3456.. 3542 


Seq. No. 


2099 








Seq. ID 


OJ990513_14 .9C16.C3 


Gene No. 


4449 








Strand 




Start 


2936 








End 


4383 


Name 


OJ990513 14 


.9C16. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2987 








End 


3241 


GI 


none 








Score 


99 


Exons 


2987. .3088, 


2988. 


.3089, 


3068. 


.3241, 3069.. 3128 


Seq. No. 


2099 








Seq. ID 


OJ990513_14 .9C16.C3 


Gene No. 


4449 








Strand 




Start 


2936 








End 


4383 


Name 


OJ990513 14 


.9C16. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat ' 


Start 


3569 








End 


3931 


GI 


none 








Score 


201 


Exons 


3569. .3931, 


3585. 


.3926, 


3677. 


.3931 




Seq. No. 


2099 








Seq. ID 


OJ990513_14.9C16.C3 


Gene No. 


4449 








Strand 




Start 


2936 








End 


4383 


Name 


OJ990513 14 


.9C16. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3707 








End 


4073 


GI 


none 








Score 


158 


Exons 


3707. .3754, 


3746. 


.3946, 


3759. 


.3944, 3936.. 4073, 3940.. 4050 


Seq. No. 


zlUO 








Seq. ID 


OJ990513_14 .9C16.C4 


Gene No. 


4450 








Strand 


+ 


Start. 


5809 








End 


12075 


Name 


OJ990513 14 


.9C16. 


C4.ol. 


np 


Method . 


AAT/NAP 


Start 


5809 








End 


12075 


GI 


4680179 








Score 


6271 


Exons 


5809. .9625, 


11315. .12075 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


2100 








Seq. ID 


OJ990513_14 .9C16.C4 


Gene No. 


4451 . 








Strand 




Start 


10155 








End 


12030 


Name 


OJ990513 14 


.9C16. 


C4.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


6078 








-End 


6441 


GI 


none 








Score 


273 


Exons 


6078. .6440, 


6082. 


.6441, 


6298. 


. 6441 




Seq. No. 


2100 








Seq. ID 


OJ990513_14 .9C16.C4 


Gene No. 


4451 








Strand 




Start 


10155 








End 


12030 


Name 


OJ990513 14 


.9C16. 


C4.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


6322 








End 


6606 


GI 


none 








Score 


204 



2218 



Exons 



6322.. 6606, 6325.. 6528, 6339.. 6509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

il Start 

1 3 GI 

.Isa. Exons 
i_l i 

I* .Seq. No. 

=3 Gene No. 

.J Start 

^ Name 

\ft Start 

y GI 

5 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2100 
4451 
10155 

OJ990513_14. 

6968 

none 

6968. .7288 

2100 
4451 
10155 

OJ990513_14, 

6971 

none 

6971. .7177, 
7235. .7357 

2100 
4451 
10155 

OJ990513_14, 

7550 

none 

7550. .8032, 

2100 
4451 
10155 

OJ990513JL4. 

7559 

none 

7559. .7849, 

2100 
4451 
10155 

OJ990513_14, 

7586 

none 

7586. .7900, 

2100 
4451 
10155 

OJ990513_14. 

7919 

none 

7919. .8098, 

2100 
4451 
10155 

OJ990513_14, 

7973 

none 



9C16.C4 .o7 .tm 



9C16.C4.o6.tw 
7006. .7140, 7150. 



9C16.C4.o3.tw 
7609. .7989 

9C16.C4.o5.tm 
7587.. 7820, 7660. 

9C16.C4.o3.ts 
7702. .7899 

9C16.C4.o3.tm 
8084. .8419, 8171. 

9C16.C4.ol.ts 



Seq. ID OJ990513_14.9C16.C4 
Strand 

End 12030 

Method TBLASTX : Mai ze 

End 7288 

Score 203 



Seq. ID OJ990513_14.9C16.C4 
Strand 

End 12030 

Method TBLASTX : Wheat 

End 7375 

Score 163 

.7320, 7160.. 7375, 7225.. 7350, 



Seq. ID OJ990513_14.9C16.C4 
Strand 

End 12030 

Method TBLASTX : Wheat 

End 8032 

Score 507 



Seq. ID OJ990513_14.9C16.C4 
Strand 

12030 

TBLASTX: Maize 
7851 
315 



End 

Method 
End 
Score 
.7851 



Seq. ID OJ990513_14.9C16.C4 
Strand 

End 12030 

Method TBLASTX : Soybean 

End 7900 

Score 190 



Seq. ID OJ990513_14.9C16.C4 
Strand 

12030 

TBLASTX: Maize 
8419 
157 



End 

Method 
End 
Score 
.8410 



Seq. ID OJ990513_14.9C16.C4 
Strand 

End 12030 

Method TBLASTX : Soybean 

End 8368 

Score 57 



2219 





Exons 


7973. .8005, 


7973 


. .8005, 


8009. 


.8368, 8012.. 8089, 8016.. 8150, 






8125. .8367 














Seq. No. 


2100 








beq . • lu 






Gene No . 


A A C 1 
4 4 01 








Strand 






Start 


10155 








End 


12030 




Name 


OJ990513 14 


. 9C16 


.C4.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8081 








End 


8383 




GI 


none 








Score 


383 




Exons 


8081. .8383, 


8081 


. .8383 










Seq. No. 


2100 








Seq. ID 


OJ990513_14.9C16.C4 




Gene No . 


A A C 1 

4401 








Strand 






Start 


10155 








End 


12030 




Name 


OJ990513 14 


. 9C16 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8384 








End 


8825 




GI 


none 








Score 


599 




Exons 


8384. .8809, 


8416 


. .8802, 


8501. 


.8809, 8511. .8825 




Seq. No. 


2100 








Cq/^t T Pi 

oeq ■ iu 






Gene No . 


A A C 1 

4401 








o crana 






Start 


10155 








bna 






Name 


OJ990513 14 


. 9C16 


,C4.o4. 


ts 


Method 


i oiiAo I a : boyoean 




Start 


8393 








bna 


o 0 jj 


= ff 


GI 


none 








Score 


1 QO 

lo J 


cn 


Exons 


8393. .8635 












rii 


Seq. No. 


2100 








Qcm T Pi 

oeq. lu 




i=J 


oene no . 


A A C 1 

4 4 01 








btrana 






Start 


10155 














Name 


OJ990513 14 


. 9C16 


.C4.o2. 


tm 


Method 


i dLAo i a : Doa l ze 




Start 


8456 










QOAQ 

a ouy 




GI 


none 








Score 


4 dZ 




Exons 


8456. .8809, 


8458 


. .8724, 


8498. 


.8794 




'' H 4 


Seq. No. 


2100 








Seq. ID 


OJ990513_14. 9C16.C4 




Gene No . 


A A £ 1 
4 4 01 








Strand 






Start 


10155 








End 


12030 




Name 


OJ990513 14 


. 9C16 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


r 3 


Start 


8898 








End 


9374 




GI 


none 








Score 


578 




Exons 


8898. .9374, 


8913 


. .9368, 


8990. 


.9373 






Seq. No. 


2100 








Seq. ID 


OJ990513_14.9C16.C4 




Gene No . 


A A £ 1 ' 

4 4 01 








Strand 






Start 


10155 








End 


12030 




Name 


OJ990513 14 


. 9C16 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


9072 








End 


9398 




GI 


none 








Score 


90 




Exons 


9072. .9254, 


9255 


. .9398, 


9320. 


.9397 






Seq. No. 


2100 








Seq. ID 


OJ990513_14.9C16.C4 




Gene No. 


4451 








Strand 






Start 


10155 








End 


12030 




Name 


OJ990513 14 


. 9C16 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9162 








End 


9423 




GI 


none 








Score 


291 



2220 





Exons 


9162.. 9422, 9167.. 9268, 9199 


..9423, 9291. .9422 






Seq. No. 


2100 


Seq. ID 


OJ990513_14.9C16 


.C4 ■ 




Gene No. 


4451 


Strand 








Start 


10155 


End 


12030 






Name 


OJ990513 14.9C16.C4.o4.tm 


Method 


TBLASTX: Maize 






Start 


9186 


End 


9440 






GI 


none 


Score 


353 






Exons 


9186.. 9440, 9222.. 9425 










Seq. No. 


2100 


Seq*. ID 


OJ990513_14.9C16 


.C4 




Gene No. 


4451 


Strand 








Start 


10155 


End 


12030 






Name 


OJ990513 14.9C16.C4.o8.tw 


Method 


TBLASTX: Wheat 






Start 


9380 


End 


11457 






GI 


none 


Score 


120 






Exons 


9380.. 9478, 9381.. 9479, 9477 


..9623, 9478..9624, 9553. .9624, 






11304. .11456, 11308. .11457, 


11308. .11457 






, Seq. No. 


2100 


Seq. ID 


OJ990513_14.9C16 


.C4 




Gene No. 


4451 


Strand 








Start 


10155 


End 


12030 






Name 


OJ990513 14.9C16.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


9565 


End 


11838 






GI 


none 


Score 


90 






Exons 


9565.. 9624, 11308 .. 11412, 11319.. 11405 


, 11410. .11508, 




ill 




11412. .11507, 11569. .11838, 


11577. .11837 






Seq. No. 


2100 


Seq. ID 


OJ990513_14.9C16 


.C4 


ly 


Gene No. 


4451 


Strand 






! " 


Start 


10155 


End 


12030 






Name 


OJ990513 14.9C16.C4.o2.gs 


Method 


GEN SCAN 




ru 


Start 


10155 


End 


11914 






GI 


none 


Score 


.8 




.: =. 
i z 


Exons 


10155. .10307, 10313. .10624, 


10820. .10983, 11343. .11418, 








11755. .11914 










Seq. No. 


2100 


Seq. ID 


OJ990513__14.9C16 


.C4 


s S? 


Gene No. 


' 4451 


Strand 






: : 


Start 


10155 


End 


12030 






Name 


OJ990513 14.9C16.C4.o4.tw 


Method 


TBLASTX: Wheat 




'as? 


Start 


11608 


End 


12030 






GI 


none 


Score 


398 






Exons 


11608. .12030, 11643.. 11834 









Seq. No. 2101 

Gene No. 4452 

Start 7161 

Name OJ990513_14 . 9C16 . C5 . ol .gp 

Start 7161 

GI 67JL.R1084 

Exons 7161.. 7865 

GI Descrip. ' 4126695/dbj | BAA36699 | 1.0e-39 (AB016505) prolamin [Oryza 
sativa] ' 



Seq. ID OJ990513_14 .9C16.C5 

Strand + 

End 7865 

Method AAT/GAP 

End 78 65 

Score 1249 



Seq. No. 
Gene No. 



2101 
4453 



Seq. ID OJ990513__14.9C16.C5 
Strand 



2221 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990513_14 .9C16.C5.ol.np 
1 

5922631 



End 

Method 

End 

Score 



7770 
AAT/NAP 
6438 
3881 



1..18, 2154. .2964, 3551. .4439, 4566. .4722, 4765. .5308, 
5354.. 5556, 5814.. 6056, 6314.. 6438 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



2101 Seq. ID 

4453 Strand 

1 End 

OJ990513_14 . 9C1 6 . C5 . ol . gs Method 

144 End 

none Score 



OJ990513_14.9C16.C5 

7770 
GENSCAN 
7770 
.75 



144. .522, 1217. .1331, 1908. .1941, 2075. .2518, 2709. .2816, 
2828. .3052, 3189. .3462, 3559. .3859, 3994. .4260, 4287. .4920, 
4985.. 5190, 5353.. 5584, 5724.. 6028, 6100.. 6390, 7629.. 7770. 



'5 » 


Seq. No. 


2101 


Seq. ID 


OJ990513_14.9C16 


-C5 




Gene No. 


4453 


Strand 








Start 


1 


End 


7770 




ry 


Name 


OJ990513 14.9C16.C5.o2.np 


Method 


AAT/NAP 




^4 


Start 


7303 


End 


7770 




! : I 


GI 


4126695 


Score 


809 






Exons 


7303. .7770 








ru 


GI Descrip. 


(AB016505) prolamin [Oryza 


sativa] 








Seq. No. 


2101 


Seq. ID 


OJ990513_14.9C16 


.C5 




Gene No. 


4454 


Strand 








Start 


8414 


End 


8688 






Name 


OJ990513 14.9C16.C5.ol.tw 


Method 


TBLASTX: Wheat 






Start 


732 


End 


2984 - 






GI 


none 


Score 


60 - 




Q 


Exons 


732. .821, 2559.-2984, 2564. 


.2983 








Seq. No. 


2101 


Seq. ID 


OJ990513_14.9C16 


.C5 




Gene No. 


4454 


Strand 








Start 


8414 


End 


8688 






Name 


OJ990513. 14.9C16.C5.o3.tw 


Method 


TBLASTX: Wheat 






Start 


2243 


End 


2554 






GI 


none 


Score 


85 






Exons 


2243.-2554, 2258.. 2545 









Seq. No. 2101 Seq. ID 

Gene No. 4454 Strand 

Start 8414 End 

Name OJ990513_14 . 9C1 6 . C5 . ol . ts Method 

Start 2504 End 

Gi none Score 

Exons 2504.. 2935, 2538.. 2708, 2745.. 2888 



OJ990513_14.9C16.C5 
8688 

TBLASTX : Soybean 

2935 

48 



2222 




Seq. No. 


2101 








Seq. ID 


OJ990513_14.9C16 


.C5 


ucne iNO . 


A A^A 
4 4 04 








otrana 






Start 


8414 








End 


8688 




Name 


OJ990513 14 


-9C16 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2657 








End 


3040 




GI 


none 








Score 


160 




Exons 


2657. .3040, 


2658 


. .3002 










Seq. No. 


2101 








Seq. ID 


OJ990513_14 .9C16 


.C5 


ijcne no . 


A A R A 








otrana 






Start 


8414 








End 


8688 




Name 


OJ990513 14 


.9C16 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3147 








End 


3533 




GI 


none 








Score 


250 




Exons 


3147. .3533, 


3157 


. .3513 










Seq. No. 


2101 








Seq. ID 


OJ990513_14.9C16 


.C5 


Gene No . 


A A R A 

4404 








otrana 






Start 


8414 ' 








End 


8688 




Name 


OJ990513 14 


. 9C16 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3153 








End 


3404 




GI 


none 








Score 


150 




Exons 


3153. .3404, 


3154 


. .3363 










Seq. No. 


2101 








Seq. ID 


OJ990513_14 .9C16 


.C5 


Gene No . 


A A K A 

4 404 








otrana 






Start 


8414 








End 


8688 




Name 


OJ990513 14 


. 9C16 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3168 








End 


3494 




GI 


none 








Score 


139 




Exons 


3168. .3263, 


3270 


. .3494 










Seq. No. 


2101 








Seq. ID 


OJ990513_14 .9C16 


.C5 


Gene No . 


A A R A 
4 4 04 








Strand 






Start 


8414 








End 


8688 




Name 


OJ990513 14 


9C16 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3754 








End 


4174 




GI 


none 








Score 


75 




Exons 


3754. .3876, 


3756 


. .3881, 


3887. 


.3937, 3998. .4174 




Seq. No. 


2101 








Seq. ID 


OJ990513_14 . 9C16 


.C5 


Gene No . 


A A c; A 
4 4 04 








Strand 






Start 


8414 








End 


8688 




Name 


OJ990513 14 


9C16 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4759 








End 


5126 




GI 


none 








Score 


59 




Exons 


4759. .5031, 


5060 


. .5125, 


5064. 


.5126 






Seq. .No. 


2101 








Seq. ID 


OJ990513_14.9C16 


.C5 


Gene No. 


4454 








Strand 






Start 


8414 








End 


8688 




Name 


OJ990513 14. 


9C16 


. C5 : o2 . 


gp 


Method 


AAT/GAP 




Start 


8414 








End 


8688 




GI 


61605 1.R1084 






Score 


467 





Exons 8414 .. 8688 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



2223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2102 
4455 
792 

OJ990513 
792 

5852179 
792. .1013, 
(AL117265) 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1088. .1339, 2680. .2754 
zhb0009.1 [Oryza sativa] 



14.9C16.C6 



14.9C16.C6.ol.np 



OJ990513J 
+ 

2754 
AAT/NAP 
2754 
453 



OJ990513 14.9C16.C6 



2102 Seq. ID 

4 456 Strand 

1 End 310 

OJ990513JL4 . 9C1 6 . C6 . ol . gp Method AAT/GAP 

1 End 310 

2428185 Score 576 
1. .310 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 

2102 Seq. ID OJ990513_14 . 9C16 . C6 

4457 Strand 

326 End 1062 

OJ990513_14 . 9C16 . C6 . o2 . gp Method AAT/GAP 

326 End 1062 

101153_1.R1084 Score 392 

326.-556, 1039.. 1062 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



2103 Seq. ID 

4458 Strand 

1 End 
OJ990513_14 . 9C16 . C7 . ol . np Method 

1 End 

5295955 Score 
1..122, 149. .258 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



OJ990513_14 .9C16.C7 
+ 

258 

AAT/NAP 

258 

232 



2104 . Seq. ID 

4 459 Strand 

1 End 

OJ990513_14 .9C16.C8.ol. np Method 

1 End 

4680186 Score 
1..31, 405. .484 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990513_14.9C16.C8 
+ 

484 

AAT/NAP 
484 
109 



2104 Seq. ID OJ990513_14 . 9C16 . C8 

4 4 60 Strand 

404 End 484 

OJ990513_14. 9C16.C8.ol.gp Method AAT/GAP 

404 End 484 

uC-osflcyp033a04bl Score 127 

404 . .484 

1 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 



2224 




DNA, chromosome 1, clone : P0711E10 1 





Seq. No. 


2105 


Seq. ID 




. ycio . LIU 




Gene No. 


4461 


Strand 


+ 






Start 


1 


End 


3497 






Name 


OJ990513 14.9C16.C10.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


3497 






GI 


5852180 


Score 


495 






Exons 


1..114, 1385.. 1455, 2415.. 2533, 2585.. 


2997, 3476.. 


3497 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


2105 


Seq. ID 


OJ990513_14 


.9C16.C10 




Gene No. 


4461 


Strand 


+ 






otart 


1 


End 


3497 






Name 


OJ990513 14.9C16.C10.ol.gp 


Method 


AAT/GAP 






Start 


426 


End 


-1026 






GI 


557589 


Score 


256 






Exons 


426.. 589, 1002.. 1026 










GI Descrip. 


130959/sp)P20698|PRO7 ORYSA 


6.0e-35 PROLAMIN PPROL 


17 PRECURSC 






>gi 82504 pir JA0167 prolamin 17 precursor - rice 


>gi_557590 






(M23745) prolamine [Oryza sativa] 








Seq. No. 


2105 


Seq. ID 


OJ990513_14 


. yuio . Liu 




Gene No. 


4461 


Strand 


+ 






Start 


1 


End 


3497 






Name 


OJ990513 14.9C16.C10.ol.np 


Method 


AAT/NAP 




;n 


Start 


484 


End 


1951 




y 


GI 


4126695 


Score 


145 






Exons 


484. .638, 1923. .1951 








c 
: : 

; y 

3 


GI Descrip. 


(AB016505) prolamin [Oryza sativa] 






Seq. No. 


2105 


Seq. ID 


OJ990513_14 


.9C16.C10 


; y 


Gene No. 


4461 


Strand 


+ 






Start 


1 


End 


3497 




■3 


Name 


OJ990513 14.9C16.C10.ol.gs 


Method 


GENSCAN 




I 

ri 


Start 


1643 


End 


3131 






GI 


none 


Score 


.58 






.Exons 


1643.. 1821, 2415.. 3131 








3 


Seq. No. 


2105 


Seq. ID 


OJ990513_14 


.9C16.C10 


J 


Gene No. 


4462 


Strand 








Start 


1304 


End 


1683 






Name 


OJ990513 14.9C16.C10.o2.gp 


Method 


AAT/GAP 






Start 


1304 


End 


1683 . 






GI 


uC-osflcyp033a04bl 


Score 


633 






Exons 


1304. .1683 










GI Descrip. 


' 6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


2106 


Seq. ID 


OJ990513_14 


.9C16.C11 




Gene No. 


4463 


Strand 


+ 






Start 


1 


End 


1909 






Name 


OJ990513 14.9C16.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1909 






GI • 


4680186 


Score 


120 






Exons 


1..31, 1684. .1909 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 





2225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2106 
4463 
1 

OJ990513_14.9C16.Cll.ol.gs 

874 

none 

874. .954, 1596. .1763 



Seq. ID OJ990513_14.9C16.C11 

Strand + 

End 1909 

Method GENSCAN 

End 1763 

Score .41 



Seq. ID OJ990513_14.9C16.C11 
Strand 

207 

AAT/GAP 
207 
366 



2106 
4464 
1 

OJ990513_14.9C16.Cll.ol.gp 
1 

2798882 
1. .207 

4126695/dbj IBAA36699) 1.0e-18 (AB016505) prolamin [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID OJ990513_14.9C16.C11 
Strand 

End 3889 

Method AAT/NAP 

End 3889 

Score 610 



2106 
4465 
2300 

OJ990513_14 .9C16.Cll.o2.np 
2300 
6907087 
2300.. 2401, 2938.-3889 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 

Seq. ID OJ990513_14.9C16.C12 
Strand + 
End 4 92 

Method AAT/NAP 
End 4 92 

Score 126 



Seq. ID OJ990513_14.9C16.C12 

Strand 

End 664 

Method AAT/GAP 

End 664 

Score 450 



Seq. ID OJ990513_14.9C16.C16 

Strand + 

End 613 

Method GENSCAN 

End 613 

Score .75 



Seq. No. 


2107 




Gene No. 


4466 




Start 


400 




Name 


OJ990513 14.9C16.C12 


. ol .np 


Start 


400 




GI 


4126695 




Exons 


400. .492 




GI Descrip. 


(ABO 16505) prolamin 


[Oryza 


Seq. No. 


2107 




Gene No. 


4467 




Start 


401 




Name 


OJ990513 14.9C16.C12 


. ol.gp 


Start 


401 




GI 


2798882 




Exons 


401. .664 




GI Descrip. 


4126695/dbj IBAA36699 


I l.Oe- 


Seq. No. 


2108 




Gene No. 


4468 




Start 


556 




Name 


OJ990513 14.9C16.C16 


. ol .gs 


Start 


556 




GI 


none 




Exons 


556. .613 




Seq. No. 


2108 




Gene No. 


4469 





Seq. ID OJ990513_14.9C16.C16 
Strand + 



2226 



1 M 



rii 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



889 



V! Seq. No. 

, "if Gene No . 

tf t Start 

hi , Name 

U Start 

□ GI 

Exons 



End 

Method 
End 
Score 



OJ990513_14. 9C16.C16.ol.gp 
889 

2798882 
889. .946 

4126695/dbj |BAA36699| 1.0e-18 (AB016505) prolamin [Oryza sativa] 



946 

AAT/GAP 
946 
67 



2109 Seq. ID 

4470 Strand 
494 End 
OJ990513_14 . 9C16 . C17 . ol . np Method 
494 End 
6907087 Score 
494.. 1320 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ990513_14.9C16.C17 
+ 

1320 
AAT/NAP 
1320 
524 



2109 Seq. ID 

4471 Strand 

675 End 
OJ990513_14 . 9C1 6 . C17 . ol . gs Method 

675 End 

none Score 

675.. 847, 882.. 1212 



OJ990513_14.9C16.C17 

1212 
GENSCAN 
1212 
.96 



2110 
4472 
467 

OJ990513_14. 9C16.C18.ol.np 
467 

4680185 
467. .664 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990513_14.9C16.C18 

Strand + 

End 664 

Method AAT/NAP 

End 664 

Score 212 



2110 
4473 
327 

OJ990513_14. 9C16.C18.ol.gs 

327 

none 

327. .400 



Seq. ID OJ990513_14.9C16.C18 

Strand 

End 400 

Method GENSCAN 

End 400 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



2111 Seq. ID OJ990513_14.9C16.C19 

4474 Strand . - 

40 End 240 

OJ990513_14.9C16.C19.ol.gp Method AAT/GAP 

40 End 240 

101153_1.R1084 Score 262 

40. .240 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



2112 
4475 
1 

OJ990513 14.9C16.C20.ol.np 



Seq. ID OJ990513_14.9C16.C20 

Strand + 

End 475 

Method AAT/NAP 



2227 



Of -i 


1 


End 


475 


GI 


6907087 


Score 


202 


Exons 


1. .475 






GI Descrip. 


(AP001129) ESTs C72771{E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


2113 


Seq. ID 


OJ990513_14.9C16.C21 


Gene No . 


4476 


Strand 


+ 


Start 


310 


End 


780 


Name 


OJ990513 14.9C16.C21.ol.gs 


Method 


GENSCAN 


Start 


310 


End 


780 


GI 


none 


Score 


A 1 


Exons 


310. .780 






Seq. No. 


2113 


Seq. ID 


OJ990513_14.9C16.C21 


Gene No. 


4476 


Strand 


+ 


O Ldl U 


310 


End 


780 


Name 


OJ990513 14.9C16.C21.ol.np 


Method 


AAT/NAP 


Start 


310 


End 


777 


GI 


4126695 


Score 


740 


Exons 


310. .777 






GI Descrip. 


(AB016505) prolamin [Oryza sativa] 




Seq. No. 


2113 


Seq. ID 


OJ990513_14.9C16.C21 


Gene No. 


4477 


Strand 


+ 


Start 


3182 


End 


3255 


Name 


OJ990513 14.9C16.C21.o3.gp 


Method 


AAT/GAP 


Start 


3182 


End 


3255 


GI 


uC-osflM202097dl0bl 


Score 


111 


Exons 


3182. .3255 






GI Descrip. 


'4062935/dbj | AB003495 . 1 1 AB0034 95 3.0e- 


■14 Oryza sativa DNA fc 




dihydrof lavonol 4-reductase, 


complete 


cds ' 


Seq. No. 


2113 


Seq. ID 


OJ990513_14.9C16.C21 


Gene No. 


4478 


Strand 




Start 


215 ' 


End 


919 


Name 


OJ990513 14.9C16.C21.ol.gp 


Method 


AAT/GAP 


Start 


215 


End 


919 


GI 


67 1.R1084 


Score 


1157 


Exons 


215. .919 






GI Descrip. 


•4126695/dbj |BAA36699| l.Oe- 


39 (AB016505) prolamin [Oryza 




sativa] ' 






Seq. No. 


2114 


Seq. ID 


OJ990513_14 . 9C16.C22 


Gene No. 


4479 


Strand 


+ 


Start 


1 


End 


799 


Name 


OJ990513 14.9C16.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


799 


GI 


6907087 


Score 


258 


Exons 


1..157, 698. .799 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 {E2215 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


2114 


Seq. ID 


OJ990513_14 . 9C16.C22 


Gene No. 


4479 


Strand 


+ 



2228 



Start 


1 


End 


799 


Name 


OJ990513 14.9C16.C22.ol.gs 


Method 


GENSCAN 


Start 


77 


End . 


380 


GI 


none 


Score 


.53 


Exons 


77. .157, 163. .380 






Seq. No. 


2114 


Seq. ID 


OJ990513 


Gene No. 


jinn 

4480 


Strand 




Start 


692 


End 


1553 


Name 


OJ990513 14.9C16.C22.o2.gs 


Method 


GENSCAN 


Start 


692 


End 


1303 


GI 


none 


Score 


.68 


Exons 


692. .798, 1195. .1303 






Seq. No. 


2114 


Seq. ID 


OJ990513 


Gene No. 


4480 


Strand 




0 4-—, 4- 

btart 


692 


End 


1 ceo 
ID jj 


Name 


OJ990513 14.9C16.C22.o2.np 


Method * 


AAT/NAP 


Start 


1192 


End 


1553 


GI 


4680186 


Score 


122 


Exons 


1192. .1344, 1499. .1553 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


2115 


Seq. ID 


OJ990513 


Gene No. 


4481 


Strand 


+ 


Start 


394 


End 


775 


Name 


OJ990513 14.9C16.C23.ol.gp 


Method 


AAl/CjAr . 


Start 


394 


End 


775 


GI 


uC-osflcyp033a04bl 


Score 


659 


Exons 


394. .775 






GI Descrip. 


•6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


2115 


Seq. ID 


OJ990513 


Gene No. 


4482 


Strand 




otart 


327 


End 


1 c/o 
10 4 3 


Name 


OJ990513 14.9C16.C23.ol.np 


Method 


AAT/NAP 


Start 


327 


End 


1543 


GI 


4680186 


Score 


362 


Exons 


327..S27, 1356.. 1543 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


2116 


Seq. ID 


OJ990513 


Gene No. 


4483 


Strand 


+ 


Start 


295 


End 


3212 


Name 


OJ990513 14.9C16.C24.ol.gs 


Method 


GENSCAN 


Start 


295 


End 


3212 


GI 


none 


Score 


.51 


Exons 


295. .454, 621. .638, 766. .918, 


1119.. 1281, 1298. 


Seq. No. 


2116 


Seq. ID 


OJ990513 


Gene No. 


4484 


Strand 




Start 


4273 


End 


5541 


Name 


OJ990513 14.9C16.C24.ol.np 


Method 


AAT/NAP 


Start 


4273 


End 


5541 


GI 


6691716 


Score 


1455 


Exons 


4273. .4472, 4669. .5541 







2229 



GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 2116 Seq. ID 

Gene No. 4484 Strand 

Start 4273 End 

Name OJ990513_14 . 9C16 . C24 . ol . tw Method 

Start 5132 End 

GI none Score 

Exons 5132.. 5422, 5340.. 5423 



OJ990513_14.9C16.C24 
5541 

TBLASTX: Wheat 

5423 

60 



Seq. No. 2117 Seq. ID 

Gene No. 4485 Strand 

Start 3197 End 

Name OJ990513_14 . 9C16 . C25 . ol . gs Method 

Start 3197 - End 

GI none Score 

Exons 3197.. 3234, 3952.. 4026, 4168.. 4342 



OJ990513_14.9C16.C25 
+ 

4342 
GENSCAN 
4342 
.8 



ru 
Q 



ru 



□ 



I* *"% 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2117 Seq. ID 

4486 Strand 
4860 End 
OJ990513_14 . 9C16 . C25 . o2 . gs Method 
4860 End 
none Score 
4860. .5027 

2118 Seq. ID 

4487 Strand 
84 End 
OJ990513_14 . 9C16 . C26 . ol . gs Method 
84 End 
none Score 
84. .268 



OJ990513_14.9C16.C25 

5027 
GENSCAN 
5027 
.-99 



OJ990513_14.9C16.C26 
+ 

268 

GENSCAN 

268 

.74 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990513_ 
+ 

3555 
AAT/NAP 
3555 
87 



14.9C16.C26 



2118 
4488 
2519 

OJ990513_14.9C16.C26.o2.np 
2519 
130959 
2519.. 2675, 3284. .3555 

PROLAMIN PPROL 17 PRECURSOR gi I 82504 | pir | | JA0167 prolamin 17 
precursor - rice gi 1557590 (M23745) prolamine [Oryza sativa] 

2118 Seq. ID OJ990513_14.9C16.C26 

4489 Strand 

1 End 1941 

OJ990513_14 . 9C16 .C26 . ol . np Method AAT/NAP 

1 End 1941 

6069646 Score 448 

1..79, 1070. .1941 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



2230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Oryza sativa] 

2118 
4490 
5167 

OJ990513_14 . 9C16 . C2 6 . o3 . np 

5167 

2493814 



Seq. ID OJ990513_14.9C16.C26 
Strand 

End 8532 

Method AAT/NAP 

End 8532 

Score 597 



5167.. 5257, 5285.-5794, 7859.. 8532 

HYPOTHETICAL 46.4. KD PROTEIN SLL1917 gi | 1652349 | dbj | BAA17272 | 
(D90904) oxygen independent coprophorphyrinogen III oxidase 
[Synechocystis sp.] 



Seq. No. 


2118 






Seq. ID 


OJ990513_14 .9C16 


Gene No. 


4491 






Strand 




Start 


12298 






End 


13744 


Name 


OJ990513_14.9C16. 


C26.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


1011 






End. 


1568 


GI 


none 






Score 


59 


Exons 


1011.. 1568, 1168. 


.1320, 


1411 


. .1548 




Seq. No. 


2118 






Seq. ID 


OJ990513JL4.9C16 


Gene No. 


4491 






Strand 




Start 


12298 






End 


13744 


Name 


OJ990513 14.9C16. 


C26.o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


1578 






End 


2061 


GI 


none 






Score 


95 


Exons 


1578.. 1667, 1653. 


.1793, 


1801 


..1896, 1924.. 2061 


Seq. No. 


2118 * 






Seq. ID 


OJ990513_14 .9C16 


Gene No. 


4491 






Strand 




Start 


12298 






End 


13744 


Name 


OJ990513 14.9C16. 


C26.o2, 


, tm 


Method 


TBLASTX: Maize 


Start 


2071 






End 


2505 


GI 


none 






Score 


162 


Exons 


2071.. 2505, 2237. 


.2455 








Seq. No. 


2118 






Seq. ID 


OJ990513_14.9C16 


Gene No. 


4491 • . 






Strand 




Start 


12298 






• End 


13744 


Name 


OJ990513 14.9C16. 


C26.o3, 


.gs 


Method 


GENSCAN 


Start 


12298 






End 


13744 


GI 


none 






Score 


.79 


Exons 


12298. .12363, 13636.. 13744 






Seq. No. 


2119 






Seq. ID 


OJ990513JL4.9C16 


Gene No. 


4492 






Strand 


+ 


Start 


1 






End 


4578 


Name 


OJ990513 14.9C16. 


C27.ol. 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1690 


GI 


4468804 






Score 


976 


Exons 


1..30, 377. .1690 










GI Descrip. 


(AL035601) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


2119 






Seq. ID 


OJ990513_14 .9C16 


Gene No. 


4492 






Strand 


+ ■ 


Start 


1 






End 


4578 



2231 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

is Seq. No. 

i;3 Gene No. 

Ci Start 

i 7 Name 

|SB? Start 

□ Exons ? 
;3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



j 9 y 

m 



OJ990513_14 . 9C1 6 . C27 . ol . gs Method GENSCAN 
287 End 3696 

none Score . 94 

287.. 1689, 2598.. 2722, 2777.. 2842, 3497.. 3696 



2119 
4492 
1 

OJ990513_14 .9C16.C27.ol.gp 
505 

LIB3474-011-P1-K1-H1 
505. .841 

'4468804/emb|CAB38205| 6.0e-21 (AL035601) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990513_14.9C16.C27 

Strand + 

End 4 57 8 

Method AAT/GAP 

End 841 

Score '670 



2119 
4492 
1 

OJ990513_14.9C16.C27.o2.np 
650 

3582335 



Seq. ID OJ990513_14.9C16.C27 

Strand + 

End 4 578 

Method AAT/NAP 

End 3697 

Score 690 



650. .703, 742. .881, 3138. .3476, 3508. .3697 

(AC005496) putative thiamin biosynthesis protein [Arabidopsis 
thaliana] 



2119 
4492 
1 

OJ990513_14,9C16.C27.o2.gp 

1776 

none 

1776. .2264 

2119 
4492 
1 

OJ990513_14 .9C16.C27.o3.gp 
3430 

uC-osrocyp006cllal 
3430.'. 3477, 3509.. 3697, 4352 
'3582335 1.0e-27 (AC005496) 
thaliana] ' 

2119 
4493 
3886 

OJ990513_14 .9C16.C27.o3.np 

3886 

4680207 



Seq. ID OJ990513_14.9C16.C27 

Strand + 

End 4578 

Method ■ AAT/GAP 

End 2264 

Score 936 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4578 

unknown protein 



OJ990513 
+ 

4578 
AAT/GAP 
4578 
878 



14.9C16.C27 



[Arabidopsis 



Seq. ID OJ990513_14.9C16.C27 
Strand 

End 12152 

Method AAT/NAP 

End 11080 

Score 1195 



3886. .3974, 5254. .7140, 7740. .8546, 11058. .11080 
(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



2119 Seq. ID 

4493 Strand 

3886 End 

OJ990513_14 .9C16.C27.o2.gs Method 



OJ990513_14.9C16.C27 

12152 
GENSCAN 



2232 



Start 
GI 

Exons 



4846 End 12152 

none Score . 63 

4846. .5034, 5094. .5119, 5146. .5357, 5647. .7224, 7740. .8626, 

8870. .9024, 9114. .9181, 10373 .. 10542, 12117. .12152 



Seq. No. 2119 Seq. ID 

Gene No. 4 4 94 Strand 

Start 13828 End 

Name OJ990513_14 . 9C16 . C27 . o3 . tc Method 

Start . 299 End 

GI none Score 

Exons 299.. 553, 323.. 538, 326.. 538, 394.. 474, 572.. 757, 572, 

574. .756, 578. .757, 773. .865, 823. .864, 860. .967 



OJ990513_14.9C16.C27 
14188 

TBLASTX: Cress 
967 
89 

,643, 





Seq. No. 


2119 




Seq. ID 


OJ990513_14.9C16 


.C27 




Gene No. 


4494 




Strand 








Start 


13828 




End 


14188 






Name 


OJ990513 14.9C16.C27.o2. 


tw 


Method 


TBLASTX : Wheat 






Start 


323 




End 


769 






GI 


none 




Score 


112 






Exons 


323. .478, 394.. 438, 395. 


.538, 


556. .648, 


557. .769, 566.. 


769 




Seq. No. 


2119 




Seq. ID 


OJ990513_14.9C16 


.C27 




Gene No. 


4494 




Strand 






hJ 


Start 


13828 




End 


14188 




hJ 


Name 


OJ990513 14.9C16.C27.o6. 


tm 


Method 


TBLASTX: Maize 




ffl 


Start 


323 




End 


1072 




m 


GI 


none 




Score 


84 






Exons 


323.. 538, 323.. 547, 326. 


.565, 


383. .460, 


394. .528, 572.. 


778, 


Q 




575. .778, 584. .769, 875. 


.967, 


950. .1072 




c 

1. 1 


Seq. No. 


2119 




Seq. ID 


OJ990513_14 .9C16 


.C27 




Gene No. 


4494 




Strand 








Start 


13828 




End 


14188 




i" 1 


Name 


OJ990513 14.9C16.C27.o4. 


ts 


Method 


TBLASTX : Soybean 






Start 


710 




End 


1123 






GI 


none 




Score 


50 






Exons 


710. .757, 714. .752, 784. 


.864, 


785. .865, 


863. .967, 863.. 


967, 






971. .1087, 972. .1019, 1007. .1123 








Seq. No. 


2119 




Seq. ID 


OJ990513__14 .9C16 


.C27 




Gene No. 


4494 




Strand 








Start 


13828 




End 


14188 






Name 


OJ990513 14.9C16.C27.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1100 




End 


1678 






GI 


none 




Score 


386 






Exons 


1100.. 1648, 1234.. 1578, 


1658. 


.1678 







Seq. No. 


2119 






Seq. ID 


OJ990513_14.9C16 


Gene No. 


4494 






Strand 




Start 


13828 






End 


14188 


Name 


OJ990513 14, 


.9C16. 


C27.o2.tc 


Method 


TBLASTX: Cress 


Start 


1184 






End 


1693 


GI 


none 






Score 


475 


Exons 


1184. .1693, 


1228. 


.1692 






Seq. No. 


2119 






Seq. ID 


OJ990513JL4.9C16 



2233 



Gene No. 44 94 Strand 

Start 13828 End 

Name OJ990513_14 . 9C16 . C27 . o2 . ts Method 

Start 1325 End 

GI none Score 

Exons 1325.. 1693, 1336.. 1692 



14188 

TBLASTX : Soybean 

1693 

373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2119 Seq. ID 

4494 Strand 

13828 End 

OJ990513_14.9C16.C27.ol.tc Method 

3138 End 

none Score 



OJ990513_14.9C16.C27 
14188 

TBLASTX: Cress 

3689 

195 



3138. .3476, 3176. .3469, 3183. .3476, 3489. .3680, 3490. .3681, 
3498. .3689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
^ Gene No. 
^ Start 
^ Name 
; J Start 

□ GI 

Exons 



2119 
4494 
13828 

OJ990513_14.9C16.C27.ol.tm 

3138 

none 



Seq. ID OJ990513_14.9C16.C27 
Strand 

End 14188 

Method TBLASTX: Maize 

End 3702 

Score 4 87 



3138. .3476, 3175. .3477, 3183. .3476, 3397. .3477, 3459. .3506, 
3487..3699, 3488. .3700, 3489.-3698, 3489. .3701, 3490. .3702 



2119 
4494 
13828 

OJ990513_14 .9C16.C27.ol.ts 

3141 

none 



Seq. ID OJ990513_14.9C16.C27 



Strand 
End 

Method 

End 

Score 



14188 

TBLASTX: Soybean 

3693 

119 



3141. .3476, 3178. .3351, 3178. .3489, 3183. .3476, 3374. .3496, 
3489.. 3566, 3490.. 3552, 3562.. 3693, 3562.. 3687 



2119 
4494 
13828 

OJ990513_14.9C16.C27.o3.ts 

6159 

none 



Seq. ID OJ990513_14.9C16.C27 
Strand 

End 14188 

Method TBLASTX : Soybean 

End 7184 

Score 99 



6159.. 6275, 6429.. 6668, 6676.. 6834, 6684.. 6824, 6813.. 6992, 
7095. .7184 



Seq. No. 


2119 








Seq. ID 


OJ990513_14.9C16 


.C27 


Gene No. 


4494 








Strand 






Start 


13828 








End 


14188 




Name 


OJ990513 14. 


.9C16. 


.C27.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


6264 








End 


6719 




GI 


none 








Score 


128 




Exons 


6264. .6395, 


6417, 


. .6719, 


6487. 


.6717 






Seq. No.. 


2119 








Seq. ID 


OJ990513_14.9C16 


.C27 


Gene No. 


4494 








Strand 






Start 


13828 








End 


14188 




Name 


OJ990513 14, 


.9C16, 


,C27.o4, 


. tm 


Method 


TBLASTX: Maize 




Start 


6453 








End 


6975 




GI 


none 








Score 


100 





2234 



Exons 



6453. .6656, 6490. .6666, 6673. .6834, 6684. .6848, 6851. .6970, 
6895. .6975 





Seq. No. 


2119 




Seq. ID 


OJ990513_14.9C16.C27 




Gene No. 


4494 




Strand 


- 




Start 


13828 




End 


14188 




Name 


OJ990513 14.9C16.C27. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


7823 




End 


8117 




GI 


none 




Score 


165 




Exons 


7823. .8104, 7836. .8117 








Seq. No. 


2119 




Seq. ID 


OJ990513_14.9C16.C27 




Gene No. 


4494 




Strand 






Start 


13828 




End 


14188 




Name 


OJ990513 14.9C16.C27. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


13649 




End 


14028 




GI 


none 




Score 


213 




Exons 


13649. .13876, 13651.. 


13872, 


13676. .13873, 13931 .. 14023, 






13934. .14026, 13941.. 


14027, 


13945. .14028 




Seq. No. 


2119 




Seq. ID 


OJ990513_14.9C16.C27 




Gene No. 


4494 




Strand 






Start 


13828 




End 


14188 




Name 


OJ990513 14.9C16.C27. 


oS.np 


Method 


AAT/NAP 




Start 


13828 




End 


14188 




GI 


6815097 




Score 


346 


• : f\ 


Exons 


13828. .14188 








?\\ 

i sr 


GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 






[Oryza sativa] 










beq. No. 


2120 




Seq. ID 


OJ990513_14 . 9C16 .C28 


-1 


Gene No. 


4495 




Strand 




"is 

: 


Start 


1 




End 


1388 




Name 


OJ990513 14.9C16.C28. 


ol.np 


Method 


AAT/NAP 


.3 C~ 


Start 


1 




End 


1388 




GI 


6815097 




Score 


1245 


y 


Exons 


1..97, 123. .496, 638. 


.1388 








GI, Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 


SI 




[Oryza sativa] 








j" "*! 

| s 


Seq. No. 


2120 




Seq. ID 


OJ990513_14.9C16.C28 




Gene No. 


4495 




Strand 






Start 


1 




End 


1388 




Name 


OJ990513 14.9C16.C28. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


230 




GI 


none 




Score 


81 




Exons 


2. .88, 3. .89, 3. .89, 


112. .213, 114. .230 




Seq. No. 


2120 




Seq. ID 


OJ990513_14.9C16.C28 




Gene No. 


4495 




Strand 






Start 


1 




End 


1388 




Name 


OJ990513 14.9C16.C28. 


ol.gs 


Method 


GENSCAN 




Start 


160 




End 


1005 




GI 


none 




Score 


.71 




Exons 


160. .1005 










Seq. No. 


2120 




Seq. ID 


OJ990513_14.9C16.C28 



2235 






Gene No. 


A A OC 

4 4 yo 




btrana 








Start 


1 




End 


1388 






Name 


OJ990513 14.9C16.C28 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


574 




End 


1008 






GI 


none 




Score 


134 






Exons 


574. .744, 790. .1008 












Seq. No. 


2120 




Seq. ID 


OJ990513_14.9C16 


.C28 




Gene No. 


4495* 




Strand 








Of ar f 


± 




End 


1388 






Name 


OJ990513 14.9C16.C28 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


665 




End 


1110 






GI 


5509260 




Score 


82 






Exons 


665. .745, 673. .744, 


772. .1110, 


904. .1107 






GI Descrip. 


- 












Seq. No. 


2120 




Seq. ID 


OJ990513_14.9C16 


.C28 




Gene No. 


A A n c 

4 4 yo 




Strand 


- 






Start 


1 




End 


1388 






Name 


OJ990513 14.9C16.C28 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


679 




End 


1029 






GI 


none 




Score 


87 






Exons 


679. .744, 778. .1029, 


920.. 1027 








Seq. No. 


2120 




Seq. ID 


OJ990513_14.9C16 


.C28 




Gene No . 


A A fl C 

4 4 yo 




Strand 








Start 


1 




End 


1388 




ry 


Name 


OJ990513 14.9C16.C28 


.ol. tc 


Method 


TBLASTX: Cress 




: e 


Start 


796 




End 


1059 




i . : 


GI 


none 




Score 


190 




': =7 


Exons 


796. .1059 










ru 


Seq. No. 


2121 




Seq. ID 


OJ990513_14.9C16 


.C29 


:5 


Gene No. 


4496 




Strand 


+ 




.: =i 

L Jj 


Start 


176 




End 


741 




. : 


Name 


OJ990513 14.9C16.C29 


.ol.gp 


Method 


AAT/GAP 






Of a 


176 




End 


741 




- JL 


GI 


4879016 




Score 


897 




d 1 


Exons 


176. .741 










■s3 


GI Descrip. 


6041757/gb|AC011806. 


1IAC011806 0.0e+00* 


Genomic Sequence 


For 


I 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 












Seq. No. 


2121 




Seq. ID 


OJ990513_14.9C16 


.C29 




Gene No . 


4496 




Strand 


+ 






Start 


176 




End 


741 






Name 


OJ990513 14.9C16.C29 


. ol . gs 


Method 


GENS CAN 






Start 


350 




End 


496 






GI 


none 




Score 


.65 






Exons 


350. .496 












Seq. No. 


2121 




Seq. ID 


OJ990513_14.9C16 


.C29 




Gene No. 


4497 




Strand 








Start 


1 




End 


4529 






Name 


OJ990513 14.9C16.C29 


. ol.np 


Method 


AAT/NAP 






Start 


1 




End 


4454 






GI 


6815097 




Score 


1635 





2236 




Exons 1..48, 1624.. 2356, 2471.. 3088, 3593.. 4454 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 





Seq. No. 


2121 


Seq. ID 


OJ990513_14.9C16.C29 




Gene No. 


4497 


Strand 






Start 


1 


End 


4529 




Name 


OJ990513 14.9C16.C29.o2.gs 


Method 


GENSCAN 




Start 


1405 


End 


4529 




GI 


none 


Score 


.6 




Exons 


1405.. 1496, 1673.. 1987, 2032. 


.3027, 3451.. 3662, 3742.. 4529 




Seq. No. 


2121 


Seq. ID 






Gene No. 


4497 


Strand 






Start 


1 


hna 


h dz y 




Name 


OJ990513 14.9C16.C29.ol.tc 


Method 


TBLASTX : Cress 




Start 


4116 


hna 


HO /U 




GI 


none 


Score 


186 




Exons 


4116. .4370 








Seq. No. 


2122 


Seq. ID 


ojyyubu i4.ycio.cju 




Gene No. 


4498 


Strand 


+ 




Start 


32 


End 


£ a o 
oUo 




Name 


OJ990513 14.9C16.C30.ol.gs 


MetflOO 


CjhNbuAN 


: : =f 


Start 


32 




DUO 


hi 


GI 


none 


Score 


.78 


rn 


Exons 


32. .345, 356. .608 






ru 

l!5 


Seq. No. 


2123 


beq. id 


ujyyuoio i4.yLiD.cji 


i . : 


Gene No. 


4499 


■ Strand 


+ 




Start 


232 


hna 


A Q A 

4 y 4 




Name 


OJ990513 14.9C16.C31.ol.gp 


Method 






Start 


232 


End 


4 y 4 








Score 


coo 


i* i 


Exons 


232. .494 








Seq. No. 


2123 


Seq. I'D 


OJ990513_14.9C16.C31 




Gene No. 


4500 


Strand 






Start 


587 


End 


750 




Name 


OJ990513 14.9C16.C31.ol.gs 


Method 


GENSCAN 




Start 


587 


End 


750 




GI 


none 


Score 


.77 




Exons 


587. .750 








beq. no. 


2124 


Seq. ID 


OJ990513_14 . 9C16 . C32 




Gene No. 


4501 


Strand 






Start 


31 


End 


713 




Name 


OJ990513 14.9Cl,6.C32.ol.np 


Method 


AAT/NAP 




Start 


31 


End 


713 




GI 


6063554 


Score 


129 




Exons. 


31. .203, 683. .713 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 






correspond to a region of the 


predicted gene.; hypothetical 






protein [Oryza ' sativa] 








Seq. No. 


2125 


Seq. ID 


OJ990513_14.9C16.C34 




Gene No. 


4502 


Strand 


+ 



2237 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



sj Seq. No. 
j 7 Gene No. 

Start 
W Name 
Q Start 
i;3 gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



776 End 

OJ990513_14 .9C16.C34.ol.gs Method 

776 End 

none . Score 
776. .834 



834 

GENSCAN 

834 

.87 



2126 Seq. ID 

4503 Strand 

1 End 

OJ990513_14 . 9C16 . C35 . ol . np Method 

1 End 

4539658 Score 
1..56, 636. .762, 880. .1042 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



OJ990513_14 . 9C16.C35 
+ 

3661 
AAT/NAP 
1042 
188 



2126 Seq. ID 

4503 Strand 

1 End 
OJ990513_14 .9C16.C35.ol.gs Method 

928 End 

none Score 

928.. 1062, 3143.. 3548, 3557. .3661 



OJ990513_14.9C16.C35 
+ 

3661 
GENSCAN 
3661 
.43 



OJ990513 14.9C16.C35 



2126 Seq. ID 

4504 Strand 
2114 End 3864 

OJ990513_14 .9C16.C35.o2.np Method AAT/NAP 
2114 End 3864 

6063554 Score 267 

2114. .2284, 2908. .2939, 3281. .3480, 3743. .3864 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2127 Seq. ID 

4505 Strand 
184 End 
OJ990513_14 .9C16.C36.ol.gs Method 
184 End 
none Score 
184. .531 

2128 Seq. ID 

4506 Strand 
101 End 
OJ990513_14 . 9C16 . C37 . ol . gs Method 
101 End 
none Score 
101. .499, 597. .747 

2129 Seq. ID 
4 507 Strand 

1 End 
OJ990513_14 . 9C16 . C38 . ol . gp Method 

1 End 

uC-osflcyp033a04bl Score 



OJ990513_14 . 9C16 -C36 
531 

GENSCAN 

531 

.61 



OJ990513_14.9C16.C37 
747 

GENSCAN 

747 

.45 



OJ990513_14.9C16.C38 
+ 

310 

AAT/GAP 

310 

133 



2238 



Exons 1..80, 287.. 310 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 


2129 




Seq. ID 


OJ990513JL4. 


9C16 


Gene No. 


4508 




Strand 


- 




Start 


1 




End 


310 




Name 


OJ990513 14 


.9C16.C38.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


310 




GI 


4680186 




Score 


110 . 




Exons 


1..80, 288. 


.310 








GI Descrip. 


(af i ii /(jy ) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


2130 




Seq. ID 


OJ990513_14. 


9C16 


Gene No. 


4509 




Strand 






Start 


1 




End 


730 




Name 


OJ990513 14 


. 9C16.C39 .ol .np 


Method 


AAT/NAP 




Start 


1 




End 


730 




GI 


4680180 




Score 


406 




Exons 


1 . . 311, ' 654 


. .730 








GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


2130 




Seq. ID 


OJ990513_14. 


9C16 


Gene No. 


4509 




Strand 






Start 


1 




End 


730 




Name 


OJ990513 14 


. 9C16 . C39 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


290 




GI 


none 




Score 


151 




Exons 


o n c c 

j . . ^yu, DO . 


.270 








Seq. No. 


2131 




Seq. ID 


OJ990723JL0. 


9C01 


Gene No. 


4510 




Strand 


+ 




Start 


4846 




End 


8592 




Name 


OJ990723 10 


. 9C01.C3.o2.np 


Method 


AAT/NAP 




Start 


4794 




End 


8592 




GI 


4680203 




Score 


277 




Exons 


4794 . . 5248 , 


8557. .8592 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


2131 




Seq. ID 


OJ990723_10. 


9C01 


Gene No. 


4510 




Strand 


+ 




Start 


4846 




End 


8592 




Name 


OJ990723 10 


.9C01.C3.o2.gs 


Method 


GENSCAN 




Start 


4846 




End 


5271 




GI 


none 




Score 


.6 




Exons 


4846. .5271 










Seq. No. 


2131 




Seq. ID 


OJ990723_10. 


9C01 


Gene No. 


4510 




Strand 


+ 




Start 


4846 




End 


8592 




Name 


OJ990723 10 


.9C01.C3.o3.gs 


Method 


GENSCAN 




Start 


5673 




End 


7726 




GI 


none 




Score 


.45 




Exons 


5673. .5816, 


6356.. 6576, 7654. 


.7726 






Seq. No. 


2131 




Seq. ID 


OJ990723_10. 


9C01 


Gene No. 


4511 




Strand 







2239 



Start 1 End 3861 

Name OJ990723_10 . 9C01 .C3 .ol .np Method AAT/NAP 

Start 1 End 2436 

GI 3687239 Score 402 

Exons 1..143, 2075.. 2161, 2296.. 2436 

GI Descrip. (AC005169) putative clathrin assembly protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2131 Seq. ID 

4511 Strand 
1 End 
OJ990723_10 . 9C01 . C3 . ol . gp Method 
75 End 
71977_1.R1084 Score 
75. .143, 2075. .2161, 2296. .2449 

'3687239 8.0e-53 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] ' 



OJ990723_10.9C01.C3 

3861 
AAT/GAP 
2449 
557 



2131 
4511 
1 

OJ990723_10.9C01.C3.ol.gs 

1028 

none 



Seq. ID OJ990723_10.9C01.C3 



Strand 
End 

Method 

End 

Score 



3861 
GENSCAN 
3861 
.48 



1028. .1156, 2075. .2230, 2296.-2493, 3802. .3861 



Ci< Seq. No. 

rU Gene No. 

f3 Start 

f~: Name 

' s r Start 

•:H GI 

l"LJ Exons 

GI Descrip. 

! ==* 
I 
H 



Seq. No. 
Gene No. 
hJ Start ; 
□ Name 
i 5= l Start 
GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723 10.9C01.C3 



2131 
4512 
11191 

OJ990723_10.9C01.C3.o3.np 
8968 
6721549 
8968. .9010, 12486. .13147 

(AP001073) Similar to Disease resistance gene homolog 9N. 
(AF105140) [Oryza sativa] 



15698 
AAT/NAP 
13147 
118 



2131 
4512 
11191 

OJ990723_10.9C01.C3.o4.gs 

11191 

none 



Seq. ID OJ990723_10.9C01.C3 
Strand 

End 15698 

Method GENSCAN 

End 15698 

Score .66 



11191. .11295, 12087. .12269, 12495 .. 12566, 12877. 
13273. .13367, 13960 .. 14061, 15651.. 15698 



13147, 



Seq. No. 2131 Seq. ID 

Gene No. 4512 Strand 

Start 11191 End 

Name OJ990723_10 . 9C01 . C3 . o4 . np Method 

Start 13913 End 

GI 2982435 Score 

Exons 13913. .14103, 15281.. 15324 

GI Descrip. (AL022224) retrotransposon like protein 
thaliana] 



OJ990723_10.9C01.C3 

15698 
AAT/NAP 
15324 
80 

[ fragment ) [Arabidopsis 



Seq. No. 
Gene No. 



2131 
4513 



Seq. ID 
Strand 



OJ990723 10.9C01.C3 



2240 




Start 


20907 


End 


21816 






Name 


OJ990723 10.9C01.C3.o6.gs 


Method 


GENSCAN 






Start 


20907 


End 


21816 






GI 


none 


Score 


.72 






Exons 


20907. .21122, 21748.. 21816 










Seq. No. 


2131 


Seq. ID 


OJ990723 


_10.9C01 


.C3 


Gene No . 


/CI it 


Strand 








Start 


22417 


End 


24160 






Name 


OJ990723 10.9C01.C3.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


75 


End 


2436 






GI 


none 


Score 


77 






Exons 


75. .146, 76. .144, 2013. .2165, 


2075.. 2236, 2296. 


.2436, 2300 


Seq. No. 


2131 


Seq. ID 


OJ990723 


_10.9C01 


.C3 


Gene No. 


4514 


Strand 








ot.art: 




End 


24160 






Name 


OJ990723 10.9C01.C3.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


75 


End 


2436 






GI 


none 


Score 


86 






Exons 


75. .146, 76. .144, 2010. .2165, 


2075. .2164, 2133. 


.2174, 






2296.. 2436, 2303.. 2428 










Seq, No. 


2131 


Seq. ID 


OJ990723 


_10. 9C01 


.C3 


Gene No. 


ACTA 

4ol4 


Strand 








Start 


22417 


End 


24160 






Name 


OJ990723 10.9C01.C3.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


75 


End 


2439 






GI 


none 


Score 


95 






Exons 


75. .146, 75. .146, 2010. .2165, 


2075.. 2164, 2296. 


.2439, 2300 


Seq. No. 


2131 


Seq. ID 


OJ990723 


_10.9C01 


• C3 


Gene No. 


4514 


Strand 








o t.ar l 


22417 


End 


24160 






Name 


OJ990723 10.9C01.C3.o5.np 


Method 


AAT/NAP 






Start 


22367 


End 


23676 






GI 


5042439 


Score 


536 






Exons 


22367. .22708, 22787 .. 22835, 23329.-234 39, 23573 


. .23676 




GI Descrip. 


(AC007789) putative DNA-binding protein [Oryza 


sativa] 




Seq. No. 


2131 


Seq. ID 


OJ990723 


_10.9C01 


.C3 


Gene No. 


4514 


Strand 








Start 


22417 


End 


24160 






Name 


OJ990723 10.9C01.C3.o7.gs 


Method 


GENSCAN 






Start 


22417 


End 


24160 






GI 


none 


Score 


.4 






Exons 


22417. .22696, 22787 22901 , 23275 .. 23681 , 24015 


. .24063, 






24106. .24160 










Seq. No. 


2132 


Seq. ID 


OJ990723 


_10. 9C01 


-C4 


Gene No. 


4515 


Strand 


+ 






Start 


25 


End 


630 






Name 


OJ990723 10.9C01.C4.ol.gs 


Method 


GENSCAN 






Start 


25 


End 


630 






GI 


none 


Score 


1 






Exons 


25. .630 











2241 



Seq. No. 2132 

Gene No. 4516 

Start 1476 

Name OJ990723_10 . 9C01 . C4 . o2 . gs 

Start 1476 

GI none 

Exons 1476.. 1583 



Seq. ID OJ990723_10.9C01.C4 
Strand 

End 1583 

Method GENSCAN 

End 1583 



Score 



.41 



Seq. No. 2133 

Gene No. 4517 

Start 133 

Name OJ990723_10 . 9C01 . C5 . ol . gs 

Start 133 

GI none 

Exons 133.. 404, 477.. 663, 706.. 769 



Seq. ID OJ990723_10.9C01.C5 
Strand 

End 7 69 

Method GENSCAN 

End 7 69 



Score 



.75 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2134 
4518 
1 

OJ990723_10.9C01.C6.ol.np 
1 

6815089 
1..364, 457. .584 

(AP001081) Similar to glutamyl-tRNA synthetase (AF067773) [Oryza 
sativa] 



Seq. ID OJ990723_10.9C01.C6 

Strand 

End 584 

Method AAT/NAP 

End 584 



Score 



557 



2134 
4518 
1 

OJ990723_10.9C01.C6.ol.tm 
1 

none 



Seq. ID OJ990723_10.9C01.C6 

Strand 

End 584 

Method TBLASTX: Maize 

End 524 

Score 70 



1..63, 2. .64, 6. .74, 6. .77, 29. .253, 42. .377, 48. .362, 67. .378, 
269. .394, 284. .391, 455.. 523, 456. .524 



2134 
4518 
1 

OJ990723_10. 9C01.C6.ol.tc 
2 

none 



Seq. ID OJ990723_10.9C01.C6 

Strand 

End 584 

Method TBLASTX: Cress 

End 554 

Score 61 



2. .64, 3. .77, 42. .188, 48. .164, 67. .168, 201. .377, 234. .362, 
238. .378, 455. .553, 456. .554 



Seq. No. 2134 Seq. ID OJ990723_10 . 9C01 . C6 

Gene No. 4518 Strand 

Start 1 End 584 

Name OJ990723_10 . 9C01 . C6 . ol . t s Method TBLASTX : Soybean 

Start 2 End 553 

GI none Score 66 

Exons 2. .64, 3. .74, 42. .191, 70. .165, 195. .377, 226. .372, 455. .553, 
456. .539 



Seq. No. 2134 

Gene No. 4518 

Start 1 

Name OJ990723_10 . 9C01 . C6 . ol . gs 



Seq. ID OJ990723_10.9C01.C6 

Strand 

End 584 

Method GENSCAN 



2242 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



364 
.91 



135 End 

none Score 
135. .364 

2135 Seq. ID 

4519 Strand 
5.2 End 
OJ990723_10 . 9C01 . C8 . ol . gs Method 
52 End 
none Score 
52.. 217 

2136 Seq. ID 

4520 Strand 
63 End 
OJ990723_10 . 9C01 . C9 . ol . gs Method 
63 End 
none Score 
63. .210 

2137 Seq. ID 

4521 Strand 
1 ' End 
OJ990723_10 . 9C01 . CIO . ol . np Method 
1 End 
4680183 Score 
1..33, 541. .632, 1212. .1303 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990723_10.9C01.C8 
+ 

217 

GENSCAN 
217 
.91 



OJ990723_10.9C01.C9 
+ 

210 

GENSCAN 
210 
.63 



OJ990723_10.9C01.C10 
+ 

1303 
AAT/NAP 
1303 
179 



2137 Seq. ID 

4521 Strand 

1 End 
OJ990723_10 . 9C01 . C10 . ol . gs Method 

886 End 

none Score 
886. .1051 



OJ990723_10.9C01.C10 
+ 

1303 
GENSCAN 
1051 
.45 



2137 
4522 
3054 

OJ990723_10 . 9C01 . Cl'O . o2 . np 
3054 
6721559 
3054.. 3503, 3532. .3669 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_ 
+ 

3669 
AAT/NAP 
3669 
328 



10.9C01.C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2137 
4523 
2594 

OJ990723_10.9C01.C10.o2.gs 

2594 

none 



Seq. ID OJ990723_10.9C01.C10 
Strand 

End 3582 

Method GENSCAN 

End 3582 

Score .87 



2594. .2784, 2841. .2907, 3008. .3473, 3515. .3525, 3556. .3582 
2138 Seq. ID OJ990723_10.9C01.C11 



2243 



Gene No. 

Start 

Name 

Start 

GI 

Exons . .. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4524 Strand + 

6642 End 8267 

OJ990723_10 . 9C01 . Cll . o2 . gs Method GENSCAN 

6642 End 8267 

none Score .46 
6642. .8267 



2138 
4524 
6642 

OJ990723_10.9C01.Cll.ol.np 
7017 
4585920 
7017. .8264 

(AC007211) putative SCARECROW gene regulator [Arabidopsis 
thaliana] gi I 6644392 | gb|AAF21044 . 1 |AF210732_1 (AF210732) 
scarecrow-like 21 [Arabidopsis thaliana] 



Seq. ID OJ990723_10.9C01.C11 
Strand + 

8267 
AAT/NAP 
8264 
1267 



End 

Method 

End 

Score 





Seq. No. 


2138 






Seq. ID 


OJ990723_10.9C01.C11 




Gene No. 


4524 






Strand 


+ 




otart 


C C A O 






End 


8267 




Name 


OJ990723 10.9C01 


.Cll.ol 


gp 


Method 


AAT/GAP 




Start 


7364 






End 


7856 




GI 


18680 1.R1084 






Score 


917 




Exons 


7364. .7856 












GI Descrip. 


•3108053 3.0e-70 


(AF056326) myo-inositol 1-phosphate synthase; 


i!n 




INOl [Zea mays] ' 










pi I 


Seq. No. 


2138 






Seq. ID 


OJ990723_10.9C01.C11 


£3 


Gene No. 


a t; o c 






Strand 


+ 


LJ 


Start 


8192 






End 


8556 




Name 


OJ990723 10.9C01 


.Cll.ol 


ts 


Method 


TBLASTX : Soybean 


■"! I 


Start 


6993 






End 


8275 


: i=? 


GI 


none 






Score 


56 


1! 

u 


Exons 


6993.. 7061, 7142 


. .8173, 


7146. 


.8261, 8204.. 8275 


-4 


Seq. No. 


2138 






Seq. ID 


OJ990723_10.9C01.C11 


|. jl 


Gene No. 


4525 






Strand 


+ 




Start 


8192 






End 


8556 




Name 


OJ990723 10.9C01 


.Cll.o2 


tc 


Method 


TBLASTX: Cress 




Start 


7148 






End 


7550 


Q 


GI 


none 






Score 


205 




Exons 


7148. .7336, 7149 


. .7343, 


7173. 


.7337, 7344. .7550, 7346. .7549, 






7347. .7550 












Seq. No. 


2138 






Seq. ID 


OJ990723_10.9C01.C11 




Gene No'. 


4525 






Strand 


+ 




Start 


8192 






End 


8556 




Name 


OJ990723 10.9C01 


.Cll.ol 


tm 


Method 


TBLASTX: Maize 




Start 


7152 






End 


8277 




GI 


none 






Score 


581 




Exons 


7152.. 7694, 7233 


. .7625, 


7241. 


.7693, 7737.. 8261, 7754.. 8269, 






7758.. 8270, 7867 


. .8277 










Seq. No. 


2138 






Seq. ID 


OJ990723_10.9C01.C11 




Gene No. 


4525 






Strand 


+ 




Start 


8192 






End 


8556 



2244 




Name 


OJ990723 10 


.9C01 


Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7527 








End 


7930 




GI 


none 








Score 


587 




Exons 


7527. .7928, 


7532 


.7930 










Seq. No. 


2138 








Seq. ID 


OJ990723_10.9C01 


.Cll 


Gene No. 


A C O C 

4525 








btrand 


+ 




Start 


8192 








End 


8556 




Name 


OJ990723 10 


.9C01 


Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7707 








End 


8261 




GI 


none 








Score 


665 




Exons 


7707. .8261, 


7735 


.8010, 


7739. 


.8257 






Seq. No. 


2138 








Seq. ID 


OJ990723_10.9C01 


.Cll 


Gene No. 


45^5 








Strand 


+ 




Start 


8192 








End 


8556 




Name 


OJ990723 10 


. 9C01 


Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8000 








End 


8178 




GI 


none 








Score 


239 




Exons 


8000. .8173, 


8004 


.8177, 


8004. 


.8177, 8107.. 8178 




Seq. No. 


2138 








Seq. ID 


OJ990723_10.9C01 


.Cll 


Gene No. 


4525 








Strand 


+ 




Start 


8192 








End 


8556 




Name 


OJ990723 10 


. 9C01 


Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


8192 








End 


8556 




GI 


2797300 








Score 


436 




Exons 


8192. .8292, 


8413 


. .8556 










Seq. No. 


2139 








Seq. ID 


OJ990723_10.9C01 


.C12 


Gene No. 


A C O C 

4526 








Strand 






Start 


1458 








End 


1955 




Name 


OJ990723 10 


. 9C01 


,C12.ol. 


gs 


Method 


GENSCAN 




Start 


1458 








End 


1955 




GI 


none 








Score 


.95 




Exons 


1458. .1473, 


1548 


. .1633, 


1953. 


.1955 






Seq. No. 


2140 








Seq. ID 


OJ990723_10.9C01 


.C13 


Gene No.... 


4527 








Strand 


+ 




b tar l 










End 


4446 




Name 


OJ990723 10 


. 9C01 


,C13.ol. 


np 


Method 


AAT/NAP 




Start 


1406 








End 


4446 




GI 


3094014 








Score 


204 




Exons 


1406. .1471, 


1654 


. .1748, 


2647. 


.2755, 4360.. 4446 




GI Descrip. 


(AF060862) 


unknown [Homo sapiens] 






Seq. No. 


2140 








Seq. ID 


OJ990723_10. 9C01 


.C13 


Gene No. 


4527 








Strand 


+ 




Start 


1406 








End 


4446 




Name 


OJ990723 10 


. 9C01 


,C13.ol. 


gp 


Method 


AAT/GAP 




Start 


2647 








End 


2759 




GI 


none 








Score 


174 




Exons 


2647. .2759 














Seq. No. 


2140 








Seq. ID 


OJ990723_10. 9C01 


.C13 


Gene No. 


4528 








Strand 


+ 




Start 


5966 








End 


6394 





2245 



Name 

Start 

GI 

Exons 



OJ990723_10 . 9C01 . C13 . o3 . gp 

5966 

none 

5966. .6394 



Method AAT/GAP 
End 6394 
Score 808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2140 
4529 
276 

OJ990723_10.9C01.C13.ol.gs 

276 

none 



OJ990723 10.9C01.C13 



Seq. ID 
Strand 

End 12555 
Method GENSCAN 
End 12555 
Score .53 

276. .685, 1401. .1602, 1735. .1942, 5087. .5156, 6242. .6403, 
6484.. 7026, 7073.. 7604, 8473.. 8664, 10628 10769, 11208 11254 , 
11709. .11713, 12109. .12318, 12438.. 12555 



2140 . Seq. ID 

4529 Strand 

27 6 End 
OJ990723_10.. 9C01 . C13 . o2 . gp Method 

4364 End 

none Score 
4364. .4772 



OJ990723_10.9C01.C13 

12555 
AAT/GAP 
4772 
739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



^ Start 
I s ^ Name 
\3 Start 
B GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



2141 . Seq. ID OJ990723_10.9C01.C14 

4530 Strand + 

1 End 2792 

OJ990723_10.9C01.C14.ol.np Method AAT/NAP 

1 End 2792 

5734621 Score 168 

1..280, 392. .442, 2739. .2792 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



2141 
4531 
3108 

OJ990723_10 . 9C01 . C14 . o2 . gs 

3108 

none 



Seq. ID OJ990723_10.9C01.C14 



Strand 
End 

Method 

End 

Score 



+ 

5599 
GENSCAN 
5590 
.68 



3108. .3155, 3725. .3773, 4406.. 4519, 4611. .5590 



2141 Seq. ID 

4531 Strand 
3108 End 
OJ990723_10 . 9C01 . C14 . ol . gp Method 
3255 End 
uC-osflcyp033e07bl Score 
3255. .3360, 3629.-3773, 4187.. 4277, 4366. .4481 
■3047084 3.0e-58 (AF058914) similar to aminoacyl-tRNA 
synthetases [Arabidopsis thaliana] 1 



OJ990723_10.9C01.C14 
+ 

5599 
AAT/GAP 
4481 
844 



2141 * Seq. ID 

4531 Strand 

3108 End 

OJ990723_10 . 9C01 . C14 . o2 . np Method 

3637 End 



OJ990723_10.9C01.C14 
+ 

5599 

AAT/NAP 

5599 



224.6 



GI 6815089 Score 1898 

Exons 3637.. 3773, 4187.. 4277, 4366. .4519, 4611.. 5599 

GI Descrip. (AP001081) Similar to glutamyl-tRNA synthetase (AF067773) [Oryza 
satival 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2141 
4532 
32 

OJ990723 
32 

none 
32. .162, 



10.9C01.C14.ol.gs 



1320.. 1475, 1762. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1913 



OJ990723_10.9C01.C14 

1913 
GENSCAN 
1913 
.45 



Seq. No. 2141 

Gene No. 4533 

Start 364 6 

Name OJ990723_10.9C01.C14 .ol.tc 

Start 364 6 

GI none 

Exons 3646.. 3774, 4363.. 4521, 4368. 

4787. .5596, 4807. .5574, 5371. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990723 10.9C01.C14 



5599 

TBLASTX: Cress 
5598 
91 

.4520, 4597. .4794, 4598. .4777, 
.5598 



Seq. No. 2141 

Gene No. 4533 

Start 364 6 

Name OJ990723_10 . 9C01 . CI 4 . ol . ts 

Start 3652 

GI none 

Exons 3652.. 3774, 4363.. 4521, 4368. 

4784.-5596, 4809.. 5462, 4810. 



OJ990723_10.9C01.C14 
5599 

TBLASTX : Soybean 

5596 

107 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4520, 4598.. 4780, 4603.. 4749, 
.5595 



Seq. No. 2141 

Gene No. 4533 

Start 3646 

Name OJ990723_10 . 9C01 . C14 . ol . tm 

Start 4452 

GI none 
Exons 



Seq. ID OJ990723_10.9C01.C14 



Strand 
End 

Method 

End 

Score 



5599 

TBLASTX: Maize 

5125 

105 



4452. .4520, 4453. .4521, 4581. .4715, 4584. .5021, 4597. .5031, 
4598.. 5032, 4971.. 5093, 4978.. 5118, 5012.. 5125, 5021.. 5125 



Seq. No. 


2141 










Seq. ID 


OJ990723_10.9C01 


.C14 


Gene No. 


4533 










Strand 






Start 


3646 










End 


5599 




Name 


OJ990723 10 


9C01 


.C14 .o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5159 










End 


5419 




GI 


none 










Score 


472 




Exons 


5159. 


.5419, 


5164 


. .5418 










Seq. No. 


2141 










Seq. ID 


OJ990723_10. 9C01 


.C14 


Gene No. 


4533 










Strand 






Start 


3646 










End 


5599 




Name 


OJ990723 10 


9C01 


.C14.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


5419 










End 


5599 




GI 


none 










Score 


290 




Exons 


5419. 


.5598, 


5420 


. .5599 










Seq. No. 


2142 










Seq. ID 


OJ990723_10. 9C01 


. CIS 



2247 





Gene No. 


4534 


Strand 


+ 




Start 


1 


End 


1093 




Name 


OJ990723 10 9C01 C15 ol.ao 


Method 


AAT /GAP 




Start 


1 


End 


407 




GI 


4968606 


Score 


592 




Exons 


1..24, 114. .407 








GI Descrip. 


3047084 3.0e-58 (AF058914) 


similar to 


aminoacyl 






[Arabidopsis thaliana] 








Seq. No. 


2142 


Seq. ID 


OJ990723 




Gene No. 


4534 


Strand 


+ 




Start 


1 


End 


1093 




Lvalue 


OJ990723 10.9C01.C15.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1090 




GI 


6815089 


Score 


992 




Exons 


1..24, 114. .578, 875. .1090 








GI Descrip. 


(AP001081) Similar to glutamyl-tRNA synthetase 






sativa] 








Seq. No. 


2142 


Seq. ID 


OJ990723 








Strand 






Start 


1 


End 


1093 




Name 


OJ990723 10.9C01.C15.ol.gs 


Method 


GENSCAN 




Start 


75 


End 


1093 




GI 


none 


Score 


.66 




Exons 


75.-578, 875.. 1093 






m 


Seq. No. 


2142 


Seq. ID 


OJ990723 




otrllt? INU ■ 


4535 


Strand 






Start 


971 


End 


1 Qyt Q 

i of* y 




Name 


OJ990723 10.9C01.C15.o2.gp 


Method 


AAT /GAP 




Start 


971 


End 


1349 




GI 


none 


Score 


730 


— 


Exons 


971. .1349 








Seq. No. 


2142 


Seq. ID 


OJ990723 




Gene No. 


4536 


Strand 






o Lai L 


4292 


End 


'6011 




Name 


OJ990723 10.9C01.C15.ol.tm 


Method - 


TBLASTX: 


- _ 


Start 


3 


End 


1138 




GI 


none 


Score 


44 




Exons 


3. .26, 3. .23, 105. .581, 111 


..569, 113. 


.580, 869 






872. .1138, 873. .1103, 892.. 


1113 






Seq. No. 


2142 


Seq. ID 


OJ990723 




Gene No. 


4536 


Strand . 






OI.cl.LL 


4292 


End 


6011 




Name 


OJ990723 10.9C01.C15.ol.tc 


Method 


TBLASTX: 




Start 


104 


End 


1074 




GI 


none 


Score 


287 ' 




Exons 


104. .313, 105. .323, 278. .430, 306. .422 


, 419.. 58 






872. .1072, 898. .1068, ' 916. . 


1074 






Seq. No. 


2142 


Seq. ID 


OJ990723_ 




Gene No. 


4536 


Strand 






Start 


4292 


End 


6011 




Name 


OJ990723 10.9C01.C15.ol.ts 


Method 


TBLASTX : 



2248 



Start 
GI 

Exons 



107 
none 

107. .445, 111. 
892.. 1089 



End 1096 
Score 44 6 
.431, 414. .566, 423. .581, 434. .580, 872. .1096, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2142 Seq. ID 

4536 Strand 

4292 End 

OJ990723_10 . 9C01 . C15 . o2 . np Method 

4292 End 

5430752 Score 
4292. .4553, 5845. .6011 

(AC007504) Hypothetical Protein [Arabidopsis thaliana] 



OJ990723_10.9C01.C15 

6011 
AAT/NAP 
6011 
82 



2143 Seq. ID 

4537 Strand 

1 End 
OJ990723_10 . 9C01 . C16 . ol . np Method 

1 End 

6598837 Score 
1..1446 

(AC010795) unknown protein [Arabidopsis thaliana] 



OJ990723_10.9C01.C16 
+ 

1744 
. AAT/NAP 
1446 
651 



2143 
4537 
1 

OJ990723_10.9C01.C16.ol.tc 
6 

none 



OJ990723_10.9C01.C16 
+ 

1744 

TBLASTX: Cress 

1412 

70 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6. .194, 15. .329, 15. .260, 78. .287, 171. .299, 297. .566, 305. .550, 
321. .479, 321. .665, 381. .572, 422. .625, 423. .770, 474. .875, 
483. .707, 585. .800, 648. .977, 649. .780, 659.-979, 678. .1082, 
690. .917, 789. .1007, 800. .1195, 825. .1193, 888. .1292, 903. .1127, 
1005. .1202, 1038. .1406, 1046. .1339, 1057. .1095, 1074.. 1325, 
1104. .1412, 1124. .1324, 1230. .1412, 1256. .1393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2143 Seq. ID 

4537 Strand 

-1 End 

OJ990723_10 . 9C01 . C16 . ol . tm Method 

6 End 

none Score 



OJ990723_10.9C01.C16 
+ 

1744 

TBLASTX: Maize 

1412 

131 



6. .290, 6. .302, 18. .266, 108. .326, 318. .887, 333.-992, 

519.. 1097, 528.. 1217, 672.. 953, 693.. 1385, 729.. 1295, 887.. 1171, 

939. .1397, 1044. .1409, 1053. .1412 



2143 Seq. ID 

4537 Strand 

1 End 

OJ990723_10.9C01.C16.ol.ts Method 

6 End 

none Score 



OJ990723_10.9C01.C16 
+ 

1744 

TBLASTX: Soybean 

1442 

121 



6. .320, 315. .566, 321. .842, 321. .764, 333. .662, 336. .509, 
420. .1289, 471. .632, 651. .767, 720. .929, 798. .941, 828. .1412, 
861. .1040, 939. .1382, 989. .1213, 1032. .1406, 1064. .1207, 
1065. .1244, 1143. .1415, 1148. .1246, 1248. .1442, 1250. .1435 



2249 




Seq. No. 


2143 




Seq. ID 


OJ990723_10.9C01.C16 


bene no . 


4537 




Strand 


+ 


Start 


1 




End 


1744 


Name 


OJ990723 10.9C01.C16.ol 


.gs 


Method 


GENSCAN 


Start 


63 




End 


1744 


GI 


none 




Score 


.78 


Exons 


63.. 173, 258.. 1349, 1660. .1744 




Seq. No. 


^14 4 




beq. id 


OJ990723_10.9C01.C17 


bene no. 


4oib 




btrana. 


+ 


Start 


134 




End 


206 


Name 


-OJ990723 10.9C01.C17.ol 


.gs 


Method 


GENSCAN 


Start 


134 




End 


206 


GI 


none 




Score 


. 69 


Exons 


134. .206 








Seq. No. 


2145 




Seq. ID 


OJ990723_10.9C01.C18 


Gene No. 


4539 




-Strand 


+ 


Start 


1699 




End 


3084 


Name 


OJ990723 10.9C01.C18.ol 


.gp 


Method 


AAT/GAP 


Start 


1699 




End 


3068 


GI 


95302 1.R1084 




Score 


833 


Exons 


1699.. 1949, 2147. .2215, 


2928. 


.3068 




GI Descrip. 


'3152731 3.0e-39 (AF056325) myo-inositol 1 -phosphate synthase 




IN01 [Hordeum vulgare] 1 








Seq. No. 


2145 




Seq. ID 


OJ990723_10.9C01.C18 


Gene No. 


4539 




Strand 


+ 


Start 


1699 




End 


3084 


Name 


OJ990723 10.9C01.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1764 




End 


3084 


GI 


none 




Score 


72 


Exons 


1764.. 1859, 1792. .1860, 


1884. 


.1949, 1885.. 1950, 2126.. 2203, 




2139.. 2216, 2147.. 2206, 


2928. 


.3071, 2929.. 3084 


Seq. No. 


2145 




Seq. ID 


OJ990723_10.9C01.C18 


Gene No. 


4539 




Strand 


+ 


Start 


1699 




End 


3084 ' 


Name 


OJ990723 10.9C01.C18.ol 


. tm 


Method 


- TBLASTX: Maize 


Start 


1764 




End 


3078 


GI 


none 




Score 


73 


Exons 


1764. .1865, 1766. .1813, 


1792. 


.1866, 1881. .1949, 1882. .1950, 




2138.. 2206, 2139. .2216, 


2145. 


.2210, 2146.. 2211, 2928.. 3077, 




2929. .3078 








Seq. No. 


2145 




Seq. ID 


OJ990723_10.9C01.C18 


Gene No. 


4539 




Strand 


+ 


Start 


1699 




End 


3084 


Name 


OJ990723 10.9C01.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1764 




End 


3084 


GI 


none 




Score 


71 


Exons 


1764. .1859, 1792. .1860, 


1884 . 


.1949, 1885.. 1950, 2139.. 2216, 




2147.. 2206, 2925. .3071, 


2928. 


.3071, 2929.. 3084 


Seq. No. 


2145 




Seq. ID 


OJ990723_10.9C01.C18 


Gene No. 


4539 




Strand 


+ 


Start 


1699 




End 


3084 



2250 



Name 

Start 

GI 

Exons 



OJ990723_10 . 9C01 . C18 . ol . tw 
1764 



none 
1764. 



Method TBLASTX: Wheat 
End 1955 
Score 72 

1859, 1766. .1813, 1792. .1860, 1887. .1952, 1888. .1950, 



1890. .1955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2145 
4539 
1699 

OJ990723_10.9C01.C18.ol.np 

1765 

3152731 



Seq. ID OJ990723_10.9C01.C18 

Strand + 

End 3084 

Method AAT/NAP 

End 3084 

Score 475 



1765. .1949, 2147. .2215, 2928. .3084 

(AF056325) myo-inositol 1-phosphate synthase; INOl [Hordeum 
vulgare] 



2146 
4540 
1 

OJ990723_10.9C01.C19.ol.np 
1 

3108053 



Seq. ID OJ990723_10.9C01.C19 

Strand + 

End 3308 

Method AAT/NAP 

End 3209 

Score 1590 



1..33, 486. .733, 1183. .1409, 1519. .1634, 1729. .1905, 2313. .2501, 
2608.. 2670, 3093.. 3209 

(AF056326) myo-inositol 1-phosphate synthase; INOl [Zea mays] 



2146 
4540 
1 

OJ990723_10.9C01.C19.ol.gs 

486 

none 



Seq. ID OJ990723_10.9C01.C19 

Strand + 

End 3308 

Method GENSCAN 

End 3212 

Score .82 



486.-733, 1183. .1409, 1519. .1634, 1729. .1905, 2313. .2501, 
2608.. 2670, 3093.. 3212 



Seq. ID OJ990723_10.9C01.C19 

Strand + 

End 3308 

Method AAT/GAP 

End 1335 

Score 257 



2146 
4540 
1 

OJ990723_10.9C01.C19.ol.gp 
1178 

uC-osflM20204 9h09bl 
1178. .1335 

'3108053 3.0e-70 (AF056326) myo-inositol 1-phosphate synthase; 
INOl [Zea mays] 1 



2146 
4540 
1 

OJ990723_10.9C01.C19.o2.gp 

1832 

5056020 



Seq. ID OJ990723_10.9C01.C19 
Strand + 
End 3308 
Method AAT/GAP 
End 3308 
Score 959 
1832.. 1905, 2313. ..2501, 2608.. 2670, 3093.. 3308 
3108053 3.0e-70 (AF056326) myo-inositol 1-phosphate synthase; 
INOl [Zea mays] 



2146 
4541 



Seq. ID OJ990723_10.9C01.C19 
Strand 



2251 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ990723_10.9C01.C19.o2.np Method 
1 End 
4490317 Score 
1..68, 4269. .4430, 4510. .4638, 4727.. 
6295.. 6401, 7844.. 8029, 8325.-8355 



8355 
AAT/NAP 
8355 
470 
4870, 4984. 



5153, 



GI Descrip. (AL035678) putative protein [Arabidopsis thaliana] 



Seq. No. 2146 

Gene No. 4 541 

Start 1 

Name OJ990723JL0 . 9C01 . C19 . ol . tc 

Start 470 

GI none 
Exons 



Seq. ID* OJ990723_10.9C01.C19 
Strand 

End 8355 

Method TBLASTX : Cress 

End 3213 

Score 356 



470. .559, 486.-734, 486. .680, 614. .733, 1178. .1411, 1228. .1272, 
1345. .1410, 1517. .1633, 1518. .1634, 1726. .1914, 1728. .1913, 
2310.. 2501, 2311. .2403, 2312.. 2494, 2463.. 2501, 2605.. 2673, 
2606.. 2671, 3092.. 3211, 3093.. 3212, 3111.. 3212, 3121.. 3213 



Seq. No. 2146 

Gene No. 4541 

Start 1 

Name OJ990723_10 . 9C01 . CI 9 . o3 . ts 

Start 470 

GI none 

Exons 470.. 559, 486.. 650, 486.. 650 



Seq. ID OJ990723_10.9C01.C19 
Strand 

End 8355 

Method TBLASTX : Soybean 

End 650 

Score 24 6 



Seq. No. 2146 

Gene No. 4541 

Start 1 

Name OJ990723_10 . 9C01 . C19 . ol . tm 

Start 470 

GI none 

Exons 470.. 559, 486.-734, 486.. 680, 



OJ990723_10.9C01.C19 
8355 

TBLASTX: Maize 

3213 

389 



Seq. ID 
Strand 
End 

Method 
End 
Score 

614. .733, 1178. .1411, 1225. .1266, 



1272. .1307, 1345. .1413, 1517. .1630, 1518. .1634, 1726. .1914, 
1728. .1913, 2310. .2495, 2311. .2406, 2312. .2494, 2607. .2669, 
2607.. 2672, 2608.. 2673, 3092.. 3211, 3093.. 3212, 3094.. 3213 



Seq. No. 2146:> 

Gene No. 4541 

Start 1 

Name OJ990723_10 . 9C01 .CI 9 . ol . ts 

Start 651 

GI none . 
Exons 



Seq. ID OJ990723_10.'9C01.C19 
Strand 

End 8355 

Method TBLASTX: Soybean 

End 3216 

Score 106 



651. .734, 653. .733, 1178. .1411, 1225. .1272, 1272. .1307, 
1345. .1413, 1455. .1592, 1517. .1633, 1518. .1634, 1726. .1914, 
1728.. 1913, 2310. .2501, 2312.. 2494, 2605.. 2673, 2616.. 2672, 
3091.. 3210, 3092. .3211, 3093.. 3212, 3094.. 3216 



Seq. No. 2146 

Gene No. 4541 

Start 1 

Name OJ990723_10 . 9C01 . C19 . ol . tw 

Start 1774 

GI none 

Exons 1774.. 1914, 1776.. 1913, 2310. 

2463.. 25.01, 2605.. 2673, 2607. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990723 10.9C01.C19 



8355 

TBLASTX: Wheat 
2673 
213 

2501, 2311. .2406, 2312. .2494, 
2642 



2252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2146 
4541 
1 

OJ990723_10.9C01.C19.o3.gp 
3914 

16049_1.R1084 

3914. .4430, 4510. .4637, 4727 



OJ990723 10.9C01.C19 



Seq. ID _ 
Strand 

End 8355 

Method AAT/GAP 

End 4778 

Score 1250 
4778 

, 4490317/emb|CAB38808.1| 3.0e-16 (AL035678) putative protein 
[Arabidopsis thaliana] 1 



2146 
4541 
1 

OJ990723_10.9C01.C19.o2.gs 

4263 

none 

4263.. 4430, 4510.. 4638, 4727. 
6989.. 7033, 7874.. 8274 

2146 
4541 
1 

OJ990723_10. 9C01.C19.o2.tm 

4278 

none 

4278.. 4430, 4278.. 4430, 4282, 
4513.. 4641, 4726.. 4860, 4727, 
4983. .5156, 4984. .5181, 4984. 
6295..6384, 6569.. 6697, 6577. 
6974. .7033, 7922. .7996 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4870, 



OJ990723 10.9C01.C19 



8355 
GENSCAN 
8274 
.96 

4984. .5153, 



6295. .6382, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990723 10.9C01.C19 



8355 

TBLASTX: Maize 
7996 
128 

4431, 4505.. 4630, 4510.. 4641, 
4861, 4728. .4868, 4979. .5113, 
5154, 6291.. 6386, 6294.. 6383, 
6696, 6622.. 6708, 6971.. 7033, 



Seq. No. 2146 

Gene No. 4541 

Start 1 

Name OJ990723_10 . 9C01 . C19 . o2 . ts 

Start 4278 

GI none 

Exons 4278.. 4433, 4282.. 4431, 4290. 
4555. .4635 



OJ990723_10.9C01.C19 
8355 

TBLASTX : Soybean 

4635 

147 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4442, 4513. .4635, 4514.. 4609, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2146 Seq. ID 

4541 Strand 
1 End 
OJ990723_10. 9C01.C19.o4.ts Method 
4745 End 
none Score 

4745. .4873, 4745. .4864, 4768. .4869, 

6291.. 6383, 6293.. 6385, 6296.. 6385, 



OJ990723_10.9C01.C19 
8355 

TBLASTX : Soybean 
6681 
93 

4979. .5074, 4981. .5154, 
6619.. 6681 



2147 
4542 
2455 

OJ990723_10 . 9C01 . C20 . ol . gs 

2455 

none 



Seq. ID OJ990723_10.9C01.C20 



Strand 
End 

Method 

End 

Score 



+ 

5291 
GENSCAN 
5291 
.69 



2455. .2476, 3347. .3380, 4154. .4261, 4598. .4726, 5225. .5291 



2253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2147 , Seq. ID 

4543 Strand 
6539 End 
0 J990723_10 . 9C01 . C20 . o2 . gp Method 
6539 End 
533_1.R1084 Score 
6539. .6684 

'113172/spl P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR {ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



OJ990723_10.9C01.C20 
+ 

6684 
AAT/GAP 
6684 
211 



2147 Seq. ID 

4544 Strand 

1 End 
*OJ990723_10 . 9C01 . C20 . ol . gp Method 

1 End 

none Score 
1..150 



OJ990723_10.9C01.C20 
150 

AAT/GAP 

150 

280 



Seq. No. 2148 Seq. ID 

Gene No. 4545 Strand 

Start 343 , . - End 

3 Name OJ990723_10 . 9C01 . C21 . ol . gs Method 

3 Start 343 " ' End 

n GI none Score 

ii Exons 343.-659 



OJ990723_10.9C01.C21 
+ 

659 

GEN SCAN 

659 

.83 



Seq. No. 2148 Seq. ID 

W Gene No. 4546 Strand 

ij Start 2237 End 

m Name OJ990723_10 . 9C01 . C21 .o2 . gs Method 

[~ Start 2237 End 

L GI none Score 

H Exons 2237.. 2281, 2644.. 2774, 3412.. 3613 



OJ990723_10.9C01.C21 

3613 
GEN SCAN 
3613 
.56 



Seq. No. . 2149 Seq. ID 

Gene No. 4547 Strand 

^ Start 57 End 

Name OJ990503_10 . 9C10 . C2 . ol . gs Method 

Start 57 End 

GI none Score 

•Exons 57.. 134 



OJ990503_10.9C10.C2 
+ 

134 

GENSCAN 

134 

.61 



Seq. No. 2149 Seq. ID 

Gene No. 4548 Strand 

Start 824 End 

Name OJ990503_10 . 9C10 . C2 . o2 . gs Method 

Start 824 End 

GI none Score 

Exons 824.. 861, 1085.. 1175 



OJ990503_10. 9C10.C2 

1175 
GENSCAN 
1175 
.87 



Seq. No. 2150 Seq. ID 

Gene No. 454 9 Strand 

Start 1 End 

Name OJ990503_10. 9C10.C3.ol .np Method 



OJ990503_10.9C10.C3 

1815 
AAT/NAP 



2254 



Start 1 

GI 4680179 

Exons 1..1815 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 2150 

Gene No. 4549 

Start 1 

Name OJ990503_10 . 9C10 . C3 . ol . tm 

Start 1 

GI none 

Exons 1..414, 4.. 246, 113.. 412, 412 

Seq. No. 2150 

Gene No. 4549 

Start 1 

Name OJ990503_10 . 9C10 . C3 . ol . gs 

Start 40 

GI none 

Exons 40.. 1272, 1305.. 1702 

Seq. No. 2150 

Gene No. 4549 

Start 1 

Name OJ990503_10 . 9C10 . C3 . ol . tw 

Start 127 

GI none 

Exons 127.. 753, 239.. 697 

Seq. No. 2150 

Gene No. 4549 

Start 1 

Name OJ990503_10 . 9C10 . C3 . o3 . tm 

Start 622 

GI none 

Exons 622.. 912, 626.. 913, 753.. 914 

Seq. No. 2150 

Gene No. 4549 

Start 1 

Name OJ990503_10 . 9C10 . C3 . ol . ts 

Start 712 

GI none 

Exons 712.. 972, 713.. 967 

Seq. No. 2150 

Gene No. 4549 

Start 1 

Name OJ990503_10 . 9C10 . C3 . ol . tc 

Start 736 

GI none 

Exons 736.. 879, 737.. 877, 880.. 1053 

Seq. No." 2150 

Gene No. 4549 

Start 1 

Name OJ990503 10 . 9C10 . C3 . o2 . tw 



End 
Score 



1815 
2478 



sativa subsp. indica] 

Seq. ID OJ990503_10.9C10.C3 
Strand 

End 1815 

Method TBLASTX : Mai ze 

End 57 3 

Score 77 
..573, 419. .565 

Seq. ID OJ990503_10. 9C10.C3 
Strand 

End 1815 

Method GENSCAN 

End 1702 

Score .68 



Seq. ID 

Strand 

End 

Method 
End * 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990503_10.9C10.C3 
1815 

TBLASTX: Wheat 

753 

227 



OJ990503_10.9C10.C3 
1815 

TBLASTX: Maize 

914 

209 



OJ990503_10.9C10.C3 
1815 

TBLASTX: Soybean 

972 

143 



OJ990503_10.9C10.C3 
1815 

TBLASTX: Cress 

1053 

85 



OJ990503_10.9C10.C3 
1815 

TBLASTX: Wheat 



2255 





Start 


7 60 


End 


1296 




GI 


none 


Score 


328 




Exons 


760.. 1296, 761.. 1252 








Seq. No. 


2150 


Seq. ID 


OJ990503 




Gene No. 


4549 


Strand 






Start 


1 


End 


1815 




Name 


OJ990503 10.9C10.C3.o2.tm 


Method 


TBLASTX : I 




Start 


1317 


End 


1680 




GI 


none 


Score 


169 




Exons 


1317.. 1679, 1326.. 1679, 1330. 


, .1680 






Seq. No. 


2150 


-Seq. ID 


OJ990503 




Gene No. 


454 9 


Strand 






Start 


1 


End 


1815 




Name 


OJ990503 10.9C10.C3.o3.tw 


Method 


TBLASTX : 1 




Start 


1326 


End 


1751 




GI 


none 


Score 


233 




Exons 


1326.. 1703, 1326.. 1751, 1330, 


, .1719 






Seq. No. 


2150 


Seq. ID 


OJ990503 




Gene No. 


4549 


Strand 






Start 


1 


End 


1815 


: £i 


Name 


OJ990503 10.9C10.C3.o2.ts 


Method 


TBLASTX : ; 




Start 


1500 


End : . ■ 


1745 




GI 


none 


Score 


99 


rii 


Exons 


1500.. 1745, 1501.. 1743 








Seq. No. 


2151 


Seq. ID 


OJ990503 




Gene No. 


4550 


Strand 




. =J 


Start 


2 


End 


276 




Name 


OJ990503 10.9C10.C5.ol.tm 


Method 


TBLASTX:! 


! s | : 


Start 


2 


End 


276 




GI 


none 


Score 


43 




Exons 


2. .25, 3. .35, 105. .248, 106.. 


.249, 113. 


.250, 113 




Seq. No. 


2152 


Seq. ID 


OJ990503 




Gene No. 


4551 


Strand 




:. ~: 
: cr 


Start 


478 


End 


934 


: :== : 


Name 


OJ990503 10.9C10.C6.ol.gs 


Method 


GENSCAN 




Start 


478 


End 


934 




GI 


none 


Score 


.93 




Exons 


478. .587, 871. .934 








Seq. No. 


2153 


Seq. ID 


OJ990503 




Gene No. 


4552 


Strand 


+ 




Start 


1 


End 


loo 4 




Name 


OJ990503 10.9C10.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1441 




GI 


6742729 


Score 


2150 




Exons 


1. .1441 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


2153 


Seq. ID 


OJ990503 




Gene No. 


4552 


Strand 


+ 




Start 


1 


End 


1884 




Name 


OJ990503 10.9C10.Cll.ol.gs 


Method 


GENSCAN 



2256 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

'Start 

GI 

Exons 



88 End 1866 

none Score . 4 

88. .556, 722. .1089, 1410. .1598, 1723. .1866 



2153 
4552 
1 

OJ990503_10 . 9C10 . Cll . o2 . tw 

198 

none 



Seq. ID OJ990503_10.9C10.C11 



Strand 
End 

Method 

End 

Score 



+ 

1884 

TBLASTX: Wheat 

608 

87 



198. .248, 199. .261, 247. .489, 267. .449, 522. .608, 523. .606 



2153 
4552 
1 

OJ990503_10. 9C10.Cll.ol.tw 

609 

none 



Seq. ID OJ990503_10.9C10.C11 

Strand + 

End 1884 

Method TBLASTX : Wheat 

End 1884 

Score 569 



609. .1088, 610. .1092, 1118. .1510, 1119. .1526, 1498. .1560, 
1524. .1562, 1524. .1565, 1543. .1566, 1568. .1705, 1572. .1631, 
1638. .1667, 1664. .1732, 1669. .1716, 1672. .1752, 1673. .1753, 



1677. .1754, 1758. .1796, 1764, 
1854. .1883 



,1823, 1774. .1839, 1804. .1884, 



C3 Seq. No. 2153 Seq. ID 

Kj Gene No. 4552 Strand 

fR Start '1 ' End 

ime Name OJ990503_10 . 9C10 . Cll . ol . tm Method 

Start 652 End 

H GI none Score 

VJ Exons 652.. 966, 663.. 938 



OJ990503_10.9C10.C11 
+ 

1884 

TBLASTX: Maize 

966 

290 



! : 


Seq. No. 


2153 




Seq. ID 


OJ990503JL0.9C10 


.Cll 




Gene No. 


4552 




Strand 


+ 




: :=j 


Start 


1 




End 


1884 




: 

: SJ 
I 


Name 


OJ990503 10.9C10.Cll.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


897 




End 


1344 




. Jj. 


GI 


none 




Score 


90 




~s 


Exons 


897.. 1037, 897.. 1088, 901.. 1092, 901.. 


1098, 908. .1156,- 




: 




1118. .1309, 1119. .1322, 


1168. 


.1344, 1194. .1343 




• — 


Seq. No. 


2154 




Seq. ID 


OJ990503_10.9C10 


.C12 




Gene No. 


4553 




Strand 


+ 






Start 


1254 




End 


4014 






Name 


OJ99tf503 10.9C10.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1254 




End 


4014 






GI 


4680204 




Score 


736 






Exons 


1254. .2663, 2757. .3188, 


3896. 


.4014 








GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


2154 




Seq. ID 


OJ990503_10.9C10 


.C12 




Gene No. 


4553 




Strand 


+ 






Start 


1254 




End 


4014 






Name 


OJ990503 10.9C10.C12.ol 


.gs 


Method 


GEN SCAN 






Start 


1269 




End 


3193 






GI 


none 




Score 


.72 






Exons 


1269.. 2203, 2219.. 2663, 


2736. 


.2898, 3075. .3193 





2257 



Seq. No. 


2154 




Seq. ID 


OJ990503_10.9C10.C12 


Gene No. 


4553 




Strand 


+ 


Start 


1254 




End 


4014 


Name 


OJ990503 10.9C10.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1976 




End 


2315 


GI 


none 




Score 


136 


Exons 


1976.. 2125, 1977.. 2144, 


2139. 


.2279, 2198.. 2278, 2283.. 2315 


Seq. No. 


2155 




oeq. iu 




Gene No. 


4554 




Strand 


+ 


Start 


179 




End 


536 


Name 


OJ990503 10.9C10.C14.ol 


. gs 


Method 


GENSCAN 


Start 


179 




End 


536 


GI 


none 




Score 


.88 


Exons 


179. .277, 363. .536 








Seq. No. 


2155 




Seq. ID 


OJ990503_10.9C10.C14 


Gene No. 


4555 




Strand 


+ 


Start 


685 




End 


2957 


Name 


OJ990503 10.9C10.C14.ol 


.np 


Method 


AAT/NAP 


Start 


685 




End 


2957 


GI 


862343 




Score 


142 


Exons 


685. .861, 2880. .2957 









GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi| 1092097 Iprf | I2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 2155 Seq. ID 

Gene No. 4556 Strand 

Start 2587 End 

Name OJ990503_10 . 9C10 . C14 . o2 . gs Method 

Start 2587 End 

GI none Score 

Exons 2587.. 2686, 3593.. 3678, 4305.. 4373 



OJ990503_10.9C10.C14 

4373 
GENSCAN 
4373 
.7 



!»£ Seq. No. 2156 Seq. ID 

i.3 Gene No. 4557 ' _ • Strand 

^ Start 256 End 
1% Name • OJ990503_10 . 9C10 .C16 . ol .gs Method 

lsJ Start 256 End 

GI none Score 

Exons 256. .563 



OJ990503_10.9C10.C16 
563 

GENSCAN 

563 

.48 



Seq. No. 2157 Seq. ID 

Gene No. 4558 Strand 

Start 362 ' End 

Name OJ990503_10 . 9C10 . C19 . ol . gs Method 

Start 362 End 

GI none Score 

Exons 362.. 435 



OJ990503_10.9C10.C19 
435 

GENSCAN 

435 

.53 



Seq. No. 
Gene No, 
Start 
Name 



2158 
4559 
323 

OJ990503 



10. 9C10.C21.ol.gs 



Seq. ID 
Strand 
End ,\ 
Method 



OJ990503_ 
+ 

904 

GENSCAN 



10.9C10.C21 



2258 




Start 


323 


End 


904 


GI 


none 


Score 


1 


Exons 


323. .484, 608. .904 






Seq. No. 


2159 


Seq. ID 


OJ990503_10.9C10.C22 


Gene No. 


4560 


Strand 


+ 


Start 


270 


End 


651 


Name 


OJ990503 10-9C10.C2Z.ol.gp 


Method 


AAT/GAP 


Start 


270 


End 


651 


GI 


uC-osflcyp033a04bl 


Score 


675 


Exons 


270. .651 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


2159 


Seq. ID 


OJ990503_10.9C10.C22 


Gene No. 


4560 


Strand 


+ 


Start 


270 


End 


651 


Name 


OJ990503 10.9C10.C22.ol.gs 


Method 


GENSCAN 


Start 


448 


End 


523 


GI 


none 


Score 


.59 


Exons 


448. .523 






Seq. No. 


2159 


Seq. ID 


OJ990503_10.9C10.C22 


Gene No. 


4561 


Strand 




otart 


203 


End 




Name 


OJ990503 10.9C10.C22.ol.np 


Method 


AAT/NAP 


Start 


203 


End 


823 


GI 


4680186 


Score 


337 


Exons 


203. .428, 786.-823 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


2160 


Seq. ID 


OJ990503_10.9C10.C23 


Gene No. 


4562 


Strand 


+ 


otart 


1 


End 


1125 


Name 


OJ990503 10.9C10.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1125 


GI 


6728968 


Score 


555 


Exons 


1..1125 






GI Descrip. 


(AC018363) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


2160 


Seq. ID 


OJ990503_10.9C10.C23 


Gene No. 


4562 


Strand 


+ 


Start 


1 


End 


1125 


Name 


OJ990503 10.9C10.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


37 


End 


638 


GI 


none 


Score 


212 


Exons 


37. .258, 267. .638, 353. .622 


, ^376. . 627 




Seq. No. 


2160 


Seq. ID 


OJ990503_10 . 9C10 . C23 


Gene No. 


4562 


Strand 


+ 


Start 


1 


End 


1125 ■ 


Name 


OJ990503 10.9C10.C23.ol.gs 


Method 


GENSCAN 


Start 


70 


End 


1071 


GI 


none 


Score 


.82 



Exons 70.. 1071 

Seq. No. 2160 Seq. ID OJ990503_10.9C10.C23 



2259 



Gene No. 4562 Strand 

Start 1 End 

Name OJ990503_10 . 9C10 . C23 . ol . ts Method 

Start 169 End 

GI none Score 

Exons 169.. 264, 376.. 858, 435.-638 



+ 

1125 

TBLASTX: Soybean 

858 

65 



Seq. No. 2160 Seq. ID 

Gene No. 4562 Strand 

Start 1 End 

Name OJ990503_10 . 9C10 . C23 . ol . tc Method 

Start 526 End 

GI none Score 

Exons 526.. 903, 655.. 930, 740.. 904 



OJ990503_10.9C10.C23 
+ 

1125 

TBLASTX: Cress 

930 

205 



Seq. No. 2160 Seq. ID 

Gene No. 4562 Strand 

Start 1 End 

Name OJ990503_10 . 9C10 . C23 . ol . tw Method 

Start 528 End 

GI none Score 

Exons 528.. 911, 530.. 817, 532.. 912 



OJ990503_10.9C10.C23 
+ 

1125 

TBLASTX: Wheat 

912 

106 



Seq. No. 2160 Seq. ID 

Gene No. 4562 Strand 

Start 1 End 

Name OJ990503_10 . 9C10 . C23 . o2 . tm Method 

Start 910 " End 

GI none Score 

Exons 910.. 1125, 970.. 1125 



OJ990503_10.9C10.C23 
+ 

1125 

TBLASTX: Maize 

1125 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2160 Seq. ID 

4562 Strand 

1 End 
OJ990503_10. 9C10.C23.o2.tw Method 

913 End 

none Score 

913. .1122, 967. .1110, 1056. .1121 



OJ990503_10.9C10.C23 
+ 

1125 

TBLASTX: Wheat 

1122 

178 



Seq. No. 2161 Seq. ID 

Gene No. 4563 Strand 

Start 180 End 

Name OJ990503_10 . 9C10 . C25. ol . gs Method 

Start 180 End 

GI . none Score 

Exons 180. .293 



OJ990503_10 . 9C10 .C25 
293 

GEN SCAN 

293 

.74 



Seq. No. 2162 

Gene No. 4564 

Start 117 

Name OJ990503_10 . 9C10 . C26 . ol . gs 

Start 117 

GI none 

-Exons " 117.. 204, 218.. 305 

Seq. No. 2163 

Gene No. 4565 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990503_10 . 9C10 .C26 
305 

GEN SCAN 

305 

.48 



OJ990503_10.9C10.C27 
+ 



2260 




Start 


51 


End 


687 


Name 


OJ990503 10.9C10.C27.ol.gs 


Method 


GENSCAN 


Start 


51 


End 


687 


GI 


none 


Score 


.53 


Exons 


51. .150, 518. .687 






Seq. No. 


2164 


Seq. ID 


OJ990503_10.9C10.C28 


Gene No. 


a c a c 


Strand 




Start 


894 


End 


980 


Name 


OJ990503 10.9C10.C28.ol.gs 


.Method 


GENSCAN 


Start 


894 


End 


980 


GI 


none 


Score 


.61 


Exons 


894. .980 






Seq. No. 


2165 


Seq. ID 


OJ990503_10.9C10.C29 


Gene No. 


4567 


Strand 


+ 


Start 


1 


End 


4638 


Name . 


OJ990503 10.9C10.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4638 


r> -r 

GI 


5441880 


Score 


1172 


Exons 


1..933, 1374. .1404, 1665. .1983, 2533.. 


2681, 2777.. 3085, 




3614. .3914, 4013. .4272, 4556. 


.4638 




GI Descrip. 


(AP000367) EST C28 952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot< 




(AC003981) [Oryza sativa] 






Seq. No. 


2165 


Seq. ID 


OJ990503_10.9C10.C29 


Gene No. 


4567 


Strand 


+ 


Start 


1 


End 


4638 


Name 


OJ990503 10.9C10.C29.ol.gs 


Method 


GENSCAN 


Start 


72 


End 


4149 


GI 


none 


Score 


.67 


Exons 


72. .187, 1042. .1162, 1888. .1999, 2534. 


.2684, 2845. .3274, 




3325.. 3504, 3695.. 3906, 3999. 


.4149 




Seq. No. 


2165 


Seq. ID 


OJ990503_10.9C10.C29 


Gene No. 


4567 


Strand 


+ 


Start 


1 


End 


4638 


Name " 


OJ990503 10.9C10.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


494 


End 


1034 


GI 


none 


Score 


131 


Exons 


494. .616, 495. .650, 654. .935, 


659. .952 


, 666. .956, 996. .1034 


Seq. No. 


2165 


Seq. ID 


OJ990503_10.9C10.C29 


Gene No. 


4567 


Strand 


+ 


Start 


1 


End 


4638 


Name 


OJ990503 10.9C10.C29.ol.tw 


Method 


TBLASTX: Wheat 


Start 


785 


End 


1171 


GI 


none 


Score 


189 


Exons 


785.-934, 786. .962, 786. .959, 


974.. 1036, 975.. 1037, 987.. 103' 




1007.. 1084, 1034.. 1171, 1063. 


.1119 




Seq. No. 


2166 


Seq. ID 


OJ990503_10.9C10.C30 


Gene No. 


4568 


Strand 




Start 


2433 


End 


3243 


Name 


OJ990503 10.9C10.C30.o2.gs 


Method 


GENSCAN 


Start 


2433 


End 


3236 



2261 




GI 


none 








Score 


.76 




Exons 


2433. .3236 














Seq. No. 


2166 








Seq. ID 


OJ990503_10.9C10 


.C30 


Gene No . 


4568 








Strand 






Start 


2433 








End 


3243 




Name 


OJ990503 10. 


9C10. 


C30.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2850 








End 


3197 




GI 


none 








Score 


124 




Exons 


2850. ."3197, 


2938. 


.3051, 


2940 


. .3140 






Seq. No. 


2166 








Seq. ID 


OJ990503_10.9C10 


.C30 


Gene No. 


4568 








Strand 






Start 


z4 33 








End 


3243 




Name 


OJ990503 10. 


9C10. 


C30.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2920 








End 


3229 




GI 


none 








Score 


113 




Exons 


2920. .3225, 


2925. 


.3227, 


2926 


..3051, 2967. .3137, 3148. .3225, 




3152. .3229 














Seq. No. 


2166 








Seq. ID 


OJ990503_10.9C10 




Gene No . 


A C tl O 

4568 








Strand 






Start 


2433 








End 


3243 




Name 


OJ990503 10. 


9C10. 


C30.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2928 / 








End 


3243 




GI 


none 








Score 


77 




Exons 


2928. .3242, 


3175. 


.3243 










Seq. No. 


2167 








Seq. ID 


OJ990503_10.9C10 




Gene No . 


A C H ft 

4569 








Strand 


+ 




Start 


90 








End 


209 




Name 


OJ990503 10. 


9C10. 


C31.ol 


.gs 


Method 


GENSCAN 




Start 


90 








End 


209 




GI 


none 








Score 


.51 




Exons 


90. .209 














Seq. No. 


2168 








Seq. ID 


OJ990503_10.9C10 


.C33 


Gene No. 


4570 








Strand 






b tart 


1 








. End 


665 ' 




Name 


OJ990503 10. 


9C10. 


C33.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


665 




GI 


4582488 








Score 


108 




Exons 


1..66, 146.. 


309, 


592. .665 








GI Descrip. 


(AL021768) , putative protein 


[Arabidopsis thaliana] 




Seq. No. 


2168 








Seq. ID 


OJ990503_10.9C10 


.C33 


Gene No. 


4570 








Strand 






Start 


1 








End 


665 




Name 


OJ990503 10. 


9C10. 


C33.ol 


.gs 


Method 


GENSCAN 




Start 


146 








End 


280 




GI 


none 








Score 


.86 




Exons 


146. .280 














Seq. No. 


2169 








Seq. ID 


OJ990503_10. 9C10 


.C37 


Gene No. 


4571 








... Strand 






Start 


1108 








'"End 


1819 




Name 


OJ990503 10. 


9C10. 


C37.ol 


.gs 


Method 


GENSCAN 





2262 



# • 



Start 


1108 


End 


1819 




GI 


none 


Score 


.76 




Exons 


1108. .1214, 1623. .1819 








Seq. No. 


2170 


Seq. ID 


OJ990503_10.9C10 


.C38 


Gene No. 


4572 


Strand 


+ 




Start 


90 


End 


616 




Naine 




Method 


AAT/NAP 




Start 


90 


End 


616 




GI 


4417306. 


Score 


221 




Exons 


90. .616 








GI Descrip. 


(AC0064 4 6) putative Athila 


retroelement ORF1 protein 






[Arabidopsis thaliana] 








Seq. No. 


2170 


Seq. ID 


OJ990503JL0.9C10 


.C38 


Gene No . 




Strand 


+ 




Start 


90 


End 


616 




Name 


OJ990503 10.9C10.C38.ol.tw 


Method 


TBLASTX: Wheat 




Start 


331 


End 


597 




GI 


none 


Score 


96 




Exons 


331. .438, 463. .597 








Seq. No. 


2171 


Seq. ID 


OJ990503_10.9C10 


.C40 


Gene No. 


4573 


Strand 


+ 




Start 


750 


"End 


1104 




Name 


OJ990503 10.9C10.C40.ol.gp 


Method 


AAT/GAP 




Start 


750 


End 


1104 




GI 


uC-osflcyp033a04bl 


Score 


625 




Exons 


750. .1104 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom. 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


2171 


Seq. ID 


OJ990503_10.9C10 


.C40 


Gene No . 


4573 


Strand 


+ 




Start 


750 


End 


1104 




Name 


OJ990503 10.9C10.C40.ol.gs 


Method 


GEN SCAN 




Start 


928 


End 


999 




GI 


none 


Score 


.89 




Exons 


928.. 999 








Seq. No. 


2171 


Seq. ID 


OJ990503_10.9C10 


.C40 


Gene No . 


4574 


Strand 






OLdlt 


683 


End 


908 




Name 


OJ990503 10.9C10.C40.ol.np 


Method 


AAT/NAP 




Start 


683 


End 


908 




GI 


4680186 


Score 


334 




Exons 


683. .908 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


2172 


Seq. ID 


OJ990503_10.9C10 


.C41 


Gene No. 


4575 


Strand 






Start 


316 


End 


408 




Name 


OJ990503 10.9C10.C41.ol.gs 


Method 


GENSCAN 




Start 


316 


End 


408 




GI 


none 


Score 


.68 




Exons 


316. .408 









2263 





Seq. No. 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 




Gene No. 


4576 




Strand 








Q 4- _ — I- 


1 




Lnu 








Name 


OJ990503 10.9C10.C42.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1963 






GI 


4680179 




Score 


1875 






Exons 


1..1063, 1097.. 1963 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 






Seq. No. . 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 




Gene No . 


A C ^ C 

4 576 




Strand 








Start 


1 




End 


1963 






Name 


OJ990503 10.9C10.C42.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


60 




End 


394 






GI 


none 




Score 


59 






Exons 


60.. 164, 62.. 394, 182.. 


355 










Seq. No. 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 




Gene No. 


A C T C 

457 6 




Strand 








Start 


1 




End 


1963 






Name 


OJ990503 10.9C10.C42.ol 


.tw 


Method 


•TBLASTX: Wheat 






Start 


60 




End 


503 






GI 


none 




Score 


234 




,:s \ 


Exons 


60. .503, 62. .394 












Seq. No. 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 


'• Fz 


Gene No. 


45/D 




Strand 






■\ I 


Start 


1 




End 


1963 






Name 


OJ990503 10.9C10.C42.ol 


.gs 


Method 


GENSCAN 




: 


Start 


113 




End 


1886 




t y 


GI 


none 




Score 


.63 






Exons 


113.. 756, 985.. 1886 










'U 

i 


Seq. No. 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 




Gene No. 


A C "J C 

4576 




Strand 






: =? 


Start 


1 




End 


1963 




'■J 


Name 


OJ990503 10.9C10.C42.o3 


.tw 


Method 


TBLASTX: Wheat 




: j= 


Start 


599 




End 


1036 




,3 


GI 


none 




Score 


68 






Exons 


599.. 640, 668.. 781, 669 


. .782, 


827. .1036, 828. .980 






Seq. No. 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 




Gene No . 


a r n a 
4 5 / b 




Strand 








Start 


1 




End 


1963 






Name 


OJ990503 10.9C10.C42.o3 


.tm 


Method 


TBLASTX: Maize 






Start 


719 




End 


1072 






GI 


none 




Score 


186 






Exons 


719. .1072 












Seq. No. 


2173 




Seq. ID 


OJ990503_10.9C10 


.C42 




Gene No. 


4576 




Strand 








Start 


1 




End 


1963 






Name 


OJ990503 10.9C10.C42.o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


1343 




End 


1573 






GI 


none 




Score 


170 






Exons 


1343. .1573 











2264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2173 
4576 
1 

OJ990503_10.9C10.C42.o2.tm 

1388 

none 

1388. .1693, 1563. .1679 

2173 
4576 
1 

OJ990503_10.9C10.C42.o2.tw 

1574 

none 

1574.. 1936, 1575.. 1934 



Seq. ID OJ990503_10.9C10.C42 
Strand 

End 1963 

Method TBLASTX: Maize 

End 1693 

Score 87 



Seq. ID OJ990503_10.9C10.C42 
Strand 

End 1963 

Method TBLASTX : Wheat 

End 1936 

Score 148 



2174 
4577 
1 

OJ990503_10.9C10.C43.ol.np 
1 

4680186 
1. .200 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990503_10.9C10.C43 
Strand + 

200 

AAT/NAP 
200 
329 



End 

Method 

End 

Score 



Seq. ID OJ990503_10.9C10.C43 
Strand 

End 133 

Method AAT/GAP 

End 133 

Score 238 



2174 
4578 
1 

OJ990503_10.9C10.C43.ol.gp 
1 

uC-osflcyp033a04bl 
1. .133 

f 6016845/dbj t AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2175 
4579 
1 

OJ990503_10 . 9C10.C44.ol . np 
1 

2853083 
1..46, 189. .432 

(AL021768) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990503_10.9C10.C44 
Strand 

End 432 

Method AAT/NAP 

End 432 

Score 104 



2176 
4580 
254 

OJ990503_10 . 9C10 . C45 . ol . gs 

254 

none 

254. .907 



Seq. ID OJ990503_10.9C10.C45 
Strand 

End 1039 

Method GENSCAN 

End 907 

Score .92 



Seq. No. 2176 

Gene No. 4 580 

Start 254- 

Name OJ990503_10 . 9C10 .C45 .ol .np 

Start 257 



Seq. ID OJ990503_10.9C10.C45 
Strand 

End 1039 ; 

Method AAT/NAP ' 

End 1039 



22.65 





GI 


4680179 


Score 


1045 




Exons 


257. .1039 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


2176 


Seq. ID 


OJ990503_10.9C10.C45 




Gene No. 


/icon 


Strand 






Start 


254 


End 


1039 




Name 


OJ990503 10.9C10.C45.ol.tw 


Method 


TBLASTX: Wheat 




Start 


302 


End 


724 




GI 


none 


Score 


187 




Exons * 


302.. 724, 366.. 689 








Seq. No. 


2176 


Seq. ID 


OJ990503_10.9C10.C4 5 




Gene No. 


/icon 
4 OoU 


Strand 






Start 


254 


End 


1039 




Name 


OJ990503 10.9C10.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


482 


End 


974 




GI 


none 


Score 


215 




Exons 


482. .922, 498. .920, 920. .973, 


927. .974 




Seq. No. 


2176 


Seq. ID 


OJ990503_10 . 9C10 .C4 5 




Gene No . 


a a o r\ 
4 OoU 


Strand 






Start 


254 


End 


1039 




Name 


OJ990503 10.9C10.C45.o2.tw 


Method 


TBLASTX: Wheat 


J 


Start 


728 


End 


970 




GI 


none 


Score 


166 


n 

i ! 


Exons 


728. .970, 732. .959, 871. .969 








Seq. No. 


2177 


Seq. ID 


OJ990503_10 . 9C10 . C4 7 


. S 


Gene No . 




Strand 




y 


Start 


91 


End 


147 




Name 


OJ990503 10.9C10.C47.ol.gp 


Method 


AAT/GAP 


u 


Start 


91 


End 


147 




GI 


none 


Score 


84 


— 


Exons 


91. .147 








Seq. No. 


2178 


Seq. ID 


OJ990503_10.9C10.C48 


2. 


Gene No. 


4582 


Strand 


+ 


zS 


Start 


1 


End 


1000 




Name 


OJ990503 10.9C10.C48.ol.np 


Method 


AAT/NAP 


txr 


o r.ar u 


1 


End 


1000 


c? 


GI 


6063554 


Score 


195 




Exons 


1..53, 776. .1000 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


2179 


Seq. ID 


OJ990503_10.9C10.C49 




Gene No. 


4583 


Strand 






ouar u 


1 


End 


1872 




Name 


OJ990503 10.9C10.C49.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1707 




GI 


6705984 


Score 


1109 




Exons 


1. .1707 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


2179 


Seq. ID 


OJ990503_10.9C10.C49 



2266 






Gene No. 


4583 Strand 








Start 


1 End 


1872 






Name 


OJ990503 10.9C10.C49.ol.gs Method 


GENSCAN 






Start 


339 End 


1872 






GI 


none Score 


.79 






Exons 


339.. 501, 617. .672, 803. .1022, 1319.. 


1593, 1840.. 1872 






Seq. No. 


2179 Seq. ID 


OJ990503_10.9C10 


.C49 




Gene No. 


4583 Strand 








Start " 


1 End 


1872 






Name 


OJ990503 10.9C10.C49.ol.tw Method 


TBLASTX: Wheat 






Start 


801 . End 


1307 






GI 


none Score 


182 






Exons 


801. .1037, 803. .1039, 803. .1051, 1142 


..1306, 1182.. 1307 






Seq. No. 


2179 Seq. ID 


OJ990503_10.9C10 


.C49 




Gene No. 


4583 Strand 








Start 


1 End 


1872 






Name 


OJ990503 10.9C10.C49.ol.tm Method 


TBLASTX: Maize 






Start 


1076 End 


1350 






GI 


none Score 


68 






Exons 


1076. .1159, 1145. .1336, 1148. .1294, 1171. .1350, 1182. .1301 


hj 


Seq. No. 


2180 'Seq. ID 


OJ990503_10.9C10 


.C50 


SI 

w 


Gene No. 


4584 " Strand 








Start 


1 End 


190 






Name 


OJ990503 10.9C10.C50.ol.np Method 


AAT/NAP 




! y 


Start 


1 End 


190 






GI 


6705984 Score 


96 




Li! 


Exons 


1. .190 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




i"! i 


Seq. No. 


2180 Seq. ID 


OJ990503_10.9C10 


.C50 


;L 


Gene No. 


4585 " Strand 






'as* 


Start 


323 End 


3679 




'J 


Name 


OJ990503 10.9C10.C50.ol.gs Method 


GENSCAN 






Start 


323 End 


3679 




: HE 


GI 


none Score 


.61 




■is? 


Exons- 


323.. 355, 699.. 787, 1095.. 1250, 2454. 


.2696, 2827.. 3057, 








3130.. 3219, 3667.. 3679 







Seq. No. 


2180 Seq. ID 


OJ990503_10. 9C10 


.C50 


Gene No. 


4585 Strand 






Start 


323 . End 


3679 




Name • 


OJ990503 10.. 9C10.C50.o2.np Method 


AAT/NAP 




Start 


669 End 


809 




GI 


4584355 Score 


59 




Exons 


669. .809 






GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


2181 Seq. ID 


OJ990503_10. 9Ci0 


-C51 


Gene No. 


4586 Strand 


+ 




Start 


1 End 


1877 




Name 


OJ990503 10. 9C10.C51.ol.np Method 


AAT/NAP 




Start 


1 End 


1877 




GI 


6063554 Score 


732 




Exons 


1..38, 124. .403, 522. .761, ' 1692. .1877 







2267 



GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



.3 



ry 





correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


2181 


Seq. ID 


OJ990503_10, 


■9C10.C51 


Gene No. 


4586 


Strand 


+ 




Start 


1 


End 


1877 




Name 


OJ990503 10.9C10.C51.ol.gs 


Method 


GENSCAN 




Start 


124 


End 


1173 




GI 


none 


Score 


.67 




Exons 


124. .416, 514. .724, 1057. .1173 






Seq. No. 


2181 


Seq. ID 


OJ990503_10. 


.9C10.C51 


Gene No. 


4587 


Strand 


+ 




Start 


2239 


End 


2543 




Name 


OJ990503 10 . 9C10 . C51 . ol . gp 


Method 


AAT/GAP 




Start 


2239 


End 


2543 




GI 


61605 3.R1084 


Score 


435 




Exons 


2239. ,2543 








GI Descrip. 


1 1402920/emb I CAA66965 | 2.0e- 


20 (X98321) 


peroxidase 


[Arabidops. 




thaliana] 1 








Seq. No. 


2181 


Seq. ID 


OJ990503_10, 


.9C10.C51 


Gene No. 


4588 


Strand 






Start 


2480 


End 


2930 




Name 


OJ990503 10 . 9C10 . C51 . o2 . gs 


Method 


GENSCAN 




Start 


2480 


End 


2930 




GI 


none 


Score 


.44 




Exons 


2480 . .2930 








Seq. No. 


2182 


Seq. ID 


OJ990503_10. 


.9C10.C53 


Gene No. 


y| C O ft 

4589 


Strand 


+ 




Start 


1498 


End 


6988 




Name 


OJ990503_10 . 9C10 .C53 . ol . np 


Method 


AAT/NAP 




Start 


1498 


End 


6988 




GI 


a coo /ion 

4582488 


Score 


520 




Exons 


1 i AA -i — l r- — J O O T O O O O O O 1 "1 O 

1498. .1757, 2879.. 3033, 3113 


..3288, .3384.. 3535, 6930.. 6988 


GI Descrip. 


(AL021768) putative protein 


[Arabidopsis thaliana] 




Seq. No.. 




Seq. ID 


OJ990503_10, 


.9C10.C53 


Gene No. 


4589 


Strand 


+ 




Start 


1498 


End 


6988 




Name 


OJ990503 10.9C10.C53.ol.gs 


Method 


GENSCAN 




Start 


1652 


End 


4617 




GI 


none 


Score 


.57 




Exons 


1652. .1716, 1886. .1967, 2899 


..3033, 3113.. 3288, 33£ 


U . .3535, 




3715. .3915, 4294. .4491, 4541 


. .4617 






Seq. No. 


2182 


Seq. ID 


OJ990503_10, 


.9C10.C53 


Gene No. 


4590 


Strand 


+ 




Start 


9241 


End 


9742 




Name 


OJ990503 10.9C10.C53.o2.gp 


Method 


AAT/GAP 




Start 


9241 


End 


9742 




GI 


none 


Score 


943 




Exons 


9241. .9742 








Seq. No. 


2182 


Seq. ID 


OJ990503_10. 


.9C10.C53 



2268 




bene no . 


h oy i 








C +- r anrl 

o Llanu 






Start 


4979 








End 


5522 




Name 


OJ990503 10 


.9C10. 


C53.o2. 


gs 


Method 


GENSCAN 




Start 


4979 








End 


''"5522 




GI 


none 








Score 


. 68 




Exons 


4979. .5037, 


5216. 


.5522 










Seq. No. 


2182 








Seq. ID 


OJ990503 


_10.9C10.C53 


Gene No. 


4592 








Strand 






Start 


7710 








End 


9078 




Name 


OJ990503 10 


.9C10. 


C53.ol. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


2939 








End 


4322 




GI 


none 








Score 


129 




Exons 


2939. .3034, 


2941. 


.3033, 


2941. 


.3051, 3097.. 3288, 


3101. .3289, 




3102. .3296, 


3106. 


.3297, 


3369. 


.3533, 3377..3535, 


3385. .3540, 




3582. .3842, 


3619. 


.3825, 


3620. 


.3826, 3624.. 3857, 


3843. .3965, 




3843. .3971, 


3916. 


.3966, 


3968. 


.4027, 4151. .4309, 


4173. .4322, 




4177. .4314 














Seq. No. 


2182 








Seq. ID 


OJ990503 


_10.9C10.C53 


Gene No. 


4592 








Strand 






Start 


7710 








End 


9078 




Name 


OJ990503 10 


.9C10. 


C53.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3101 








End 


3435 




GI 


none 








Score 


199 




Exons 


3101. .3286, 


3112. 


.3285, 


3384. 


.3434, 3385.. 3435 




Seq. No. 


2182 








Seq. ID 


OJ990503 


_10.9C10.C53 


Gene No. 


4592 








Strand 






Start 


7710 








End 


9078 




Name 


ojyyuoUJ iu 


. yciu . 


Loo . O/. , 


tm 


Method 


TBLASTX: 


Maize 


Start 


4339 








End 


4688 




GI 


none 








Score 


124 




Exons 


4339. .4491, 


4343. 


.4492, 


4364. 


.4498, 4437. .4535, 


4443. .4535, 




4452. .4505, 


4506. 


.4679, 


4506. 


.4667, 4512. .4679, 


4512. .4679, 




4527. .4688, 


4601. 


.4684 










Seq. No. 


2182 








Seq. ID 


OJ990503 


_10.9C10.C53 


Gene No . 


4 oyz . 








Strand 






Start 


7710 








End 


9078 




Name 


OJ990503 10 


. 9C10. 


C53.ol. 


gp 


Method 


AAT/GAP 




Start 


7710 








End 


9078 




GI 


none 








Score 


666 ■ 




Exons 


7710. .7764, 


8761. 


.9078 










Seq. No. 


2183 








Seq. ID 


OJ990503 


_10.9C10.C54 


Gene No. 


4593 








Strand 


+ 




Start 


1131 








End 


3826 




Name 


OJ990503 10 


.9C10. 


C54 .ol. 


np 


Method 


AAT/NAP 




Start 


1131 








End 


3826 




GI 


3121731 








Score 


68 




Exons 


1131. .1257, 


1357. 


.1470, 


3789. 


.3826 






GI Descrip. 


ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO 


-LYASE) 



(ACONITASE) gi|2145473|emb|CAA65735| (X97012) aconitate 
hydratase [Solanum tuberosum] 



Seq. No. 2184 Seq. ID OJ990503_10.9C10.C56 



2269 




Gene No. 


4594 


Strand 


+ 


Start 


82 


End 


538 


Name 


OJ990503 10.9C10.C56.ol.np 


Method 


AAT/NAP 


Start 


82 


End 


538 


GI 


6562332 


Score 


230 


Exons 


82.. 343, 413.. 538 






GI Descrip. 


(AJ249960) diaminopimelate decarboxylase [Arabidopsis thalic 


Seq. No. 


2184 


Seq. ID 


OJ990503_10 . 9C10 .C56 


Gene No. 


4594 


Strand 


+ 


Start 


82 


End 


538 


Name 


OJ990503_10 . 9C10.C56.ol .gs 


Method 


GENSCAN 


Start 


215 


End 


343 


GI 


none 


Score 


. 45 


Exons 


215. .343 






Seq. No. 


2184 


Seq. ID 


OJ990503_10. 9C10.C56 


Gene No. 


4594 


Strand 


+ 


Start 


82 


End 


538 


Name 


OJ990503_10.9C10.C56.ol.tc 


Method 


TBLASTX: Cress 


Start 


220 


End 


481 


GI 


none 


Score 


47 


Exons 


220. .321, 221. .250, 242. .322, 


411 . .473, 


411 . . 473, 413. .481 


Seq. No. 


2184 


Seq. ID 


OJ990503 10.9C10.C56 


Gene No. 


4594 


Strand 


+ 


Start 


82 


End 


538 


Name 


OJ990503_10. 9C10.C56.ol.tm 


Method 


TBLASTX: Maize 


Start 


220 


End 


482 


GI 


none 


Score 


41 


Exons 


220. .339, 221. .244, 242. .343, 


253. . 360, 


257 . . 349, 410 .. 481, 




411 .. 482, 413 . . 481 






Seq. No. 


2184 


Seq. ID 


OJ990503 10.9C10.C56 


Gene No. 


4594 


Strand 


+ 


Start 


82 


End 


538 


Name 


OJ990503 10.9C10.C56.ol.ts 


Method 


TBLASTX : Soybean 


Start 


220 


End 


481 


GI 


none 


Score 


49 


Exons 


220. .342, 221. .250, 251. .343, 


411. .473, 


411. .473, 413. .481 


Seq. No. 


2184 


Seq. ID 


OJ990503_10.9C10.C56 


Gene No. 


4594 


Strand 


+ 


Start 


82 


End 


538 


Name 


OJ990503 10.9C10.C56.ol.gp 


Method 


AAT/GAP 


Start 


221 


End 


483 


GI 


17442 1.R1084 


Score 


320 


Exons 


221'.. 343, 413. .483 






GI Descrip. 


, 118304/sp|P19572|DCDA PSEAE 


6.0e-69 DIAMINOPIMELATE 




DECARBOXYLASE (DAP DECARBOXYLASE) >gi 77626 pir A31133 




diaminopimelate decarboxylase 


(EC 4.1.1 


..20) - Pseudomonas 




aeruginosa 1 






Seq. No. 


2185 


Seq. ID 


OJ990503_10.9C10.C59 


Gene No. 


4595 


Strand 




Start 


3590 


End 


7206- 


Name 


OJ990503 10.9C10.C59.ol.gp 


Method 


AAT/GAP 



2270 



Start 3590 End 4074 

GI uC-osflcyp032ellbl Score 954 

Exons 3590.. 4074 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 1 



Seq. No. 


2185 


Seq. ID 


OJ990503_10. 


, 9C10. 


C59 


Gene No. 


4595 


Strand 


+ 






Start 


3590 


End 


7206 






Name 


OJ990503 10.9C10.C59.ol.np 


Method 


AAT/NAP 






Start 


3654 


End 


6118 






GI 


4467158 


Score 


370 






Exons 


3654. .4218, 4273. .4471, 4610 


..4894, 6100. .6118 






GI Descrip. 


(AL035540) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


2185 


Seq. ID 


OJ990503_10, 


, 9C10. 


C59 


Gene No. 


4595 


Strand 


+ 






Start 


3590 


End 


7206 






Name 


OJ990503 10.9C10.C59.o2.gp 


Method 


AAT/GAP 






Start 


4813 


End 


7206 






GI 


uC-osflcyp032e05al 


Score 


950 






Exons 


4813. .4971, 6879. .7206 











„ GI Descrip. 



, 4521193/dbj I AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



j;n Seq. No. 

ri! Gene No. 

!4 Start 

; s= ! Name 

j =J Start 

! :3 GI 

r i I Exons 



t. : 
Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2185 
4596 
5861 

OJ990503_10.9C10.C59.o2.gs 

5861 

none 



OJ990503 10.9C10.C59 



Seq. ID _ 
Strand 

End 15045 
Method GEN SCAN 
End 15045 
Score .52 

5861. .6005, 6129. .6231, 7300. .7396, 9581. .9684, 9912. .10092, 
11385. .11803, 12159. .12202, 12604 .. 12665, 127 90 .. 12879, 
12949. .13068, 13386 .. 13571, 13721 .. 13882 , 15001. .15045 



2185 
4596 
5861 

OJ990503_10. 9C10.C59.o2.tm 

8597 

none 

8597.. 8665, 8804.. 8890, 8805. 
8933.. 9025, 8943.. 9056, 8944. 
9581. .9643,. 9582. .9644 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 10.9C10.C59 



15045 

TBLASTX: Maize 
96.4 4 
82 

8885, 8811. .8891, 8925. .9059, 
9057, 9155. .9292, 9155. .9244, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2185 Seq. ID OJ990503_10.9C10.C59 

4596 Strand 
5861 End 15045 

OJ990503_10 . 9C10 . C59 . o2 . np Method AAT/NAP 
8904 End 12001 

2317725 Score 194 

8904.. 9057, 9156.. 9241, 9581.. 9706, 11942.. 12001 
(AF015811) putative lysophosphatidic acid acyltransf erase [Mus 
musculus] 



Seq. No. 
Gene No. 



2185 
4596 



Seq. ID 
Strand 



OJ990503 10.9C10.CS9 



2271 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12949. .13068, 13386 .. 13571 , 



5861 End 15045 

OJ990503_10 . 9C10 . C59 . o3 . gp Method AAT/GAP 
12355 ~ End 13884 

17442_1.R1084 Score 1572 

12355. .12665, 12790 12879, 
13721.. 13884 

, 118304/sp|P19572|DCDA_PSEAE 6.0e-69 DIAMINOPIMELATE 

DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77626_pir A31133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomohas 
aeruginosa' 



2185 
4596 
5861 

OJ990503_10 . 9C10 . C59 . ol . tm 

12540 

none 

12540. .12662, 12576 .. 12665, 
12779. .12844, 12783 .. 12881, 
12932. .13039, 12943 13035, 
13048. .13071, 13326. .13571, 
13709. .13882, 13715 .. 13900, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12581 

12789 

12949 

13386 

13719 



OJ990503 10.9C10.C59 



15045 

TBLASTX: Maize 
13900 
78 

12670, 12778. .12879, 
12881, 12790. .12882, 
13050, 12953. .13072, 
13571, 13390. .13572, 
13883, 13720.. 13893 



Seq. No. 
Z Z Gene No. 

Start 
: i! Name 
! Lj Start 
;3 GI 
. E Exons 



2185 
-4596 
5861 

OJ990503_10.9C10.C59.ol.ts 

12583 

none 

12583. .12690, 12588. 
12780. .12881, 12789. 
12950. .13072, 13042. 
13387. .13572, 13709. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_10.9C10.C59 
15045 

TBLASTX: Soybean 

13883 

66 



,12665, 12778. .12879, 1277 9 .. 1284 4 , 

,12881, 12790. .12882, 1294 9 .. 1304 1, 

,13071, 13386. .13571, 1338 6 .. 13571, 

,13882, 13719. .13883, 13719.. 13883 



Seq. No. 2185 
Gene No. 4596 
Start 5861 

Name OJ990503_10 . 9C10 . C5 9 . ol . tc 

Start -12588 
GI none 

Exons 12588. .12665, 1258 9 .. 12684 , 

12789. .12881, 127 90 .. 12882, 
13042. .13071, 13386. .13421, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 10.9C10.C59 



15045 

TBLASTX: Cress 
13466 
53 

12778. .12879, 12779 .. 12844 , 
12970. .13050, 12971. .13072, 
13422. .13466 



Seq. No. 


2185 


Seq. ID 


OJ990503_10.9C10.C59 


Gene No. ■ 


4596 


Strand 




Start 


5861 


End 


15045 


Name 


OJ990503 10.9C10.C59.o3.np 


Method • 


AAT/NAP 


Start 


12588 


End 


13529 


GI 


6562332 


Score 


556 


Exons 


12588. .12665, 12790 .. 12879, 


12949. .13068, 13386. .13529 


GI Descrip. 


(AJ249960) diaminopimelate 


decarboxylase [Arabidopsis thaliana 


Seq. No. 


2186 


Seq. ID 


OJ990503_10.9C10.C61 


Gene No. 


4597 


Strand 


+ 


Start 


464 


End 


778 


Name 


OJ990503 10.9C10.C61.ol.gs 


Method 


GENSCAN 



2272 




Start 


464 








End 


778 






GI 


none 








Score 


.51 






Exons 


464. .778 
















Seq. No. 


2187 








Seq. ID 


OJ990503_10. 


9C10 


.C68 


Gene No. 


A C ft ft 

4598 








Strand 


+ 






Start 


167 








End 


339 






Name 


OJ990503 10 


.9C10 


.C68.0I 


. gs 


Method 


GENSCAN 






Start 


167 








End 


339 






GI 


none 








Score 


.6 






Exons 


167. .339 
















Seq. No. 


2188 








Seq. ID 


OJ990503_10. 


9C10 


.C70 


Gene No. 


4599 








Strand 


+ 






Start 


254 








End 


607 






Name 


OJ990503 10 


.9C10 


,C70.ol 


.gs 


Method 


GENSCAN 






Start 


254 








End 


607 






GI 


none 








Score 


.75 






Exons 


254. .344, 570. .607 












Seq. No. 


2188 








Seq. ID 


OJ990503_10. 


9C10 


.C70 


Gene No . 


4600 








Strand 








Start 


2022 








End 


2110 






Name 


OJ990503_10 


. 9C10 


.C70.o2 


.gs 


Method 


GENSCAN 






Start 


2022 








End 


2110 






GI 


none 








Score 


' .55 






Exons 


2022. .2110 
















Seq. No. 


2189 








Seq. ID 


OJ990503_10. 


9C10 


.C71 


Gene No. 


4601 








Strand 








Start 


1721 








End 


5613 






Name 




Qpl ft 


,C71.ol 


. gs 


Method 


GENSCAN 






Start 


1721 








End 


5548 






GI 


none 








Score 


.47 






Exons 


1721. .1888, 


2047 


. .2235, 


3506. 


.4896, 5272.. 5548 






Seq. No. 


2189 








Seq. ID 


OJ990503_10. 


9C10 


.C71 


Gene No. 


4601 








Strand 








Start 


1721 








End 


• 5613 






Name 


OJ990503 10 


.9C10 


.C71.ol 


.np 


Method 


AAT/NAP 






Start 


4163 








End 


5613 






GI 


6691193 








Score 


299 






Exons 


4163. .4796, 


5579 


. .5613 












.GI Descrip. 


(AC007534) 


F7F22 


.17 [Arabidopsis thaliana] 






Seq. No. 


2189 








Seq. ID 


OJ990503JL0. 


9C10 


.C71 


Gene No. 


4601 








Strand 








Start 


1721 








End 


5613 






Name 


OJ990503 10 


. 9C10 


.C71.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4388 








End 


4759 






GI 


none 








Score 


56 






Exons 


4388. .4573, 


4389 


. .4502, 


4616. 


.4759 








Seq. No. 


2190 








Seq. ID 


OJ990503JL0. 


9C10 


.C72 


Gene No. 


4602 








Strand 


+ 






Start 


656 








End 


787 






Name 


OJ990503 10 


. 9C10 


.C72.ol 


.gs 


Method 


GENSCAN 







2273 



Start 


656 






End 


787 






GI 


none 






Score 


.83 






Exons 


6S6..787 














Seq, No. 


2190 






Seq. ID 


OJ990503_10. 


9C10 


.C72 


Gene No. 


4603 






Strand 








Start 


2294 






End 


2581 






Name 


OJ990503 10 


.9C10.C72.o2 


.gs 


Method 


GENSCAN 






Start 


2294 






End 


2581 






GI 


none 






Score 


.72 






Exons 


2294. .2581 














Seq. No. 


2190 






Seq. ID 


OJ990503_10. 


9C10 


.C72 


Gene No. 


4604 






Strand 








Start 


J JOo 






End 


3407 






Name 


OJ990503 10 


.9C10.C72.ol 


.np 


Method 


AAT/NAP 






Start 


3308 






End 


3407 






GI 


3309243 






Score 


47 






Exons 


3308. .3407 














GI Descrip. 


(AF073507) 


aconitase-iron regulated protein 1 [Citrus limon] 


Seq. No. 


2191 






Seq. ID 


OJ990503_10. 


9C10 


.C74 


Gene No. 


4605 






Strand 


+ 






Start 


243 






End 


340 






Name 


OJ990503 10 


. 9C10.C74 .ol 


.gs 


Method 


GENSCAN 






Start 


243** 






End 


340 






GI 


none 






Score 


.76 






Exons 


243. .340 














Seq. No. 


2192 






Seq. ID 


OJ990503_10. 


9C10 


. C75 


Gene No. 


4606 






Strand 


+ 






Start 


I 






End 


555 






Name 


OJ990503 10 


.9C10.C75.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


4 92 






GI 


4512242 






Score 


832 






Exons 


1..492 














GI Descrip. 


(AB014750) ; 


polyprotein 


[Nicotiana tabacum] 






Seq. No. 


2192 






Seq. ID 


OJ990503_10. 


9C10 


.C75 


Gene No. 


4606 






Strand 


+ 






Start 


1 






End 


555 






Name 


OJ990503 10 


.9C10.C75.ol 


.gs 


Method 


GENSCAN 






Start 


25 






End 


460 ■ 






GI 


none 






Score 


.59 






Exons 


25. .460 














Seq. No. 


2192 






Seq. ID 


OJ990503__10. 


9C10 


.C75 


Gene No. 


4606 






Strand 


+ 






Start 


1 






End 


555 






Name 


OJ990503 10 


.9C10.C75.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


72 






End 


555 






GI 


none 






Score 


143 






Exons 


72. .419, 73 


..555, 105.. 


494, 


121. .498 








Seq. No. 


2192 






Seq. ID 


OJ990503JL0. 


9C10 


.C75 


Gene No. 


4606 






Strand 


+ 






Start 


1 






End 


555. 







2274 




Name 


OJ990503 10.9C10.C75.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


79 




End 


324 


GI 


none 




Score 


209 


Exons 


79.-324, 81. .323 








Seq. No. 


2192 




Seq. ID 


OJ990503_10.9C10.C75 


Gene No. 


4606 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ990503 10.9C10.C75.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


144 




End 


507 


GI 


none 




Score 


465 


Exons 


144. .494, 145. .498, 145 


. .507 






Seq. No. 


2193 




Seq. ID 


OJ990503_10.9C10.C76 


Gene No. 


4607 




Strand 




Start 


1 




End 


4 60 


Name 


OJ990503 10.9C10.C76.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


460 


GI 


4680203 




Score 


585 


Exons 


1. .460 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


2193 




Seq. ID 


ojyyuouj iu.yciu.c/b 


Gene No. 


4607 




Strand 




Start 


1 




End 


A f~ A 

4 60 


Name 


OJ990503 10 . 9C10 .C76. ol 


.gs 


Method 


GEN SCAN 


Start 


60 




End 


428 


GI 


none 




Score 


.84 


Exons 


60. .428 








Seq. No. 


2193 




Seq. ID 


OJ990503_10.9C10.C76 


Gene No. 


4607 




Strand 




Start 


1 




End 


460 


Name 


OJ990503 10.9C10.C76.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


170 




End 


430 


GI 


none 




Score 


196 


Exons 


170. .421, 180. .422, 181 


. .423, 


188. .430 




Seq. No. 


2193 




Seq. ID 


OJ990503_10.9C10.C76 


Gene No . 


4607 




Strand 




Start 


1 




End 


4 60 


Name 


OJ990503 10.9C10.C76.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


180 




End 


398 


GI 


none 




Score 


99 


Exons 


180. .398, 184. .390 








Seq. No. 


2194 




Seq. ID 


OJ990923_15. 9C01.C1 


Gene No. 


4608 




Strand 


+ 


Start 


6680 




End 


7090 


Name 


OJ990923 15.9C01.Cl.o4-- 


gp 


Method 


AAT/GAP 


Start 


6680 




End 


7090 


GI 


LIB3431-002-P1-N1-B12 




Score 


814 


Exons 


6680. .7090 








GI Descrip. 


f 2244806/emb|CAB10229.1 


I 9.0e 


-28 (Z97336) hypothetical protein 




[Arabidopsis thaliana] ' 








Seq. No. 


2194 




Seq. ID 


OJ990923_15.9C01.C1 



2275 



Gene No. 4 609 Strand 

Start 902 End 1215 

Name OJ990923_15. 9C01.Cl.ol.gp Method AAT/GAP 

Start 902 End 1215 

GI 3763436 Score 517 

Exons 902.. 1215 



Seq. No. 


2194 




Seq. ID 


OJ990923_15.9C01.C1 


Gene No. 


4610 




Strand 




Start 


1249 




End 


5099 


Name 


OJ990923 15.9C01.Cl.ol. 


gs 


Method 


GENS CAN 


Start 


1249 




End 


5099 


GI 


none 




Score 


.97 


Exons 


1249.. 1688, 1819.. 1900, 


3026. 


.3202, 3549.. 3708, 4714.. 5099 


Seq. No. 


2194 




Seq. ID 


OJ990923_15.9C01.C1 


Gene No. 


4610 




Strand 




Start 


1249 




End 


5099 


Name 


OJ990923 15.9C01.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


1255 




End 


5099 


GI 


2244806 




Score 


943 


Exons 


1255.. 1693, 2835.. 2954, 


3023. 


.3202, 3549.. 3685, 4718.. 5099 


GI Descrip. 


(Z97336) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


2194 




Seq. ID 


OJ990923__15.9C01.C1 


Gene No. 


4610 




Strand 




Start 


1249 




End 


5099 


Name 


OJ990923 15.9C01.Cl.o2. 


gp 


Method 


AAT/GAP 


Start 


1309 




End 


1886 


GI 


3763435 




Score 


829 


Exons 


1309. .1688, 1819. .1886 








GI Descrip. 


2244806/emb ICAB10229.il 


9.0e- 


28 (Z97336) hypothetical prot* 




[Arabidopsis thaliana] 









Seq. No. 


2194 


Seq. ID 


OJ990923_15. 


9C01 


-CI 


Gene No. 


4610 


Strand 








Start 


1249 


End 


5099 






Name 


OJ990923 15.9C01.Cl.o3.gp 


Method 


AAT/GAP 






Start 


3769 


End 


4220 






GI 


4879172 


Score 


804 






Exons 


3769. .4220 










Seq. No. 


2194 


Seq. ID 


OJ990923_15. 


9C01 


.CI 


Gene No. 


4611 


Strand 








Start 


10669 


End 


11324 






Name 


OJ990923 15.9C01.Cl.o2.np 


Method 


AAT/NAP 






Start 


10669 


End 


11324 






GI 


4455358 


Score 


224 






Exons 


10669. .11324 










GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


2194 


Seq. ID 


OJ990923_15. 


9C01 


.CI 


Gene No. 


4611 


Strand 








Start 


10669 


End 


11324 






Name 


OJ990923 15.9C01.Cl.o5.gp 


Method 


AAT/GAP 






Start 


10874 


End 


11308 






GI 


none 


Score 


792 







2276 




Exons 



10874. .11308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2194 Seq. ID 

4 612 Strand 

13797 End 

OJ990923_15 . 9C01 . CI . o3 . gs Method 

137 97 End 

none Score 



OJ990923_15.9C01.C1 

16235 
GENSCAN 
16235 
.83 



13797. .13810, 15315. .15384, 15999.. 16235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
p Start 

Name 
: li Start 

ill Exons 

Q 
Lil 

.'^ Seq. No. 

Gene No. 
j y Start 

Name 
il Start 
\j GI 
1 1 Exons 

i.1 



2194 Seq. ID 

4613 Strand 

19769 End 

OJ990923_15 . 9C01 . CI . ol . tm Method 

1244 End 

none Score 



OJ990923_15.9C01.C1 
19993 

TBLASTX: Maize 

5103 

4 38 



1244. .1696, 1255. .1698, 1820. .1903, 1821. .1901, 1822.. 1908, 

2840. .2935, 2840. .2920, 2850. .2933, 2854. .2937, 3026. .3208, 

3026. .3199, 3027. .3218, 3027. .3203, 3534. .3707, 3548. .3700, 

3549. .3710, 4812. .5102, 4837. .4875, 4942. .5103 



2194 
4613 
19769 

OJ990923_15.9C01.Cl.ol.-ts 

1459 

none 



Seq. ID OJ990923_15.9C01.C1 
Strand 

End 19993 

Method TBLASTX : Soybean ' 

End 5072 

Score 126 



1459. .1710, 1469. .1654, 1815. .1901, 1820. .1903, 2850. .2933, 
2854. .2943, 3026. .3208, 3026. .3199, 3549.-3644, 4953. .5072 



2194 
4613 
19769 

OJ990923_15.9C01.Cl.ol.tc 
1546 
none 



Seq. ID OJ990923_15.9C01.C1 
Strand 

End 19993 

Method TBLASTX : Cress 

End 3632 

Score 96 

1546. .1698, 1565. .1690, 1820. .1903, 2850. .2933, 2854. .2943, 
3026.. 3208, 3026.. 3199, 3549.. 3632 



J Seq. No. 


2194 




Seq. ID 


OJ990923_15.9C01 


.CI 


3 Gene No. 


4613 




Strand 






Start 


19769 




End 


19993 




Name 


OJ990923 15. 


9C01.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


4824 




End 


5111 




GI 


none 




Score 


242 




Exons 


4824. .4901, 


4896. .5111 








Seq. No. 


2194 




Seq. ID 


OJ990923_15.9C01 


.CI 


Gene No. 


4613 




Strand 






Start 


19769 




End 


19993 




Name 


OJ990923 15. 


9C01.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


10645 




End 


10998 




GI 


none 




Score 


257 




Exons 


10645. .10872 


, 10645. .10983, 


10655. .10981, . 10948. .10998 




Seq. No. 


2194 




Seq. ID 


OJ990923_15.9C01 


.CI 


Gene No. 


4613 




Strand 







2277 



Start 
Name 
Start 
GI 

Exons 



19769 End 

OJ990923_15 . 9C01 .CI . o2 . ts Method 

10750 End 

none Score 



19993 

TBLASTX: Soybean 

10941 

119 



10750. .10941, 10754. .10849, 10759.. 10863 



Seq. No. 2194 Seq. ID 

Gene No. 4 613 Strand 

Start 19769 End 

Name OJ990923_15 . 9C01 . CI . o3 . tc Method 

Start 10750 End 

GI none Score 

Exons 10750. .10941 



OJ990923_15.9C01.C1 
19993 

TBLASTX: Cress 

10941 

220 



Seq. No. 2194 Seq. ID 

Gene No. 4 613 Strand 

Start 19769 End 

Name OJ990923_15 . 9C01 .CI -.o5 .gs Method 

Start 19769 End 

GI none Score 

Exons 19769.. 19993 



OJ990923_15.9C01.C1 

19993 
GEN SCAN 
19993 
.82 



Seq. No. 
l!3 Gene No. 
5 J Start 

Name 
!;!* Start 

12 Exons 



2195 Seq. ID 

4614 Strand 

229 End 

OJ990923_15 . 9C01 . C3*. ol . gs Method 

229 End 

none Score 



OJ9909'23_15.9C01.C3 

1931 
GENSCAN 
1931 
.53 



229. .251, 366. .469, 1199. .1252, 1914. .1931 



Seq. No. 2196 

Gene No. 4 615 

Start 1 

Name OJ990923_15 . 9C01 . C4 . ol . gp 

Start 1 

GI 83775_1.R1084 

Exons 1..63, 1488.. 1833 

GI Descrip. f 4538911/emb I CAB39648 . 1 1 2.0e-18 (AL049482) hypothetical protein 
[Arabidopsis t ha liana] 1 



Seq. ID OJ990923_15.9C01.C4 

Strand + 

End 2416 

Method AAT/GAP 

End 1833 

Score 701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2196 Seq. ID 

4615 Strand 

1 End 

OJ990923_15 . 9C01 ,C4 .ol . tm Method 

3 End 

none Score 



OJ990923_15.9C01.C4 
+ 

2416 

TBLASTX: Maize 

2416 

407 



3. .68, 1491. .1919, 1501. .1920, 2359. .2415, 2359. .2415, 
2360. .2416 



Seq. No. 2196 Seq. ID 

Gene No. 4 615 Strand 

Start 1 End 

Name OJ990923_15 . 9C01 . C4 . ol . gs Method 

Start 1488 End 

GI none Score 

Exons 1488.. 1926 



OJ990923_15.9C01.C4 
+ 

2416 
GENSCAN 
1926 
.86 



2278 




Seq. No. 


2196 




Seq. ID 


OJ990923_15.9C01.C4 


Gene No. 


4615 




Strand 


+ 


Start 


1 




End 


2416 


Name 


OJ990923 15.9C01.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1528 




End 


1926 


GI 


none 




Score 


66 


Exons 


1528.. 1614, 1528.. 1608, 


1633. 


.1836, 1667.. 1795, 1668. .1853 




1719. .1832, 1846. .1920, 


1852. 


.1926 




Seq. No. 


2196 




Seq. ID 


OJ990923_15.9C01.C4 


Gene No. 


4616 




Strand 




Start 


2689 




End 


2958 


Name 


OJ990923 15.9C01.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2689 




End 


2958 


GI 


none 




Score 


138 


Exons 


2689.-2793, 2697.. 2807, 


2820. 


.2951, 287S..2958, 2880.. 2957 


Seq. No. 


2197 




Seq. ID 


OJ990923_15.9C01.C5 


Gene No. 


4617 




Strand 


+ 


otart 


750 




End 


2979 


Name 


OJ990923 15.9C01.C5.ol. 


np 


Method 


AAT/NAP 


Start 


750 




End 


2979 


GI 


4585989 




Score 


163 


Exons 


750. .875, 1507.. 1725, 2895.-2979 




GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


2197 




Seq. ID 


OJ990923 15.9C01.C5 


Gene No. 


4617 




Strand 


+ 


Start 


750 




End 


2979 


Name 


OJ990923 15.9C01.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


755 




End 


1878 


GI 


uC-osflM202051dllbl 




Score 


923 


Exons 


755. .875, 1507. .1878 








GI Descrip. 


, 4585989/gb|AAD25625.1 | 


AC005287 27 9.0e-10 (AC005287) 




Hypothetical protein [Arabidopsis thaliana] 1 


Seq. No. 


2197 




Seq. ID 


OJ990923_15.9C01.C5 


Gene No. 


4617 




Strand 


+ 


Start 


750 




End 


2979 


Name 


OJ990923 15.9C01.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


764 




End 


2091 


GI 


none 




Score 


146 


Exons 


764. .820, 795. .878, 801 


. .887, 


1503. .1718, 1506. .1718, 




1507. .1719, 1627.. 1836, 


1717. 


.1830, 1718. .1837, 1767. .1841, 




1850. .1936, 1881. .1916, 


1916. 


.1954, 1928.. 1996, 1953'. .1991, 




1953.. 2000, 1954.. 2007, 


2030. 


.2062, 2062.. 2091 


Seq. No. 


2197 




Seq. ID 


OJ990923_15. 9C01.C5 


Gene No. 


4617 




Strand 


+ 


Start 


750 




End 


2979 


Name 


OJ990923 15.9C01.C5.ol. 


gs 


Method 


GENSCAN 


Start 


765 




End 


1776 


GI 


none 




Score 


.96 


Exons 


765. .875, 1507. .1776 








Seq. No. 


2198 




Seq. ID 


OJ990923_15.9C01.C6 


Gene No. 


4618 




Strand 


+ 



2279 



Start 
Name 
Start 
GI 

Exons 



54 End 21590 

OJ990923__15 . 9C01 . C6 . ol . gs Method GEN SCAN 

54 End 21590 

none Score .71 

54. .133, 542. .578, 774. .877, 1216. .1411, 1772.. 1860, 1891.. 2042, 
3712.. 3766, 4722.-4853, 5240.. 5309, 5725.-5782, 5869.. 5924, 
6011.. 6166, 6285.-6396, 6478.. 6619, 6837.. 6912, 7002.. 7097, 
10896. .11003, 11294. .11366, 12305 .. 124 14 , 12868 .. 12940, 
13036. .13084, 13168 .. 13291 , 16182 .. 16520, 1804 4 .. 18282 , 
19574. .19726, 20051 .. 20289, 20908 .. 21041, 21423. .21590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
l: i Name 
^ Start 

GI 

fy Exons 

g ,GI Descrip. 

"If Seq. No. 
^ Gene No. 
fy Start 
i; Name 
n Start 
GI 

Exons 



2198 
4618 
54 

OJ990923_15.9C01.C6.o2.gp 
12096 

28754_1.R1084 
12096. .12201 



2198 
4618 
54 

OJ990923_15 . 9C01 . C6 . ol . np 
12855 
3288716 
12855. .12940, 13036.. 13084 
(AB015858) AMY-1 [Mus musculus] 



Seq. ID 


OJ990923_15. 


. 9C01.C6 


Strand 


+ 




End 


21590 




Method 


AAT/GAP 




End 


12201 




Score 


149 




F17L21.12 


[Arabidopsis 


thaliana] 


Seq. ID 


OJ990923 15. 


, 9C01.C6 


Strand 


+ 




End 


21590 




Method 


AAT/NAP 




End 


13084 




Score 


81 





2198 
4618 
54 

0 J990923_15 . 9C01 . C6 . o3 . gp 

12868 

2280603 



Seq. ID OJ990923_15.9C01.C6 



Strand 
End 

Method 

End 

Score 



+ 

21590 
AAT/GAP 
13243 
298 



12868. .12940, 13036 13084 , 13168. .13243 



hJ Seq. No. 2198 

Q Gene No. 4 618 

fi Start 54 

Name OJ990923_15. 9C01 .C6.o4 . gp 

Start 12887 

GI 2280603 

Exons 12887. .12940, 13036 .. 13084 , 13168.. 13274 



Seq. ID OJ990923_15.9C01.C6 



Strand + 

End 21590 

Method AAT/GAP 

End 13274 

Score 34 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



'2198 
4618 
54 

OJ990923_15. 9C01 . C6 . o5 . gp 
15791 

LIB3474-009-P1-K1-F11 
15791. .15951 

? 4455244/emb|CAB36743.1| 6. 
[Arabidopsis thaliana] 1 

2198 
4619 



Seq. ID OJ990923_15.9C01.C6 

Strand + 

End 21590 

Method AAT/GAP 

End 15951 

Score 231 

0e-ll (AL035523) MtN3-like protein 



Seq. ID OJ990923_15. 9C01.C6 
Strand + 



2280 



Start 22564 End 23263 

Name OJ990923_15 . 9C01 . C6 . 06 . gp Method AAT/GAP 

Start 22564 End 23263 

GI 3856_1.R1084 Score 1245 

Exons 22564. .23263 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 | AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 2198 Seq. ID 

Gene No. 4 620 Strand 

Start 26355 End 

Name OJ990923_15 . 9C01 . C6 . o7 . gp Method 

Start 26355 End 

GI 3106672 Score 

Exons 26355. .26521 

GI Descrip. 5734 616/dbj | AP000391 . 1 | AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



OJ990923_15.9C01.C6 
+ 

26521 
AAT/GAP 
26521 
233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2198 
4621 
34478 

OJ990923_15.9C01.C6.o4.np 

34478 

5922620 



OJ990923_15. 9C01.C6 
+ 

36248 
AAT/NAP 
36248 
116 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34478. .34540, 35991 .. 36048 , 36150.. 36248 

(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


2198 


Seq. ID 


OJ990923 


Gene No. 


4622 


Strand 


+ 


Start 


36429 


End 


38077 


Name 


OJ990923 15.9C01.C6.o4.gs 


Method 


GENSCAN 


Start 


36429 


End 


38077 


GI 


none 


Score 


.76 


Exons 


36429. .36476, 37940.. 38077 






Seq. No. 


. 2198 


Seq. ID 


OJ990923_ 


Gene No. 


4623 


Strand 


+ 


Start 


38123 


End 


38237 


Name 


OJ990923 15.9C01.C6.o6.np 


Method 


AAT/NAP 


Start 


38123 


End 


38237 


GI 


6815099 


Score 


79 


Exons 


38123. .38237 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2198 


Seq. ID 


OJ990923 


Gene No. 


4624 


Strand 




Start 


7201 


End 


7626 


Name 


OJ990923 15.9C01.C6.ol.gp 


Method 


AAT/GAP 


Start 


7201 


End 


7626 


GI 


none 


Score 


786 


Exons 


7201.. 7626 






Seq. No. 


2198 


Seq. ID 


OJ990923 



2281 




Gene No. 


4625 


Strand 




OtdlL 


i joy o 




99QQ O 


Name 


OJ990923 15.9C01.C6.o2.np 


Method 


AAT/NAP 


Start 


15896 


End 


22983 


GI 


6706416 


Score 


149 


Exons 


15896. .16082, 22883.. 22983 






GI Descrip. 


(AL133248) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


2198 


Seq. ID 


OJ990923_15.9C01.C6 


Gene No. 


4626 


Strand 




Start 


29433 


End 


35699 


Name 


OJ990923 15.9C01.C6.o8.gp 


Method 


AAT/GAP 


Start 


29102 


End 


31076 


GI 


645 1.R1084 


Score 


1465 


Exons 


29102. .29588, 29670 .. 29792, 


30893. .31076 


GI Descrip. 


»3915131/sp|Q42443|THIH_ORYSA 5.0e-61 


THIOREDOXIN H-TYPE (TRX 



(PHLOEM SAP 13 KD PROTEIN-1) >gi_4264 42_dbj_BAA048 64_ (D21836) 
thioredoxin h [Oryza sativa] >gi_4 54 882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 



Seq. No. 

Gene No. 
□ Start 
Q Name 

Start 

gi 

Exons 

Ly 

i s 3 Seq. No. 

i s i? Gene No. 

1* Start 

^ Name 

U Start 

H GI 

iSz Exons 

, =1 GI Descrip. 

n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2198 
4626 
29433 

OJ990923_15 . 9C01 . C6 . o3 . gs 

29433 

none 



Seq. ID OJ990923_15.9C01.C6 
Strand 

End 35699 

Method GEN SCAN 

End_ 35699 

Score .41 



29433. .29588, 29670 .. 29792, 30893 .. 31252 , 32953 .. 33034 , 
33949. .34142, 34750 .. 34893, 35270 .. 35394 , 35690. .35699 



2198 Seq. ID 

4626 Strand 

29433 End 

OJ990923_15 . 9C01 . C6 . o3 . np Method 

29436 End 

3915131 Score 



OJ990923_15.9C01.C6 

35699 
AAT/NAP 
30982 
565 



29436. .29588, 29670 .. 29792, 30893.. 30982 

THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 13 KD PROTEIN-1) 
gi| 426442 |dbj IBAA04864 | (D21836) thioredoxin h [Oryza sativa] 
gi I 454882 | dbj IBAA05546.il (D26547) rice thioredoxin h '[Oryza 
sativa] gi | 1930072 (U92541) thioredoxin h [Oryza sativa] 



2198 
4627 
36387 

OJ990923_15.9C01.C6.o2.tm 

2597 

none 

2597. .2647, 
5862. .5921, 
6291. .6395, 



2598.. 2648, 4723. 
5867.. 5923, 6011. 
6291.. 6416, 6469. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4854, 
.6076, 
. 6618 



OJ990923_15.9C01.C6 
36470 

TBLASTX: Maize 
6618 
84 

5724. .5786, 5728. .5784, 
6011. .6076, 6080. .6166, 



Seq. No. 2198 Seq. ID 
Gene No. 4 627 Strand 
Start 36387 End 
Name OJ990923_15 . 9C01 . C6 . o3 . tc Method- 
Start 12867 End 



OJ990923_15.9C01.C6 
36470 

TBLASTX: Cress 
13307 



2282 



GI 


none 




Exons 


12867. .12944, 12868. 


.12945, 




13058. .13087, 13162. 


.13281, 




13173. .13307 




Seq. No. 


2198 




Gene No. 


4627 




Start 


36387 




Name 


OJ990923 15.9C01.C6. 


o2.ts 


Start 


12868 




GI 


none 




Exons 


12868. .12945, 13034. 


.13087, 




13169. .13291 




Seq. No. 


2198 




Gene No. 


4627 




Start 


36387 




Name 


OJ990923 15.9C01.C6. 


o2.tw 


Start 


22738 




GI 


none 




Exons 


22738. .22800, 22742. 


.22801, 




22892. .22990, 23057. 


.23167, 


Seq. No. 


2198 




Gene No. 


4627 




Start - 


36387 




Name 


OJ990923 15.9C01.C6. 


ol . tc 


Start 


22891 




GI 


none 




Exons 


22891. .23127, 22892. 


.23128, 


Seq. No. 


2198 




Gene No. 


4627 




Start 


36387 




Name 


OJ990923 15.9C01.C6. 


ol . tm 


Start 


29431 




GI 


none 




Exons 


29431. .29565, 29434. 


.29589, 




29649. .29786, 29698. 


.29793, 


Seq. No. 


2198 




Gene No. 


4 627 




Start 


36387 




Name 


OJ990923 15.9C01.C6. 


ol . ts 


Start 


29449 




GI 


none 




Exons 


29449. .29565, 29466. 


.29591, 




29698. .29784 




Seq. No. 


2198 




Gene No. 


4 627 




Start 


36387 




Name 


OJ990923 15.9C01.C6. 


o2. tc 


Start 


29463 




GI 


none 




Exons 


29463. .29591, 29467. 


.29586, 




29698. .29793, 30890. 


.30982 



Score 104 



Seq. ID OJ990923_15.9C01.C6 
Strand 

End 36470 

Method TBLASTX : Soybean 

End 13291 

Score 87 
13035. .13085, 13168 13287, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 15.9C01.C6 



36470 

TBLASTX : Wheat 
23168 
48 

22889. .22987, 228 91 2298 9, 
23073. .23168 



Seq. ID OJ990923_15.9C01.C6 
Strand 
End 

Method 
End 
Score 



36470 

TBLASTX: Cress 

23129 

429 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_15.9C01.C6 
36470 

TBLASTX: Maize 

30991 

99 

n, 29646..29792, 
n, 30891.. 30989 

OJ990923_15. 9C01.C6 

36470 

TBLASTX : Soybean 

29792 

112 



29670. .29792, 29678 .. 29782 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_15.9C01.C6 
36470 

TBLASTX : Cress 

30982 

91 



2283 



Seq. No. 2198 

Gene No. 4 627 

Start 36387 

Name OJ990923_15 . 9C01 . C6 . ol . tw 

Start 29475 

GI none 

Exons 29475. .29585, 29479 29583, 
29672. .29785, 29698.. 29793 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_15.9C01.C6 
36470 

TBLASTX: Wheat 

29793 

106 



29670. .29792, 2967 1 29793, 



Seq. No. 2198 
Gene No. 4 627 

Start 36387 

Name OJ990923_15 . 9C01 . C6 . o5 . np 

Start 36387 
GI 6630699 
Exons 36387. .36470 

GI Descrip. (AP000969) hypothetical 

gi | 6721536 | dbj | BAA89566 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_15.9C01.C6 

36470 
AAT/NAP 
36470 
68 



protein [Oryza sativa] 
1| (AP001073) hypothetical protein 



Seq. No. 2199 Seq. ID 

Gene No. 4628 Strand 

Start 6871 End 

Name OJ990923JL5 . 9C01 . C7 . o2 . gs Method 

Start 6871 End 

GI none Score 

Exons 6871.. 6985, 7890.. 7957 



OJ990923_15.9C01.C7 
+ 

7957 
GENSCAN 
7957 
.64 



Seq. No. 2199 Seq. ID OJ990923_ 

Gene No. 4 629 Strand + 

Start 17473 End 17574 

Name OJ990923_15 . 9C01 .C7 .o2 . np Method AAT/NAP 

Start 17473 End 17574 

GI 5922634 Score 78 

Exons 17473. .17574 

GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 



15.9C01.C7 



gi I 6016867 1 dbj IBAA85210. 
[Oryza sativa] 



1| (AP000570) hypothetical protein 



Seq. No. 2199 Seq. ID OJ990923_15 . 9C01 . C7 

Gene No. 4 630 Strand + 

Start 22413 End 29811 

Name OJ990923_15. 9C01.C7 .o2.gp Method AAT/GAP 

Start 22413 End 29811 

GI 15349_1.R1084 Score 1154 

Exons 22413. .22519, 24807 25155, 27410 .. 27478, 29080 .. 29215, 

29772. .29811 

GI Descrip. 1 629783/pir | | S4 4281 4.0e-43 ES43 protein - barley 

>gi_1345528_emb_CAA54 682_ (X77575) ES43 [Hordeum vulgare] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2199 Seq. ID 

4 630 Strand 

22413 End 

OJ990923_15 . 9C01 . C7 . o3 . np Method 

22432 End 

629783 Score 



OJ990923_15. 9C01.C7 
+ 

29811 
AAT/NAP 
29798 
791 



2284 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



• 



22432. .22519, 24807 .. 25155, 274 10 27478, 29080 29215, 
29772. .29798 

ES43 protein - barley gi 1 1345528 I emb | CAA54 682 | (X77575) ES43 
[Hordeum vulgare] 



2199 Seq. ID 

4631 Strand 

8741 End 

OJ990923_15 . 9C01 . C7 . ol . np Method 

8539 End 

3176715 Score 



OJ990923_15.9C01.C7 

11254 
AAT/NAP 
11238 
1280 



8539.. 8655, 8756.. 10795, 10823 .. 11017 , 11060.. 11238 
(AC002392) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 2199 Seq. ID 

Gene No. 4631 Strand 

Start 8741 End 

Name OJ990923_15 . 9C01 . C7 . o3 . gs Method 

Start 8741 End 

GI none Score 

Exons 8741.. 11254 



OJ990923_15.9C01.C7 

11254 
GENSCAN 
11254 
1 



Seq. No. 


2199 




Seq. ID 


OJ990923_15.9C01.C7 


Gene No. 


4632 




Strand 




Start 


11961 




End 


13622 


Name 


OJ990923 15. 


9C01.C7.o4.gs 


Method 


GENSCAN 


Start 


11961 




End 


13622 


GI 


none 




Score 


.44 


Exons 


11961. .12070, 12787. .12833, 


12888. .13099, 13461.. 13622 


Seq. No. 


2199 




Seq. ID 


OJ990923_15.9C01.C7 


Gene No. 


4633 




Strand 




Start 


15490 




End 


15602 


Name 


OJ990923 15. 


9C01.C7.o4.ts 


Method 


TBLASTX : Soybean 


Start 


4386 




End 


5025 


GI 


none 




Score 


50 


Exons 


4386. .4448, 


4439.. 4666, 4534 


..4665, 4767. .4907, 4772. .4909, 




4915. .5025 








Seq. No. 


2199 




Seq. ID 


OJ990923_15.9C01.C7 


Gene No. 


4633 




Strand 




Start 


15490 




End 


15602 


Name 


OJ990923 15. 


9C01.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


8768 




End 


11041 


GI 


none 




Score 


50 


Exons 


8768. .9004, 


8843.. 9001, 9044 


..9571, 9045. .9581, 9582.. 9647, 




9965. .10018, 


10133. .10393, 10913.. 11041 


Seq. No. 


2199 




Seq. ID 


OJ990923_15.9C01.C7 


Gene No. 


4633 




Strand 




Start 


15490 




End 


15602 


Name 


OJ990923 15. 


9C01.C7.o2.ts 


Method 


TBLASTX: Soybean 


Start 


8783 




End 


9617 


GI 


none 




Score 


67 


Exons 


8783. .8977, 


9047.. 9544, 9054 


..9170, 9204. .9341, 9386. .9544, 




9597. ;9617 









2285 




Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


.C7 


Gene No. 


4633 






Strand 






Start 


15490 






End 


15602 




Name 


OJ990923 15. 


9C01. 


C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


8819 






End 


9614 




GI 


none 






Score 


73 




Exons 


8819. .8977, 


8820. 


.8990, 9047 


..9544, 9054. .9332, 9387. .9548 




9591. .9614 












Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


.C7 


Gene No. 


4633 






Strand 






Start 


15490 






End 


15602 




Name 


OJ990923 15. 


9C01. 


C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9101 






End 


9515 




GI 


none 






Score 


117 




Exons 


9101. .9160, 


9164. 


.9367, 9204 


..9341, 9362. .9514, 9384. .9515 


Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


.C7 


Gene No. 


4633 






Strand 






Start 


15490 






End 


15602 




Name 


OJ990923 15. 


9C01. 


C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


9614 






End 


10021 




GI 


none 






Score 


72 




Exons 


9614. .9712, 


9615. 


.9695, 9740 


..9886, 9784. .9900, 9899. .9946 




9902. .9949, 


9956. 


.10021 








Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


.C7 


Gene No. 


4633 






Strand 






Start 


15490 






End 


15602 




Name 


OJ990923 15. 


9C01. 


C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9921 






End 


10325 




GI 


none 






Score 


165 




Exons 


9921. .10094, 


9922 


..10101, 9923. .10114, 


10017. .10109, 






10088. .10309, 10125. .10325, 


10128. .10310, 10129.. 10311 




Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


.C7 


Gene No. 


4633 






Strand 






Start 


15490 






End 


15602 




Name 


OJ990923 15. 


9C01. 


C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10097 






End 


10435 




GI 


none 






Score 


72 




Exons 


10097. .10306 


, 10325.. 10435 








Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


-C7 


Gene No. 


4633 - 






Strand 






Start 


15490 






End 


15602 




Name 


OJ990923 15. 


9C01. 


C7 .ol . gp 


Method 


AAT/GAP 




Start 


15490 






End 


15602 




GI 


none 






Score 


167 




Exons 


15490. .15602 












Seq. No. 


2199 






Seq. ID 


OJ990923_15.9C01 


.C7 


Gene No. 


4634 






Strand 






Start 


22424 






End 


29218 




Name 


OJ990923 15. 


9C01." 


C7.ol.tm 


Method 


TBLASTX :Maize 




Start • 


22424 






End 


29218 





2286 



GI 

Exons 



none Score 107 

22424..22462 # 22452 22517, 22453 22518, 24787 25155, 

24809. .25156, 27409 .. 27480, 274 10 .. 27481, 274 11 .. 2747 9, 

27542. .27559, 29050 .. 29217 , 29079 29213, 29081.. 29218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2199 
4634 
22424 

OJ990923_15 . 9C01 . C7 . ol . ts 
22447 
none 



29218 

TBLASTX : Soybean 
27487 
75 

22447. .22518, 24805 .. 24912, 24806 .. 24 916, 24 902 .. 25156, 
24904. .25158, 25060 25158 , 274 11 .. 27 479, 27413.. 27487 



Seq. ID OJ990923_15. 9C01.C7 
Strand 
End 

Method 
End 
Score 



OJ990923 15.9C01.C7 



Seq. No. 2199 Seq. ID 

Gene No. 4 634 Strand 

Start 22424 End 

Name OJ990923_15 . 9C01 . C7 . o2 . tc Method 

Start 24805 End 

GI none Score 

Exons 24805. .24885, 24809 .. 24880, 24890 .. 25081, 248 92 25080, 
24917. .25081 



29218 

TBLASTX: Cress 

25081 

89 



Mi 

m 



hi 

ry 

15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2200 
4635 
362 

OJ990923_15.9C01.C8.ol.np 
362 

6630699 
362. .440 

(AP000969) hypothetical 
gi | 6721536 | dbj | BAA89566 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_ 
+ 

440 

AAT/NAP 

440 

72 



15.9C01.C8 



protein [Oryza sativa] 
1| (AP001073) hypothetical protein 



2201 Seq. ID 

4636 Strand 
347 End 
OJ990923_15 . 9C01 . C9 . ol . np Method 
347 End 
3915131 Score 
347. .595 

THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 13 KD PROTEIN-1) 
gi I 4264 42 | dbj | BAA04 864 | (D21836) thioredoxin h [Oryza sativa] 
gi|454882|dbj |BAA05546.1| (D26547) rice thioredoxin h [Oryza 
sativa] gi 11930072 (U92541) thioredoxin h [Oryza sativa] 



OJ990923_15.9C01.C9 
+ 

595 

AAT/NAP 

595 

191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 15.9C01.C9 



2201 
4637 
427 

OJ990923_15.9C01.C9.ol.gp 
427 

4968751 
427. .595 

3915131/sp|Q42443|THIH_ORYSA 5.0e-52 THIOREDOXIN H-TYPE (TRX-H) 
(PHLOEM SAP 13 KD PROTEIN-1) >gi_4 264 42_dbj_BAA04 864_ (D21836) 
thioredoxin h [Oryza sativa] >gi_4 54882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 



595 

AAT/GAP 

595 

207 



2287 



thioredoxin h [Oryza sativa] 



Seq. No. 2201 

Gene No. 4637 

Start 427 

Name OJ990923_15 . 9C01 . C9 .ol . tc 

Start 428 

GI none 

Exons 428..S23, 429.. 551, 432.. 551 

Seq. No. 2201 

Gene No. 4 637 

Start 427 

Name OJ990923_15 . 9C01 . C9 . ol . tm 

Start 428 

GI none 

Exons 428.. 565, 429.-575, 435.-572 



Seq. ID OJ990923_15. 9C01.C9 
Strand 

End 595 

Method TBLASTX : Cress 

End 551 

Score 180 



Seq. ID OJ990923_15. 9C01.C9 
Strand 

End 595 

Method TBLASTX : Mai ze 

End 575 

Score 195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2201 
4637 
427 

OJ990923_15. 9C01 . C9 . ol . tw 

428 

none 



Seq. ID OJ990923_15. 9C01.C9 
Strand 

End 595 

Method TBLASTX : Wheat 

End 551 

Score 119 



428. .550, 428. .523, 429. .551, 436.-549 



Seq. No. 2201 

Gene No. 4 637 

Start 427 

Name OJ990923_15 . 9C01 . C9 . ol . ts 

Start 429 

GI none 

Exons 429.. 551, 437.. 523, 439.. 543 



Seq. ID OJ990923_15. 9C01.C9 
Strand 

End 595 

Method TBLASTX : Soybean 

End 551 

Score 183 



Seq. No. 2202 Seq. ID OJ990923_11 . 9C01 . C2 

Gene No. 4 638 Strand 

Start 1 End 594 

Name OJ990923_11. 9C01 .C2.ol.np Method AAT/NAP 

Start 1 End'' • 594 

GI 6539558 Score 862 

Exons 1. .594 

GI Descrip. (AP000836) Similar to putative polyprotein .(AC006248) [Oryza 
sativa] 



Seq. No. 2202 Seq. ID 

Gene No. 4 638 Strand 

Start 1 End 

Name OJ990923_11 . 9C01 . C2 . ol . tw Method 

Start 2 End 

GI none Score 

Exons 2.. 220, 206.. 550, 210.. 395 



OJ990923_11.9C01.C2 
594 

TBLASTX: Wheat 

550 

73 



Seq. No. 2202 Seq. ID 

Gene No. 4 638 Strand 

Start 1 End 

Name OJ990923JL1 . 9C01 . C2 . ol . gs Method 

Start 95 End 



OJ990923_11.9C01.C2 
594 

GEN SCAN 
415 



2288 



• , # 



GI 


none 








Score 


.53 




Exons 


95. .415 














Seq. No. 


2202 








Seq. ID 


OJ990923JL1.9C01, 


■ C2 


Gene No. 


4638 








Strand 






Start 


1 








End 


594 




Name 


OJ990923 


11.9C01.C2 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


107 








End 


550 




GI 


none 








Score 


81 




Exons 


107. .550, 


240. .395, 


242 


. .535 








Seq. No. 


2202 








Seq. ID 


OJ990923_11.9C01. 


.C2 


Gene No. 


4638 








Strand 






Start 


1 










o y 4 




Name 


OJ990923 


11.9C01.C2 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


221 








End 


592 




GI 


5509260 








Score 


121 




Exons 


221. .592, 


240. .404 












GI Descrip. 


- 














Seq. No. 


2202 








Seq. ID 


OJ990923_i-3/;9C01. 


.C2 


Gene No. 


4638 








Strand 






Start 


1 








End 


594 




Name 


OJ990923 


11.9C01.C2 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


332 








End 


592 




GI 


none 








Score 


67 




Exons 


332. .502, 


332. .592 












Seq. No. 


2203 








Seq. ID 


OJ990923_11.9C01 


,C3 


Gene No. 


4639 








Strand 






Start 


1 








End 


761 




Name 


OJ990923 


11.9C01.C3 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


761 




GI 


5295971 








Score 


1012 




Exons 


1. .761 















! * ! GI Descrip. (AB026295) EST D24315 (R1718) corresponds to a region of the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



Seq. No. 


2203 






Seq. ID 


OJ990923_li.9C01 


.C3 


Gene No. 


4639 






Strand 






Start 


1 






End 


761 




Name 


OJ990923 


11.9C01.C3 


.ol. 


tm " Method 


TBLASTX: Maize 




Start 


1 2 






End 


676 




GI 


none 






Score 


246 




Exons 


2. .121, 3 


..245, 3.. 


245, 


4. .261, 240. .296, 246. .317, 247 


. .31 




260. .379, 


399. .656, 


403 


..660, 407. .676, 


417. .665, 488.. 


676 


Seq. No. 


2203 






Seq. ID 


OJ990923_11.9C01 


.C3 


Gene No. 


4639 






Strand 






Start 


1 






End 


761 




Name 


OJ990923 


11.9C01.C3 


.ol. 


gs Method 


GEN SCAN 




Start 


128 






End 


589 




GI 


none ' 






Score 


.92 




Exons 


128. .589 












Seq. No. 


2204 






Seq. ID 


OJ990923_11.9C01 


.C4 



2289 



Gene No. 4 640 Strand 

Start 1 End 610 

Name OJ990923_11 . 9C01 .C4 .ol .np Method AAT/NAP 

Start 1 End 610 

GI 6539553- Score 1068 

Exons 1..610 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


2204 






Seq. ID 


OJ990923_11.9C01 


.C4 




Gene No. 


4640 






Strand 


_ 






Start 


1 






End 


610 






Name 


OJ990923 


11.9C01.C4 


.ol . tw 


Method 


TBLASTX: Wheat 






Start 


2 






End 


586 






GI 


none 






Score 


*56 






Exons 


2. .79, 2. 


.586, 84.. 


578 










Seq. No. 


2204 






Seq. ID 


OJ990923JL1.9C01 


.C4 




Gene No. 


4640 






Strand 


- 






Start 


1 






End 


610 






Name 


OJ990923 


11.9C01.C4 


. ol . tc 


Method 


TBLASTX: Cress 






. Start 


212 






End 


601 






GI 


- none 






Score 


112 




rn 


Exons 


212. .406, 


419. . 601 










ru 


Seq. No. 


2204 






Seq. ID 


OJ990923_11.9C01 


.C4 


: : si 


Gene No. 


4640 






Strand 


_ 






Start 


1 






End 


610 




; sis 


Name 


OJ990923 


11.9C01.C4 


.ol . gs 


Method 


GENSCAN 




t. £ 
: 57 

• 1 1 : 


Start 


215 






End 


425 




! is? 


GI 


none 






Score 


.57 




t: 


Exons 


215. .425 












L -i 


Seq. No. 


2204 






Seq. ID 


OJ990923_11.9C01 


.C4 




Gene No. 


4640 






Strand 


_ 






Start 


1 






End 


610 






Name 


OJ990923 


11.9C01.C4 


. ol ,-tm 


Method 


TBLASTX: Maize 




1. _ f 


Start 


236 






End 


607 






GI 


none 






Score 


78 






Exons 


236. .403, 


422. .607, 


456. .605 










Seq. No. 


2204 






Seq. ID 


OJ990923_11.9C01 


•C4 




Gene No. 


4640 






Strand 








Start 


1 






End 


610 






Name 


OJ990923 


11.9C01.C4 


. ol.ts 


Method 


TBLASTX: Soybean 






Start 


236 






End 


608 






GI 


none 






Score 


38 






Exons 


236. .409, 


363. .401, 


410. .607, 


456. .608 








Seq. No. 


2205 






Seq. ID 


OJ990923JL1.9C01 


.C5 




Gene No. 


4641 






Strand 


+ 






Start 


37 






End 


396 






Name 


OJ990923 


11.9C01.C5 


.ol . gs 


Method 


GENSCAN 






Start 


37 






End 


396 






GI 


none 






Score 


.55 





2290 



Exons 



37. .396 



Seq. No. 2205 Seq. ID OJ990923_11 . 9C01 .C5 

Gene No. 4642 * Strand 

Start 1 End 444 

Name OJ990923_11 . 9C01.C5.ol .np Method AAT/NAP 

Start 1 End 354 

GI 6539553 Score 561 

Exons 1 . . 354 

GI Descrip. (AP000836) Similar to Oryza australiensis xetrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 2205 Seq. ID 

Gene No. 4 642 Strand 

Start 1 End 

Name OJ990923JL1 . 9C01 .C5.ol.tm Method 

Start 1 End 

GI none Score 

Exons 1..150, 3.. 158, 153.. 215 



OJ990923_11.9C01.C5 
444 

TBLASTX: Maize 

215 

154 



Seq. No. . 2205 

Gene No. 4 642 

Start 1 

Name OJ990923_11 . 9C01 . C5 . ol . tw 

Start 63 

GI none 
Exons 



Seq. ID OJ990923_11.9C01.C5 



Strand 
End 

Method 

End 

Score 



444 

TBLASTX: Wheat 

444 

84 



63. .158, 69. .149, 133. .174, 147. .215, 147. .197, 148. .219, 
155. .217, 179. .364, 181. .444, 367. .411 



Seq. No. 


2206 




Seq. ID 


OJ990923 


_11.9C01.C6 


Gene No. 


4643 




Strand 


+ 




Start 


305 




End 


455 




Name 


OJ990923 11.9C01.C6 


ol .gs 


Method 


GENSCAN 




Start 


305 




End 


455 




GI 


none 




Score 


. 6 




Exons 


305. .455 










Seq. No. 


2207 




Seq. ID 


OJ990923 


_11.9C01.C7 


Gene No. 


4644 




Strand 


+ 




Start 


1 




End 


562 




Name 


OJ990923 11.9C01.C7 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


562 




GI 


5732064 




Score 


215 




Exons 


1. .562 1 










GI Descrip. 


(AF147263) contains 


similarity to transposases 


[Arabidopsis 




thaliana] 











Seq. No. 2207 Seq. ID 

Gene No. 4 64 4 Strand 

Start 1 End 

Name OJ990923_11 . 9C01 . C7 . ol . tm - Method 

Start 96 End 

GI none Score 

Exons 96.. 524; 107.. 523 



OJ990923_11.9C01.C7 
+ 

562 

TBLASTX: Maize 

524 

236 



2291 



Seq. No. 2207 Seq. ID 

Gene No. 4644 Strand 

Start 1 End 

Name OJ990923_11 . 9C01 . C7 . ol . ts Method 

Start 96 End 

GI none Score 

Exons 96.. 533, 107.. 478 



OJ990923_11.9C01.C7 
+ 

562 

TBLASTX : Soybean 

533 

181 



Seq. No. 2207 

Gene No. 4 644 

Start 1 

Name OJ990923_11 . 9C01 .C7.ol.tw 

Start 96 

GI none 
Exons 



Seq. ID OJ990923_11.9C01.C7 



Strand 
End 

Method 

End 

Score 



+ 

562 

TBLASTX: Wheat 

433 

47 



96. .140, 117. .431, 122. .433, 123. .425, 317. .433 



Seq. ID OJ990923_11.9C01.C8 



Seq. No. 2208 

Gene No. 4645 

Start 1 

Name OJ990923_11 . 9C01 . C8 . ol . np 

Start 1 

GI 4680179 

Exons 1..24, 551.. 1007 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

1054 
AAT/NAP 
1007 
717 



Seq. No. 2208 Seq. ID 

Gene No. 4645 Strand 

Start 1 End 

Name OJ990923JL1 . 9C01 . C8 . ol . gs Method 

Start 611 End 

GI none Score 

Exons 611.. 1054 



OJ990923_11.9C01.C8 
+ 

1054 
GENSCAN 
1054 
.96 



Seq. No. 2208 Seq. ID OJ990923_11 . 9C01 . C8 

Gene No. 464 6 Strand 

Start 1 End 120 

Name OJ990923_11 . 9C01 .C8 . ol . gp Method AAT/GAP 

Start 1 End 120 

GI LIB3477-003-P1-K1-E9 , Score 133 

Exons 1..120 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


2208 






Seq. ID 


OJ990923_11.9C01 


.C8 


Gene No. 


4647 






Strand 






Start 


641 






End 


1003 




Name 


OJ990923 11 


.9C01.C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


641 






End 


1003 




GI 


none 






Score 


431 




Exons 


641. .1003, 


680. .997, 


718. . 


1002 






Seq. No. 


2208 






Seq. ID 


OJ990923_11. 9C01 


.C8 


Gene No. 


4647 






Strand 






Start 


641 






End 


1003 




Name 


OJ990923 11 


.9C01.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


653 






End 


942 





2292 



• 



GI none 

Exons 653.. 940, 712.. 942 

Seq. No. 2209 

Gene No. 4 648 

Start 1 

Name OJ990 923_1 1 . 9C0 1 . C9 . ol . np 

Start 1 

GI 4680179 

Exons 1..39, 212.. 446 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 2209 

Gene No. 4 648 

Start 1 

Name OJ990923_11 . 9C01 .C9.ol . tw 

Start 175 

GI none 

Exons 175.. 444, 180. .422, 211.. 444, 

Seq. No. 2209 

Gene No. 4 648 . 

Start 1 

Name 0 J990923_l 1 . 9C01 . C9 . ol . gs 

Start 227 

GI none 

Exons 227.. 316 



Score 313 



Seq. ID OJ990923_11.9C01.C9 

Strand + 

End 4 4 6 

Method AAT/NAP 

End 44 6 

Score 326 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
212. .445 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_11.9C01.C9 
+ 

446 

TBLASTX: Wheat 

445 

109 



OJ990923_11.9C01.C9 
+ 

446 

GEN SCAN 

316 

.42 



i.i Seq. No. 2209 Seq. ID 

Gene No. 4 648 Strand 

!jH Start 1 End 

fU Name OJ990923_11 . 9C01 .C9 .ol . tra Method 

» Start 245 End 

r*l GI none Score 

Exons 245.. 445, 2S3..438 

!'* Seq. No. 2209 Seq. ID 

; :3 Gene No. 4 648 Strand 

□ Start 1 End 

R Name OJ990923_11 . 9C01 .C9 .ol . ts Method 

Start 253 End 

GI none Score 

Exons 253. .441, 254. .445, 266. .445, 327. .446 

Seq. No. 2210 Seq. ID 

Gene No. 4 64 9 Strand 

Start 339 End 

Name OJ990923_11 . 9C01 . C10 . ol . gs Method 

Start 339 End 

GI none Score 

Exons 339.. 447 



OJ990923_11.9C01.C9 
+ 

446 

TBLASTX: Maize 

445 

261 



OJ990923_11.9C01.C9 
+ 

446 

TBLASTX : Soybean 

446 

206 



OJ990923_11.9C01.C10 
447 

GENSCAN 

447 

.87 



Seq. No. 2211 Seq. ID 

Gene No. 4 650 Strand 

Start 26 End 

Name OJ990923_11 . 9C01 . Cll . ol . gs Method 

Start 26 End 



OJ990923_11.9C01.C11 
485 

GENSCAN 
485 



2293 





GI 


none 


Score 


.99 






Exons 


26. .485 










Seq. No. 


2212 


Seq. ID 


OJ990923_11.9C01 


.C12 




Gene No. 


4651 


Strand 


+ 






Start 


1 


End 


238 






Name 


OJ990923 11.9C01.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


238 






GI 


6522540 


Score 


198 






Exons 


1..238 . 










GI Descrip. 


(AL132955) receptor-kinase like protein [Arabidopsis thaliar 




Seq. No. 


2212 


Seq. ID 


OJ990923_11. 9C01 


.C12 




Gene No. 


4651 


Strand 








Start 


1 


End 


Z3o 






Name 


OJ990923 11.9C01.C12.ol.tc 


Method 


TBLASTX : Cress 






Start 


4 


End 


O O A 

234 






GI 


none 


Score 


1 O A 






Exons 


4. .234 










Seq. No. 


2213 


Seq. ID 


OJ990923_11.9C01 


.C19 




Gene No. 


4652 


Strand 








Start 


172 


End 


1 O O 1 

loo 1 






Name 


OJ990923 11.9C01;C19.ol.np 


Method 


AA1 /MAr 






Start 


172 


End 


1 O O 1 

lool 






GI 


5257279 


Score 


1 1 A O 

1148 




;;!; 


Exons 


172. .980, 1095. .1239, 1356.. 1381 






: =? 


GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 




! il 




homologues. (L35053) [Oryza sativa] 








Seq. No. 


2213 


Seq. ID 


ujyyuy^ o n . yuui 




'" i i 


Gene No. 


4652 


Strand 








Start 


172 


End 


lool 




a 


Name 


OJ990923 11. 9C01.C19.ol. tm 


Method 


iBLAbiA : Maize 




L'J 


Start 


352 


End 


O A A 

oU4 




J 


GI 


none 


Score 


2 33 






Exons 


352. .648, 356. .649, 466. .660, 


578. .649, 


642. .776, 646.. 


B04, 






650. .802 










Seq. No. 


2213 


Seq. ID 


OJ990923_11 . 9C01 


. Cl 9 


* 


Gene No. 


4652 


Strand 








Start 


172 


End 


1381 






Name 


OJ990923 11.9C01.C19.ol.tw 


Method 


TBLASTX: Wheat 






Start 


361 


End 


971 






GI 


none 


Score 


286 






Exons 


361. .840, 362. .820, 397. .825, 


819. .971, 


832. .930 






Seq. No. 


2213 


Seq. ID 


OJ990923_11. 9C01 


.C19 




Gene No. 


4652 


Strand 








Start 


172 


End 


1381 






Name 


OJ990923 11.9C01.C19.ol.gs 


Method 


GENS CAN 






Start 


493 


End 


1220 






.GI 


none 


Score 


.72 






Exons 


493. .774, 1131. .1220 










Seq. No. 


• 2213 


Seq". ID 


OJ990923_11.9C01 


.C19 




Gene No. 


4652 


Strand 







2294 



Start 


172 




End 


1381 




Name 


OJ990923 ll.9C01.C19.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


855 




End 


1146 




GI 


none 




Score 


55 




Exons 


855. .1145, 858..96S, 859. .1146 






Seq. No. 


2213 




Seq. ID 


OJ990923_11.9C01 


.C19 


Gene No. 


A C C O 

4652 




Strand 






Start 


172 




End 


1381 




Name 


OJ990923 11.9C01.C19.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


948 




End 


1194 




GI 


none 




Score 


118 




Exons 


948. .1193, 949. .1194 










Seq. No. 


2213 




Seq. ID 


OJ990923_11. 9C01 


.C19 


Gene No. 


4652 




Strand 






Start 


172 




End 


1381 




Name 


OJ990923 11 . 9C01 .C19 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1002 




End 


1272 




GI 


none 




Score 


234 




Exons 


1002.. 1235, 1003.. 1272, 


1003 . 


.1236, 1025.. 4267 




Seq. No. 


2214 




Seq. ID 


OJ990923_11.9C01 


.C20 


Gene No. 


4653 




Strand 


+ 




Start 


1 




End 


390 




Name 


OJ990923 11 . 9C01 . C20 .ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


390 




GI 


4680179 




Score 


311 




Exons 


1 . . 48, 176. . 390 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


O O *1 A 

2214 




Seq. ID 


OJ990923_11. 9C01 


.C20 


Gene No. 


A C C O 

4 653 




Strand 


+ 




Start 


1 




End 


390 




Name 


OJ990923 ll.9C01.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


139 




End 


388 




GI 


none 




Score 


109 




Exons 


1 -\ r\ OQT 1 A A T 1*"7C 

139. .387, 144. .386, 175 


O O ^ 

. . 387, 


176. .388 






Seq. No. 


2214 




Seq. ID 


OJ990923_11.9C01 


.C20 


Gene No. 


4653 




Strand 


+ 




Start 


1 




End 


390 




Name 


OJ990923 11.9C01.C20.ol 


.gs 


Method 


GEN SCAN 




Start 


191 




End 


280 




GI 


none 




Score 


.42 




Exons 


191 . .280 










Seq. No. 


2214 




Seq. ID 


OJ990923_11.9C01 


.C20 


Gene No. 


4653 




Strand 


+ 




Start 


1 




End 


390 




Name 


OJ990923 ll.9C01.C20.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


209 




End 


388 




GI 


none 




Score 


248 




Exons 


209. .388, 217. .381 










Seq. No. 


2214 




Seq. ID 


OJ990923_11.9C01 


.C20 


Gene No. 


4653 




Strand 


+ 





2295 




Start 


1 






End 


390 




Name 


OJ990923 


11.9C01.C20 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


217 






End 


388 




GI 


none 






Score 


180 




Exons 


217. .387, 


218. .388 










Seq. No. 


2215 






Seq. ID 


OJ990923_11.9C01. 


C22 


Gene No. 


A C C A 

4 654 






Strand 






Start 


669 






End 


1072 




Name 


OJ990923 


11.9C01.C22 


.ol.gs 


Method 


GENSCAN 




Start 


669 






End 


782 




GI 


none 






Score 


.8 




Exons 


669. .782 












Seq. No. 


2215 






Seq. ID 


OJ990923_11.9C01. 


C22 


Gene No. 


4654 






Strand 






Start 








End 


1072 




Name 


OJ990923 


11.9C01.C22 


. ol . np 


Method 


AAT/NAP 




Start 


676 






End 


1072 




GI 


2316016 






Score 


294 




Exons 


676. .782, 


867. .1072 










GI Descrip. 


(U92650) 


MRP-like ABC transporter [Arabidopsis thaliana] 




Seq. No. 


2215 






Seq. ID 


OJ990923_11.9C01. 


C22 


Gene No. 


4654 






Strand 






Start 


669 






End 


1072 




Name 


OJ990923 


11.9C01.C22 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


691 






End 


1071 




GI 


none 






Score 


179 




Exons 


691. .798, 


865. .1071, 


866. .1066, 877. .1071 




Seq. No. 


2215 






Seq. ID 


OJ990923_11. 9C01. 


C22 


Gene No. 


4 654 






Strand 






Start 


669 






End 


1072 




Name 


OJ990923 


11.9C01.C22 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


691 






End. 


1072 




GI 


none 






Score 


66 




Exons 


691. .798, 


865. .1071, 


865. .1071, 884. .1072 




Seq. No. 


' .2215 






Seq. ID 


OJ990923_11.9C01. 


C22 


Gene No. 


4654 






Strand 






Start 


669 






End 


1072 




Name 


OJ990923 


11.9C01.C22 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


724 






End 


1072 




GI 


none 






Score 


4 6 . "1 




Exons 


724. .798, 


726. .782, ' 


748. .795, 


864. .980, 


865. .1068, 865.. 


1071, 




866. .1072 












Seq. No. 


2216 






Seq. ID 


OJ990923_11.9C01. 


C26 


Gene No. 


4655 






Strand 






Start 


265 






End 


1605 




Name 


OJ990923 


11.9C01.C26 


. ol . gs 


Method 


GENSCAN 




Start 


265 






End 


1605 




GI 


none 






Score 


.81 




Exons 


265. .405, 


781. .1605 










Seq. No. 


2217 






Seq. ID 


OJ990923_11.9C01. 


C27 



2296 



Gene No. 4 656 Strand 

Start 15 End 

Name OJ990923_11 . 9C01 .C27 .ol .gs Method 

Start 15 End 

GI none Score 

Exons 15.. 286, 476.-586 

Seq. No. 2218 

Gene No. 4 657 Strand 

Start 1873 End 

Name OJ990923_11 . 9C01 .C29 .o2 . tm Method 

Start 1824 End 

GI none Score 
Exons 



586 

GENSCAN 

586 

.48 



Seq. ID OJ990923_11.9C01.C29 
+ 

3573 

TBLASTX: Maize 
2781 
68 



1824. .1922, 1836. .1943, 1837. .1935, 2558. .2755, 2559:. 2669, 
2565. .2762, 2566. .2781, 2567. .2779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2218 
4657 
1873 

OJ990923_11. 

1861 

none 

1861. .1935, 
2794. .2835, 



9C01.C29.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2549. .2746, 2576. .2776, 
2851. .3156, 2852. .3157 



OJ990923_11.9C01.C29 
+ 

3573 

TBLASTX: Soybean 
3157 
60 

2626.. 2772, 2765.. 2851, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990923_11.9C01.C29 
+ 

3573 
GENSCAN 
3553 
.95 



2218 Seq. ID 

4 657 Strand 

1873 End 

OJ99092 3_11 . 9C01 . C2 9 . ol . gs Method 

1873 End 

none Score 
1873. .1934, 2566. .3553 

2218 Seq. ID 

4657 Strand 

1873 End 

OJ990923JL1 . 9C01 . C29 . ol . np Method 

1873 End 

4755196 Score 
1873. .1934, 2566. .3541 

(AC007018) unknown protein [Arabidopsis thaliana] 



OJ990923_11.9C01.C29 
+ 

3573 
AAT/NAP 
3541 
896 



2218 Seq. ID 

4 657 Strand 

1873 End 
OJ990923_11 . 9C01 . C29 . ol . gp Method 

2580 End 

3768354 Score 
2580. .2859 

4539369/emb|CAB40063.1| 1.0e-22 (AL049525) putative protein 
[Arabidopsis thaliana] 



OJ990923_11 . 9C01 .C29 
+ 

3573 
AAT/GAP 
2859 
548 



Seq. No. 2218 Seq. ID 

Gene No. 4 657 Strand 

Start 1873 End 

Name OJ990923_11 . 9C01 . C29 . ol . tm Method 

Start 2937 End 



OJ99Q923_11.9C01.C29 
+ 

3573 

TBLASTX: Maize 
3199 



2297 



GI 


none 








Score 


158 




Exons 


2937. .3140, 


2937 


. .3194, 


2938. 


.3195, 2939.. 3199 




Seq. No. 


2218 








Seq. ID 


OJ990923_11.9COl 


.C29 


Gene No. 


4657 








Strand 


+ 




Start 


1873 








End 


3573 




Name 


OJ990.923 11 


.9C01 


.C29.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3244 








End 


3573 




GI 


none 








Score 


195 




Exons 


3244. .3408, 


3245 


. .3409, 


3406. 


.3573, 3407.. 3538 




Seq. No. 


2218 








Seq. ID 


OJ990923_11.9C01 


.C29 


Gene No. 


4657 








Strand 


+ 




Start 


1873 








End 


3573 




Name 


OJ990923 11 


.9C01 


.C29.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3305 








End 


3541 




GI 


none 








Score 


77 




Exons 


3305. .3379, 


3307 


. .3381, 


3406. 


.3525, 3407. .3541 




Seq. No. 


2219 








Seq. ID 


OJ990923JL1.9C01 


.C30 


Gene No. 


4658 








Strand 


+ 




Start 


3095 








End 


3935 




Name 


OJ990923 11 


.9C01 


.C30.ol 


.gp 


Method 


AAT/GAP 




Start 


2709 








End 


3135 




GI 


286549 








Score 


583, 




Exons 


2709. .2970, 


3068 


. .3135 










Seq. No. 


2219 








Seq. ID 


OJ990923_11.9C01 


.C30 


Gene No. 


4658 








Strand 


+ 




Start 


3095 








End 


3935 




Name 


OJ990923 11 


.9C01 


,C30.o2 


. gs 


Method 


GENSCAN 




Start 


3095 








End 


3935 




GI 


none 








Score 


.81 




Exons 


3095. .3289, 


3582 


. .3935 










Seq. No. 


2219 








Seq. ID 


OJ990923_11.9C01 


.C30 


Gene No. 


4658 








Strand 


+ 




Start 


3095 








End 


3935 




Name 


OJ990923 11 


.9C01 


.C30.o2 


.gp 


Method 


AAT/GAP 




Start 


3114 








End 


3724 




GI 


59811 1.R1084 






Score 


560 




Exons 


3114. .3289, 


3372 


. .3445, 


3582. 


.3724 







GI Descrip. - 1 604 1757/gb | AC011806 . 1 1 AC011806 4.0e-ll Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 2219 Seq. ID OJ990923_11.9C01.C30 

Gene No. 4659 Strand 

Start 499 End 2005 

Name OJ990923_11 . 9C01 . C30 . ol . gs Method GENSCAN 

Start 499 End 2005 

GI none Score . 8 

Exons 499. .644, 781. .952, 957. .1104, 1251. .1280, 1482. .1705, 
1710.. 1919, 2003.. 2005 



Seq. No. 
Gene No. 



2220 
4660 



Seq. ID OJ990923_11.9C01.C32 
Strand 



2298 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



1374 

OJ990923_11 . 9C01 . C32 . ol . np 

1125 

2460203 

1125. .1154, 1389.. 1870, 3042. 
6528. .6657 

(AF02124 4 ) coronatine-induced 

2220 
4660 
1374 

OJ990923_11 . 9C01 . C32 . ol . gs 

1374 

none 

1374. .1661, 2421. .2465, 3180. 
3822. .3965, 4226 .. 4325, 5251 . 
7935. .8302, 8848.. 8995, 9171. 

2220 
4660 
1374 

OJ990923JL1 . 9C01 . C32 . o4 . tm 

1374 

none - 

1374. .1466, 1375. .1425, 1437. 



End 11375 
Method AAT/NAP 
End 6657 
Score 184 

.3220, 3950.. 4023, 5251.. 5339, 

protein 1 [Arabidopsis thaliana] 

Seq. ID OJ990923_11.9C01.C32" 
Strand 

End 11375 
Method GENSCAN 
End 9696 
Score .61 

.3394, 3537. .3638, 3744. .3804, 
.5497, 6354.. 7295, 7346.. 7411, 
.9696 

Seq. ID OJ990923_11.9C01.C32 
Strand 

End 11375 
Method TBLASTX : Mai ze 
End 1631 
Score 53 

.1592, 1494. . 1571," 1587. .1631 



Seq. No. 2220 

Gene No. 4 660 

Start 1374 

Name OJ990923_11 . 9C01 . C32 . o5 . tm 

Start 3919 

GI none 

Exons 3919.. 4023, 3936.. 4025, 3936. 
5287. .5424, 5351. .5425 



Seq. ID OJ990923_11.9C01.C32 
Strand 

End 11375 

Method TBLASTX: Maize 

End 5425 

Score 98 

.4022, 5227.. 5340, 5244.. 5339, 



Seq. No. 
Gene No. 
Start 
Name / 

□ Start 

□ GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2220 
4 660 
1374 

OJ990923_11.9C01.C32.o3.np 

6370 

4680207 

6370. .8218, 8848. .9719, 11338 
(AF114171) disease resistance 
bicolor] 

2220 -: ; ■" .'" 

4660 

1374 

OJ990923_11 . 9C01 . C32 . o2 . np 

6374 

4680207 

6374. .8218, 8848. .9689, 11176 
(AF114171) disease resistance 
bicolor] 



Seq. ID OJ990923_11.9C01.C32 
Strand 

End 11375 

Method AAT/NAP 

End 11375 

Score 1022 
.11375 

protein RPM1 homolog [Sorghum 



Seq. ID OJ990923_11.9C01.C32 
Strand 

End 11375 

Method AAT/NAP 

End 11209 

Score 1024 
. .11209 

protein RPM1 homolog [Sorghum 



Seq. No. 
Gene No. 



2220 
4660 



Seq. ID OJ990923_11.9C01.C32 
Strand 



2299 




Start 


1374 








End 


-11375 


Name 


OJ990923 11 


.9C01 


.C32.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7036 








End 


8268 


GI 


none 








Score 


104 


Exons 


7036. .7155, 


7165 


. .7350, 


7501. 


.8064, 7691.. 7897, 8179.. 8268 


Seq. No. 


2220 








Seq. ID 


OJ990923_11.9C01.C32 


Gene No. 


4660 








Strand 




Start 


1374 








End 


11375 


Name 


OJ990923 11 


.9C01 


.C32.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7364 








End 


7797 


GI 


none 








Score 


181 


Exons 


7364. .7474, 


7372 


. .7641, 


7382. 


.7642, 7493. .7642, 7503. .7748, 




7672. .7749, 


7678 


. .7746, 


7741. 


.7797 




Seq. No. 


2220 








Seq. ID 


OJ990923_11.9C01.C32 


Gene No. 


4 660 








Strand 




Start 


1374 








End 


11375 


Name 


OJ990923 11 


.9C01 


.C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7573 








End 


8074 


GI 


none 








Score 


244 


Exons 


7573. .7902, 


7577 


. .7900, 


7929. 


.7961, 7966.. 8058, 7979.. 8074 


Seq. No. 


2220 








Seq. ID 


OJ990923_11.9C01.C32 


Gene No. 


4660 








Strand 




Start 


1374 








End 


11375 


Name 


OJ990923 11 


. 9C01 


.C32.o3 


.tw 


Method 


TBLASTX: Wheat ' 


Start 


7798 








End 


8087 


GI 


none 








Score 


122 


Exons 


7798. .7962, 


7799 


. .7963, 


7814. 


.7963, 7978.. 8073, 7979.. 8065, 




7980. .8087 












Seq. No. 


2220 








Seq. ID 


OJ990923_11.9C01.C32 


Gene No. 


4 660 








Strand 




Start 


1374 








End 


11375 


Name 


OJ990923 11 


. 9C01 


.C32.o3 


.tm 


Method 


TBLASTX :Maize - 


Start 


8152 








End 


8333 


GI 


none 








Score 


205 


Exons 


8152. .8310, 


8153 


. .8311, 


8163. 


.8333 




Seq. No. 


2220 








Seq. ID 


OJ990923_11.9C01.C32 


Gene No. 


4660 








Strand 




Start 


1374 








End 


11375 


Name 


OJ990923 11 


. 9C01 


.C32.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9148 








End 


9657 


GI 


none 








Score 


133 


Exons 


9148. .9234, 


9307 


. .9381, 


9409. 


.9657, 9500.. 9634 


Seq. No. 


2220 








Seq. ID 


OJ990923_11.9C01.C32 


Gene No. 


4 660 








Strand 




Start 


1374 








End 


11375 


Name 


OJ990923 11 


.9C01 


.C32.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


9463 








End 


9729 


GI 


none 








Score 


175 


Exons ■ 


9463. .9729, 


9500 


. .9697, 


9616. 


.9699 




Seq. No. 


2221 








Seq. ID 


OJ990923_11.9C01.C33 



2300 



Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 661 Strand 

1 End 

OJ990923_11 . 9C01 . C33 . ol . np Method 

1 End 

2760331 Score 



+ 

2360 
AAT/NAP 
2360 
502 



1..144, 1347. .1912, 1998. .2360 

(AC002130) F1N21.16 [Arabidopsis thaliana] 



2221 
4661 
1 

OJ990923_11 . 9C01 . C33 . ol . tm 
71 

none 



Seq. ID OJ990923_11.9C01.C33 

Strand + 

End 2360 

Method TBLASTX : Maize 

End 2360 

Score 203 



71. .226, 71. .202, 73. .225, 1356. .1442, 1357. .1443, 2262. .2360, 
2275. .2349 



MP 

ru 



ru 



'-■4 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2221 
4661 
1 

OJ990923_11 . 9C01 . C33 . ol . gs 
193 
none 

193. .432, 735. .873, 955. .1005 

2222 . 
4662 
1050 

OJ990923_11 . 9C01 .C34 .ol.np 
1050 
6063554 



Seq. ID OJ990923_11.9C01.C33 

Strand + 

End 2360 

Method GENSCAN 

End 1005 

Score .64 



Seq. ID OJ990923_11.9C01.C34 

Strand + 

End 2 625 

Method AAT/NAP 

End 2 625 

Score 295 



1050. .1134, 1251. .1481, 2432. .2625 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2222 
4663 
1027 

OJ990923_11.9C01.C34.ol.gs 

1027 

none 



Seq. ID OJ990923_11.9C01.C34 
Strand 

End 2436 

Method GENSCAN 

End 2436 

Score .49 



1027. .1540, 1606. .1711, 2358.-2436 



Seq. ID OJ990923_11.9C01.C34 
Strand 

End 3277 

Method AAT/GAP 

End 3277 

Score • 447 



2222 
4664 
3000 

OJ990923_11.9C01.C34.ol.gp 
3000 

61605_3.R1084 
3000. .3277 

1 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] f 



Seq. No. 
Gene No. 
Start 



2223 
4665 
93 



Seq. ID OJ990923_11.9C01.C35 
Strand 

End 2392 



2301 



Name 


OJ990923 11.9C01.C35.ol.gs 


Method 


GENSCAN 




Start 


93 


End 


2392 




GI 


none 


Score 


.87 




Exons * 


93.. 294, 975.. 1072, 2302.. 2392 






Seq. No. 


2224 


Seq. ID 


OJ990923_11.9C01 


.C36 


Gene No. 


4666 


Strand 


+ 




b tar z 


1 


End 






Name 


OJ990923 11.9C01.C36.ol.np 


- Method 


AAT/NAP 




Start 


1 


End . 


2029 




GI 


5042447 


Score 


2395 




Exons 


1. .2029 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


2224 


Seq. ID 


OJ990923_11.9C01 


.C36 


Gene No. 


4 666 


Strand 


+ 




Start 


1 


End 


2053 




Name 


OJ990923 11.9C01.C36.ol.gs 


Method 


GENSCAN 




Start 


230 


End 


2053 




GI ' 


none 


Score 


.76 




Exons 


230.. 700, 794..Z053 








Seq. No. 


2224 


Seq. ID 


OJ990923_11.9C01 


.C36 


Gene No. 


4 667 


Strand 


+ 




Start 


3076 


End 


3485 




Name 


OJ990923 11.9C01.C36.o2.tw 


Method 


TBLASTX: Wheat 




Start 


140 


End 


3480 




GI 


none 


Score 


305 




Exons 


-\ a r\ coo i ^ o coo o o o c o>ic 

140. .523, 163. ,bZ2, 3z8o..34t 


iU, JoUy . . 


3410, 3316.. 3465 




Seq. No. 


2224 


Seq. ID 


OJ990923_11.9C01 


.C36 


Gene No. 


4 667 


Strand 


+ 




Start 


3076 


End 


3485 




Name 


OJ990923 11.9C01.C36.o2.tm 


Method 


TBLASTX: Maize 




Start 


404 


End 


733 




GI 


none 


Score 


202 




Exons 


A f\ A TOO < m r rii 

404 . . 733, 487 . . 591 








Seq. No. 


2224 


Seq. ID 


OJ990923_11. 9C01 


.C36 


Gene No. 


4667 


Strand 


+ 




Start 


3076 


End 


3485 




Name 


OJ990923 11.9C01.C36.o3.tm 


Method 


TBLASTX: Maize 




Start 


1058 


End 


1378 




GI 


none 


Score 


197 




Exons 


1058.. 1378, 1102.. 1203, 1106. 


. .1246 






Seq. No. 


2224 


Seq. ID 


OJ990923_11.9C01 


.C36 


Gene No. 


4667 


Strand 


+ 




Start 


3076 


End 


3485 




Name 


OJ990923 11.9C01.C36.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1061 


End 


1465 




GI 


none 


Score 


150 




Exons 


1061. .1288, 1096. .1230, 1292. 


, .14 65, 1325. .14 05, 1366. .14 34 


Seq. No. 


2224 


Seq. ID 


OJ990923_11.9C01 


.C36 


Gene No. 


4667 


Strand 


+ 




Start 


3076 


End 


3485 





2302 



Name 


PJ.TQQ0Q9'} 1 1 




tw 


Method 


TBLASTX: Wheat 




JLdlL 


1 640 ~ 

1D4U 






End 


2002 








none 






Score 


435 






Exons 




1 ctq 1 qqe 


1744. .2001 








OCLJ. WO. 








Seq. ID 


OJ990923_11. 


9C01 


.C36 


Gene No. 


4667 






Strand 


+ 






Start 


3076 






End 


3485 






Naiue 




Qpm P^fi nl 


tm 


Method 


TBLASTX: Maize 




Of a r*+- 
OLdlL 








End 


1941 






PT 


. none 






Score 


317 






Exons 




1 7 1 Q4 1 












LN O . 


9994 
^ f± 






Seq. ID 


OJ990923_11. 


9C01 


.C36 


Gene No. 


4667 






Strand 


+ 






Start 


3076 






i-i ^1 

End 


3485 






Name 


O.TQQ0Q9^ 1 1 

UU JjUjlJ J. J. 


• _7 v_ VJ -L • V— ' J U • • 


gs 


Method 


GENSCAN 








?n7 ~~ 






End 


3470 






PT 


none 






Score 


.91 






Exons 


-3076 747fi 














oeq. ln 0 . 


9994 






Seq. ID 


OJ990923_11. 


9C01 


. C36 


bene lno ■ 


4 667 

4 O D / 






Strand 


+ 






Start 


3076 - 






End 


3485 






Name 


OJ990923 11 


.9C01.C36.o2". 


np 


Method 


AAT/NAP 






Ofayf 

OLai L. 


JU f 0 






End 


3485 






PT 


Cfi4 94 47 






Score 


355 






f* y*\ 


onTt "54 Q S 
















/npnn77ftQ\ 


putative polyprotein [Oryza 


sativa] 






OtrCJ. LNO. 


999R 






Seq. ID 


OJ990923_11. 


9C01 


. C37 


OCT IlC LNO • 








Strand 


+ 






Start 


2904 






End 


3210 






Name 


OJ990923 11 


.9C01.C37.ol. 


np 


Method 


AAT/NAP 






Start 


2904 






End 


3210 






P,T 


6587849 






Score 


244 






Exons 


2904. .3210 














ui uesenp. 


(AC006551) 


Very similar 


to 


retrotransposon reverse 


transcri; 




[Arabidopsis thaliana] 












oeq. ln 0 . 


2225 






Seq. ID 


OJ990923_11. 


9C01 


.C37 


Gene No. 


4669 






Strand 








Start 


2403 






End 


3124 






Name 


OJ990923 11 


.9C01.C37.ol. 


gs 


Method 


GENSCAN 






Q4- a v+- 


2403 






End 


3124 






PT 


none 






Score • 


.57 






Exons 


2403. .2528, 


3079. .3124 












OC4 • LNO . 


2225 






Seq. ID 


OJ990923_11. 


9C01 


.C37 


Gene No. 


4669 






Strand 








Start 


2403 






End 


3124 






Name 


OJ990923 11 


.9C01.C37.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2912 






End 


3105 






GI 


none 






Score 


191 






Exons 


2912. .3091, 


2914. .3105 












Seq. No. 


2226 






Seq. ID 


OJ990923JL1. 


9C01 


.C38 



2303 



Gene No. 


4670 


Strand 


+ 




Start 


529 


End 


2245 




Name 


OJ990923 11.9C01.C38.ol.gs 


Method 


GENSCAN 




Start 


529 


End 


2245 




GI 


none 


Score 


.72 




Exons 


529. .822, 877. .1057, 1100. .1222, 2235. 


.2245 




Seq. No. 


2226 


Seq. ID 


OJ990923_ 


11.9C01.C38 


Gene No. 


4671 


Strand 


+ 




Start 


2767 


End 


10624 




Name 


OJ990923 11.9C01.C38.ol.gp 


Method 


AAT/GAP 




Start 


2767 


End 


10515 




GI 


702381 


Score 


676 




Exons 


2767.. 2816, 9768.. 9905, 10001 


. .10072, 


10379. .10515 


Seq. No. 


2226 


Seq. ID 


OJ990923_ 




Gene No. 


4671 


Strand 


+ 




Start 


2767 


End 


10624 




Name 


OJ990923 11.9C01.C38.o2.np 


Method 


AAT/NAP 




Start 


9189 


End 


10624 




GI 


6630691 


Score 


94 




Exons 


9189.. 9219, 10435.. 10624 








GI Descrip. 


(AP000969) ESTs AU082078 (C53435 ) , C28061 (C5384 8 ) 


correspond t 


region of the predicted gene. 


; Similar 


to PGP224 


[At U4 y y z o ) 




[Oryza sativa] 








Seq. No. 


2226 


Seq. ID 


OJ990923_ 


11.9C01.C38 


Gene No. 


4672 


Strand 






Start 


4588 


End 


10515 




Name 


OJ990923 11.9C01.C38.o2.gs 


Method 


GENSCAN 




Start 


4588 


End 


10515 




GI 


none 


Score 


.62 




Exons 


4588. .4615, 6748. .6869, 9695. 


.9894, 9927. .10185, 


10405. .10515 


Seq. No. 


2226 


Seq. ID 


OJ990923_ 


11.9C01.C38 


Gene No. 


4672 


Strand 






Start 


4588 


End 


10515 




Name 


OJ990923 11. 9C01.C38.ol.np 


Method 


AAT/NAP 




Start 


7778 


End 


7862 




GI 


6721547 


Score 


88 




Exons 


7778. .7862 








GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. 


(AB013448) 


Seq. No. 


2226 


Seq. ID 


OJ990923_ 


11.9C01.C38 


Gene No. 


4673 


Strand 






Start 


10897 


End 


11090 




Name 


OJ990923 11.9C01.C38.ol.tw 


Method 


TBLASTX: Wheat 


Start 


324 


End 


735 




GI 


none 


Score 


130 




Exons 


324. .716, 328. .531, 577. .735 








Seq. No. 


2226 


Seq. ID 


OJ990923_ 


11.9C01.C38 


Gene No. 


4673 


Strand 






Start 


10897 


End 


11090 




Name 


OJ990923 11. 9C01.C38.o3.gs 


Method 


GENSCAN 




Start 


10897 


End 


11090 




GI 


none 


Score 


. 94 





2304 




Exons 


10897. .11090 














Seq. No. 


2227 




Seq. ID 


OJ990923 


_11, 


-9C01 


.C39 


Gene No. 


4674 




Strand 


+ 








Start 


435 




End 


1092 








Name 


OJ990923 ll.9C01.C39.ol. 


. gs 


Method 


GENSCAN 








Start 


435 




End 


1092 








GI 


none 




Score 


.56 








Exons 


435. .473, 966. .1092 














Seq. No. 


2227 




Seq. ID 


OJ990923_ 


_11. 


.9C01 


.C39 


Gene No. 


4675 




Strand 


+ 








Start 


6779 




End 


7686 








Name 


OJ990923 ll.9C01.C39.o3. 


.gs 


Method 


GENSCAN 








Start 


6779 




End 


7686 








GI 


none 




Score 


.7 








Exons 


6779.. 6829, 7129.. 7276, 


7322. 


.7686 













Seq. No. 


2227 




Seq. ID 


OJ990923 


_11.9C01.C39 




Gene No. 


4676 




Strand 








Start 


2691 




End 


5939 






Name 


OJ990923 11. 


9C01.C39.o2.gs 


Method 


GENSCAN 






Start 


2691 




End 


5939 






GI 


none 




Score 


.4 




■J 


Exons 


2691. .3034, 


3302.. 3637, 4285 


..4673, 4840. .4868, 


5931. .5939 


i;n 


Seq. No. 


2227 




Seq. ID 


OJ990923 


_11.9C01.C39 


ru 


Gene No. 


4677 




Strand 








Start 


8118 




End 


12174 




i 


Name 


OJ990923 11. 


9C01.C39.o4.gs 


Method 


GENSCAN 




Ll 


Start 


8118 




End 


12100 




: tst 

ri! 


GI 


none 




Score 


.98 




i t? 


Exons 


8118. .8360, 


8421. .8544, 8566 


..8713, 9531. .9558, 


10464. .10664, 


it 




10773. .10958 


, 11054. .11191, 


11804. .11909, 12042 


. .12100 


H 


Seq. No. 


■ 2227 




Seq. ID 


OJ990923 


_11.9C01.C39 


I ; 


Gene No. 


4677 




Strand 








Start 


8118 




End 


12174 




! i3 


Name 


OJ990923 11. 


9C01.C39.ol.gp 


Method 


AAT/GAP 




■! SET 


Start 


- 9254 




End 


12174 






GI 


857 1.R1084 




Score 


1946 






Exons 


9254. .9558, 


10464. .10664, 10773 .. 10958, 


11054. . 


11191, 



11804. .11909, 12042.. 12174 
GI Descrip. '4079800 1.0e-124 (AF052503) S-phase-specif ic ribosomal protein 
[Oryza sativa] ? 



Seq. No. 2227 Seq. ID OJ990923_11.9C01.C39 

Gene No. 4 677 Strand 

Start 8118 End 12174 

Name OJ990923_il . 9C01 .C39 .ol .np Method ■ AAT/NAP 

Start 9466 End 12100 

GI 4079800 Score 1149 

Exons 9466.-9558, 104 64 .. 10664 , 10772 .. 10958 , 11054 .. 11191, 

11804. .11909, 12042. .12100 

GI Descrip. (AF052503) S-phase-specif ic ribosomal protein [Oryza sativa] 

Seq. No. 



2227 



Seq. ID OJ990923_11.9C01.C39 



2305 




Gene No. 

Start 

Name 

Start 

GI 

Exons 



4677 Strand 

8118 End 

OJ990923_11 . 9C01 . C39 . ol . tm Method 

94 90 End 

none Score 



12174 

TBLASTX: Maize 

11912 

65 



9490. .9561, 9511. .9567, 10461 .. 10667 , 104 61 10667, 
10462. .10677, 10767 10958 , 10773 .. 10958, 10774 10962, 
10777. .10959, 11049 .. 11081, 11052 .. 11096, 11054 .. 11185, 
11054. .11188, 11793. .11912, 11795. .11911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2227 Seq. ID 

4677 Strand 

8118 End 

OJ990923_11 . 9C01 . C39 . ol . ts Method 

9511 End 

none Score 



OJ990923_11.9C01.C39 
12174 

TBLASTX : Soybean 

11911 

164 



9511.. 9567, 10189. .10272, 10354 10398 , 104 61 .. 1067 6, 
10461. .10667, 10462. .10677, 10767 .. 10958, 10774 .. 10959, 
10780. .10962, 10829. .10963, 11040 .. 11087, 11054 11185, 
11054. .11188, 11793. .11906, 11795 .. 11911, 11869. .11907 



Seq. No. 
i;p Gene No. 
; *5 Start 

Name 
S Start 

IJ Exons 

LJ 



I 3 ! | 



□ 

n 
u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2227 
4677 
8118 

OJ990923_11.9C01.C39.oL.tc 
10461 



Seq. ID OJ990923_11.9C01.C39 
Strand 

End 12174 
Method TBLASTX: Cress 
End 11911 
Score 132 
10667, 10461. .10667, 104 62 10677, 10767. 
10962, 10777. .10959, 11040 .. 11087, 11054. 



none 
10461 
10774 

11054. .11188, 11793. .11909, 11795 11911, 11795 



10958, 
,11185, 
,11911 



2227 
4677 
8118 

0 J99092 3_1 1 . 9C0 1 . C39 . ol . tw 
10461 
none 

10461. .10538, 10462. .10665, 10530 .. 10580, 10581 
10767. .10958, 10774 .. 10959, 10798 .. 10962, 11040 
11054. .11182, 11054. .11188, 11795 .. 11911, 11801 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 11.9C01.C39 



12174 

TBLASTX: Wheat 
11911 
172 



,10667, 
,11102, 
11908 



Seq. No. 


2228 






Seq. ID 


OJ990923 


Gene No. 


4678 






Strand 




Start 


1 






End 


1180 


Name 


OJ990923 11 


.9C01.C40.ol 


,np 


Method. 


AAT/NAP 


Start 


1 






End 


1180 


GI 


6721512 






Score 


95 


Exons 


1..22, 881. 


.1047, 1075. 


.1180 






GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2228 






Seq. ID 


OJ990923 


Gene No. 


4679 






Strand 




Start 


4874 






End 


7484 


Name 


OJ990923 11 


.9C01.C40.o2 


.np 


Method 


AAT/NAP 


Start 


4874 






End 


7484 


GI 


5257279 






Score 


2240 


Exons 


4874. .5979, 


6220. .6590, 


6939. 


.7484 





2306 



GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues . (L35053) [Oryza sativa] 



m 

y 



Seq. No. 


2228 








Seq. ID 


OJ990923_11 . 9C01 .C40 


Gene No. 


4680 








Strand 


- 


Start 


8297 








End 


8816 


Name 


OJ990923 11 


.9C01, 


,C40.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2718 








End- 


3116 


GI 


none 








Score 


244 


Exons 


2718. .3116, 


2732, 


. .2770, 


2843. 


.2986 




Seq. No. 


2228 








Seq. ID 


OJ990923_11 . 9C01 .C40 


Gene No. 


4680 








Strand 




Start 


8297 








End 


8816 


Name 


OJ990923 11 


. 9C01. 


.C40.O2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3699 








End 


4315 


GI 


none 








Score 


144 


Exons 


3699. .3881, 


3707. 


. .3808, 


3918. 


.4154, 3920.. 4036, 3930.. 4139, 




4079. . 4144, 


4256. 


. . 4315 








Seq. No. 


2228 








Seq. ID 


OJ990923_11 . 9C01 .C40 


Gene No. 


4680 








Strand 




Start 


8297 








End 


8816 


Name 


OJ990923 11 


. 9C01. 


.C40.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4346 








End 


4798 


GI 


none 








Score 


373 


Exons 


4346. .4663, 


4347 . 


. .4664, 


4347. 


.4664, 4670. .4798, 4671. .4787 


Seq. No. 


2228 








Seq. ID 


OJ990923_11.9C01.C40 


Gene No. 


4680 








Strand 




Start 


8297 








End 


8816 


Name 


OJ990923 11 


.9C01. 


.C40.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4476 








End 


4829 


GI 


none 








Score 


243 


Exons 


4476. .4670, 


4520. 


. .4672, 


4530. 


.4670, 4538.-4735, 4671. .4829 


Seq. No. 


2228 








Seq. ID 


OJ990923_11.9C01.C40 


Gene No. 


4680 








Strand 




Start 


8297 








End 


8816 


Name 


OJ990923 11 


. 9C01. 


.C4 0.O4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4935 








End 


5313 


GI 


none 








Score 


66 


Exons 


4935. .5057, 


4936. 


. .5046, 


4941. 


.5093, 5091.. 5312, 5154.. 5312, 




5191 . . 5313 












Seq. No. 


2228 








Seq. ID 


OJ990923_11 . 9C01 .C40 


Gene No . 


4680 








Strand 




Start 


8297 








End 


8816 


Name 


OJ990923 11 


. 9C01. 


.C40.O2. 


tm 


Method 


TBLASTX: Maize 


Start 


4995 








End 


5318 


GI 


none 








Score 


53 


Exons 


4995. .5057, 


4995. 


. .5318, 


5170. 


.5271 




Seq. No. 


2228 








Seq. ID 


OJ990923_11.9C01.C40 


Gene No. 


4680 








Strand 




Start 


8297 








End 


8816 


Name 


OJ990923 11 


. 9C01. 


.C40.o2. 


gp 


Method 


AAT/GAP 



2307 



-J 

P 



Start 


8297 




End 


8816 


GI 


LIB3434-038-P1-K1-F1 




Score 


774 


Exons 


8297. .8816 








GI Descrip. 


, 5257255/dbj IAP000364.1 


IAP000364 0.0e+00 Oryza : 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


2229 




Seq. ID 


OJ990923 


Gene No. 


4681 




Strand 


+ 


Start 


186 




End 


737 


Name 


OJ990923 11 . 9C01 . C41 . ol 


.gs 


Method 


GEN SCAN 


Start 


186 




End 


737 


GI 


none 




Score 


.87 


Exons 


186. .343, 725. .737 








Seq. No. 


2229 




Seq. ID 


OJ990923 


Gene No. 


4682 




Strand 


+ 


Start 


1339 




End 


2940 


Name 


OJ990923 ll.9C01.C41.o2 


.np 


Method 


AAT/NAP 


Start 


1339 




End 


2940 


GI 


6815053 




Score 


494 


Exons 


1339.. 1388, 2477.. 2654, 


2704. 


. .2940 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2229 




Seq. ID 


OJ990923 


Gene No. 


4683 




Strand 




Start 


936 




End 


4566 


Name 


OJ990923 11. 9C01.C41.o3 


.tm 


Method 


TBLASTX : 1 


Start 


903 




End 


1149 


GI 


none 




Score 


62 


Exons 


903. .1148, 1021. .1149 








Seq. No. 


2229 




Seq. ID 


OJ990923 


Gene No. 


4683 




Strand 




Start 


936 




End 


4566 


Name 


OJ990923 ll.9C01.C41.o2 


.gs 


Method 


GENSCAN 


Start 


936 




End 


3789 


GI 


none 




Score 


.69 


Exons 


936.. 1631, 2059.. 2167, 


2539. , 


.2651, 3775. .3789 


Seq. No"'. 


2229 




Seq. ID 


OJ990923 


Gene No. 


4683 




Strand 




Start 


936 




End 


4566 


Name 


OJ990923 ll.9C01.C41.ol 


.np 


Method 


AAT/NAP 


Start 


945 




End 


4566 


GI 


4539660 




Score 


1526 


Exons 


945. .2199, 4543. .4566 








GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 


Seq. No. 


2229 




Seq. ID 


OJ990923 


Gene No. 


4683 




Strand 




Start 


936 




End 


4566 


Name 


OJ990923 ll.9C01.C41.o2 


.tw 


Method 


TBLASTX : 1 


Start 


957 




End 


1290 


GI 


none 




Score 


88 


Exons 


957.. 1289, 1066.. 1290 








Seq. No. 


2229 




Seq. ID 


OJ990923 



2308 




Gene No. 


4683 










Strand 




Start 


936 










End 


4566 


Name 


OJ990923. 11 


.9C01. 


.C41.ol. 


.tm . 


Method 


TBLASTX: Maize 


Start 


1149 










End 


1732 


GI 


none 










Score 


65 


Exons 


1149. 


.1367, 


1149. 


. .1577, 


1150. 


.1578, 1395.. 1730, 1436.. 1732 


Seq. No. 


2229 










Seq. ID 


OJ990923_11.9C01.C41 


Gene No. 


4683 










Strand 




Start 


936 










End 


4566 


Name 


OJ990923 11 


.9C01. 


.C41.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


1290 










End 


1899 


GI 


none 










Score 


220 


Exons 


1290. 


.1643, 


1291. 


. .1620, 


1547. 


.1753, 1619.. 1768, 1747.. 1899, 




1760. 


.1858 












Seq. No. 


2229 










Seq. ID 


OJ990923_11.9C01.C41 


Gene No. 


4683 










Strand 




Start 


936 










End 


4566 


Name 


OJ990923 11 


.9C01. 


,C41.o2. 


.tm. 


Method 


TBLASTX: Maize 


Start 


1783 










End 


2075 


GI 


none 










Score 


216 


Exons 


1783. 


.2073, 


1787. 


, .2074, 


1935. 


.2075 





Seq. No. 2229 Seq. ID 

Gene No. 4 683 Strand 

Start 936 End 

Name OJ990923_11 . 9C01 . C4 1 . ol . ts Method 

Start 1876 End 

GI none Score 

Exons 1876.. 2121, 1877.. 2122 



OJ990923_11.9C01.C41 
4566 

TBLASTX: Soybean 

2122 

118 



Seq. No. 2229 

Gene No. 4 683 

Start 936 

Name OJ990923_11 . 9C01 . C41 . o3 . tw 

Start 1930 

GI none 
Exons 



Seq. ID OJ990923_11.9C01.C41 



Strand 
End 

Method 

End 

Score 



4566 

TBLASTX: Wheat 

2200 

234 



1930.. 2163, 1931.. 2200, 1931.. 2164, 1953. .2195' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2230 Seq. ID OJ990923_11.9C01.C42 

4684 Strand 

1 End 1457 

OJ990923_11 . 9C01.C42.ol.np Method AAT/NAP 

1 End ' 114 

6721561 Score 88 

1. .114 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



2230 Seq. ID 

4684 Strand 

1 End 

OJ990923_1 1 . 9C01 . C4 2 . o2 . np Method 



OJ990923_11.9C01.C42 

1457 * 
AAT/NAP 



2309 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



1038 
118 



6721558 
1..89, 175. .313, 947. .1038 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


2230 


Seq. ID 


OJ990923 


Gene No. 


4684 


Strand 


- 


Start 


1 


End 


1457 


Name 


OJ990923 11.9C01.C42.o3.np 


Method 


7\7\(T /MS D 

AAi / N/ir 


Start 


1 


End 


1457 


GI 


6907089 


Score 


221 


Exons 


1..51, 393. .654, 1099. .1457 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2230 


Seq. ID 


OJ990923 


Gene No. 


4684 


Strand 




Start 


1 


End 


140 / 


Name 


OJ990923 11.9C01.C42.ol.gs 


Method 


GENSCAN 


Start 


181 


End 


1290 


GI 


none 


Score 


.69 


Exons 


181. .305, 499. .542, 1186. .1290 




Seq. No. 


2231 


Seq. ID 


OJ990923 


Gene No. - 


* 4685 


Strand 


+ 


Start 


1143 


End 


1905 


Name 


OJ990923 11.9C01.C44.ol.gs 


Method 


GENSCAN 


Start 


1143 


End 


1905 


GI 


none 


Score 


.42 


Exons 


1143.. 1347, 1389.. 1599, 1789. 


1905 




Seq. No. 


2231 


Seq. ID 


OJ990923 


Gene No. 


4686 


Strand 




Start 


110 


End 


3857 


Name 


OJ990923 11.9C01.C44.ol.np 


Method 


AAT/NAP 


Start 


110 


End 


3432 


GI 


6721512 


Score 


102 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



110.. 135, 1594.. 1698, 1726.. 1838, 3374.. 3432 
(AP001072) hypothetical protein [Oryza sativa] 



2231 Seq. ID 

4686 Strand 
110 End 
OJ990923_1 1 . 9C01 . C4 4 . o2 . gs Method 
2896 " End 
none Score 
2896. .3042, 3326.-3472, 3483. .3857 

2232 Seq. ID 

4687 Strand 
210 End 
OJ990923_11. 9C01.C45.ol.np Method 
210 End 
5917666 Score 
210. .779, 1487. .1808, 1941. .2367 
(AF159297) extensin-like protein [Zea mays] 



OJ990923_11.9C01.C44 

3857 
GENSCAN 
3857 
.44 



OJ990923_11.9C01.C45 

2367 
AAT/NAP 
2367 
123 



2310 



Seq. No. 2233 

Gene No. 4 688 

Start 273 

Name OJ990923_11 . 9C01 . C4 6 . ol . gs 

Start 273 

GI none 

Exons 273.. 1535 



Seq. ID OJ990923_11.9C01.C46 
Strand 

End 1535 

Method GENSCAN 

End 1535 

Score .76 



Seq. No. 2234 

Gene No. 4 689 

Start 906 

Name OJ990923_11 . 9C01 . C48 . ol . gs 

Start 906 

GI none 

Exons 906.. 1595 



Seq. ID OJ990923_11.9C01.C48 
Strand 

End 2545 

Method GENSCAN 

End 1595 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2234 
4689 
906 

OJ990923_11 . 9C01 . C48 . ol . np 
909 

6723392 
909.. 1619, 2445.. 2545 

(AL132956) pectinesterase-like protein [Arabidopsis thaliana] 



Seq. ID OJ990923__11.9C01.C48 
Strand 

End 2545 

Method AAT/NAP 

End 2545 

Score 852 



2234 
4689 
906 

OJ990923_11 . 9C01 . C48 . ol . tc 

913 

none 



Seq. ID OJ990923_11.9C01.C48 
Strand 

End 2545 

Method TBLASTX : Cress 

End 1620 

Score 39 



913. .1017, 936. .1208, 1069. .1212, 1269. .1619, 1282. .1428, 
1456. .1482, 1549. .1620 



''•■4 Seq. No. 

Gene No. 
=1 Start 
IZ Name 
;f Start 

ij gi 

Exons 

Seq. No. 

Gene No*. 

Start" 

Name 

Start 

GI 

Exons 



2234 
4689 
906 

OJ990923_JL1 . 9C01 . C48 . ol . ts 

933 ' 

none 



Seq. ID OJ990923_11.9C01.C48 
Strand 

End 2545 

Method TBLASTX : Soybean 

End " 1620 

Score 78 



933. .1208, 1102. .1206, 1269. .1619, 1285. .1620 



2234 
4689 
906 

OJ990923_11. 9C01.C48.ol.tm 

936 

none 



Seq. ID OJ990923_11.9C01.C48 
Strand 

End 2545 

Method TBLASTX: Maize 

End 1619 

Score 61 

936. .1001, 937. .1002, 1002. .1208, 1117. .1206, 1269. .1619, 
1273. .1491, 1549. .1617 



Seq. No. 2234 

Gene No. 4689 

Start 906 

Name OJ990923_11 . 9C01 . C48 . ol . tw 

Start 114.9 



Seq. ID OJ990923_11.9C01.C48 
Strand 

End 2545 

Method TBLASTX : Wheat 

End 1578 



2311 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 60 

1149. .1208, 1150. .1206, 1269. .1574, 1282. .1578 



2235 
4690 
4156 

OJ990923_11 . 9C01 . C4 9 . o2 . gs 

4156 

none 

4156. .4694 



Seq. ID OJ990923_11.9C01.C49 

Strand + 

End 4 694 

Method GENSCAN 

End 4 694 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Q Name 
■*3 Start 
GI 

Exons 



LiS 



«»3 

ru 



ru 

O Seq. No. 
Ltf Gene No. 
Start 
Name 
Start 

□ Exons 

l,*. Seq. No. 
; Gene No. 

Start 
! =» Name 
U Start 

GI 

Exons 



Seq. ID OJ990923_11.9C01.C49 
Strand 

End 943 

Method AAT/NAP 

End 681 

Score 383 



2235 
4691 
1 

OJ990923_11.9C01.C4 9.ol.np 
1 

6723392 
1..681 

(AL132956) pectinesterase-like protein [Arabidopsis thaliana] 



2235 Seq. ID 

4691 Strand 

1 End 
OJ990923_11 . 9C01 . C4 9 . ol . tc Method 

2 ' End 
none Score 
2. .121, 12. .122, 116. .232, 117. .233 



OJ990923_11 . 9C01 . C4 9 
943 

.TBLASTX : Cress 
233 
118 



2235 
4691 
1 

OJ990923_11.9C01.C4 9.ol.ts 
2 

none 

2. .238, 6. .230 

2235 
4691 
1 

OJ990923JL1 . 9C01 . C4 9 . ol . gs 
12 

none 
12. .943 



Seq. ID OJ990923_11.9C01.C49 
Strand 

End 943 

Method TBLASTX : Soybean 

End 238 

Score 198 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_11.9C01.C49 
943 

GENSCAN 

943 

1 



Seq. No. 2236 Seq. ID 

Gene No. 4 692 Strand 

Start 15 End 

Name OJ990923_11 . 9C01 . C50 . ol . gp Method 

Start 15 End 

GI 3763520 Score 

Exons 15.. 4 12 



OJ990923_11 . 9C01 . C50 
+ 

3120 
AAT/GAP 
412 
746 



Seq. No. 2236 Seq. ID 

Gene No. 4 692 Strand 

Start 15 End 

Name OJ990923_11 . 9C01 . C50.ol.gs Method 

Start 136 End 



OJ990923_11 . 9C01 . C50 
+ 

3120 

GENSCAN 

810 



2312 



GI 


none 


Exons 


136. .810 


Seq. No. 


2236 


Gene No. 


4692 


Start 


15 


Name 


OJ990923 11.9C01.C50.o2.gp 


Start 


542 


GI 


85013 1.R1084 


Exons 


542. .841, 2863. .3120 


GI Descrip. 


■ 6063530/dbj | AP000615 . 1 | AP000 




DNA, chromosome 3, clone :P004 


Seq. No. 


2236 


Gene No. 


4693 


Start 


2846 


Name 


OJ990923 11.9C01.C50.ol.tm 


Start 


603 


GI 


none 


Exons 


603. .809, 607.. 810, 619.. 810 


Seq. No. 


2236 


Gene No. 


4693 


Start 


2846 


Name 


OJ990923 11.9C01.C50.o2.gs 


Start 


2846 


GI 


none 


Exons 


2846.. 3019, 3800.. 3931 


Seq. No. 


2237 


Gene No. 


4694 


Start 


1267 


Name 


OJ990923 11.9C01.C51.ol.gs 


Start 


1267 


GI 


none 


Exons 


1267.. 1379, 1492.. 1633 


Seq. No. 


2238 


Gene No. 


4695 


Start 


305 


Name 


OJ990923 11 . 9C01 . C53 . ol . gp 


Start 


231 


GI 


857 1.R1084 


Exons 


231. .363, 496. .591 


GI Descrip. 


'4079800 1.0e-124 (AF052503) i 




[Oryza sativa] ' 


Seq. No. 


2238 


Gene No. 


4695 


Start . 


305 


Name 


OJ990923 11.9C01.C53.ol.gs 


Start 


305 


GI 


none 


Exons 


305. .363, 496. .577 


Seq. No. 


2238 


Gene No. 


4695 



Score 



.83 



Seq. ID OJ990923_11.9C01.C50 

Strand + 

End 3120 

Method AAT/GAP 

End 3120 

Score 1033 



Seq. ID OJ990923_11.9C01.C50 
Strand 

End 3931 

Method TBLASTX: Maize 

End 810 

Score 206 



Seq. ID OJ990923_11.9C01.C50 
Strand 

End 3931 

Method GENSCAN 

End -3931 

Score *v8 - 



Seq. ID OJ990923_11.9C01.C51 

Strand + 

End 1633 

Method GENSCAN 

End 1633 

Score .71 



Seq. ID OJ990923_11.9C01.C53 

Strand + 

End 591 ' 

Method AAT/GAP 

End 591 

Score 38 6 



Seq. ID OJ990923__11.9C01.C53 

Strand + 

End 591 

Method GENSCAN 

End 577 

Score .95 



Seq. ID OJ990923_11.9C01.C53 
Strand + 



2313 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



305 End 
OJ990923_1 1 . 9C01 . C53 . ol . np Method 
305 End 
4506723 Score 
305.. 363, 496.. 591 
ribosomal protein S3A 
RIBOSOMAL PROTEIN S3A 
S3a - human gi 1182775 
protein [Homo sapiens 

[Homo sapiens] gi | 854179 | emb|CAA60827 | 
protein S3a [Homo sapiens] 



591 

AAT/NAP 
591 
166 

gi 1 1350985 | sp | P4 924 1 1 RS3A_HUMAN 40S 
gi|2136122|pir| IJC4 662 ribosomal protein 
(M84711) v-fos transformation effector 
gi 1 292447 (M77234) ribosomal protein S3a 
(X87373) ribosomal 



2239 
4696 
326 

OJ990923_11.9C01.C55.ol.gs 

326 

none 

326. .414 



Seq. ID OJ990923_11.9C01.C55 

Strand + 

End 414 

Method GENSCAN 

End 414 

Score .94 



Seq. No. 
Gene No. 
Start 
Name 
.=t Start 
S GI 
'{!! Exons 

GI Descrip. 

Ly Seq. No. 

: ^ Gene No. 

JIf s Start 

1 y Name 

Start 

□ GI 

: *J Exons 



2239 Seq. ID 
■4697 Strand 
1 End 
OJ990923_11 . 9C01..>C55 . ol . np Method 

1 End 

6723392 Score 
1..26, 321. .428 

(AL132956) pectinesterase-like protein 

2240 Seq. ID 
4 698 Strand 
183 End 
OJ990923_1 1 . 9C01 . C5 6 . ol . gs Method 
183 End 
none Score 
183. .244 



OJ990923_11.9C01.C55 
428 

AAT/NAP 

428 

90 

[Arabidopsis thaliana] 

OJ990923_11.9C01.C56 

244 

GENSCAN 

244 

.87 



Seq. No. 2241 Seq. ID 

^ Gene No. 4 699 Strand 

U Start * 309 ~ End ' 

□ Name OJ990923_11 . 9C01 . C57 . ol . gs Method 

Start 309 End 

GI none Score 

Exons 309. .324 



OJ990923_11.9C01.C57 
324 

GENSCAN 

324 

.71 



Seq. No. 2242 Seq. ID 

Gene No. 4700 Strand 

Start 240 End 

Name OJ990923_11 . 9C01 . C59 . ol . gs Method 

Start 240 End 

GI none Score 

Exons 240.. 405 



OJ990923_11.9C01.C59 
405 

GENSCAN 

405 

.99 



Seq. No. 2243 Seq. ID 

Gene" No. 4701 Strand 

Start 79 End 

Name OJ990903_1 1 . 9C01 . CI . ol . gs Method 



OJ990903__11. 9C01.C1 
+ 

599 

GENSCAN 



2314 




Start 


79 


End 


599 




GI 


none 


Score 


.9 




Exons 


79.. 139, 457.. 599 








Seq. No. 


2244 


Seq. ID 


OJ990903_11. 


9C01.C2 


Gene No. 


a *7 no 
4 fuZ 


C+- r3 nH 


4. 

1 




Start 


6149 


End 


6652 




Name 


OJ990903 11.9C01.C2.o2.gs 


Method 


GENSCAN 




Start 


6149 


End 


6652 




GI 


none . 


Score 


1 




Exons 


6149. .6652 








Seq. No. 


2244 


Seq. ID 


OJ990903_11. 


9C01.C2 


Gene No. 


4703 


Strand 








1 


End 


4414 




Name 


OJ990903 11.9C01.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2797 




GI 


6815052 


Score 


600 




Exons 


1..90, 735.-827, 1721. .1821, 


2118. .2235, 2488. .2562, 2644. .2797 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


O O A A 

2244 


Seq. ID 


OJ990903_11. 




Gene No. 


4703 


Strand 






Start 


1 


End 


4414 




Name 


OJ990903 11 . 9C01. Cz . ol . gs 


Method 


GENSCAN 




Start 


504 


End 


4414 




GI 


none 


Score 


.57 




Exons 


504. .608, 2019. .2113, 2118.. 


2235, 2644 


..2809, 2829. 


. .2924, 




3005.. 3115, 3398.-3733, 3813 


..4022, 4136. .4414 




Seq. No. 


2244 


Seq. ID 


OJ990903_11. 




Gene No. 


4704 


Strand 






otart 


5821 


End 


7008 




Name 


OJ990903 11.9C01.C2.o2.np 


Method 


AAT/NAP 




Start 


5821 


End 


7008 




GI 


5852178 


Score 


344 




Exons 


5821.. 5915, 6278.. 6410, 6441 


..6643, 6936. .7008 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


'2244 


Seq. ID 


OJ990903_11, 


. 9C0i.C2 


Gene No . 


4705 


Strand 






Start 


7505 


End 


8413 




Name 


OJ990903 11.9C01.C2.o3.gs 


Method 


GENSCAN 




Start ■ 


7505 


End 


8413 




GI 


none 


Score 


.58 




Exons 


7505.. 8085, 8125.. 8266, 8363 


. .8413 






Seq. No. 


2245 


Seq. ID 


OJ990903_11. 


. 9C01.C4 


Gene No. 


4706 


Strand 


+ 




start 


1033 


End 


6651 




Name 


OJ990903 11.9C01.C4.ol.np 


Method 


AAT/NAP 




Start 


1033 


• End 


4549 




GI 


6721512 


Score 


105 




Exons 


1033.. 1049,, 2720.. 2826, 2854 


..3033, 4530. .4549 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2245 


Seq. ID 


OJ990903JL1. 


. 9C01.C4 



2315 




Gene No. 


4706 






Strand 


+ 


Start 


1033 






End 


6651 


Name 


OJ990903 11 


.9C01.C4 .ol. 


QS 


Method 


GENSCAN 


Start 


1574 






End 


2261 


GI 


none 






Score 


.72 


Exons 


1574. .1749, 


2162. .2261 








Seq. No. 


2245 






Seq. ID 


OJ990903 


Gene No. 


4706 






Strand 


+ 


Start . 


1033 






End 


6651 


Name 


OJ990903 11 


.9C01.C4.o2. 


np 


Method 


AAT/NAP 


Start 


3677 






End 


6326 


GI 


6721558 






Score 


243 


Exons 


3677. .3776, 


4400. .4524, 


5559. 


.5698, 6280.. 6326 


GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 



gi|6815083|dbj IBAA90369.1I (AP001081) hypothetical protein 
[Oryza sativa] 



ru 

Q 

i.LI 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2245 
4706 
1033 

OJ990903_11 . 9C01 . C4 . o3 . gs 

3677 

none 

3677.. 4310, 4400.. 4476, 4592. 
5890. .6035, 6146. .6651 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_ 
+ 

6651 
GENSCAN 
6651 
.92 



11.9C01.C4 



.4780, 4850. .4908, 5083. .5724, 



2245 
4706 
1033 

OJ990903_11.9C01.C4.o3.np 
4324 
6721561 

4324. .4368, 4568. .47£ 

(AP001073) EST AU082058 (C12976) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4850. .4908, 



OJ990903_ 
+ 

6651 
AAT/NAP 
5752 
1069 
4 989. .5752 



11.9C01.C4 



of the 



Seq. No. 2245 Seq. ID 

Gene No. 4707 Strand 

Start 2693 End 

Name OJ990903_11 . 9C01 . C4 . o2 . gs Method 

Start 2693 End 

GI none Score 

Exons 2693.. 2763, 2945.. 3173, 3256.. 3489 



OJ990903_11.9C01.C4 

3489 
GENSCAN 
3489 
.67 



Seq. No. 2246 

Gene No. 4708 

Start 437 

Name OJ990903_1 1 . 9C01 . C5 . o2 . np 

Start 437 

GI 6721516 

Exons 437.. 524, 1840.. 2230 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990903_11.9C01.C5 

Strand + 

End 2230 

Method AAT/NAP 

End 2230 

Score 281 



2316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2246 Seq. ID 

4709 Strand 

318 End 

OJ990903_11 .9C01.C5.ol. np Method 

217 End 

6498441 Score 



OJ990903_11.9C01.C5 

2230 
AAT/NAP 
2230 
905 



217.. 498, 592.. 1359, 1999. .2230 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. * (AF098806) [Oryza sativa] 



Seq. No. 


2246 




Seq. ID 


OJ990903_11.9C01 


-C5 


Gene No. 


4709 




Strand 


- 




Start 


318 




End 


2230 




Name 


OJ990903 11.9C01.C5. 


ol . tw 


Method 


.TBLASTX: Wheat 




Start 


226 




End 


834 




GI 


none 




Score 


73 




Exons 


226.-357, 227.. 352, 


385. .834, 


578. . 685, 


731 . . 820 




Seq. No. 


2246 




Seq. ID 


OJ990903_11.9C01 


-C5 


Gene No. 


4709 




Strand 


- 




Start 


318 




End 


2230 




Name 


OJ990903 11.9C01.C5. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


262 




End 


513 




GI 


none 




Score 


55 




Exons 


262.. 345, 296.-355, 


340. .459, 


346. .513 






Seq. No. 


2246 




Seq. ID 


OJ990903_11.9C01 


.C5 


Gene No. 


4709 




Strand 


- 




Start 


318 




End 


2230 




Name 


OJ990903 11.9C01.C5. 


ol .gs 


Method 


GENSCAN 




Start 


318 




End 


1466 




GI 


none 




Score 


.57 




Exons 


318. .596, 658. .893, 


1123. .1466 






Seq. No. 


2246 




Seq. ID 


OJ990903_11.9C01 


.C5 


Gene No. 


4709 




Strand 


- 




Start 


318 




End 


2230 




Name 


OJ990903 11.9C01.C5. 


o2.tw 


Method 


TBLASTX: Wheat' 




Start 


872 




End 


124 5 




GI 


none 




Score 


182 




Exons 


872. .1237, 907. .1245 








Seq. No. 


2246 




Seq. ID 


OJ990903_11.9C01 


.C5 


Gene No. 


4709 




Strand 






Start 


318 




End 


2230 




Name 


OJ990903 11.9C01.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


940 




End 


1248 




GI 


none 




Score 


187 




Exons 


940. .1248, 941. .1228 










Seq. No. 


2247 




Seq. ID 


OJ990903JL1.9C01 


.C6 


Gene No. 


4710 




Strand 


+ 




Start 


1 




End 


2406 




Name 


OJ990903 11.9C01.C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2406 




GI 


6721516 




Score 


577 





2317 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
; s 3 Name 
3 Start 

gi . 

■' Jl Exons 

rll 

Q Seq. No. 

1 J Gene No . 

^ Start 

Name 

rU Start 

« GI 

O Exons 

Vj GI Descrip. 



1..262, 670. .914, 2372. .2406 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2247 - Seq. ID 

4711 Strand 

1 End 

OJ990903_1 1 . 9C01 . C6 . o2 . np Method 

1 End 

5902445 Score 
1..19, 1346. .2273, 3747. .3767 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990903_11. 9C01.C6 

3767 
AAT/NAP 
3767 
690 



2247 
4711 
1 

OJ990903_11 . 9C01 . C6 . ol . tw 
1570. 
none 

1570.. 1743, 1751.. 1996, 1753.. 1989 



Seq. ID OJ990903_11.9C01.C6 



Strand 
End 

Method 
End 
Score 



2247 Seq. ID 

4711 Strand 

1 End 

OJ990903_11 .9C01.C6.o2. tw Method 

2018 End 

none Score 

2018.. 2272, 2058.. 2255 



3767 

TBLASTX: Wheat 

1996 

91 



OJ990903_11.9C01.C6 
3767 

TBLASTX: Wheat 

2272 

70 



OJ990903 11.9C01.C6 



2247 Seq. ID 

4711 Strand 
1 End 3767 

OJ990903_11 . 9C01 . C6 . ol . gp Method AAT/GAP 

2388 End 2562 

LIB3433-026-P1-K1-C1 Score 233 

2388.. 2562 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 

2247 Seq. ID OJ990903_ll.9C01-.-G6 

4711 - Strand 

1 End 37 67 

OJ990903_11 . 9C01 . C6 . o3 . np Method AAT/NAP 

2942 End 3767 

6063554 Score 136 

2942.. 3118, 3740.. 3767 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64) ,C98 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2248 Seq. ID 

4712 Strand 

111 End 

OJ990903_11 . 9C01 . C7 . ol . gs Method 

111 End 

none' Score 

111. .441, 500. .626 



OJ990903_11.9C01.C7 
+ 

626 

GENSCAN 

626 

.94 



2318 



Seq. No. 2249 

Gene No. 4 713 

Start 214 

. Name OJ990903_11 . 9C01 . C8 . ol . tw 

Start 85 

GI none 

Exons 85.. 339, 89.. 196, 103.. 228, 397.. 561, 407 
547. .621 



Seq. ID OJ990903_11.9C01.C8 
Strand 

End 84 5 

Method TBLASTX : Wheat 

End 621 

Score 109 

508, 533.. 619, 



Seq. No. 2249 . Seq. ID 

Gene No. 4713 Strand 

Start 214 End 

Name OJ990903_11 . 9C01 .C8 .ol . gs Method 

Start 214 End 

GI none Score 

Exons 214.. 627 



OJ990903_11. 9C01.C8 
845 

GENSCAN 

627 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 
n GI 
' = S Exons 

GI Descrip. 

rU Seq. No. 

Gene No. 
j = j Start 
: Z Name 
l :f„ Start 
I'U GI 
;= Exons 

GI Descrip. 

. ^ Seq. No. 

Gene No. 
; =3 Start 
i!3 Name 
n Start 

GI 

Exons 



2249 Seq. ID 

4713 Strand 

214 End 

OJ990903_11.9C01.C8.ol.np Method. 

217 End 

5902444 Score 
217. .690, 811. .845 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990903_11. 9C01.C8 
845 

AAT/NAP 
845 
263 



2250 Seq. ID 

4714 Strand 

1 End 

OJ990903_1 1 . 9C01 . C9 . ol . np Method 

1 End 

6815052 Score 
1..363, 442. .721 

(AP001080) hypothetical protein [Oryza sativa] 



OJ990903_11. 9C01.C9 
+ 

721 

AAT/NAP 
721 
665 



2250 Seq. ID 

4715 Strand 

981 End 

OJ990903_11. 9C01.C9.ol.gs Method 

'981 • - £nd 

none Score 
981. .1286 



OJ990903_11.9C01.C9 
+ 

1286 
GENSCAN 
1266 
1 



Seq. No. 2251 Seq. ID OJ990903_ 

Gene No. 4716 Strand + 

Start 166 End 547 

Name OJ990903_11 . 9C01 .C10 . ol .gp Method AAT/GAP 

Start 166 End 547 

GI uC-osflcyp033a04bl Score 691 

Exons 166.. 547 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P0711E10 1 



11.9C01.C10 



Oe-59 Oryza sativa genomic 



Seq. No. 2251 Seq. ID 

Gene No. 4717 Strand 

Start 96 End 

Name OJ990903 11 . 9C01 . C10 . ol . gs Method 



OJ990903JL1. 9C01.C10 

1412 
GENSCAN 



2319 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
r= : Gene No. 
^ Start 
;f Name 
W Start 

ru gi 

j*3 Exons 

: i S 

Seq. No. 
|;=f Gene No. 
TU Start ■ 
;h Name 
i ! 3 Start 

I ^ Exons 

;= „ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



96 

none 

96.. 299, 623.. 748 



End 
Score 



748 
.54 



2251 
4717 
96 

OJ990903_11 . 9C01 . CIO . ol . np 
99 

4680186 
99. .299, 1137. .1412 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990903_11.9C01.C10 
Strand 

1412 
AAT/NAP 
1412 
360 



End 

Method 

End 

Score 



2252 
'4718 
115 

0 J990 903_1 1 . 9C01 . CI 1 . ol . gs 

115 

none 

115. .206 

2253 
4719 
63 

OJ990903_11.9C01.C12.ol.gs 
63 

none 
63. .182 



Seq. ID OJ990903_11.9C01.C11 
Strand 

End 206 

Method GENSCAN 

End 206 

Score .58 



Seq. ID OJ990903_11.9C01.C12 

Strand 

End 182 

Method GENSCAN , 

End 182 

Score .52 



Seq. ID OJ990903_11.9C01.C13 
Strand 

1989 
AAT/NAP 
1989 
109 . 



2254 
4720 
592 

OJ990903_11. 9C01.C13.ol.np 
592 

6063554 
592. .766, 1719. .1989 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



End 

Method 

End 

Score 



2255 
4721 
177 

OJ990903_11. 9C01.C14.ol.gs 

177 

none 

177.. 607 

2256 
4722 
1772 

OJ990903_11. 9C01.C15.ol.ts 

1772 

none 

1772. .2110 



Seq. ID OJ990903_11.9C01.C14 

Strand 

End 607 

Method GENSCAN 

End 607 

Score .98 



Seq. ID OJ990903_11.9C01.C15 
Strand 

End 2110 

Method TBLASTX : Soybean 

End 2110 

Score 200 



Seq. No. 



2257 



Seq. ID OJ990903_11.9C01.C16 



2320 



ry 

.551 



ry 



Gene No. 


4 1 £.3 




burano 


x 

T 




Start 


112 




End 


1110 




Name 


OJ990903 11.9C01.C16 


.ol.gs 


Method 


GENSCAN 




Start 


112 




End 


1110 




GI 


none 




Score 


.91 




Exons 


112. .1110 










Seq. No. 


2257 




Seq. ID 


OJ990903_11.9C01 


.C16 


Gene No. 


A 1 O "3 

4 1 Z3 




o crana 


+ 




Start 


112 




End 


1110 v 




Name 


OJ990903 11.9C01.C16 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


349 




End 


761 




GI 


none 




Score 


136 




Exons 


349.-486, 351. .482, 


507. .761, 


508. .759 






Seq. No. 


2257 




Seq. ID 


OJ990903_11.9C01 


.C16 


Gene No. 


A no "3 




b urana 


i 

i 




Start 


112 




End 


1110 




Name 


OJ990903 11.9C01.C16 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


394 




End 


792 




GI 


none 




Score 


.79 




Exons 


394. .483, 523. .792, 


534. .599, 


621. .770 






Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4724 




Strand 


+ 




Start 


1 




End 


'712 




Name 


OJ990903 11.9C01.C17 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


712 




GI . 


629693 




Score 


169 




Exons 


1..463, 668. .712 










GI Descrip. 


probable integrase - 


common tobacco (fragment) 






gi| 530742 | emb | CAA56791 | (X80830) integrase [Nicotiana tabacum] 


Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4725 




Strand 


+ 




Start 


16122 




End 


24468 




Name 


OJ990903 11.9C01.C17 


.o3 . gs 


Method 


GENSCAN 




Start 


16122 




End 


21119 




GI 


none 




Score 


.41 




Exons 


16122. .16279, 16285. 


.16648, 16734. .16900", 18060 .. 18164 , 






19127. .19408, 19888. 


.20094, 20209. .20331, 20537.. 21119 





Seq. No. 


2258 


Seq. ID 


OJ990903_ 


11.9C01 


.C17 


Gene No. 


4725 


Strand 


+ 






Start 


16122 


End 


24468 






Name 


OJ990903 11.9C01.C17.o3.np 


Method 


AAT/NAP 






Start 


16142 


End 


24468 






GI 


6721512 


Score 


104 






Exons 


16142. .16652, 17085 .. 17329, 


18077. .18164, 18207. 


.18246, 






24297. .24468 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2258 


Seq. ID 


OJ990903_ 


11.9C01 


.C17 


Gene No. 


4725 


Strand 








Start 


16122 


End 


24468 






Name 


OJ990903 11.9C01.C17.o3.gp 


Method 


AAT/GAP 






Start 


19731 


End 


20052 







2321 



: : 



Id 



o 

Q 



GI 


3061127 


Score 


631 




Exons 


19731. .20052 








Seq. No. 


2258 


Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4725 


Strand 


+ 




btart 




End 


24468 




Name 


OJ990903 11.9C01.C17.o4.np 


Method 


AAT/NAP 




Start 


19949 


End 


20950 




GI 


6523057 


Score 


436 




Exons 


19949. .20094, 20209 .. 20331, 


20450. .20611, 20714.. 20950 




GI Descrip. 


(AL133314) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


2258 


Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4725 


Strand 


+ 




Start 


16122 


End 


24468 




Name 


OJ990903 11.9C01.C17.o4.gp 


Method 


AAT/GAP 




Start 


20176 


End 


21634 




GI 


19190 1.R1084 


Score 


2814 




Exons 


20176. .21634 








GI Descrip. 


'5922603/dbj | AP000492 . 1 | AP000492 3.0e- 


11 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 ' 






Seq. No. 


2258 


Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4725 


Strand 


+ 




Start 


16122 


End 


24468 




Name 


OJ990903 11.9G01.C17.o4.gs 


Method 


GENSCAN 




Start 


22029 


End 


23856 




GI 


none 


Score 


.47 




Exons 


22029. .22083, 22312 .. 22367, 


22805. .23002, 23806.. 23856 




Seq. No. 


2258 


Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4725 


Strand 


+ 




btart 


16122 


End 


24468 




Name 


OJ990903 11.9C01.C17.o5.np 


Method 


AAT/NAP 




Start 


22727 


End 


24366 




GI 


6539588 


Score 


114 




Exons 


22727. .23015, 24312. .24366 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No." 


2258 


Seq. ID 


OJ^OSOSjLl^COl 


.C1T 


Gene No . 


4726 


Strand 


+ 




Start 


28224 


End 


28574 




Name 


OJ990903 11.9C01.C17.o6.gp 


Method 


AAT/GAP 




Start 


28224 


End 


28574 




GI 


2442807 


Score 


415 




Exons 


28224. .28253, 28362.. 28574 








Seq. No. 


2258 


Seq. ID 


OJ990903_11.9C01 


.C17 . 


Gene No. 


4727 


Strand 


+ 




Start 


29205 


End^ 


30180 




Name 


OJ990903 11.9C01.C17.o6.gs 


Method 


GENSCAN 




Start 


29205 


End 


30180 




GI 


none 


Score 


.83 




Exons 


29205. .29339, 29692 29727 , 


30010. .30180 




Seq. No. 


2258 


Seq. ID 


OJ990903JL1.9C01 


-C17 


Gene No. 


4728 


Strand 


+ 





2322 



*j Seq. No. 
rn Gene No. - 
Start 
Name 
Start 

! s y gi 

i j Exons 

ry „ T n 

GI Descrip. 



ry 

i!3 















Start 


41940 




End 


42586 




Name 


OJ990903 11.9C01.C17.o9.gs 


Method 


GEN SCAN 




Start 


41940 




End 


42586 




GI 


none 




Score 


.67 




Exons 


41940. 


.41999, 42023. .42304, 


42404. .42586 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4729 




Strand 


+ 




Start 


45074 




End 


46391 




Name 


OJ990903 11.9C01.C17.ol0.gs 


Method 


GENSCAN 




Start 


45074 




End 


46391 




GI 


none 




Score 


.72 




Exons 


45074. 


.45121, 45354. .45510, 


46276. .46391 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4730 




Strand 


+ 




Start 


47563 




End 


47946 




Name 


OJ990903 11.9C01.C17.o9.gp 


Method 


AAT/GAP 




Start 


47563 




End 


47946 




GI 


uC-osflM202020f02bl 


Score 


720 




Exons 


47563. 


.47946 








GI Descrip. 


•3236242 8.0e-15 (AC004684) 


putative : 


ribosomal protein 


L36 




[Arabidopsis thaliana] ' 









2258 Seq. ID 

4731 Strand 

48023 End 

OJ990903_11 . 9C01 . C17 . o7 .np Method 

47996 End 

6708472 Score 



OJ990903_11 . 9C01 .C17„ 
+ 

51174 
AAT/NAP 
51174 
550 



47996. .48166, 4 9286 .. 4 9345, 4 9700 .. 4 9757 , 50163 50257 , 
50343. .50446, 50999.. 51174 

(AF214117) putative c-myb-like transcription factor [Arabidopsis 
thaliana] 



"4 Seq. No. 2258 Seq. ID 

U Gene No. 4731 Strand 

Start 48023 End 

Name OJ990903J.1 . 9C01 . C17 . oil . gs Method 

Start 48023 ' End 

; ==* GI none Score 
Exons 



hi 

u 



OJ990903_11.9C01.C17 
+ 

51174 
GENSCAN 
51127 
.7 



48023. .48183, 50182 .. 50287, 50343 .. 50446, 50999. .51127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



2258 Seq. ID 

4731 ' Strand 

48023 End 

OJ990903_11. 9C01.C17.ol0.gp Method 

50409 End 

uC-osflcyp037el2bl Score 
50409. .50446, 50999.. 51174 

'2129953/pirl IJC5229 3.0e-39 laccase (EC 1.10.3.2) - common 

tobacco >gi_1685087 (U43542) diphenol oxidase [Nicotiana 
tabacum] ' 



OJ990903_11.9C01.C17 
+ 

51174 
AAT/GAP 
51174 
308 



2258 
4732 
844 



Seq. ID 

Strand 

End 



OJ990903 11.9C01.C17 



5142 



2323 



Name 

Start 

GI 

Exons 



OJ990903_11 . 9C01 . C17 . ol . gs Method GENSCAN 
844 End 5142 

none Score .74 

844. .1139, 1219. .1528, 1608. .1691, 2007. .2348, 2429. .3718, 
3998. .4142, 4465. .4555, 4983. .5142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2258 
4733 
8037 

OJ990903 11.9C01.C-17..ol.gp 



OJ990903 11.9C01.C17 



Seq. ID 
Strand 
End 

Method 

7 970 End 
2311261 Score 
7970. .8060, 8870. .9075, 10128 .. 10255, 
3236242 8.0e-15 (AC004684) putative ribosomal protein L36 
[Arabidopsis thaliana] 



14452 
AAT/GAP 
1*0435 
739 

10389. .10435 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2258 Seq. ID 

4733 Strand 
8037 End 
OJ990903_11 . 9C01 . C17 . o2 . gs Method 
8037 End 
none Score .8 

8037. .8067, 8876. .9075, 10127 .. 10255, 10389 .. 10445, 

11833. .11943, 14067. . 14207, 14330.. 14452 



OJ990903_11.9C01.C17 

14452 
GENSCAN 
14452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start.- 

GI 

Exons 



Seq. ID OJ990903_11.9C01.C17 
Strand 

End 14452 

Method AAT/NAP 

End 10228 

Score 359 



2258 
4733 
8037 

OJ990903_11 . 9C01 . C17 . o2 . np 
8839 
3236242 
8839.. 9075, 10127.. 10228 

(AC004684) 60S ribosomal protein L36 [Arabidopsis thaliana] 



2258 Seq. ID 

4733 Strand 

8037 End 
OJ990903_11 . 9C01 . C17 . o2 . gp Method 

13747 End 

none Score 
13747. .14050 



OJ990903_11.9C01.C17 

14452 
AAT/GAP 
14050 
550 



Seq. -No. 2258 " Seq. ID 

Gene No. 4734 Strand 

Start 27593 End 

Name OJ990903_11 . 9C01 .C17 . o5 . gs Method 

Start 27593 End 

GI none Score 

Exons 27593. .27621, 27797.. 28979 



OJ990903__11.9C01.C17 

28979 
GENSCAN 
28979 
.67 



Seq. No. 2258 Seq. ID 

Gene No. 4734 Strand 

Start 27593 End 

Name OJ990903_11 . 9C01 . C17 . o7 . gp Method 

Start 28786 End 

GI LIB3479-011-Q6-K1-B9 Score 

Exons 28786. .28936 



OJ990903_11.9C01.C17 

28979 
AAT/GAP 
28936 
221 



2324 



GI Descrip. ' 130951/sp | P17048 | PR02_0RYSA 2.0e-12 13 KD PROLAMIN PRECURSOR 

>gi_100697_pir S09249 13K prolamin precursor - rice 

_>gi_20292_emb_CAA32565_ (X14392) preprolamin (AA -19 to 137) 

[Oryza sativa] >gi_1587669_prf 2207199A prolamin [Oryza 

sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

."S Exons 

en 

rU Seq. No. 
Q Gene No. 
Start 
Name 
Start 
GI 

b Exons 

□ GI Descrip. 



2258 
4735 
30707 

OJ990903_11.9C01.C17.o6.np 

30707 

3785977 

30707. .30872, 31008 .. 31198, 
31858. .32062, 32195 .. 32392, 
33890. .33955, 35238.. 35626 
(AC005560) similar to axi 1 
[Arabidopsis thaliana] 

2258 
4735 
30707 

OJ990903_11 . 9C01 . C17 . o7 . gs 

31036 

none 

31036. .31125, 31272. .31316, 
32195. .32392, 32733 32821, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_11.9C01.C17 

35655 
AAT/NAP 
35626 
1840 



31272. .31439, 31548 .. 31715, 
32733. .32821, 3294 4 . .33011, 

protein from Nicotiana tabacum 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_11.9C01.C17 

35655 
GENSCAN 
35655 
.69 



2258 
4735 
30707 

OJ990903_11.9C01.C17.o8.gp 
31407 

uC-osflM202050g05bl 
31407. .31439, 31548 .. 31715, 



31548. .31715, 31858 .. 32062 , 
35242. .35655 



OJ990903 11.9C01.C17 



Seq. ID 
Strand 

End 35655 
Method AAT/GAP 
End 32246 
Score 841 
31858. .32062, 32195.. 32246 
1 3785977 2 . Oe-58 (AC005560) putative growth regulator protein 
[Arabidopsis thaliana] ' 



Seq. No. 


2258 






Seq. ID 


OJ990903JL1.9C01 


.C17 


Gene No. 


4736 






Strand 






Start 


38075 






End 


40475 




Name 


OJ990903 


11.9C01.C17;o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


39 






End 


445 




GI 


none 






. Score 


183 




Exons 


39. .374, 


365. .445 










Seq. No. 


2258 






Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4736 






Strand 






Start 


38075 






End 


40475 




Name 


OJ990903 


ll.9C01.C17.o8. 


■ ts 


Method 


TBLASTX : Soybean 




Start 


222 






End 


471 




GI 


" none 






Score 


171 




Exons 


222. .374, 


222.. 356, 236, 


. .364, 


365. .466, 


433. .471 




Seq. No. 


2258 






Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4736 






Strand 






Start 


38075 






End 


40475 




Name 


OJ990903 


ll.9C01.C17.o3. 


.tm 


Method 


TBLASTX: Maize 





2325 





Start 


8873 




End 


10232 






GI 


none 




Score 


248 






Exons 


8873.. 9067, 8875.. 9075, 8876 


i. . 9076, 10127. .10228, 10128 


. .10232 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 




Gene No. 


4736 




Strand 








Start 


38075 




End 


40475 






Name 


OJ990903 11.9C01.C17 


. ol . tw 


Method 


TBLASTX : Wheat 






Start 


8875 




End 


10286 






GI 


none 




Score 


237 






Exons 


8875. .9075, 8876.. 9076, 8934 


..9077, 10127. .10267, 10128 


. .10286 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 




Gene No. 


4736 




Strand 








Start 


38075 




End 


40475 






Name 


OJ990903 11.9C01.C17 


.o5 . ts 


Method 


TBLASTX : Soybean 






Start 


8875 




End 


10232 






GI 


none 




Score 


211 






Exons 


8875.. 9075, 8876.. 9076, 8876 


..9076, 10122. .10232, 10127 


. .10228 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 




Gene No. 


4736 




Strand 








Start 


38075 




End 


40475 






Name 


OJ990903 11.9C01.C17, 


.o4 .tc 


Method 


TBLASTX: Cress 




■: = 

1 


Start 


,8875 




End 


10228 






GI 


none 




Score 


175 




Hi 


Exons 


8875. .9075, 8876. .9076, 10122 .. 10220, 


10127. .10228 




□ 


Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


i : f 


Gene No. 


4736 




Strand 






;« w 
, t~ 


Start 


38075 




End 


40475 






Name 


OJ990903 11.9C01.C17, 


.o5.tc 


Method 


TBLASTX: Cress 




ry 


Start 


20000 




End 


20534 






GI 


none 




Score 


101 






Exons 


20000. .20095, 20210., 


.20332, 


20448. .20534 




i- X 


Seq. No. 


2258 




Seq. ID 


OJ990903__11.9C01 


.C17 




Gene No. 


4736 




Strand 








Start 


38075 




End 


40475 




Q 


Name ". 


OJ990903 ll.9C0l-.C17, 


. o4 .tm 


Method 


TBLASTX: Maize 




" ! 


Start 


20002 




. End 


20606 




"~ 


GI 


none 




Score 


145 






Exons 


20002. .20094, 20003.. 


.20095, 


20003. .20095, 20209 .. 20352, 








20210. .20332, 20212., 


.20346, 


20478. .20606, 20519 .. 20605, 








20529. .20606 












Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 




Gene No. 


4736 




Strand 








Start 


38075 




End 


40475 






Name 


OJ990903 11.9C01.C17. 


. 06 . ts 


Method 


TBLASTX : Soybean 






Start 


20003 




End 


20849 






GI 


none 




Score 


104 






Exons 


20003. .20095, 20005., 


,20094, 


20209. .20301, 20210 .. 20299, 








20448. .20612, 20525., 


.20626, 


20688. .20849 






Seq. No. 


2258 




Seq. ID 


OJ990903__11.9C01 


.C17 




Gene No. 


4736 




Strand 







2326 




Start 


38075 




End 


40475 




Name 


OJ990903 11.9C01.C17 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


28015 




End 


28263 




GI 


none 




Score 


203 




Exons 


28015. .28206, 28017. 


.28208, 


28210. .28263, 28224.. 28262 




Seq. No. 


2258 




Seq. ID 


a TQQriQri'j t i arm 


.C17 


Gene No. 


A "7 O C 

4 736 




P4- v-t 

bt rana 






Start 


38075 






A rt A "7 Ci 
HUH 1 D 




Name 


OJ990903 11.9C01.C17 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


28018 




End 


28380 




GI 


none 




Score 


309 




Exons 


28018. .28380, 28020. 


.28379 








Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4736 




Strand 






Start 


"3 o m c 
ooU / o 




End 


40475 




Name 


OJ990903 11.9C01.C17 


.o5 . tm 


Method 


TBLASTX: Maize 




Start 


28585 




End 


28862 




GI 


none 




Score 


87 




Exons 


28585. .28641, 28587. 


.28637, 


28630. .28662, 28 635 .. 28697 , 






28668. .28703, 28740. 


.28853, 


28744. .28818, 28821.. 28862 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4736 




Strand 






Start 


38075 




End 


40475 




Name 


OJ990903 11.9C01.C17 


.o2 .ts 


Method 


TBLASTX: Soybean 




Start 


30725 




End 


31308 




GI 


none 




Score 


138 




Exons 


30725. .30868, 30726. 


.30869, 


31013. .31201, 31017. .31199, 






31049. .31201, 31260. 


.31307, 


31273. .31308 




Seq. No. 


2258 




Seq. ID 


OJ990903JL1.9C01 


.C17 


Gene No . 


/I "7 *3 C 

4 fob 




Strand 






Start 


38075 




End 


40475 




Name 


OJ990903 11.9C01.C17 


.o2 .tc 


Method 


TBLASTX: Cress 




Start 


31007 




End 


31215 




GI 


none 




Score 


199 




Exons 


31007 ; V'31201, 31008. 


.31199, 


31009. .31200, 31009.. 31215 




Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4736 




Strand 






Start 


.38075 




End 


40475 




Name 


ojyyuyu.3 ii.ycoi.ci/ 


. o2 . tm 


Method 


TBLASTX: Maize 




Start ■ 


31139 




End 


31628 




GI 


none 




Score 


76 




Exons 


31139. .31201, 31140. 


.31199, 


31141. .31215, 31215. .31439, 






31273. .31440, 31273. 


.31440, 


31274. .31441, 31545 .. 31 622 , 






31545. .31628, 31546. 


.31623 








Seq. No. 


2258 




Seq. ID 


OJ990903_11.9C01 


.C17 


Gene No. 


4736 




Strand 






Start 


38075 




End 


40475 




Name 


OJ990903 11.9C01.C17 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


31268 




End 


32085 




GI ^ 


none 




. Score 


186 




Exons 


31268. .31444, 31269. 


.31445, 


31270. .31455, 31270 .. 31458 , 





2327 



31543. .31623, 31545 31754 , 31545 31754, 31628 31756, 
31843. .32085, 31844 32065, 31857.. 32075 



Seq. No. 2258 Seq. ID 

Gene No. 4736 Strand 

Start 38075 End 

Name OJ990903_11 . 9C01 . C17 . ol . ts Method 

Start 31348 End 

GI none Score 

Exons 31348. .31440, 31350 .. 31439, 31545 .. 31718, 31546 

31559. .31729, 31560 .. 31742, 31839 .. 31922, 31853 

31858. .31995 



OJ990903 11.9C01.C17 



40475 

TBLASTX : Soybean 
31999 
86 

31623, 
31999, 



Seq. No. 2258 Seq. ID 

Gene No. 4736 Strand 

Start 38075 End 

Name OJ990903_11 . 9C01 . C17 . o7 . tm Method 

Start 32265 End 

GI none Score 
Exons 



OJ990903_11.9C01.C17 
40475 

TBLASTX: Maize 

33006 

101 



32265. .32369, 32266 32394 , 32266.-32394, 32300 .. 32395, 
32733. .32822, 32734 .. 32823, 32738 32821, 3294 1 .. 33006, 
32944. .33006 



f% Seq. No. 
Gene No. 
Start 
Name 
rU Start 
□ GI 
j:l Exons 



i 



2258 
4736 
38075 

OJ990903_11.9C01.C17.o7.ts 

32338 

none 

32338. .32394, 32733 .. 32819, 
32738. .32821, 32942 .. 33016, 
33882. .33959, 35248 35424 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
32733. .32819, 
32944. .33012, 



OJ990903 11.9C01.C17 



40475 

TBLASTX : Soybean 
35472 
96 

32734. .32820, 
32945. .33022, 



35297. .35416, 35350.. 35472 



Seq. No. 2258 Seq. ID 

j!3 Gene No. 4736 Strand 

Start 38075 - End 

Name OJ990903_11 . 9C01 . C17 . 08 . gs Method 

Start 38075 End 

GI none Score 

Exons 38075. .38238, 40412.. 40475 



OJ990903_11.9C01.C17 

40475 
GENSCAN 
40475 
.91 



Seq. No. 2258 

Gene No. 4737 

Start 42080 

Name OJ990903_11 . 9C0 1 . C17 . o3 . tc 

Start 42080 

GI none 

Exons 42080. .42253, 42083 
42747. .42992, 42751 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 11.9C01.C17 



42229, 42134, 
43023, 42781, 



43113 

TBLASTX: Cress 
43113 
103 

42241, 42623. .42700, 
43023, 43030.. 43113 



Seq. No. 2258 

Gene No. 4737 

Start 42080 

Name OJ990903_11 . 9C0 1 . C17 . 06 . tm 

Start 42116 

GI none 
Exons 



Seq. ID OJ990903_11.9C01.C17 
Strand 
End 

Method 
End 
Score 



43113 

TBLASTX: Maize 

42960 

67 



42116. .42229, 42759 .. 42827 , 42760 .. 42834 , 42760 42834 , 



2328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4282S..42959, 42844.. 42960 



2258 
4738 
49292 

OJ990903_ll.9C01.C17.o4.ts 
49292 



none 

49292. 

50161. 

50185. 

50997. 

51093. 



Seq. ID OJ990903_11.9C01.C17 
Strand 

51159 

TBLASTX : Soybean 
51159 
88 



End 

Method 
End 
Score 

49354, 49672.-49755, 49691 .. 49756, 50155 .. 50259, 
50259, 50162. .50257, 50162 .. 50257 , 5017 1 .. 50272 , 
50447, 50341- .50460, 50342 .. 504 4 3, 

51159, 



50259, 50328. 



,51089, 50997. .51128, 50999 .. 51127 , 51031 
,51128 



=3. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2258 
4738 
49292 

OJ990903_11 . 9C01 . C17 . 06 . tc 

50174 

none 

50174. .50257, 50340 .. 50423, 
50354. .50449, 50981 .. 51127 , 
51034. .51129 

2259 
4739 
45 

OJ990903_11.9C01.C18.ol.gs 
45 

none 
45. .892 



Seq. ID 
Strand 
End 

Method 
End 
Score 

50346 

50997 



OJ990903 11.9C01.C17 



51159 

TBLASTX: Cress 
51133 
73 

50447, 50346. .50447, 
51128, 51032. .51133, 



Seq. ID OJ990903_11.9C01.C18 

Strand + 

End 8 92 

Method GEN SCAN ■ 

End 8 92 

Score .98 



''2 J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2259 Seq. ID 

4739 Strand 

45 End 
OJ990903_11 . 9C01 . C18 . ol . gp Method 

533 End 

2797152 Score 
533.-772 



OJ990903_11.9C01.C18 
+ 

892 

AAT/GAP 

772 

459 



2259 
4740 
2093 

OJ990903_11 . 9C01 .C18 . o2 . gs 
2093 



none 

2093. 

2983. 

5043. 

9398. 



Seq. ID 
Strand 
End 

Method 
■ End 
Score 

2107, 2298..2433, 2571. .2676, 2694. .2760, 2796. .2871, 
3106, 3513. .3597, 3914. .4046, 4550. .4644, 4820. .4898, 
5125, 6242. .6368, 7045. .7207, 8867. .9123, 9214. .9279, 
9536, 9834.. 9975, 10100.. 10153 



OJ990903_11.9C01.C18 
+ 

10380 
GENSCAN 
10153 
.69 



Seq. No. 2259 Seq. ID 

Gene No. 4740 Strand 

Start 2093 End 

Name OJ990903_11 . 9C01 . C18 . o3 . gp Method 

Start " 2508 End 

GI 22230 1.R1084 Score 



OJ990903_11.9C01.C18 
+ 

10380 ■ 
AAT/GAP 
5685 
2174 



2329 



Exons 2508.. 2676, 2796.. 2871, 2983.. 3106, 3513.. 3597, 3914.. 4046, 

4550.. 4644, 4820.. 4898, 5043.. 5125, 5343.. 5685 

GI Descrip. ■ 1351270/sp | P48494 | TPISJ3RYSA 1.0e-105 TRIOSEPHOSPHATE 

I SOME RASE, CYTOSOLIC (TIM) >gi_4784 10_pir JQ2255 

triose-phosphate isomerase (EC 5.3.1.1) - rice >gi_169821 
(M87064) triosephosphate isomerase [Oryza sativa] 1 



Seq. No. 


2259 




Seq. ID 


OJ990903_11.9C01 


.C18 


Gene No. 


4740 




Strand 


+ 




Start 


2093 




End 


10380 




Name 


OJ990903 11.9C01.C18.ol. 


np 


Method 


AAT/NAP 




Start 


2638 




End 


5390 




GI 


1351279 




Score 


852 




Exons 


2638.. 2676, 2796.. 2871, 


2983. 


.3106, 3513. .3597, 3914. .4046, 




4550. .4644, 4820. .4898, 


5043. 


.5125, 5343.. 5390 




GI Descrip. 


TRIOSEPHOSPHATE ISOMERASE, CYTOSOLIC (TIM) 




gi | 602590 | emb | CAA58230 | 


(X83227) triosephosphate isomerase 




[Petunia x hybrida] 










Seq. No. 


2259 




Seq. ID 


OJ990903_11.9C01 


.C18 


Gene No. 


4740 




Strand 


+ 




Start 


2093 




End 


10380 




Name 


OJ990903 ll.9C01.C18.o4. 


gp 


Method 


AAT/GAP 




Start 


8918 




End 


10380 




GI . 


1046 1.R1084 




Score 


1554 




Exons 


8918. .9123, 9214. .9279, 


9398. 


.9536, 9834.. 9975, 10100.. 


10380 


GI Descrip. 


'2920837 4.0e-89 (U95135) Os- 


FIERG1 gene product [Oryza 


sativa] 


Seq. No. 


2259 




Seq. ID 


OJ990903_11.9C01 


.C18 


Gene No. 


4740 




Strand 


+ 




Start 


2093 




End 


10380 




Name 


OJ990903 ll.9C01.C18.o2. 


np 


Method 


AAT/NAP 




Start 


9045 




End 


10150 




GI 


2920837 




Score 


697 




Exons 


9045.. 9123, 9214.. 9279, 


9398. 


.9536, 9834.. 9975, 10100.. 


10150 


GI Descrip. 


(U95135) Os-FIERGl gene product [Oryza 


sativa] 




Seq. No. 


2259 




Seq. ID 


OJ990903_11.9C01 


.C18 


Gene No. 


4741 




Strand 






Start 


12*57 




End 


1538 




Name 


OJ990903 ll.9C01.C18.o2. 


gp 


Method 


AAT/GAP 




Start 


1257 




End 


1538 




GI 


none 




Score 


451 




Exons 


1257. .1538 










Seq. No. 


2259 




Seq. ID 


OJ990903_11.9C01 


-C18 


Gene No. 


4742 




Strand 






Start 


11774 




End 


12994 




Name 


OJ990903 ll.9C01.C18.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


479 




End 


894 




GI 


none 




Score 


102 




Exons 


479. .610, 480. .548, 481. 


.612, 


596. .781, 


■ 598. .798, 599.. 


640, 




627. .785, 628. .792, 854. 


.892, 


865. .894 






Seq. No. 


2259 




Seq. ID 


OJ990903_11.9C01 


.C18 


Gene No. 


4742 




Strand 






Start 


11774 




End 


12994 





2330 



Name 

Start 

GI 

Exons 



OJ990903_11. 

2635 

none 

2635. .2676, 
2981. .3106, 
3510. .3596, 
3916. .4044, 
4819. .4899, 
5042. .5137, 



9C01.C18.ol.tm 



2635.. 2685, 2796. 

2982.. 3104, 2982. 

3511.. 3597, 3512. 

4517.. 4600, 4546. 

4819.. 4899, 4820. 

5337.. 5390, 5337. 



Method TBLASTX : Maize 
End 5390 
Score 79 

.2891, 2798.. 2845, 2808.. 2870, 

.3110, 3043.. 3105, 3510.. 3596, 

.3625, 3860. .4042, 3914. .4045, 

.4647, 4548. .4646, 4811. .4897, 

.4900, 5038. .5124, 5041. .5133, 

.5384, 5342.. 5386 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2259 Seq. ID 

4742 Strand 

11774 End 

OJ990903_11 . 9C01 . C18 . ol . tc Method 

2640 End 

none Score 



OJ990903_11.9C01.C18 
12994 

TBLASTX: Cress 

5393 

73 



2640. .2675, 2641. .2676, 2796. .2891, 2798. .2845, 2981. .3106, 

2982. .3104, 3510. .3596, 3511. .3597, 3848. .4042, 3899. .4069, 

3913. .4044, 4542. .4640, 4546. .4647, 4561. .4647, 4820. .4900, 

5041. .5133, 5042. .5137, 5337. .5393 



Seq. No. 
q Gene No. 
: % Start 
!~ Name 
C j| Start 
rU GI 



Exons 



Seq. No. 

Q Gene No. 

G Start 

; * Name 

l "Z Start 

hJ GI 

I! 3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2259 
4742 
11774 

OJ990903JL1 . 9C01 . C18 . ol . ts 
2644 



none 



4548. 
5042. 



Seq. ID OJ990903_11.9C01.C18 
Strand 

12994 

TBLASTX: Soybean 
5137 
69 



End 

Method 
End 
Score 

2644. .2676, 2796. .2891, 2981. .3106, 2982. .3104, 2985. .3110, 
3510.. 3596, 3511.. 3597, 3842.. 4048, 3863..4057, 3886.. 4050, 
4646, 4552.. 4647, 4820.. 4900, 5017.. 5133, 5041.. 5133, 
5137, 5042.. 5134 



2259 
4742 
11774 

OJ990903_11 . 9C01 . C18 . o2 . tw 

2644 

none 

2644.. 2676, 2796.. 2891, 2981. 

2259 
4742 
11774 

OJ990903_11 . 9C01 . C18 . ol . tw 

8966 

none 

8966.. 9121, 9036.. 9128, 9051. 
9212.. 9280, 9212.. 9277, 9213. 
9402. .9503 



Seq. ID OJ990903_11.9C01.C18 
Strand 

End 12994 

Method TBLASTX : Wheat 

End 3083 

Score 63 
.3082, 2982.. 3083 

Seq. ID OJ990903_11.9C01.C18 
Strand 

End 12994 
Method TBLASTX : Wheat 
End 9503 
Score 101 

.9122, 9064. .9150, 9065. .9151, 
.9284, 9397.. 9501, 9397.. 9486, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2259 

4742 

11774 

OJ990903. 

9011 

none 



11.9C01.C18.o2.tm 



Seq. ID OJ990903_11.9C01.C18 



Strand 
End 

Method 

End 

Score 



12994 

TBLASTX: Maize 

9909 

99 



9011. .9112, 9036. .9122, 9042. .9119, 9216. .9284, 9221. .9274, 



2331 



9223.-9279, 9396. .9536, 9397. .9537, 9397. .9486, 9402. .9536, 
9485.. 9538, 9817.. 9909 



Q 

: : : 



i:5 



Seq. No. 


2259 


Seq. ID 


OJ990903_11 


.9C01.C18 


Gene No. 


4742 


Strand 






Start 


11774 


End 


12994 




Name 


OJ990903 11.9C01.C18.o6.gp 


Method 


AAT/GAP 




Start 


11774 


End 


12994 




GI 


3683 1.R1084 


Score 


1413 




Exons 


11774. .12548, 12964. .12994 








GI Descrip. 


'5734 616/dbj | AP000391 . 1 | AP000391 2.0e- 


45 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


2259 


Seq. ID 


OJ990903_11 


.9C01.C18 


Gene No. 


4742 


Strand' 






Start 


11774 


End 


12994 




Name 


OJ990903 11.9C01.C18.o3.gs 


Method 


GENSCAN 




Start 


12426 


End 


12548 




GI 


none 


Score 


.9 




Exons 


12426. .12548 








Seq. No. 


2260 


Seq. ID 


OJ990903_11 


.9C01.C19 


Gene No. 


4743 


Strand 






Start 


263 


End 


3771 




Name 


OJ990903 11.9C01.C19.ol.gp 


Method 


AAT/GAP 




Start 


263 


End 


870 




GI 


3683 1.R1084 


Score 


595 




Exons 


263. .487, 702. .870 








GI Descrip. 


■5734 616/dbj 1 AP000391 . 1 1 AP000391 2 . 0e- 


45 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


2260 


Seq. ID 


OJ990903_11 


.9C01.C19 


Gene No. 


4743 


Strand 






Start 


263 


End 


3771 




Name 


OJ990903 11.9C01.C19.ol.gs 


Method 


GENSCAN 




Start 


263 


End 


3380 




GI 


none 


Score 


.89 




Exons 


263. .487, 702. .1097, 1736. .1931, 1975. 


.2124, 2202. 


.2308, 




2371.. 2478, 2738.. 2920, 3162, 


. .3380 






Seq. No. 


2260 


Seq. ID 


OJ990903JL1 


.9C01.C19 


Gene No. 


4743 


Strand 






Start 


263 


End 


3771 




Name 


OJ990903 11. 9C01.C19.ol.np 


Method 


AAT/NAP 




Start 


289 


" End 


3771 




GI 


1652280 


Score 


435 




Exons 


289.-487, 702. .1097, 1736. .16 


i95, 1975. 


.2124, 2202. 


.2308, 




2416.. 2478, 2738.. 2920, 3523. 


, .3771 






GI Descrip. 


(D90904) ribonuclease II [Synechocystis sp.] 




Seq. No. 


2260 


Seq. ID 


OJ990903_11 


.9C01.C19 


Gene No. 


4743 


Strand 






Start 


263 


End 


3771 




Name 


OJ990903 11.9C01.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


347 


End 


1014 




GI 


none 


Score 


67 




Exons 


347. .490, 348. .485, 350. .490, 


351. .494 


, 361. .501, 


688. .1014, 



2332 



697.. 939, 699.. 1013 



Seq. No. 2260 

Gene No. 4743 

Start 263 

Name OJ990903_11 . 9C01 . C19 . ol . tm 

Start 882 

GI none 
Exons 



Seq. ID OJ990903_11.9C01.C19 
Strand 

End 3771 

Method TBLASTX : Maize 

End 2079 

Score 298 



882. .1103, 883. .1098, 884. .1105, 885. .1109, 1712. .1771, 
1735.. 1896, 1735.. 1896, 1826. .1939, 1975.. 2079, 1977.. 2078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 
Gene No. 
• J Start 

Name 
CH Start 
GI 

Exons 



ry 



,3 Seq. No. 
1 Gene No. 



'as* 



Start 
Name 
Start 
GI 

-Exons 



2260 
4743 
263 

OJ990903_11 . 9C01 . C19 . o2 . gp 
1016 

LIB3434-026-P1-K1-G9 



Seq. ID OJ990903_11.9C01.C19 
Strand 

End 3771 

Method AAT/GAP 

End 2104 

Score 678 



1016.. 1097, 1736.. 1895, 1975.. 2104 

' 1652280/dbj |BAA17203| 3.0e-14 (D90904) ribonuclease II 
[Synechocystis sp.] ' 



2260 
4743 
263 

OJ990903_11.9C01.C19.ol.tc 

1832 

none 



Seq. ID OJ990903_11.9C01.C19 
Strand 

End 3771 

Method TBLASTX : Cress 

End 2472 

Score 64 



1832. .1894, 1833.;1895, 1977. .2126, 1978. .2127, 2201. .2311, 
2202.. 2282, 2204.. 2311, 2242.. 2313, 2416.. 2472 



2261 
4744 
140 

OJ990903_11 . 9C01 . C20 . ol . gs 

140 

none 

140. .257 



Seq. ID OJ990903_11.9C01.C20 

Strand + 

End 257 

Method GEN SCAN 

End 257 

Score .66 



SeqV No. . 2262 

Gene No. 4745 

Start 1358 

Name OJ990903_11 . 9C01 . C21 . ol . gp 

Start 1266 

GI. 92800_1.R1084 

Exons 1266.. 1679 

GI Descrip. ' 6006874 /gb | AAF0064 9 . 1 | AC008153_1 6.0e-19 (AC008153) putative 

UDP-glucuronosyltransf erase, 5' 1 partial [Arabidopsis thaliana] 1 



Seq. ID OJ990903_11.9C01.C21 
Strand 

3066 
AAT/GAP 
1679 
773 



End 

Method 

End 

Score 



Seq. No. 2262 

Gene No. 4745 

Start 1358 

Name OJ990903_11 . 9C01 . C21 . ol . gs 

Start 1358 

GI none 
Exons " 1358.. 2242 



Seq. ID OJ990903_11.9C01.C21 
Strand 

End 3066 

Method GENS CAN 

End 2242 

Score .59 



Seq. No. 



2262 



Seq. ID OJ990903_11.9C01.C21 



2333 






Gene No. 


4745 








Strand 






Start 


1358 








End 


3066 




Name 


OJ990903 11 


.9C01, 


.C21.ol. 


np 


Method 


AAT/NAP 




Start 


1361 








End 


3066 




GI 


5541690 








Score 


539 




Exons 


1361. .2159, 


2972, 


. .3066 










GI Descrip. 


(AL096859) 


glucuronosyl 


transferase-like protein [Arabidops 






thaliana] 














Seq. No. 


2262 








Seq. ID 


OJ990903_11 . 9C01 .C21 




Gene No. 


4745 








Strand 






Start 


1358 








End 


3066 




Name 


OJ990903 11 


.9C01, 


.C21.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1475 








End 


2131 • 




GI 


none 








Score 


42 




Exons 


1475. .1510, 


1544, 


. .1984, 


1602. 


.1733, 1803.. 1949, 2015.. 2131 




Seq. No. 


2262 








Seq. ID 


OJ990903_11.9C01.C21 




Gene No. 


A "J A C 

4745 








Strand 






Start 


1358 








End 


3066 




Name 


OJ990903 11 


.9C01, 


.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1481 








End 


1858 




GI 


none 








Score 


191 


KJ 

J 


Exons 


1481. .1858, 


1563, 


. .1733, 


1806. 


.1856 




j" j"j 


Seq. No. 


2262 








Seq. ID 


OJ990903_11.9C01.C21 


i ^ 


Gene No. 


4745 








Strand 






Start 


1358 








End 


3066 


t c 


Name 


OJ990903 11 


.9C01, 


.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1547 








End 


1969 




GI 


none 








Score 


121 


ru 


Exons 


1547. .1729, 


1566, 


. .1733, 


1745. 


.1969, 1803. .1946, 1814. .1969 




Seq. No. 


2262 








Seq. ID 


OJ990903_11.9C01.C21 


■* j 


Gene No. 


4745 








Strand 




Start 


1358 








End 


3066 


jsa: 


Name 


OJ990903 11 


.9C01, 


.C21.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1547 








End 


1954 


L J 


GI 


none 








Score 


128 


.3S& 


Exons 


1547. .1954, 


1566, 


. .1733, 


1619. 


.1948, 1803. .1949 




Seq. No. 


2262 








Seq. ID 


OJ990903_11.9C01.C21 




Gene No. 


4745 








Strand 






Start 


1358 








End " 


3066 




Name 


OJ990903 11 


.9C01. 


.C21.o2. 


tw 


Method 


TBLASTX: Wheat 




Start ' ' 


1859 








End 


2189 




GI 


none 








Score 


69 




Exons 


1859. .1966, 


1865. 


. .1966, 


2001. 


.2189, 2003.. 2188 




Seq. No. 


2263 








Seq. ID 


OJ990903_11.9C01.C22 




Gene No. 


4746 








Strand 


+ 




Start 


41 








End 


117 




Name 


OJ990903 11 


.9C01.C22.ol. 


gs 


Method 


GEN SCAN 




Start 


41 








End 


117 




GI 


none 








Score 


1 




Exons 


41. .117 













2334 



Seq. No. 2264 

Gene No. 4747 

Start. 1 

Name OJ990903_11 . 9C01 .C23.ol .np 

Start 1 

GI 6587848 

Exons 1..25, 1516.. 2009 

GI Descrip. (AC006551) Putative UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



Seq. ID OJ990903_11.9C01.C23 
Strand 

End 2015 

Method AAT/NAP 

End 2009 

Score 137 



Seq. No. 2264 

Gene No. 4747 

Start 1 

Name OJ990903_11 . 9C01 . C23 . ol . gs 

Start 806 

GI none 
Exons 



Seq. ID OJ990903_11.9C01.C23 
Strand 

End 2015 

Method GENSCAN 

End 2015 

Score .91 



806. .882, 1509. .1694, 1724. .2015 



Seq. No. 

Gene No. 

Start 

Name 
_ Start 
^ GI 
■ J Exons 

E SSL. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

ru GI 



ru 

u 

hi 



Exons 



Seq. No. 
Gene No. 
M Start 
Name 
Start 
GI 

Exons 



'iosf 



Seq. ID OJ990903_11.9C01.C23 
Strand 

End 2015 

Method TBLASTX : Wheat 

End 197 6 

Score 147 



2264 
4747 
1 

OJ990903_11.9C01.C23.ol.tw 
1695 
none 

1695.. 1976, 1701.. 1970 

2265 
4748 
2839 

OJ990903_11 . 9C01 . C24 . ol . tm 
2591 
none 

2591. .2779, 2596. .2778, 2775. .3029, 2776. .3273, 2941. .3249 



Seq. ID OJ990903_11.9C01.C24 

Strand + 

End 4134 

Method TBLASTX : Mai ze 

End 3273 

Score 151 



2265 
4748 
2839 

OJ990903_11.9C01.C24.o2:gs 

2839 

none 

2839. .2955 



Seq. ID OJ990903_11.9C01.C24 

Strand + 

End 4134 

Method GENSCAN 

End 2955 . 

Score .52 



Seq. No. 2265 

Gene No. 4748 

Start 2839 

Name OJ990903_11 . 9C01 . C24 . ol . ts 

Start 2974 

GI none 

Exons 2974.. 3030, 3100.. 3294, 3394, 



Seq. ID OJ990903_11.9C01.C24 

Strand + 

End 4134 

Method TBLASTX : Soybean 

End 34 95 

Score 57 
.3495 



Seq. No. 2265 

Gene No. 4748 

Start 2839 

Name OJ990903_11 . 9C01 . C24 . o2 . tw 

Start 3124 

GI none 
Exons 



Seq. ID OJ990903_11.9C01.C24 

Strand + 

End 4134 

Method TBLASTX : Wheat 

End 3669 

Score 96 



3124.. 3273, 3311.. 3388, 3394.. 3492, 3487.. 3525, 3571.. 3669 



2335 



O t-w Ma 

beq. No. 


ZZod 








Seq. ID 


OJ990903_11.9C01 




Gene No. 


4748 








Strand 


-t- 




Start 


2839 








End 


4134 




Name 


OJ990903 11 


.9C01 


.C24 ,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3567 








End 


4039 




GI 


none 








Score 


293 




Exons 


3567. .3734, 


3568 


. .3933, 


3952. 


.4035, 3953. .4039 




C? a a- Ma 

Seq. No. 


ZZk>d 








Seq. ID 


OJ990903_11.9C01 


. K^Z Q 


Gene No. 


4748 








Strand 


+ 




Start 


2839 








End 


4134 




Name 


OJ990903 11 


.9C01 


.C24.ol 


.tw. 


Method 


TBLASTX: Wheat 




Start 


3763 








End 


4134 




GI 


none 








Score 


103 




Exons 


3763. .3930, 


3766 


. .3912, 


3941. 


.4132, 3958. .4134 




Seq. No. 


2266 








Seq. ID 


OJ990903 11.9C01 


.C25 


bene jnq . 


A 1 A Q 








Strand 


+ 




Start 


1 








End 


661 




Name 


OJ990903 11 


.9C01 


.C25.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


661 




GI 


5042454 








Score 


185 




Exons 


1..233, 477 


. .661 












GI Descrip. 


^AC007789) 


putative polyprotein [Oryza .sativa] 




Seq. No. 


ZZo / 








Seq. ID 


OJ990903_11. 9C01 




Gene No. 


4750 








Strand 


+ 




Start 


56 








End 


121 




Name 


OJ990903 11 


.9C01 


.C26.ol 


.gs 


Method 


GENSCAN 




Start 


56 








End 


121 




GI 


none 








Score 


.43 




Exons 


56. .121 














beq. no. 


ZZoo 








Seq. ID 


OJ990903_11.9C01 


con 


Gene No. 


4751 








Strand 






Start 


143 








End 


701 




Name 


OJ990903 11 


.9C01 


.C27.ol 


.gs 


Method 


GENSCAN, 




Start 


143 








End 


664 




GI 


none 








Score 


. 9 




Exons 


143. .664 














Seq. No. 


2268 








Seq. ID 


OJ990903_11. 9C01 


.C27 


bene ino . 


A 1 R 1 

H I 0 X 








Strand 






Start 


143 








End 


701 . 




Name 


OJ990903 li 


.9C01 


.C27.ol 


.np 


Method 


AAT/NAP 




Start 


226 








End 


701 




GI. 


5902445 








Score 


436 




Exons 


226. .701 














GI Descrip. 


(AB030283) < 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


2268 








Seq. ID 


OJ990903JL1.9C01 


.C27 


Gene No. 


4751 








Strand 






Start 


143 








End 


701 




Name 


OJ990903 11 


. 9C01 


.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


227 








End 


541 




GI 


none 








Score 


133 





2336 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
;,3 Exons 
rp GI Descrip. 

!'y 



227. .541, 228. .464 

2268 
4751 
143 

OJ990903_11 . 9C01 . C27 . ol . ts 

299 

none 

299. .412, 299. .538, 309. .455 

2268 
4751 
143 

OJ990903_11 . 9C01 . C27 . ol . tw 

308 

none 

308. .652, 309. .458, 567. .653 



Seq. ID OJ990903_11.9C01.C27 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



701 

TBLASTX : Soybean 

538 

54 



OJ990903_11 . 9C01 .C27 
701 

TBLASTX: Wheat 

653 

134 



2269 Seq. ID 

4752 Strand 
2922 End 
OJ990903_11 . 9C01 . C28 . ol . gp Method 
2922 End 
69014_1.R1084 Score 
2922. .3251 

? 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes' 



OJ990903_11.9C01.C28 
+ 

3251 
AAT/GAP 
3251 
592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2269 Seq. ID 

4753 Strand 

1 End 

OJ990903_11 . 9C01 . C28 . ol . np Method 

1 End 

5042454 Score 



OJ990903_11.9C01.C28 

2514 
AAT/NAP 
2514 
241 



1..393, 529. .708, 781. .923, 2490. .2514 
(AC007789) putative polyprotein [Oryza satiya] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2270 
4754 
599 

OJ990903_11 . 9C01 . C29 . ol . np 
599 

6721512 



Seq. ID OJ990903_11.9C01.C29 



Strand 
End 

Method 

End 

Score 



+ 

4106 
AAT/NAP 
4106 
113 



599.. 628, 2574.. 2665, 2777.. 2956, 3179.. 3228, 4045. .'4106 
(AP001072) hypothetical protein [Oryza sativa] 



2270 
4754 
599 

OJ990903_11 . 9C01 . C2 9 . ol . gs 

1168 

none 

1168. .1246, 1320. .1510 

2270 
4754 



Seq. ID OJ990903_11.9C01.C29 

Strand + 

End 4106 

Method GEN SCAN 

End 1510 

Score .49 



Seq. ID OJ990903_11.9C01.C29 
Strand + 



2337 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

. ~ Exons 



Seq. No. 
Gene No. 
□ Start 
j Name 
"5 Start 
GI 

Exons 



599 



End 

Method 
End 
Score 



4106 
AAT/GAP 
2006 
331 



OJ990903_11 . 9C01 . C29 . o2 . gp 
1741 

2315_5.R1084 
1741. .2006 

'6016845/dbj | AP000570 . 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

2270 Seq. ID OJ990903_11.9C01.C29 

4755 Strand 

355 End 676 

OJ990903_11 . 9C01 . C29 . ol . gp Method AAT/GAP 

355 End 676 

2315_6.R1084 Score 74 

355. .414, 655. .676 

'6016845/dbj | AP000570 . 1 1 AP000570 4.0e-38 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



fli 



2271 
4756 
229 

OJ990903_11 . 9C01 . C30 . ol . gs 

229 

none 

229.. 354 

2271 
4757 
1638 

OJ990903_11.9C01.C30.o2.gs 

1638 

none 

1638. .1676 



Seq. ID OJ990903_11.9C01.C30 

Strand + 

End 354 

Method GEN SCAN 

End 354 

Score .99 



Seq. ID OJ990903_11.9C01.C30 
Strand 

End 1676 

Method GENSCAN 

End 1676 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



2272 Seq. ID 

4758 Strand 
1 End 
OJ990903_11 . 9C01 . C31 . ol .np Method 
I End 
6002631 Score 
1..166, 426. .517, 842. .1277 
(AF093604) apyrase [Arabidopsis thaliana] 

gi|6721177|gb|AAF26805.1|AC016829_29 (AC016829) apyrase (Atapyl) 
[Arabidopsis thaliana] 



OJ990903_11.9C01.C31 
+ 

1277 
AAT/NAP 
1277 
'473 



2272 
4758 
1 

OJ990903_11 . 9C01 . C31 . ol . ts 
2 

none 



Seq. ID OJ990903_11.9C01.C31 

Strand + 

End 1277 

Method TBLASTX : Soybean 

End 1239 

Score 177 



2. .166, 3. .164, 418. .519, 841. .1170, 1189. .1239 



2272 Seq. ID 

4758 Strand 

1 End 

OJ990903 11.9C01.C31.ol.tm Method 



OJ990903_11.9C01.C31 
+ 

1277 

TBLASTX: Maize 



2338 




Start 3" End 1239 

GI none Score 214 

Exons 3. .164, 12. .164, 34. .165, 34. .171, 421. .471, 423. .467, 465. .518, 

478. .519, "841-. .1185, 948. .1184, 1173. .1238, 1180. .1239 



Seq. No. 2272 Seq. ID OJ990903_ 

Gene No. 4758 Strand + 

Start 1 End 1277 

Name OJ990903_11 . 9C01 .C31 . ol . gs Method GENSCAN 

Start 48 End 1240 

GI none Score .89 

Exons 48. .166, 426.. 517, 842.. 1240 



11. 9C01.C31 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2273 Seq. ID 

4759 Strand 
1 End 
OJ990903_11 . 9C01 . C32 . ol . np Method 
1 End 
6002631 Score 
1..104 

(AF093604) apyrase [Arabidopsis thaliana] 

gi | 6721177 | gb | AAF26805 . 1 1 AC016829_29 (AC016829) apyrase (Atapyl) 
[Arabidopsis thaliana] 



OJ990903_11.9C01.C32 
+ 

104 

AAT/NAP 

104 

98 



2274 Seq. ID 

4760 Strand 

55 End 
OJ990903_11 . 9C01 . C33 . ol . np Method 

55 End 

6523058 Score 
55. .447 

(AL133314) putative protein [Arabidopsis thaliana] 



OJ990903_11.9C01.C33 
"+ 

447 

AAT/NAP 
447 
226 



OJ990903_11.9C01.C33 
+ 

447 

AAT/GAP 
239 

2*21 v 



2274 Seq. ID 

4760 Strand 
55 End 
OJ990903_11 . 9C01 . C33 . ol . gp Method 
89 End 
LIB3479-011-Q6-K1-B9 Score 
89.-239 

' 130951/sp I P17048 | PR02_0RYSA 2.0e-12 13 KD PROLAMIN PRECURSOR 

>gi_100697_pir S09249 13K prolamin precursor - rice 

>gi_20292_emb_CAA32565_ (X14392) preprolamin {AA -19 to 137) 

[Oryza sativa] >gi_1587669_prf 2207199A prolamin [Oryza 

sativa] 1 " ' 



Seq. No. 


2274 


Seq. ID 


OJ990903_11.9C01 


C33 


Gene No. 


4760 


Strand 


+ 




Start 


55 


End 


447 




Name 


OJ990903 11.9C01.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


172 


End 


423 




GI 


none 


Score 


248 




Exons 


172. .423, 261. .347, 298. .423 








Seq. No. 


2275 


Seq. ID 


OJ990903_11. 9C01 


.C34 


Gene No. 


4761 


Strand 






Start 


1 


End 


698 





2339 



en 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990903_11 . 9C01 . C34 . ol . np Method AAT/NAP 
1 End 698 

6721561 Score 554 

1..454, 535. .593, 663. .698 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 68150861 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2275 Seq. ID 

4761 Strand 
1 End 
OJ990903_11 . 9C01 . C34 . ol . gs Method 
50 End 
none Score 
50. .227, 351. .391, 535. .593 

2276 Seq. ID 

4762 Strand 
78 End 
OJ990903_11 . 9C01 . C36 . ol . gs Method 
78 End 
none Score 
78. .166, 193. .314, 557. .1149 



OJ990903_11.9C01.C34 
698 

GENSCAN 

593 

.71 



OJ990903_11.9C01.C36 
+ 

1311 
GENSCAN 
1149 
.78 



2276 Seq. ID 

4762 Strand 
78 End 
OJ990903_11 . 9C01 . C36 . o2 . np Method 
315. End 
629693 Score 
315. .1311 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ990903_11.9C01.C36 
+ 

1311 
AAT/NAP 
1311 
382 



2276 - Seq. ID 

4762 Strand 

78 End 
OJ990903_11 . 9C01 . C36 . ol . np' Method 

401 End 

4544372 Score 
401. .1266 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990903_11.9C01.C36 
+ 

1311 
AAT/NAP 
1266 
371 



Seq. No. 2276 

Gene No. 47 62 

Start 78 

Name OJ990903_11 . 9C01 . C36 . ol . tw 

Start 844 

GI none 

Exons 844.. 1251, 1077.. 1217 

Seq. No. ■ 2276 

Gene No. 4762 

Start 78 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990903_11.9C01.C36 
+ 

1311 

TBLASTX: Wheat 

1251 

207 



OJ990903_11.9C01.C36 
+ 

1311 



2340 



Name 


OJ990903 11.9C01.C36.ol.ts 


Method 


TBLASTX : : 


Start 


1027 


End 


1272 


GI 


none 


Score 


226 


Exons 


1027.. 1272, 1038.. 1190, 1239. 


.1268 




Seq. No. 


2277 


Seq. ID 


OJ990903 


Gene No. 


4763 


Strand 


+ 


Start 


1 


Cjno. 


OCQ1 


Name 


OJ990903 11.9C01.C37.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2581 


GI 


5852180 


Score 


461 


Exons 


1..30, 992. .1071, 2053. .2581 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


2277 


Seq. ID 


OJ990903 


Gene No. 


4764 


Strand 




Start 


922 


End 


1303 


Name 


OJ990903 11.9C01.C37.ol.gp 


Method 


AAT/GAP 


Start 


922 


End 


1303 


GI 


uC-osflcyp033a04bl 


Score 


675 


Exons 


922. .1303 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990903_11.9C01.C38 

Strand + 

End 1109 

Method GEN SCAN 

End 1109 

Score .54 



Name 
il Start 

*?f . Exons 



2278 
4765 
286 

OJ990903_11 . 9C01 . C38 . ol . gs 
286 
none 

286. .288, 320. .422, 907. .1109 

2279 
4766 
5416 

OJ990903_11.9C01.C39.o2.gs 
5416 
none 

5416.. 6022, 6106.. 6183, 6364.. 648.8, 6770.. 7979, 8128.. 8167 



Seq. ID OJ990903_11.9C01.C39 

Strand + 

End 8167 

Method GENS CAN 

End 8167 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ990903_11.9C01.C39 
Strand 

End 3458 

Method AAT/NAP 

End 2334 

Score 375 • 



2279 
4767 
1 

OJ990903_11.9C01.C39.ol.np 
1 

5441880 
1..33, 1672. .2334 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



2279 
4767 
1 

OJ990903_11 . 9C01 . C39 . ol . gs 

341 

none 



Seq. ID OJ990903_11.9C01.C39 

Strand - - 

End 3458 

Method GEN SCAN 

End 3458 

Score .58 



2341 






Exons 


341. .508, 716. .843, 


887. .1140, 


1395. .1418, 1663. .2660, 








3347. .3458 












Seq. No. 


2280 




Seq. ID 


OJ990903 11.9C01 


.C40 




Gene No. 


4768 




Strand 








Start 


70 




End 


721 






Name 


OJ990903 11.9C01.C40 


. ol .gs 


Method 


GENSCAN 






Start 


70 




End 


571 






GI 


none 




Score 


.49 






Exons 


70. .266, 511. .571 












Seq. No. 


2280 




Seq. ID 


OJ990903_11.9C01 


.C40 




Gene No. 


4768 




Strand 








Start 


/o 




End 


721 






Name 


OJ990903 11.9C01.C40 


. ol .np 


Method 


AAT/NAP 






Start 


214 




End 


721 






GI 


5042454 




Score 


224 






Exons 


214. .266, 515. .721 












GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


2281 




Seq. ID 


OJ990903_11 . 9C01 


.C41 




Gene No. 


4769 




Strand 








Start 


367 




End 


1118 






Name 


OJ990903 11.9C01.C41 


.ol.gs 


Method 


GENSCAN 




I SS | 
! ^ 


Start. 


367 




End 


1118 






GI 


none 




Score 


.75 




cri 

ry 


Exons _ 


367. .880, 940. .1118 










Q 


Seq. No. 


2281 




Seq. ID 


OJ990903_11 . 9C01 


.C41 


Id 


Gene No. 


4769 




Strand 








Start 


367 




End 


1118 




w 


Name 


OJ990903 11.9C01.C41 


.ol.tm 


Method 


TBLASTX: Maize 




i y 


Start 


608 




End 


892 






GI 


none 




Score 


39 






Exons 


608. .625, 652. .756, 


659. .715, 


763. .864 


, 764. .865, 875.. 


892 




Seq. No. 


2282 




Seq. ID 


r\ T A A A A A O T 1 AOA1 

OJ990903 11.9C01 


.C42 




Gene No. 


4770 




Strand 








Start 


202 




End 


318 




Q 


Name 


OJ990903 11.9C01.C42 


.ol.gs 


Method 


GENSCAN 




C3 


Start 


202 




End 


318 






GI 


none 




Score 


.57 






Exons 


202. .318 












Seq. No. 


2283 




Seq. ID 


OJ990903_11 . 9C01 


.C43 




Gene No. 


4771 




Strand 








Start 


65 




End 


192 






Name 


OJ990903 11.9C01.C43 


. ol . gs 


Method 


GENSCAN 






Start 


65 




End 


192 






GI 


none 




Score 


.83 






Exons 


65. .192 












Seq. No. 


2284 




Seq. ID 


OJ990923_12.9C01 


-C2 




Gene No. 


4772 




Strand 








Start 


418 




End 


800 






Name 


OJ990923 12.9C01.C2. 


ol.gp 


Method 


AAT/GAP 






Start 


199 




End 


543 





2342 



GI 


3761205 


Score 


607 


Exons 


199. .543 






Seq. No. 


2284 


Seq. ID 


OJ990923_12.9C01.C2 


Gene No. 


4772 


Strand 




Start 


418 


End 


800 


Name 


OJ990923 12.9C01.C2.ol.gs 


Method 


GENSCAN 


Start 


418 


End 


800 


GI 


none 


Score 


.93 


Exons 


418. .573, 654. .800 






Seq. No. 


2285 


Seq. ID 


OJ990923_12.9C01.C3 


Gene No. 


4773 


Strand 


+ 


Start 


161 


End 


247 


Name 


OJ990923 12.9C01.C3.o2.np 


Method 


AAT/NAP 


Start 


161 


End 


247 


GI 


6721561 


Score 


73 


Exons 


161. .247 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi| 681508 6|dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


2285 


Seq. ID 


OJ990923_12.9C01.C3 


Gene No. 


4774 


Strand 




Start 


39 


End 


128 


Name 


OJ990923 12.9C01.C3.ol.np 


Method 


AAT/NAP 


Start 


39 


End 


128 


GI 


4680183 


Score 


139 


Exons 


39. .128 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


2285 


Seq. ID 


OJ990923_12.9C01.C3 


Gene No. 


4775 


Strand 




Start 


83 


End 


209 


Name 


OJ990923 12.9C01.C3.ol.gs 


Method 


GENSCAN 


Start 


83 


End 


209 


GI 


none 


Score 


.56 


Exons 


83. .209 






Seq. No. 


2286 


Seq. ID 


OJ990923_12.9C01.C4 


Gene No. 


4776 


Strand 




Start 


48 


End 


1535 


Name 


OJ990923 12.9C01.C4.ol.gs 


Method 


GENSCAN 


Start 


48 


End 


1535 


GI 


none 


Score 


.74 


Exons 


48.-353, 612. .638/ 1076. .1236, 1487..: 


L535 


Seq. No. 


2286 


Seq. ID 


OJ990923_12.9C01.C4 


Gene No. 


4776 


Strand 




Start 


48 


End 


1535 


Name 


OJ990923 12.9C01.C4.ol.gp 


Method 


AAT/GAP 


Start ' 


861 


End 


1381 


GI 


LIB34 34-038-P1-K1-F1 


Score 


765 


Exons 


861. .1381 






GI Descrip. 


•5257255/dbj IAP000364.il AP000364 0.0e+00 Oryza sativa genomic 



2343 




DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2287 
4777 
1875 

OJ990923_12. 

1875 

none 

1875. .2054 



9C01.C5.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_ 
+ 

2054 
GENSCAN 
2054 
.78 



12.9C01.C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2288 
4778 
3677 

OJ990923_12 . 9C01 . C6 . ol . np 

3677 

4680190 

3677. .3813, 4849.. 5086, 5696. 
7578. .7637, 8133.. 8215, 8600. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5888, 5967 
.8795, 8914 



OJ990923_12.9C01.C6 
+ 



12180 
AAT/NAP 
12177 
2957 

6103, 7191. 



7423, 



.9043, 9304.. 9375, 



9542. .9714, 9840.. 9920, 10814 10883, 11999.. 12177 
(AF111710) putative dnaJ-like protein [Oryza sativa subsp. 
indica] 



2288 
4778 
3677 

OJ990923_12. 9C01 . C6 . o3 . gs 

3677 

none 



Seq. ID OJ990923_12. 9C01.C6 

Strand + 

End 12180 

Method GENSCAN 

End 12180 

Score .73 



3677. .3769, 4526. .4581, 4849. .5086, 5696. .5888, 5967. .6116, 

7096. .7287, 7302. .7423, 7578. .7637, 8133. .8215, 8633.. 8795, 

8914. .9043, 9304. .9375, 9542. .9714, 9840. .9920, 10814 .. 10883, 
11999. .12180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



2288 Seq. ID 

4778 Strand 

3677 _ " End 

OJ990923_12 . 9C01 . C6 . o2 . gp Method 

4436 End 

57512 1.R1084 Score 



OJ990923_12.9C01.C6 
+ 

12180 
AAT/GAP 
6077 
1048 



4436. .4465, 4849. .5086, 5696. .5888, 5967. .6077 
M680190/gb|AAD27555. 1 |AF111710_1 1.0e-88 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] 1 



2288 

4778 . ■ 

3677 

OJ990923_12 . 9C01 . C6 . o3 . gp 
7115 

27353 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
7115.. 7211, 7302.. 7423, 7578.. 7637, 8133.. 8215, 8633.. 8791 
M680190/gb|AAD27555.1 |AF111710_1 2.0e-51 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] 1 



OJ990923_12.9C01.C6 
+ 

12180 
AAT/GAP 
8791 
921 



Seq. No. 2288 

Gene No. 4778 

Start 3677 

Name OJ990923_12 . 9C01 . C6 . o4 . gp 



Seq. ID OJ990923_12.9C01.C6 

Strand + 

End 12180 

Method AAT/GAP 



2344 



Start 


9634 




End 


10781 


GI 


6519 


1.R1084 


Score 


919 


Exons 


9634. 


".9714, 9840.. 9920, 10441 


. .10781 




GI Descrip. 


■4680190/gb|AAD27555.1|AF111710 1 2 . Oe- 


-16 (AF111710) putative 




dnaJ- 


like protein [Oryza sativa subsp. 


indica] 1 


Seq. No. 


2288 




Seq. ID 


OJ990923_12.9C01.C6 


Gene No . 


4779 




Strand 




Start 


1412 




End 


2726 


Name 


OJ990923 12.9C01.C6.o2.gs 


Method 


GENSCAN 


Start 


1412 




End 


2726 


GI 


none 




Score 


.52 


Exons 


1412. 


.1855, 2030.. 2192, 2351. 


.2502, 2634.. 2726 


Seq. No. 


2288 




Seq. ID 


OJ990923_12.9C01.C6 


Gene No. 


4779 




Strand 




Start 


1412 




End 


2726 


Name 


OJ990923 12.9C01.C6.ol.gp 


Method 


AAT/GAP 


Start 


2038 




End 


2109 


GI 


1036868 


Score 


93 


Exons 


2038. 


.2109 






GI Descrip. 


4 680178/gb|AF111709.1|AF111709 4.0e-63 


Oryza sativa subsp. 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



7423, 7575. 

8765, 8634. 

9389, 9302. 

9717, 9641. 



2288 
4780 
13230 

OJ990923_12.9C01.C6.o2.ts 

7333 

none 

7333.. 7422, 7334 
8135.. 8212, 8631 
8920.. 9042, 9300 
9425.. 9466, 9538 
9848. .9901, 10438. .10521 



2288 

4780 

13230 

OJ990 

7575 

none 

7575. 

8132. 

8747. 

9302. 

9424. 

9538. 

10438 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 12.9C01.C6 



923 12.9C01.C6.o2.tm 



.7631, 7577.. 7633, 8128. 

.8212, 8631.. 8795, 8632. 

.8800, 8911. .9042, 8913. 

.9391, 9389.. 9424, 9390. 

.9465, 9425.. 9466, 9435. 

.9717, 9642.. 9716, 9839. 
. .10521 



15946 

TBLASTX : Soybean 
10521 
126 

7628, 8130. .8216, 8134. .8205, 
8789, 8644.. 8790, 8913. .9023, 
9388, 9394.. 9429, 9424. .9465, 
9712, 9642. .9716, 9839. .9913, 



Seq. ID OJ990923_12. 9C01.C6 
Strand 

End 15946 
Method TBLASTX : Mai ze 
End 10521 
Score 91 

.8211, 8130. .8216, 8131. .8211, 
.8712, 8634. .8795, 8635. .8796, 
.9041, 9289.. 9390, 9300.. 9392, 
.9425, 9390.. 9428, 9391.. 9429, 
.9467, 9533.. 9715, 9534.. 9716, 
.9943, 9840 



9920, 9863.. 9943, 



Seq. No. 2288 Seq. ID 

Gene No. 4780 Strand 

Start 13230 End 

Name OJ990923_12 . 9C01 . C6 . o2 . tc Method 

Start 8631 End 

GI none Score 



OJ990923_12.9C01.C6 
#594 6 

TBLASTX: Cress 

9717 

129 



2345 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8631.. 8765, 8917.. 9057, 9290.. 9376, 9300.. 9392, 9390.. 9428, 
9391. .9429, 9424.-9465, 9425.-9466, 9556. .9717 



2288 
4780 
13230 

OJ990923_12.9C01.C6.ol.tw 

9292 

none 



Seq. ID OJ990923_12.9C01.C6 
Strand 

End 15946 

Method TBLASTX : Wheat 

End 9901 

Score 129 



9292.. 9390, 9302.. 9391, 9302.. 9391, 9303.. 9392, 9389.-9427, 

9390. .9428, 9391. .9429, 9424. .9465, 9425. .9466, 9528. .9716, 

9533.. 9691, 9538.. 9717, 9592.. 9714, 9642.. 9716, 9839.. 9901, 
9848. .9901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start - 
Name 
Start 



2288 
4780 
13230 

OJ990923_12.9C01.C6.o4.gs 

13230 

none 



Seq. ID OJ990923_12.9C01.C6 
Strand 

End 15946 

Method GEN SCAN 

End 15224 

Score .94 



13230. .13899, 14025 .. 14 154 , 14566 .. 14 669, 15111.. 15224 



Seq. ID OJ990923_12.9C01.C6 
Strand 

End 15946 
Method AAT/NAP 
End 15946 
Score 1751 

13233. .13899, 14025 .. 14277 , 14432 .. 14 512, 14 566 14 650, 
15926.. 15946 

(AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



2288 
4780 
13230 

OJ990923_12. 9C01 . C6 . o2 . np 
13233 
4680191 



Seq. ID OJ990923_12.9C01.C6 
Strand 

End 15946 

Method AAT/GAP 

End 14108 

Score 509 



2288 
4780 
13230 

OJ990923_12 . 9C01 . C6 . o5 . gp 
13683 

LIB3434-054-P1-K1-G7 
13683. .13899, 14025.. 14108 

f 4680191/gb|AAD27556.1|AF111710_2 2.0e-45 (AF111710) putative 
myb-related protein [Oryza sativa subsp. indica] ' 



2288 
4780 
13230 

OJ990923_12.9C01.C6.ol.tc 

13776 

none 



Seq. ID OJ990923_12. 9C01.C6 
Strand 

End 15946 

Method TBLASTX : Cress 

End 14373 

Score 134 



13776. .13901, 13780. .13902, 14024 .. 14 158 , 14025 .. 14159, 
14263. .14373, 14264.. 14320 



2288 
4780 
13230 

OJ990923_12.9C01.C6.ol.ts 
13776 



Seq. ID OJ990923_12.9C01.C6 
Strand 

End 15946 

Method TBLASTX : Soybean 

End 14 340 



2346 



GI 

Exons 



none 



Score 



138 



13776. .13901, 13780. .13902, 14024 .. 14158, 14025 .. 14159, 
14263. .14340, 14270.. 14320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



'"'t Seq. No. 

Gene No. 
I"'" Start 
| a y Name 
i s 3 Start 

~'Z. Exons 



2288 Seq. ID 

4780 Strand 

13230 End 

OJ990923_12 . 9C01 . C6 . o2 . tw Method 

13785 End 

none Score 

13785. .13901, 13786. .13902, 

14269. .14379, 14278.. 14394 



OJ990923_12.9C01.C6 
15946 

TBLASTX: Wheat 
14394 
115 

14007. .14159, 14024. .14158, 



2288 
4780 
13230 

OJ990923_12.9C01.C6.ol.tm 

13785 

none 

13785. .13826, 
13863. .13907, 
14251. .14391, 



13791. .13901, 
14024. .14116, 
14263. .14382, 



2289 
4781 
15946 

OJ990923_12 . 9C01 . C7 . o2 . gs 

15946 

none 

15946. .15990, 16209 .. 16599, 
17669. .17785, 17876. . 17964, 
18627. .18716, 18787 .. 18858 , 



Seq. ID OJ990923_12.9C01.C6 
Strand 

End 15946 

Method TBLASTX: Maize 

End 14419 

Score 138 
13792. .13902, 13852 .. 13902, 
14024. .14158, 14025. .14159, 
14264 ; .14419 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_12, 
+ 

19389 
GEN SCAN 
19213 
.72 



9C01.C7 



17237. .17352, 17436 .. 17522 , 
18142. .18193, 18480. .18524, 
19085. .19213 



Seq. No. 
Gene No. 
Start 
Name 
y Start 
□ GI 
; cs i Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990923_12.9C01.C7 
Strand + 
End 19389 
Method AAT/NAP 
End 19210 
Score 2247 
17237. .17352, 17436 .. 17522 , 
18142. .18193, 18293. .18388, 
18787. .18858, 19085.. 19210 
(AF111710) putative farnesyl pyrophosphate synthase [Oryza 
sativa subsp. indica] 



2289 
4781 
15946 
OJ990923 
15946 
4680193 
15946. .15990, 
17669. .17785, 
18480. .18524, 



12.9C01.C7.o2.np 



16049. .16599, 
17876. :17964, 
18627. .18716, 



2289 
4781 
15946 

OJ990923_12. 9C01 . C7 . ol . gp 
16113 

21028_1.R1084 
16113. .16496, 
17669. .17712 

M680193/gb|AAD27558.1 IAF111710 
farnesyl pyrophosphate synthase 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923_ 
+ 

19389 
AAT/GAP 
17712 
1167 



12.9C01.C7 



17122. .17146, 17237. .17352, 17436 .. 17522 , 



4 6.0e-63 (AF111710) putative 
[Oryza sativa subsp. indica] 1 



Seq. No. 



2289 



Seq. ID OJ990923JL2. 9C01.C7 



2347 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



Strand + 
End . 19389 
Method AAT/GAP 
End 19389 
Score 1356 
18293. .18388, 18480 .. 18524 , 
19085. .19389 

M680193/gb|AAD27558.1|AF1117ib_4 1.0e-105 (AF111710) putative 
farnesyl pyrophosphate synthase [Oryza sativa subsp. indica] 1 



4781 
15946 

OJ990923_12 . 9C01 . C7 . o2 . gp 
17887 

88JL.R1084 

17887. .17964, 18142 .. 18193, 
18627. .18716, 18787 .. 18858, 



2289 
4782 
1 

OJ990923_12 . 9C01 . C7 . ol . np 
1 

4680191 



Seq. ID OJ990923_12.9C01.C7 
Strand 

End 15172 

Method AAT/NAP 

End 15172 

Score 4378 



1..19, 1563. .1751, 2145. .2263, 3189. .3229, 4124. .4292, 
4731. .4923, 6666. .6692, 7182. .7328, 7544. .7634, 8924. .9349, 
9627.. 9709, 11027 .. 11131, 11286 .. 11406, 11791 1237 9, 
12913. .13089, 13150. .13281, 13415 .. 13508 , 13560 .. 13620 , 
15098. .15172 

(AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 12.9C01.C7 



, ^ Seq. No. 2289 

)~ Gene No. 4782 

!: ! ! Start 1 

rU Name OJ990923_12 . 9C01 .C7 . ol . gs 

U Start 1563 

{•I GI none 

Exons 1563.. 1751, 3189.. 3246, 4124 

if! 7182.. 7328, 7544.. 7634, 8733 

iy 9627. .9709, 11027 .. 11131, 11286 .. 11409, 11482 .. 12017 , 

» 12032. . 12379, 12913 .. 13089, 13150 13281 , 134 15 .. 13508 , 

Q 13560. . 13620, 15098.. 15172 



15172 
GENSCAN 
15172 
.54 

4292, 4731. .4923, 6666. 
8857, 9007.. 9104, 9112. 



6692, 
9349, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2289 
4783 
19555 

OJ990923JL2 . 9C0 1 . C7 . o4 . tm 

11287 

none 

11287. .11433, 11288. .11509 

2289 
4783 
19555 

OJ990923_12 . 9C01 . C7 . o2 . tc 
16398 
none 
16398. 
17236. 
17440. 
17875. 
18293. 
18627. 
19088. 



16502, 
17355, 
17529, 
17952, 
18388, 
18725, 
19213 



17118. 
17432. 
17668. 
18143. 
18396. 
18787. 



17147, 
17527, 
17796, 
18196, 
18527, 
18858, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_12. 9C01.C7 
22387 

TBLASTX: Maize 

11509 

205 



Seq. ID OJ990923_12.9C01.C7 
Strand 

End 22387 

Method TBLASTX : Cress 

End 19213 

Score 113 
17122. .17157, 17235. .17354, 
17436. .17528, 17439 .. 17528 , 
17669. .17800, 1778 6 .. 17 965, 
18145. .18207, 18275. .18388, 
18422. .18550, 18 62 6. . 18 694, 
19074. .19211, 19087. .19212, 



2348 



CD 



ru 

Q 

IS : s 

iU 



'fcsF 

C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



2289 
4783 
19555 
OJ990923 
16398 
none 
16398 
17236 
17653 
17857 



12.9C01.C7.o2.ts 



16502, 
17355, 
17787, 
17970, 



17119. 
17239. 
17669. 
17917. 



,17157, 
,17415, 
,17788, 
,17982 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17121. .17147, 
17432. .17527, 



OJ990923 12.9C01.C7 



22387 

TBLASTX : Soybean 
17982 
115 

17235. .17354, 
17439. .17528, 



17 688. .17819, 17786. .17971, 



2289 
4783 
19555 

OJ990923_12 . 9C01 . C7 . o2 . tm 

17323 

none 

17323. .17355, 17428 .. 17526, 

17666. .17785, 17667 17786, 

17669. .17788, 17786 17965, 

18131. .18193, 18143. .18196, 

18291. .18386, 18292 18390, 

18469. .18528, 18625 18717, 

18782. .18859, 18787 18858 , 

19047. .19235, 19083 19214 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17436 

17667 

17857 

18153 

18396 

18626 

18787 

19084 



OJ990923 12.9C01.C7 



22387 

TBLASTX: Maize 
19245 
41 

17525, 17439. .17528, 
17786, 17668. .17787, 
17964, 17875. .17982, 
18194, 18275. .18388, 
18527, 18443. .18523, 
18718, 18627. .18725, 
18870, 18789. .18860, 
19245, 19085.. 19216 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 12.9C01.C7 



22387 
AAT/NAP 
21979 
109 



2289 
4783 
19555 

0 J99092 3_12 . 9C0 1 . C7 . o4 . np 
19555 
6322834 
19555. .19584, 
21804.. 21979 

Ykl018wp gi|549660|sp|P36104|YKB8_YEAST HYPOTHETICAL 37.1 KD 
PROTEIN IN RAM2-ATP7 INTERGENIC REGION gi | 539149 | pir j | S37831 
hypothetical protein YKL018w - yeast ( Saccharomyces cerevisiae) 
gi|486009|emb|CAA81853| (Z28018) ORF YKL018w [Saccharomyces 
cerevisiae] 



21167. .21304, 21391. .21482, 21600 .. 21724 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 12.9C01.C7 



2289 
4783 
19555 

OJ990923_12 . 9C01 . C7 . o3 . gp 
20251 

uC-osflcyp030a02bl 
20251. .20425, 20493. 
21391. .21444 

, 4680178/gb|AF111709.1|AF111709 4.0e-63 Oryza sativa subsp. 
ihdica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



22387 
AAT/GAP 
21444 
901 



.20542, 20988. .21069, 21167 21304 , 



2289 Seq. ID 

4783 Strand 

19555 End 

OJ990923 12.9C01.C7.o3.tm Method 



OJ990923_12.9C01.C7 
22387 

TBLASTX: Maize 



2349 



Start 
GI 

Exons 



20287 
none 



End 
Score 



21307 
109 



20287. .20370, 20288 20392, 20321 .. 20389, 20325 20396, 

20493. .20537, 20493 20546, 20494 20544 , 204 95 .. 20548 , 

20986. .21072, 20987 21070, 20988 21071, 21152 21307 , 
21167. .21307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
f Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

i. gi 

^3 Seq. No. 
i;n Gene No. 
;=y Start 
^ Name 
H Start 
W GI 
^3 Exons 



Seq. ID OJ990923_12.9C01.C7 



2289 

4783 Strand 

19555 End 22387 

OJ990923_12 . 9C01 . C7 . o3 . gs Method GENSCAN 

20292 End 21304 

none Score .83 

20292. .20425, 20988 .. 21069, 21167.. 21304 



2289 
4783 
19555 

OJ990923_12 . 9C0 1 . C7 . o3 . np 

20295 

4680192 



Seq. ID OJ990923_12.9C01.C7 
Strand 

End 22387 

Method AAT/NAP 

End 22387 

Score 545 



20295. .20425, 20988 .. 21069, 21167 21304 , 22313.. 22387 
(AF111710) hypothetical protein [Oryza sativa subsp. indica] 



2289 
4783 
19555 

OJ990923_12.9C01.C7.ol.ts 
20986 
none 
20986. 
21217. 
21624. 



,21072, 20987. 
,21306, 21391. 
,21665, 21625. 



.21064, 
.21507, 
.21663 



Seq. ID . OJ990923_12.9C01.C7 
Strand 

End 22387 

Method TBLASTX : Soybean 

End 21665 

Score 69 
21167. .21307, 21171. .21305, 
21392. .21508, 21393 .. 21509, 



: =s ; Seq. No. 

St 4 Gene No. 

>« Start 

.3 Name. 

^ Start 

it gi 

5=? Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2289 
4783 
19555 

OJ990923JL2 . 9C01 . C7 . ol . tc 

21140 

none 

21140. .21307, 21174. .21305, 
21430. .21507, 21625 .. 21732, 

2289 
4783 
19555 

OJ990923_12 . 9C01 . C7 . ol . tm 
21391 
none 
21391. 
21626. 
21805. 



.21507, 
.21700, 
.21978 



21392, 
21701, 



.21511, 
.21727, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21391. .21432, 21410 
21800. .21871, 21890 



OJ990923_12.9C01.C7 
22387 

TBLASTX: Cress 

21973 - 

95 

21508, 
21973 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21393 

21776 



OJ990923 12.9C01.C7 



22387 

TBLASTX: Maize 
21978 
178 

21512, 21625. .21699, 
21976, 21776. .21976, 



Seq. No. 2290 

Gene No. 4784 

Start 1 

Name OJ990923_12 . 9C01 . C8 . ol . np 



Seq. ID OJ990923_12.9C01.C8 
Strand 

End 1074 

Method AAT/NAP 



2350 



Start 1 End 1074 

GI 4680192 Score 379 

Exons 1. .28, - 823. .1074 

GI Descrip. (AF111710) hypothetical protein [Oryza sativa subsp. indica] 



Seq. No. 2290 Seq. ID OJ990923_12 . 9C01 . C8 

Gene No. 4784 Strand 

Start 1 End 1074 

Name OJ990923_12 . 9C01 .C8 . ol . gp Method AAT/GAP 

Start 540 End 831 

GI LIB3475-003-P1-K2-H11 Score 524 

Exons 540.. 831 

GI Descrip. ' 4680189/gb | AF111710 . 1 | AF111710 1.0e-140 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds' 



Seq. No. 


2290 




Seq. ID 


OJ990923_12.9C01 


C8 


Gene No. 


4784 




Strand 






Start 


1 




End 


1074 




Name 


OJ990923 12.9C01.C8. 


ol .gs 


Method 


GENSCAN 




Start 


773 




End 


1054 




GI 


none 




Score 


.9 




Exons 


773. .1054 










Seq. No. 


2290 




Seq. ID 


OJ990923_12.9C01 


C8 


Gene No. 


4784 




Strand 






Start 


1 




End 


1074 




Name 


OJ990923 12.9C01.C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


776 




End 


1072 




GI 


none 




Score 


249 




Exons 


776. .808, 875. .1072, 


882. . 


1070, 890.. 


1072 





Seq. No. 


2291 




Seq. ID 


OJ990923_ 


12. 


9C01 


.C9 


Gene No. 


4785 




Strand 


+ 








Start 


754 




End 


1368 








Name 


OJ990923 12.9C01.C9 


.ol.gs 


Method ' 


GENSCAN 








Start 


754 




End 


1368 








GI 


none 




Score 


.88 








Exons 


754. .1368 














Seq. No. 


2291 




Seq. ID 


OJ990923_ 


12. 


9C01 


.C9 


Gene No. 


4786 




Strand 










Start 


1994 




End 


2399 








Name 


OJ990923 12.9C01.C9 


.o2 .gs 


Method 


GENSCAN 








Start 


1994 




End 


2392 








GI 


none 




Score 


.86 








Exons 


1994. .2392 














Seq. No. 


2291 




Seq. ID 


OJ990923_ 


12. 


9C01 


.C9 


Gene No. 


4786 




Strand 










Start 


1994 




End 


2399 








Name 


OJ990923 12.9C01.C9 


. ol .np 


Method 


AAT/NAP 








Start 


1997 




End 


2399 








GI 


4680185 




Score 


654 








Exons 


1997. .2399 














GI Descrip. 


(AF111709) unknown 


[Oryza 


sativa subsp 


. indica] 









2351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990923_12.9C01.C10 

Strand + 

End 1251 

Method AAT/GAP 

End 1251 

Score 655 



2292 
4787 
870 

OJ990923_12 . 9C01 . C10 . ol . gp 
870 

uC-osflcyp033a04bl 
870. .1251 

'6016845/dbj IAP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



2292 
4788 
803 

OJ990923_12 . 9C01 . C10 . ol . np 
803 

4680186 
803. .1003, 2027.. 2061 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990923_12.9C01.C10 
Strand 

End 2061 

Method AAT/NAP 

End 2061 

Score 327 



2293 
4789 
1 

OJ990923_12 . 9C01 . Cll . ol . np 
1 

4680209 
1. .321 

(AF114171) unknown [Sorghum bicolor] 



Seq. ID OJ990923_12.9C01.C11 
Strand 

321 

AAT/NAP 
321 
246 



End 

Method 
End 
Score 



2293 
4789 
1 

OJ990923_12.9C01.Cll.ol.tm 
73 

none 



Seq. ID OJ990923_12.9C01.C11 

Strand 

End 321 

Method TBLASTX : Mai ze 

End 320 

Score 55 



73. .141, 75. .140,. 136. .318, 147. .320 



2294 
4790 
8274 

OJ990923_12.9C01.C12.o2.np 

8203 

4680190 



Seq. ID OJ990923_12.9C01.C12 

Strand + 

'End 10164 

Method AAT/NAP 

End 10131 

Score 378 



8203. .8348, 9330. .9542, 9714. .9934, 10023. .10131 
(AF111710) putative dnaJ-like protein [Oryza sativa subsp. 
indica] 



2294 
4790 
8274 

OJ990923_12 . 9C01 .C12 . o2 . gs 

8274 

none 



Seq. ID OJ990923_12.9C01.C12 

Strand + 

End 10164 

Method GENSCAN 

End 10164 

Score .93 



8274. .8397, 8405. .8531, 9326.. 9542, 9714. .9906, 10001. .10164 



Seq. No. 
Gene No. 



2294 
4791 



Seq. ID OJ990923_12.9C01.C12 
Strand + 



2352 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11913 End 13640 

OJ990923_12 . 9C01 . C12 . o3 . np Method AAT/NAP 

11913 End 13640 

220578 Score 88 

11913. .11985, 12389. .12637, 13606. .13640 

(D00570) open reading frame (251 AA) [Mus musculus] 



2294 
4792 
1 

OJ990923_12 . 9C01 . C12 . ol . np 
1 

4914429 



Seq. ID OJ990923_12.9C01.C12 
Strand 

End 4000 

Method AAT/NAP 

End 3557 

Score 1118 



1..215, 439. .552, 649. .751, 914. .1045, 1249. .1377, 1487. .1564, 
1652.. 1921, 1997.. 2093, 2411.. 2702, 3524.. 3557 



GI Descrip. (AL050351) SEC14-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2294 Seq. ID OJ990923_12.9C01.C12 - 

4792 Strand 

1 End 4000 

OJ990 923_12 . 9C01 . C12 . ol . gp Method AAT/GAP 

248 End 1011 

76980_1.R1084 Score 567 

248. .327, 439.-556, 653. .751, 914. .1011 

, 491.4430/emb|CAB43633.1| 8.0e-09 (AL050351) SEC14-like protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2294 
4792 
1 

OJ990923_12 . 9C01 . C12 . ol . gs 

653 

none 



Seq. ID OJ990923_12.9C01.C12 
Strand 

End 4000 

Method GENSCAN 

End 4000 

Score .74 



653.. 751, 1276.. 1377, 1487.. 1564, 1652.. 1918, 1997.. 2093, 
2411. .2702, 2755. .2823, 3524. .3603, 3786. .4000 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 12.9C01.C12 



Seq. No. 2294 
Gene No. 47 92 

Start 1 

Name OJ990923_12 ..9C01 . C12 . o2 . gp 

Start * 1292 

GI 24125_1.R1084 

Exons 1292.. 1377, 1487.. 1564, 1652. 

3524.. 3622 

GI Descrip. 1 4 914 429/emb | CAB43632 . 1 1 1.0e-118 (AL050351) SEC14-like protein 
[Arabidopsis thaliana] ' 



4000 
AAT/GAP 
3622 
1667 



.1918, 1997. .2093, 2411. .2702, 



Seq. No. 2294 Seq. ID 

Gene No. 4793 Strand 

Start 12830 End 

Name OJ990923_12 . 9C01 . C12 . ol . tm Method 

Start 440 End 

GI none Score 
Exons 



OJ990923_12 . 9C01 . C12 
13640 

TBLASTX: Maize 

3626 

103 



440. .556, 443.-556, 648. .752, 653. .760, 656. .754, 914. .982, 
915. .983, 916. .984, 980. .1015, 1059. .1214, 1098. .1148, 
1099. .1149, 1273. .1389, 1274. .1378, 1275. .1391, 1487. .1564, 
1488.. 1565, 1488.. 1568, 1489.. 1566, 1650.. 1919, 1652.. 1921, 



2353 



1653.. 1892, 1995.. 2102, 1995.. 2093, 1997.. 2095, 2406.. 2714, 
2407.. 2721, 2410.. 2721, 3508.. 3597, 3522.. 3557, 3524.. 3595, 
3525.. 3626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2294 
4793 
12830 

OJ990923_12.9C01.C12.ol.ts 
440 



Seq. ID OJ990923_12.9C01.C12 
Strand 

13640 

TBLASTX : Soybean 
3557 
64 



End 

Method 
End 

none Score 
440. .553, 482. .640, 650. .760, 908. .1015, 911. .1015, 927. .1040, 
1059. .1145, 1099. .1146, 1273. .1389, 1274 .. 1378 , 14 87 .. 1564 , 
1488. .1565, 1631. .1858, 1653. .1856, 1841. .1921, 1845. .1892, 
2000.. 2095, 2001.. 2102, 2407.. 2574, 2542.. 2721, 2588.. 2701, 
3522.. 3557 



Seq. No. 2294 

Gene No. 4793 

Start 12830 

Name OJ990923_12 . 9C01 . C12 . o3 . tc 

Start 911 

GI none 

Exons 911.. 949, 938.. 1015, 939. 

1273. .1389, 1487. .1564 



Seq. ID OJ990923_12.9C01.C12 
Strand 
End 

Method 
End 
Score 



,1046, 1099. 



13640 

TBLASTX: Cress 
1564 
72 

,1146, 1263. .1292, 



\Z Seq. No. 2294 

^ Gene No. 4793 

fU Start 12830 

;;3 Name OJ990923_12.9C01.C12.ol, 

j""; Start 1097 

GI none 

Exons 1097.. 1144, 1097.. 1138, 

l"U 1274.. 1378, I486.. 1560, 

, 1648. .1773, 1653. .1892 



tw 



1098. 
1487. 



Seq. ID OJ990923_12.9C01.C12 
Strand 

End 13640 
Method TBLASTX : Wheat 
End 18 97 

Score 67 

.1145, 1099. .1146, 1273. .1389, 
.1564, 1488. .1565, 1628. .1897, 



j Seq. No. 

." Gene No. 

t Start 

J Name 

5 Start 

3 GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2294 
4793 
12830 

OJ990923_12.9C01.C12.ol.tc 

1679 

none 



Seq. ID OJ990923_12.9C01.C12 



Strand 
End 

Method 

End 

Score 



13640 

TBLASTX: Cress 

2029 

151 



1679. .1921, 1683. .1892, 1703. .1936, 2000. .2029 



2294 
4793 
12830 

OJ990923_12 . 9C01 .C12 . o2 . tc 

2030 

none 



Seq. ID OJ990923_12.9C01.C12 
Strand 
End 

Method 
End 
Score 



13640 

TBLASTX: Cress 

3557 

68 



2030. .2092, 2030. .2095, 2407. .2526, 2413. .2526, 2542. .2613, 
2599.. 2721, 2606. .2701, 3522.. 3557 



Seq. No. 2294 Seq. ID 

Gene No. 4793 Strand 

Start 12830 End 

Name ' OJ990923_12 . 9C01 . C12 . o3 . gs Method 

Start 12830 End 



OJ990923_12.9C01.C12 

13640 

GENSCAN 

13555 



2354 



GI 

Exons 



none 

12830. .13555 



Score 



Seq. No. 2294 

Gene No. 4793 

Start 12830 

Name OJ990923_12 . 9C01 . C12 . o4 . np 

Start 12833 

GI. 4680184 

Exons 12833.. 13640 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990923_12.9C01.C12 
Strand 

End 13640 

Method AAT/NAP 

End 13640 

Score 1252 



Seq. No. 2295 Seq. ID 

Gene No. 4794 Strand 

Start 82 End 

Name OJ990923_12 . 9C01 . C13 . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82.. 573 



OJ990923_12.9C01.C13 
+ 

573 

GEN SCAN 

573 

.67 



'ssl 



fu 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2295 Seq. ID 

4795 Strand 

6135 End 
OJ990923_12 . 9C01 . C13 . o4 . np Method 

6135 End 

4680182 Score 
6135. .8347 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990923_12.9C01.C13 
+ 

8347 
AAT/NAP 
: 8347 
3840 



Seq. No. 
Gene No. 
jlr; Start 
: y Name 
i£ _ Start 
O GI 
Exons 



Seq. No. 
Gene No. 



W Start 
£3 Name 

Start 

GI 

Exons 



2295 
4796 
10309 

OJ990923_12 . 9C01 . C13 . o5 . gs 

10309 

none 



Seq. ID OJ990923_12.9C01.C13 



Strand 
End 

Method 

End 

Score 



+ 

11912 
GEN SCAN 
11912 
.96 



10309. .10507, 11174. .11274, 11787. .11912 

2295 Seq. ID OJ990923 

4797 Strand + 

12941 End 18840 

OJ990923_12 . 9C01 . C13 . o5 . np Method AAT/NAP 

12941 End 18840 

4680186 Score 1074 

12941. .13010, 13245. .13384, 13473 .. 13637, 14725 

15484. .15640, 17069 .. 17120, 18640. .18840 
GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



12.9C01.C13 



,14881, 



Seq. No. 2295 

Gene No. 47 97 

Start 12941 

Name OJ990923_12 . 9C01 . C13 . 06 . gs 

Start 12941 

GI none 

Exons 12941. .13010, 13245 .. 13307 , 
15165. .15271 



Seq. ID OJ990923_12.9C01.C13 

Strand + 

End 18840 

Method GENSCAN 

End 15271 

Score .6 
14148. .14257, 14725 .. 14 881 , 



Seq.. No. 



2295 



Seq. ID OJ990923_12.9C01.C13 



2355 



Gene No. 4798 Strand 

Start 1 End 2163 

Name OJ990923_12 . 9C01 .C13.ol .np Method AAT/NAP 

Start 1 End 7 63 

GI 4680184 Score 1165 

Exons 1 . .763 

GI Descrip. (AF1 11709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2295 Seq. ID 

4798 Strand 

1 ' End 

OJ990923_12 . 9C01 . C13 . o2 . np Method 

82 End 

6907088 Score 



OJ990923_12.9C01.C13 

2163 
AAT/NAP 
2163 
386 



82. .360, 568. .684, 1608. .1850, 2026. .2163 
(AP001129) hypothetical protein [Oryza sativa] 



2295 Seq. ID 

4799 Strand 

2760 End 
OJ990923_12 . 9C01 . C13 . o2 . gs Method 

2760 End 

none Score 

2760. .2848, 2990. .3050 



OJ990923_12.9C01.C13 

3050 
GENSCAN 
3050 
.89 



Seq. No. 2295 Seq. ID 

Gene No. 4800 Strand 

Start 4292 End 

Name OJ990923_12 . 9C01 . C13 . o3 . np Method 

Start 4292 End 

GI 5852084 Score 

Exons 4292..4368 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ990923_12.9C01.C13 

4368 
AAT/NAP 
4368 
77 



Seq. No. 2295 Seq. ID 

Gene No. 4801 Strand 

Start 8582 End 

Name OJ990923_12 . 9C01 . C13 . o4 . gs Method 

Start 8582 End 

GI ' none Score 

Exons 



OJ990923_12.9C01.C13 

9602 
GENSCAN 
9602 
.51 



8582. .8643, 8779. .8942, 9069. .9158, 9511. .9602 



Seq. No. 2295 Seq. ID 

Gene No. 4802 Strand 

Start 18103 . End 

Name OJ990923_12 . 9C01 . C13 . ol . tc Method 

Start 6162 End 

GI none Score 

Exons 6162.. 6365, 6426.. 6515 



OJ990923_12.9C01.C13 
18923 

TBLASTX: Cress 

6515 

116 



Seq. No. 2295 Seq. ID 

Gene No. 4802 Strand 

Start 18103 End 

Name OJ990923_12 . 9C01 . C13 . ol . tm Method 

Start 6240 End 

GI none Score 

Exons 6240.. 6332, 6414.. 6617 



OJ990923_12 . 9C01 .C13 
18923 

TBLASTX: Maize 

6617 

77 



2356 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2295 Seq. ID 

4802 Strand 

18103 End 

OJ990923_12.9C01.C13.o6.np Method 

17654 End 

6721559 Score 



OJ990923_12.9C01.C13 

18923 
AAT/NAP 
18653 
287 



17654. .17792, 17821 .. 18119, 18475. .18653 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



2295 Seq. ID 

4802 " Strand 

18103 End 
OJ990923_12 . 9C01 . C13 . o7 . gs Method 

18103 End 

none Score 
18103. .18923 



OJ990923_12 . 9C01 . C13 

18923 
GENSCAN 
18923 
.95 



Seq. No. 

Gene No. 

Start 
... Name 
ij f Start 
'*3 GI 
Dl Exons 
ri! 

: br 

=5. 

Seq. No. 
! <y Gene No. 
W Start 
ry Name 
„ . Start 

h GI 
I;™ Exons 

GI Descrip. 

\3 Seq. No. 
q Gene No. 
^ Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2296 
4803 
751 

OJ990923_12 . 9C01 . C14 . ol . gs 

751 

none 



Seq. ID OJ990923_12.9C01.C14 

Strand + 

End 4225 

Method GENSCAN 

End 3960 

Score .61 



751. .781, 1618. .1694, 1846. .1888, 2118. .2142, 2376. .2671, 
2774. .2822, 3045. .3114, 3207. .3593, 3805. .3960 



2296 
4803 
751 

OJ990923JL2 . 9C01 . C14 . ol . gp 
2973 

271 1.R1084 



Seq. ID OJ990923_12.9C01.C14 

Strand + 

End 4225 

Method AAT/GAP 

End 4225 

Score 1842 



2973.. 3114, 3207.. 3593, 3805.. 4225 

'1486503 2.0e-72 (U57641) LEA-like protein [Oryza sativa]' 



2296 
4803 
751 

OJ990923_12.9C01.C14.ol.np 

3055 

1486503 



Seq. ID OJ990923_12.9C01.C14 

Strand + 

End 4225 • 

Method AAT/NAP 

End 3957 

Score 918 .4-,, 



3055. .3114, 3207. .3593, 3805. .3957 
(U57641) LEA-like protein [Oryza sativa] 



2296 
4804 
4655 

OJ990923_12.9C01.C14.o2.gs 

4655 

none 



Seq. ID OJ990923_12.9C01.C14 

Strand + 

End 11161 

Method GENSCAN 

End 11111 

Score . 6 



4655. .4713, 5723. .6104, 6150. .6226, 6444. .6529, 7075. .7160, 
7266. .7451, 9253. .9428, 10420 .. 10474 , 11043. .11111 



Seq. No. 



2296 



Seq. ID OJ990923_12.9C01.C14 



2357 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4804 Strand 

4 655 End 

OJ990923_12 . 9C01 . C14 . o2 . gp Method 

5905 End 

76522 1.R1084 Score 



+ 

11161 
AAT/GAP 
6529 
766 



5905.. 6104, 6209.. 6333, 6440.. 6529 

'461033/bbsl 142242 2.0e-14 (S68015) c6.1A [human, Peptide, 324 
aa] [Homo sapiens] 1 



S.eq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2296 Seq. ID 

4804 Strand 

4 655 End 

OJ990923_12. 9C01.C14 .o3.gp Method 

7385 End 

uC-osrocyp036b09bl Score 



OJ990923_12 . 9C01 . C14 
+ 

11161 
AAT/GAP 
10326 
871 

10249. .10326 



7385. .7451, 9253. .9428, 10005 .. 10163, 
'5902374/gb|AAD55476.1|AC009322_16 4.0e-16 (AC009322) 
Hypothetical protein [Arabidopsis thaliana] 1 



I 2? 

□ 

i : i 
i 3 y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



j Seq. No. 
Gene No. 
Start 
Name 
U Start 

ru GI 

;s Exons 

I;* Seq. No. 
^ Gene No. 
M Start 
-.J Name 
Start 

n GI 

Exons 



2296 Seq. ID 

4804 Strand 
4 655 End 
OJ990923_12 . 9C01 . C14 . o4 . gp Method 
10596 End 
none Score 
10596.. 11161 

2296 Seq. ID 

4805 Strand 
13041 End 
OJ990923_12 . 9C01 . C14 . o3 . gs Method 
13041 End 
none Score 
13041. .13376 

2296 Seq. ID 

4806 Strand 
14084 End 

0 J990923_12 . 9C01 . C14 . o4 . gs Method 
14084 ■ End 

Score 



none 
14084. 
16556. 
17777. 



OJ990923_12 . 9C01 . C14 
+ 

11161 
AAT/GAP 
11161 
1050 



OJ990923_12.9C01.C14 
+ 

13376 
GENS CAN 
13376 
.9 



OJ990923_12.9C01.C14 
+ 

21209 
GENSCAN 
18347 
.84 



14086, 15830. .15991, 16077 16208, 16308 .. 16478, 
16582, 16687. .16894, 17297 .. 17378, 17521 .. 17 629, 
17893, 17965. .18156, 18192. .18347 



Seq. No. 2296 Seq. ID 

Gene No. 4 806 Strand 

Start 14084 End 

Name OJ990923_12 . 9C01 . C14 . o5 . gp Method 

Start 15545 End 

GI none Score 

Exons 15545. . 15923 



OJ990923_12.9C01.C14 
+ 

21209 
AAT/GAP 
15923 
754 



Seq. No. 2296 Seq. ID 

Gene No. 4806 Strand 

Start * 14084 End 

Name OJ990923_12 . 9C01 . C14 . o2 . np Method 



OJ990923_12.9C01.C14 
+ 

21209 
AAT/NAP 



2358 



Start 15797 End 18296 

GI 5902387 ' Score 711 

Exons 15797. .15991, 16077 .. 16208, 16308 .. 164 99, 16687 16894 , 

17297. .17378, 17521 .. 17629, 17777 17 930, 18011. .18296 
GI Descrip. (AC009322) Similar to polygalacturonases [Arabidopsis thaliana] 



Seq. No. 2296 Seq. ID 

Gene No. 4806 Strand 

Start 14084 End 

Name OJ990923_12 . 9C01 . C14 . 06. gp Method 

Start 16291 End 

GI LIB3434-005-P1-K1-B7 Score 

Exons 16291. .16478, 16556 .. 16582, 16687.. 16901 

GI Descrip. • 5902387 /gb I AAD55489 . 1 | AC009322_29 8.0e-31 (AC009322) Similar to 
polygalacturonases [Arabidopsis thaliana] 1 



OJ990923_12.9C01.C14 
+ 

21209 
AAT/GAP 
16901 
753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

fi 



2296 
4806 
14084 

OJ990923_12. 9C01.C14 .o3.np 

17483 

4056431 



Seq. ID OJ990923_12.9C01.C14 

Strand + 

End 21209 

Method AAT/NAP 

End 20995 

Score 506 



17483. .17507, 18844 .. 18910, 18987 19131, 19201 19367 , 
19607. .19824, 19998 .. 20079, 20232 20340, 20459 .. 20583, 
20710.. 20995 

(AC005990) Similar to gb|AJ002532 endo-polygalacturonase from 
Arabidopsis thaliana and is a member of the polygalacturonase 
family PF 100295. [Arabidopsis thaliana] 



~l Seq. No. 2296 Seq. ID 

t Gene No. 4806 Strand 

J Start 14084 End 

LJ Name OJ990923_12 . 9C01 . C14 . o7 . gp Method 

Start 18222 End 

3 GI 3761205 Score 

" s Exons 18222.. 18565 



OJ990923_12.9C01.C14 
+ 

21209 
AAT/GAP 
18565 
604 



Seq. No. 2296 Seq. ID OJ990923_12.9C01.C14 

Gene No. 4806 Strand + 

Start 14084 ' End 21209 

Name OJ990923_12 . 9C01 . C14 . 08 . gp Method AAT/GAP 

Start 18732 End 19509 

GI 29681_1.R1084 Score 910 

Exons 18732. .18909, 18987 .. 19116, 19201 .. 1 9383, 19479.. 19509 

GI Descrip. ' 5902387/gb | AAD55489 . 1 1 AC009322_29 7.0e-21 (AC009322) Similar to 
polygalacturonases [Arabidopsis thaliana] 1 



Seq. No. 2296 

Gene No. 4806 

Start 14084 

Name OJ990923_12 . 9C01 . C14 . o5 . gs 

Start 18768 

GI none 
Exons 



Seq. ID OJ990923_12.9C01.C14 



Strand 
End 

Method 

End 

Score 



+ 

21209 
GENS CAN 
21019 
.98 



18768. .18908, 19201 .. 19383, 1947 9 1 9505, 19617 .. 19824 , 
19998. .20079, 20232 .. 20340, 20459 .. 20578, 20702. .21019 



Seq. No. 



2296 



Seq. ID OJ990923_12.9C01.C14 



2359 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4806 Strand 

14084 End 

OJ990923_12.9C01.C14.o9.gp Method 

20253 End 

3137 1.R1084 Score 



+ 

21209 
AAT/GAP 
21209 
1388 



20253. .20340, 20459 .. 20578, 20702.. 21209 

, 5902387/gb|AAD55489.1|AC009322_29 9.0e-25 (AC009322) Similar to 
polygalacturonases [Arabidopsis thaliana] 1 



Seq. No. 2296 Seq. ID 

Gene No. 4807 Strand 

Start 23879 End 

Name OJ990923_12 . 9C01 . C14 . olO . gp Method 

Start 23713 End 

GI none Score 

Exons 23713. .24076, 24502.. 25177 



OJ990923_12.9C01.C14 
+ 

25177 
AAT/GAP 
25177 
1977 





Seq. No. 


2296 








Seq. ID 


OJ990923_12.9C01.C14 




Gene No. 


4807 








Strand 


+ 




Start 


23879 








End 


25177 




Name 


OJ990923 12. 


9C01 


.C14.o6 


-gs 


Method 


GENSCAN 




Start 


23879 








End 


24924 




GI 


none 








Score 


1 




Exons 


23879. .24076 


, 24502.. 24924 






■.3 


Seq. No. 


2296 








Seq. ID 


OJ990923_12.9C01.C14 


cn 


Gene No. 


4808 








Strand 




ru 


Start 


28315 








End 


31317 




Name 


OJ990923 12. 


9C01 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 


: : 


Start 


3036 








End 


3568 




GI 


none 








Score 


94 


hi 


Exons 


3036. .3122, 


3052 


. .3123, 


3185 


..3229, 3195. .3437, 3440. .3568, 


ru 




3455. .3514 












ri 


Seq. No. 


2296 








Seq. ID 


OJ990923_12.9C01.C14 




Gene No. 


4808 








Strand 




t 5 


Start 


28315 








End 


31317 


i ,ss 


Name 


OJ990923 12. 


9C01 


.C14.o3 


.tm 


Method 


TBLASTX: Maize 


: 1 
■is* 


Start 


5987 








End 


7315 




GI 


none 








Score 


169 




Exons 


5987. .6100, 


5994 


. .6110, 


6187 


..6267, 6188. .6334, 6436. .6528, 






' 6450.. 6530, 


6450 


. .6527, 


7072 


..7161, 7073. .7162, 7074. .7163, 






7074. .7166, - 


7075 


. .7167, 


7264 


..7314, 7265. .7315, 7265. .7315 




Seq. No. 


2296 








Seq. ID 


OJ990923_12.9C01.C14 




Gene No. 


4808 








Strand 






Start 


28315 








End 


31317 




Name 


OJ990923 12. 


9C01 


.C14.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


10027 








End 


10335 




GI 


none 








Score 


144 




Exons 


10027. .10155 


, 10037. .10165, 


10090. .10164, 10246. .10335, 






10250. .10330 














Seq. No. 


2296 








Seq. ID 


OJ990923_12.9C01.C14 




Gene No. 


4808 








Strand 






Start 


28315 








End 


31317 




Name 


OJ990923 12. 


9C01 


.C14.04 


.tm 


Method 


TBLASTX: Maize 



2360 



Start 
GI 

Exons 



10122 

none 

10122. 

10253. 

10421. 

10595. 



End 



10804 



,10160, 10122. 

,10333, 10264. 

10480, 10547. 

,10708, 10676. 



Score 45 

.10172, 10250. .10273, 10252 10329, 

.10341, 10416. .10475, 104 18 10474 , 

.10675, 10594. .10716, 10594 .. 10677, 

.10720, 10681. .10728, 10760.. 10804 



Seq. No. 2296 

Gene No. 4808 

Start 28315 

Name OJ990923_12. 9C01.C14 .o2.tm 

Start 16684 

GI none 
Exons 



Seq. ID OJ990923_12.9C01.C14 
Strand 

End 31317 

Method TBLASTX : Mai ze 

End 20319 

Score 282 



16684. .16908, 1668 6 .. 16895, 17295 .. 17378 , 17296 17382, 

17315. .17407, 17315. .17407, 174 96 .. 17 606, 17518 17607, 

17519. .17608, 19596. .19826, 19614 .. 19823, 19616 19825, 

19997. .20083, 20011 .. 20079, 20227.. 20319 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
ry Gene No. 
£3 Start 
l : s Name 
Start 
GI 

Exons 



PU 



u 

Ljl 



2296 
4808 
28315 

OJ990923_12.9C01.C14. oil. gp 

27884 

none 

27884. .28400 



2296 
4808 
28315 

OJ990923_12. 

28295 

none 

28295. .28414 
28315. .28419 
28506. .28640 
28961. .29059 
29114. .29251 
29349. .29459 
30046. .30135 
30224. .30403 
30668. .30757 



9C01.C14.ol.tm 



28311. 
28440. 
28716. 
28963. 
29146. 
29356. 
30222. 
30508. 



28415, 
28628, 
28862, 
29073, 
29244, 
29460, 
30410, 
30570, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_12 . 9C01 . C14 

31317 
AAT/GAP 
28400 
906 



Seq. ID OJ990923_12.9C01.C14 
Strand 

End 31317 

Method TBLASTX : Mai ze 

End 30759 

Score 111 
28311. .28415, 28315 .. 284 16, 
28504. .28629, 28504 .. 28629, 
28717. .28863, 28719 .. 28862, 
28964. .29071, 29112 .. 2924 3, 
29307. .29459, 29347 .. 294 66, 
30037. .30141, 30045. .30134, 
30223. .30402, 30224 .. 30442, 
30510. .30563, 30667 .. 30759, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2296 
4808 
28315 

OJ990923_12.9C01.C14.o4.ts 

28315 

none 



Seq. ID OJ990923_12.9C01.C14 



•Strand 
End 

Method 

End 

Score 



31317 

TBLASTX: Soybean 

28590 

72 



28315. .28374, 2831 9 .. 28375, 28370 .. 284 17 , 28375 .. 284 19, 
28497. .28571, 28497 .. 28589, 28498. .28590 



Seq. No. 2296 Seq. ID 

Gene No. 4808 Strand 

Start 28315 End 

Name • OJ990923_12 . 9C01 . C14 . 08 . gs Method 

Start 28315 End 

GI none Score 



OJ990923_12.9C01.C14 

31317 
GENSCAN 
31035 
. 9 



2361 



Exons 



• 



28315. .28413, 28506 28628, 28719 28860, 28959 .. 29056, 
29147. .29243, 29350 .. 29457, 30035 .. 30138 , 30305 .. 30403, 
30508. .30570, 30673 .. 30873, 30904.. 31035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2296 
4808 
28315 

OJ990923_12 . 9C01 . C14 . o4 . np 

28318 

2462748 

28318. .28413, 28506 .. 28628 , 

29147. .29243, 29350 .. 29457 , 

30508. .30570, 30673 .. 30822 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28719. .28860, 
30035. .30138, 



OJ990923 12.9C01.C14 



31317 
AAT/NAP 
31032 
1644 

28959. 
30227. 



.29056, 
.30403, 



30904. .31032 

(AC002292) putative Clathrin Coat Assembly protein [Arabidopsis 
thaliana] 



lit 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2296 
4808 
28315 

OJ990923_12 . 9C01 . C14 . ol . tw 

28327 

none 

28327. .28419, 28328 28414 , 
28574. .28639, 28712 28813, 
28717. .28854, 28718 28858 , 

2296 
4808 
28315 

OJ990923_12 . 9C01 . C14 . ol . tc 

28348 

none 

28348. .28419, 28349 .. 28414 , 
28506. .28640, 28717 28863, 
28964.. 29047 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 12.9C01.C14 



31317 

TBLASTX: Wheat 
28860 
123 

28440. .28628, 28504 .. 28629, 
28716. .28853, 28717 .. 288 60, 
28719. .28859 



Seq. ID OJ990923_12.9C01.C14 
Strand 

End 31317 

Method TBLASTX : Cress 

End 29056 

Score 57 
28440. .28628, 28504 28629, 
28719. .28862, 28961 29056, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2296 Seq. ID 

4808 Strand 

28315 End 

OJ990923_12.9C01.C14.ol2.gp Method 

28579 • End 

uC-osflcypl7 9h05bl Score 



OJ990923_12.9C01.C14 

31317 
AAT/GAP 
29076 
520 



28579.-28628, 28719 .. 28860, 28959.. 29076 

'2462748 4.0e-51 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] ' 



Seq. No. 2296 
Gene No. 4808 
Start 28315 

Name OJ990923_12 . 9C01 . C14 . ol . ts 

Start 28591 
GI none 

Exons 28591. .28629, 28593 .. 28628, 

28717. .28797, 287 19 .. 28862, 
29114. .29251, 29136 .. 29243, 
29356. .29460, 30037 30141, 
30222. .30410, 30224 .. 30442, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_12.9C01.C14 
31317 

TBLASTX : Soybean 

30558 

46 



28712. .28798, 28717 .. 288 63, 

28961. .29059, 28 98 6 .. 29060, 

29307. .29459, 29313 .. 29459, 

30045. .30140, 3004 6 .. 30141, 

30224. .30403, 30508.. 30558 



2362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 12.9C01.C14 



2296 
4808 
28315 

OJ990923_12 . 9C01 . C14 . ol3 . gp 
28677 

uC-osflcypl79h05bl 
28677. .28860, 28959 .. 29056, 29147.. 29174 

'2462748 4.0e-51 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] 1 



31317 
AAT/GAP 
29174 
456 



2296 
4808 
28315 

OJ990923_12 . 9C01 .C14 

30377 

none 

30377. .30403, 30378. 
30667. .30786, 30671. 



o2. tc 



30410, 
30787, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_12 . 9C01 .C14 
31317 

TBLASTX: Cress 

31030 

39 



30508. .30570, 30516 .. 30563, 
30904 . .31017, 30905.. 31030 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990923 12.9C01.C14 



2296 Seq. ID 

4808 Strand 

28315 End 
OJ990923_12 . 9C01 . C14 . o2 . ts Method 

30667 End 

none Score 

30667. .30786, 30668 .. 307 96, 30784 30825, 30904 .. 31017 , 
30911. .31030 



31317 

TBLASTX : Soybean 

31030 

111 



u 



Seq. No. 2296 

Gene No. 4808 

Start 28315 

Name OJ990923_12 . 9C01 . C14 . o5 . tm 

Start 30760 

GI none 
J Exons - 30760. .30825, 307 61 .. 30856, 

* 31054. .31083, 31196 .. 31237 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 12.9C01.C14 



31317 

TBLASTX: Maize 
31317 
68 

30904. .31020, 30905 .. 31048 , 
31234. .31317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2297 Seq. ID 

4809 Strand 

483 End 
OJ990923_12 . 9C01 .C15.ol.gs Method 

483 End 

none Score 

483. .620, 1548. .2130 



OJ990923_12.9C01.C15 
+ 

2205 
GENSCAN 
2130 
.56 



2297 
4809 
483 

OJ990923_12.9C01.C15.ol.gp 
551 

47468_1.R1084 
551. .689, 1548. .1910 

■4680192/gb|AAD27557.1|AF111710_3 1.0e-49 (AF111710) 
hypothetical protein [Oryza sativa subsp. indica] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_ 
+ 

2205 
AAT/GAP 
1910 
856 



12.9C01.C15 



Seq. No. 



2297 



Seq. ID OJ990923_12.9C01.C15 



2363 



Gene No. 


4809 




Strand 


+ 


Start 


483 




End 


2205 


Name- - 


OJ990923 12.9C01.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1548 




End 


2205 


GI 


none 




Score 


931 


Exons 


1548.. 2036, 1588.. 2205, 


1588. 


.2202, 1961.. 2203, 2085.. 2204 


Seq. No. 


2297 




Seq. ID 


OJ990923_12 . 9C01 - CI 5 


Gene No. 


4809 




Strand 


+ 


Start 


483 




End 


o o o c 


Name 


OJ990923 12.9C01.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1573 




End 


2205 


GI 


4680192 




Score 


1071 


Exons 


1573. .2205 








GI Descrip. 


(AF111710) hypothetical 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


2297 




Seq. ID 


OJ990923_12.9C01.C15 


Gene No. 


4809 




Strand 


+ 


Start 


483 




End 


2205 


Name 


OJ990923 12.9C01.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1587 




End 


1998 


GI 


none 




Score 


126 


Exons 


1587.. 1835, 1597.. 1995, 


1608. 


.1778, 1615.. 1998 


Seq. No. 


2297 




Seq. ID 


OJ990923_12.9C01.C15 


Gene No. 


4809 




Strand 


+ 


Start 


483 




End 


2205 


Name 


OJ990923 12.9C01.C15.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1813 




End 


2168 


GI 


none 




Score 


104 


Exons 


1813.. 1908, 1818.. 1907, 


1900. 


.2166, 1939.. 2166, 2100.. 2168 


Seq. No. 


2298 




Seq. ID 


OJ990923_12.9C01.C16 


Gene No. 


4810 




Strand 


+ 


Start 


669 




End 


1065 


Name 


OJ990923 12.9C01.C16.ol 


.np 


Method 


AAT/NAP 


Start 


669 




End 


1065 


GI 


4680192 




Score 


510 


Exons 


669. .913, 996. .1065 








GI Descrip. 


(AF111710) hypothetical prote 


in [Oryza 


sativa subsp. indica] 


Seq. No. 


2298 




Seq. ID 


OJ990923_12.9C01.C16 


Gene No. 


4810 




Strand 


•f 


Start 


669 




End 


1065 


Name 


OJ990923 12.9C01.C16.ol 


.gs 


Method 


GEN SCAN 


Start 


671 




End 


913 


GI 


none 




Score 


.73 


Exons 


671.. 913 








Seq. No. 


2298 




Seq. ID 


OJ990923_12.9C01.C16 


Gene No. 


4810 




Strand 


+ 


Start 


669 




End 


1065 


Name 


OJ990923 12.9C01.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


680 




End 


1065 


GI 


702106 < • 




Score 


588 


Exons 


680.. 913, 996.. 1065 









GI Descrip. 4 680192/gb | AAD27557 . I | AF111710_3 3 . 0e-21 (AF111710) hypothetical 



2364 




protein [Oryza sativa subsp. indica] 



,l -4 



Seq. No. 


2298 


Seq. ID 


OJ990923_12.9C01.C16 


Gene No. 


4810 


Strand 


+ 


Start 


669 


End 


1065 


Name 


OJ990923 12.9C01.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


752 


End 


1065 


GI 


none 


.Score 


120 


Exons 


752. .913, 853. .912, 860. .913, 


995.. 1063, 996.. 1064, 997.. 1065 


Seq. No. 


2299 


Seq. ID 


OJ990903_12.9C01.C1 


Gene No. 


4811 


Strand 


+ 


Start 


265 


End 


843 


Name 


OJ990903 12.9C01.Cl.ol.gs 


Method 


GENSCAN 


Start 


265 


End 


843 


GI 


none 


Score 


.93 


Exons 


265. .843 






Seq. No. 


2299 


Seq. ID 


OJ990903_12. 9C01.C1 


Gene No. 


4812 


Strand 


+ 


Start 


2339 


End 


6751 


Name 


OJ990903 12.9C01.Cl.o2.gs 


Method 


GENSCAN 


Start 


2339 


End 


6751 


GI 


none 


Score 


.8 


Exons 


2339.. 2737, 3697.. 4002, 5470. 


.5580, 5842.. 6018, 6249.. 6603, 




6702. .6751 






Seq. No. 


2299 


Seq. ID 


OJ990903_12.9C01.C1 


Gene No. 


4812 


Strand 


+ 


Start 


2339 


End 


6751 


Name 


OJ990903 12.9C01.Cl.ol.gp 


Method 


AAT/GAP 


Start 


2959 


End 


3987 


GI 


LIB3431-006-P1-K1-C5 


Score 


822 


Exons 


2959.. 3105, 3697.. 3987 






GI Descrip. 


•2191175 5.0e-21 (AF007270) A_ 


_IG002P16. 


24 gene product 




[Arabidopsis thaliana] ' 






Seq. No. 


2299 


Seq. ID 


OJ990903_12. 9C01.C1 


Gene No. 


4813 


Strand 




Start 


7337 


End 


7795 


Name 


OJ990903 12.9C01.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


601 


End 


840 


GI 


none 


Score 


163 


Exons 


601. .741, 601. .729, 626. .736, 


736. .831, 


787. .840 


Seq. No. 


2299 


Seq. ID 


OJ990903_12.9C01.C1 


Gene No. 


4813 


Strand 




Start 


7337 


End 


7795 


Name 


OJ990903 12.9C01.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


3694 


End 


5997 


GI 


none 


Score 


95 


Exons 


3694.. 3825, 3705.. 4001, 3706.. 


.3999, 4507. .4755, 5851. .5997, 




5851. .5970 






Seq. No. 


2299 


Seq. ID 


OJ990903_12.9C01.C1 


Gene No. 


4813 


Strand 




Start 


7337 


End 


7795 



2365 



Name 

Start 

GI 

Exons 



OJ990903_12 . 9C01 .CI .ol - ts 
3694 
none 

3694.. 3984, 3699 

3706.. 4002, 4101 

4503. .4745, 4507 

5851.. 5988, 5854 



Method TBLASTX : Soybean 

End 5988 

Score 129 

3863, 3700. .3999, 3700.. 3987, 3705.\4001, 

4160, 4101. .4160, 4486. .4731, 4501. .4755, 

4755, 5469. .5567, 5470.. 5568, 5845.. 5961, 
5970 



Seq. No. 2299 

Gene No. 4813 

Start 7337 

Name OJ990903_12 . 9C01 . CI . ol . tm 

Start 3700 

GI none 

Exons 3700.. 3843, 3723.. 3800, 3724. 

3917.. 4003, 3919.. 4020, 4088. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3801, 3904 
.4159, 4088 



OJ990903 12.9C01.C1 



7795 

TBLASTX: Maize 
5988 
115 

4002, 3907. 
4159, 4090. 



4017, 
4164, 



4099. .4161, 4447. .4590, 4476. .4589, 5827. .5988 



Seq. No. 2299 

Gene No. 4813 

Start 7337 

Name OJ990903_12 . 9C01 . CI . o3 . gs 

Start 7337 

.=« GI none 

^ Exons 7337.. 7357, 7466.. 7795 

Cil Seq. No. 2300 

j'if Gene No. 4814 

Start 39 

;1 Name OJ990903_12 . 9C01 .C2 .ol . gs 

^ Start 39 

hJ GI none 

m Exons 39.. 341, 473.. 607, 672.. 1033, 1123 

Seq. No. 2300 

i;* Gene No. 4814 

^ Start 39 

! s * Name OJ990903_12 . 9C01 . C2 . ol . gp 

i,3 Start 178 

n GI 30 61$ 6 9 , ' - 

Exons 178. .371," 473. .560 

Seq. No. 2300 

Gene No. 4815 

Start 1868 

Name " OJ990903JL2 . 9C01 . C2 . o2 . gs 

Start 1868 

GI none 

Exons 1868.. 2437, 2540.. 2672, 372 

4800. .5687, 6834.. 7589, 9008. .9120, 9125. .9162, 



Seq. ID 


OJ990903 


Strand 




End 


7795 


Method 


GENSCAN 


End 


7795 


Score 


.57 


Seq. ID 


OJ990903 


Strand 




End 


1294 


Method 


GENSCAN 


End 


1294 


Score 


.59 


1123. .1294 


Seq. ID 


OJ990903 


Strand 




End 


1294 


Method 


AAT/GAP 


End 


560 


Score 


524 


Seq. ID 


OJ990903 


Strand 




End 


9933 


Method 


GENSCAN 


End 


9881 


Score 


.7 


3765, 4062. .4141, 



4459. .4655, 
9753. .9881 



Seq. No. 2300 Seq. ID 

Gene No. 4815 Strand 

Start 1868 End 

Name OJ990903_12 . 9C01 . C2 . o4 . tm Method 

Start 3450 End 

GI none Score 



OJ990903_12.9C01.C2 

9933 

TBLASTX: Maize . 

3982 

46 



2366 



Exons 



3450.. 3509, 3553.. 3606, 3553.. 3612, 3560.. 3613, 3721.. 3780, 

3723.. 3791, 3723.. 3779, 3759.. 3812, 3800.. 3874, 3801.. 3875, 

3820. .3873, 3830. .3877, 3892. .3918, 3893;. 3919, 3894. .3920, 

3921.. 3974, 3922.. 3981, 3922.. 3981, 3923.. 3982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2300 Seq. ID 

4815 Strand 

1868 End 

OJ990903_12 . 9C01 . C2 . ol . np Method 

3717 End 

2275211 Score 



OJ990903_12.9C01.C2 

9933 
AAT/NAP 
7410 
2428 



3717. .4102, 4227. .4263, 4459. .5687, 6834. .7410 

(AC002337) putative ATP-dependent RNA helicase [Arabidopsis 

thaliana] 



Seq. No. 2300 

Gene No. 4815 

Start 1868 

Name OJ990903_12 . 9C01 . C2 . ol . tm 

Start 4024 

GI .none 

Exons 4024.. 4077, 4457.. 4759, 4459. 



2300 
4815 
1868 

OJ990903_12 . 9C01 . C2 . o3 . t s 

4457 

none 

4457.. 4663, 4459.. 4665 

2300 
4815 
1868 

OJ990903_12 .9C01.C2.ol. tw 

4579 

none 

4579.. 4860, 4942.. 5301, 5102. 

2300 
4815 
1868 

OJ990 903_12 . 9C01 . C2 . ol . t c 

4585 

none 

4585.. 4899, 4972.. 5223, 4972. 
5453. .5647 





Seq. No. 


: r 


Gene No. 


. 

= w 


Start 


.3 St 

U! 


Name 


ry 


Start 


□ 


GI 




Exons 


u 




0 


Seq. No. 


i a i! 
i a 

13 


Gene No. 


Start 


\~*\ 


Name 


•: sr 


Start 




GI 


is* 


Exons 






Q 


Seq. No. 


Q 


Gene No. 




Start 




Name 




Start 




GI 




Exons 



Seq. ID OJ990903_12. 9C01.C2 
Strand 

End 9933 

Method TBLASTX : Mai ze 

End 5013 

Score 338 
.5013, 4702.. 5013 

Seq. ID OJ990903_12.9C01.C2 

Strand . - 

End 9933 

Method TBLASTX : Soybean 

End 4 665 

Score 219 



Seq. ID OJ990903_12.9C01.C2 
Strand 

9933 

TBLASTX: Wheat 
5301 
66 



End 

Method 
End 
Score 
5296 



Seq. ID OJ9909.03_12.9C01.C2 
Strand 

End 9933 

Method TBLASTX : Cress 

End 5706 

Score 87 

.5388, 5198. .5365, 5419. .5706, 



Seq. No. 2300 

Gene No. 4815 

Start 1868 

Name OJ990903_12 . 9C01 . C2 . o2 . gp 

Start 4849 

GI uC-osroM202036e09bl . 

Exons 4849.. 5359 

GI Descrip. '2275211 3.0e-80 (AC002337) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_12.9C01.C2 

9933 
AAT/GAP 
5359 
994 



RNA helicase isolog [Arabidopsis 



2367 



Seq. No. 2300 

Gene No. 4815 

Start 1868 

Name OJ990903_12 . 9C01 . C2 . ol . ts 

Start 4927 

GI none 

Exons 4927.. 5601, 4927.. 5607 



Seq. ID OJ990903_12.9C01.C2 
Strand 

End 9933 

Method TBLASTX : Soybean 

End 5607 

Score 520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2300 
4815 
1868 

OJ990903_12 . 9C01 . C2 . o2 . tm 

5036 

none 



Seq. ID OJ990903_12.9C01.C2 
Strand 

End 9933 

Method TBLASTX: Maize 

End 5697 

Score 103 



5036.. 5176, 5038.. 5697, 5068. .5550, 5447.. 5689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2300 
4815 
1868 

OJ990 903_12 .9C01.C2.o2. ts 

5608 

none 



Seq. ID OJ990903_12.9C01.C2 
Strand 

End 9933 

Method TBLASTX : Soybean 

End 7215 

Score 115 



5608.. 5697, 5609.. 5698, 6832.. 7173, 6843.. 6932, 6929.-6976, 
6997.. 7110, 70'96.. 7215 



Seq. No. 2300 

Gene No. 4 815 

Start 1868 

Name OJ990903_12 . 9C01 . C2 . o3 . tm 

Start 6997 

GI none 
Exons 



Seq. ID OJ990903_12.9C01.C2 
Strand 

End 9933 

Method TBLASTX: Maize 

End 7408 

Score 85 



6997.. 7155, 7000.. 7110, 7096. .7215, 7183.. 7224, 7318.. 7407, 
7340.. 7408, 7352.. 7408 



S3 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2300 
4815 
1868 

OJ990 903_12 .9C01.C2.o2. np 
9032 
3150407 
9032. .9197, 9773. .9933 

(AC004165) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990903_12.9C01.C2 
Strand 

End 9933 

Method AAT/NAP 

End 9933 

Score 46 



2301 
4816 
469 

OJ990903_12. 9C01.C3.ol.gs 

469 

none 



Seq. ID OJ990903_12.9C01-C3 

Strand + 

End 5158 

Method GEN SCAN 

End 5152 

Score .54 



469. .546, 1041. .1087, 2350. .2457, 2630. .2699, 4471. .4586, 
4692.. 4803, 4886.. 5152 



Seq. No. 2301 

Gene No. 4816 

Start 469 

Name OJ990903 12 . 9C01 . C3 . ol . tc 



Seq. ID OJ990903_12. 9C01.C3 

Strand + 

End 5158 

Method TBLASTX : Cress 



2368 



Start 


3889 






End 


4563 


GI 


none 






Score 


209 


Exons 


3889. .3969, 


3890. .4048, 


3914. 


.4057, 4292. .4366, 4293. .4367, 




4465. .4554, 


4468. .4563, 


4469. 


.4558 




Seq. No. 


2301 






Seq. ID 


OJ990903 12.9C01.C3 


Gene No. 


4816 






Strand 


+ 


C -4- ~* 4- 

start 


ACQ 






End 


5158 


Name 


OJ990903 12. 


9C01.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3911 






End 


4566 


GI 


none 






Score 


231 


Exons 


3911. .4057, 


3914. .4048, 


3915. 


.4061, 3916. .4056, 4289. .4363, 




4292. .4363, 


4293. .4367, 


4463. 


.4564, 4468.-4566 


Seq. No. 


2301 






Seq. ID 


OJ990903_12.9C01.C3 


Gene No. 


4816 






Strand 


+ 


Start 


469 






End 


5158 


Name 




9C01.C3.ol. 


np 


Method 


AAT/NAP 


Start 


3914 






End 


5152 


GI 


2191175 






Score 


522 


Exons 


3914. .4048, 


4293. .4367, 


4471. 


.4586, 4692. .4803, 4886. .5011, 




5061. .5152 










GI Descrip. 


(AF007270) A 


k _IG002P16.24 gene product 


[Arabidopsis thaliana] 


Seq. No. 


2301 






Seq. ID 


OJ990903_12.9C01.C3 


Gene No. 


4816 






Strand 


+ 


Start 


ACQ 

4 ©y 






End 


5158 


Name 


OJ990903 12. 


9C01.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4686 






End 


4957 


GI 


none 






Score 


105 


■Exons 


4686. .4805, 


4692. .4793, 


4693. 


.4806, 4853.-4957, 4883.-4936, 




4885. .4956 










Seq. No. 


2301 






Seq. ID 


OJ990903JL2.9C01.C3 


Gene No. 


4816 






Strand 


+ 


Start 


469 






End 


5158 


Name 




9C01.C3.ol. 


gp 


Method 


AAT/GAP 


Start 


4873 






End 


5158 


GI 


2431266 . 






Score 


295 


Exons 


4873.".5008, 


5105. .5158 








GI Descrip. 


2191175 5.0e 


-21 (AF007270) A 


IG002P16. 


24 gene product 




[Arabidopsis 


thaliana] 








Seq. No. 


'2302 






Seq. ID 


OJ990903_12.9C01.C5 


Gene No. 


4817 






Strand 


+ 


n -1- „4- 

otan 


i 
i 






End 


3062 


Name 


OJ990903 12. 


9C01.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


2665 


GI 


2191175 






Score 


515 


Exons 


1..391, 708. 


.859, 1466. 


.1663, 


1789. .1989, 2146. .2216, 2459. .2665 


GI Descrip. 


(AF007270) A 


_IG002P16.24 gene 


product 


[Arabidopsis thaliana] 


Seq. No. 


2302 






Seq. ID 


OJ990903_12.9C01..C5 


Gene No. 


4817 






Strand 


+ 


Start 


1 






End 


3062 


Name 


OJ990903 12. 


9C01.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


■ 20 






End 


3062 



2369 



GI 

Exons 



none Score 222 

20. .175, 21. .194, 173. .232, 173. .265, 178. .273, 226. .273, 
280. .315, 331. .393, 333. .410, 701. .853, 702. .851, 703. .852, 
744. .854, 971. .1042, 976. .1041, 1130. .1252, 1131. .1256, 
1465. .1611, 1469. .1675, 1472. .1702, 1780. .1938, 1786. .1935, 
2069.. 2215, 2082.. 2216, 2447.. 2665, 2458.. 2661, 2462.. 2665, 
2786.. 2863, 2794.. 2892, 2820.. 2894, 2821.. 2901, 2916.. 2954, 
3033. .3062 



Seq. No. 2302 

Gene No. 4817 

Start 1 

Name 0 J9 9 0 9 0 3_1 2 . 9C0 1 . C5 . o 1 . gs 

Start 60 

GI none 
Exons 



Seq. ID OJ990903_12.9C01.C5 



Strand 
End 

Method 

End 

Score 



+ 

3062 
GENSCAN 
2884 
.8 



60. .410, 704. .853, 974. .1049, 1129. .1253, 1472. .1663, 
1789. .1929, 2082. .2216, 2459. .2659, 2765. .2884 



Seq. No. 2302 

Gene No. 4817 

Start 1 

Name - OJ990903_12 . 9C01 . C5 . ol . gp 

Start 1559 

GI 58434_1.R1084 

Exons 1559.. 1663, 1789.. 1929, 2082., 
GI Descrip. " '2191175 3.0e-17 (AF007270) A_ 

;->t ' [Arabidopsis t ha liana] ' 



OJ990903_12.9C01.C5 
+ 

3062 
AAT/GAP 
2216 
704 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2216 

IG002P16.24 gene product 



Seq. No. 2302 Seq. ID 

Gene No. 4817 Strand 

Start 1 End 

Name OJ990903_12 . 9C01 .C5 . o2 . gp Method 

Start 1633 End 

GI 58434_1.R1084 Score 

Exons 1633.. 1663, 1789.. 1929, 2082.. 2220 
GI Descrip. 



OJ990903_12.9C01.C5 
+ 

3062 
AAT/GAP 
2220 
553 



•2191175 3.0e-17 (AF007270) A_IG002P16 . 24 gene product 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2302 Seq. ID 

4817 ' Strand 

1 End 

OJ990903_12 . 9C01 . C5 . o3 . gp Method 

1785 End 

58434_1.R1084 Score 
1785. .1929, 2082. .2216, 2459. .2583 

, 2191175 3.0e-17 (AF007270) A_IG002P16 . 24 gene product 
[Arabidopsis thaliana] ' 



OJ990903_12.9C01.C5 
+ . , 

3062 
AAT/GAP 
2583 
744 



Seq. No. 2302 

Gene No. 4817 

Start 1 

Name OJ990903_12. 9C01.C5.o4 .gp 

Start 2029 

GI 58434_1.R1084 

Exons 2029.. 2216, 2459.. 2659, 2765., 

GI Descrip. '2191175 3.0e-17 (AF007270) A_ 
[Arabidopsis thaliana] ' 



OJ990903_12.9C01.C5 
+ 

3062 
AAT/GAP 
2827 
699 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2827 

IG002P16.24 gene product 



2370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2303 
4818 
619 

OJ990903_12.9C01.C6.ol.ts 

616 

none 



Seq. ID OJ990903_12.9C01.C6 

Strand + 

End 1102 

Method TBLASTX : Soybean 

End 861 

Score 69 



616. .672, 620. .673, 632. .679, 762. .848, 763. .858, 766. .861 



2303 Seq. ID 

4818 Strand 

619 End 

OJ990903_12 . 9C01 . C6 . ol . np Method 

619 End 

4887543 Score 



OJ990903_12.9C01.C6 
+ 

1102 
AAT/NAP 
1102 
171 



619.. 671, 764.. 852, 1071.. 1102 

(AJ012278) ATP-dependent Clp protease subunit ClpP [Arabidopsis 
thaliana] gi | 5360579 | dbj | BAA820 65 . 1 | (AB022326) nClpPl 
[Arabidopsis thaliana] 



2303 
4818 
619 

OJ990903_12. 9C01.C6.ol.gs 

796 

none 

796. .852 



Seq. ID OJ990903_12.9C01.C6 

Strand + 

End 1102 

Method GENSCAN 

End 852 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2304 
4819 
1 

OJ990903_12 . 9C01 . C7 . ol . np 
1 

3914006 
1..151 

MITOCHONDRIAL LON PROTEASE HOMOLOG 2 PRECURSOR gi 11816588 
(U85495) LON2 [Zea mays] 



Seq. ID OJ990903_12. 9C01.C7 
Strand 

End 151 

Method AAT/NAP 

End 151 

Score 125 



2305 
4820 
283 

OJ990903_12 . 9C01 .C8 .ol .gp 
283 

44292 1.R1084 



Seq. ID OJ990903_12.9C01.C8 

Strand - 

End 97 9 

Method AAT/GAP 

End 979 

Score 702 



283. .394, 476. .599, 719. .808, 892. .979 

1 3687239 1.0e-13 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] ' 



2305 
4820 
283 

OJ990903_12 . 9C01 . C8 . ol . tc 

288 

none 



Seq. ID OJ990903_12.9C01.C8 

Strand 

End 97 9 

Method TBLASTX : Cress 

End 601 

Score 114 



288.. 395, 301.. 399, 302.. 406., 476.. 574, 480.. 536, 563.. 601 
2305 Seq. ID OJ990903_12 . 9C01 . C8 



2371 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



4820 ' Strand 

283 End 

OJ990903_12. 9C01.C8.ol.tm Method 

288 End 

none Score 



979 

TBLASTX: Maize 

977 

141 



288. .398, 302. .406, 331. .438, 476. .601, 477. .602, 509. .607, 
520. .609, 718. .741, 915. .977 



Seq. No. 2305 

Gene No. 4820 

Start 283 

Name OJ990903_12 . 9C01 . C8 . ol . ts 

Start 300 

GI none 
Exons 



Seq. ID OJ990903_12.9C01.C8 
Strand 

End 979 

Method TBLASTX : Soybean 

End 601 

Score 110 



300. .395, 300..395, 302. .412, 302. .406, 462. .539, 476. .574, 
480. .545, 563. .601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



2305 
4820 
283 

OJ990903_12 .9C01.C8.ol. gs 

302 

none 

302. .394, '476. .599, 719.. 808 



Seq. ID OJ990903_12. 9C01.C8 
Strand 

End . 979 
Method GEN SCAN 
End 808 
Score . 9 



2305 
4820 
283 

OJ990903_12 . 9C01 .C8 . ol .np 
302 

4887543 

302. .394, 476. .599, 719. .739 

(AJ012278) ATP-dependent Clp protease subunit ClpP [Arabidopsis 
thaliana] gi | 5360579 | dbj | BAA82065 . 1 | (AB022326) nClpPl 
[Arabidopsis thaliana] 



Seq. ID OJ990903_12. 9C01.C8 
Strand 

End 979 

Method AAT/NAP 

End 739 

Score 189 



2306 
4821 
56 

OJ990903_12.9C01.C9.ol.np 
56 

6841528 
56. .217, 653. .737 
(AF161502) HSPC153 [Homo sapiens] 



Seq. ID OJ990903_12.9C01.C9 
Strand 

End 737 

Method AAT/NAP 

End 737 

Score 145 



2306 
4821 
56 

OJ990903_12.9C01.C9.ol.tw 
80 

none 

80. .268, 86. .268 

2306 
4821 
56 

OJ990903_12.9C01.C9.ol.gp 



Seq. ID OJ990903_12.9C01.C9 

Strand 

End 737 

Method TBLASTX : Wheat 

End 268 

Score 179 



Seq. ID OJ990903_12.9C01.C9 
Strand 

End 737 

•Method AAT/GAP 



2372 





Start 


86 


End 


737 




GI 


26261 1.R1084 


Score 


370 




Exons 


86. .217, 653. .737 








GI Descrip. 


1 4 929621/gb|AAD34071 . 1 | AF151834_1 1. Oe 


-48 (AF151834) CGI-7 






nrnf- p i n [ U HITin Q^ni PTI^l ' 








Seq. No. 


2306 


Seq. ID 


OJ990903_12 . 9C01 . C9 




Gene No. 


4821 


Strand 






Start 


56 


End 


737 




Name 


OJ990903 12.9C01.C9.ol.tm 


Method 


TBLASTX: Maize. 




Start 


86 


End 


737 




GI 


none 


Score 


132' 




Exons 


86 ?17 87 ?18 218 


6S1 698 


653.. 703, 653.. 697, 






658.. 735, 660.. 737 








Seq. No. 


2306 


Seq. ID 


OJ990903_12.9C01.C9 




Gene No . 


4821 


Strand 






Start 


56 


End 


737 




Name 


OJ990903 12.9C01.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


86 


End 


737 




GI 


nunc 




97 




Exons 


86. .217, 138. .218, 653. .697, 


684. .737 






Seq. No. 


2306 


Seq. ID 


OJ990903_12.9C01.C9 




Gene ... 


4821 ■ 


.Strand 




hi 


Starts 


56 


End 


737 




Name 


OJ990903 12.9C01.C9.ol.gs 


Method 


GENSCAN 


\"\ I 


Start 


86 


End 


217 




GI 


none 


Score 


.92 


S St 


Exons 


86. .217 






*i sr 


Seq. No. 


2306 


Seq. ID 


OJ990903_12.9C01.C9 


•'I ; 


Gene No. 


4821 


Strand 






Start 


56 


End 


737 




Name 


OJ990903 12.9C01.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


95 


End 


737 


'4 


GI 


none 


Score 


105 




Exons 


95. .217, 96. .218, 138. .218, 


653. .697, 


684. .737 



□ 



Seq. No. 2307 

Gene No. 4822 

Start 4656 

Name OJ990903_12 . 9C0i . C10 . o2 , 

Start 4656 

GI none 

Exons 4656.. 4746, 5515.. 5601, 
6848. .6996, 7148. .7543 



gs 



6033. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6184, 



OJ990903_12 
+ 

11507 
GENSCAN 
7543 
.67 

6213. .6363, 



9C01.C10 



6676. .6828, 



Seq. No. 2307 
Gene No. 4822 
Start 4656 

Name OJ990903_12 . 9C01 . C10 . o3 . np 

Start 6874 
GI 4185507 

Exons 6874.. 7026, 7148.. 7347, .7411. 

9045.. 9200, 9320.. 9367, 9520. 
11037. .11174 



Seq. ID OJ990903_12.9C01.C10 

Strand + 

End 11507 

Method AAT/NAP 

End 11174 

Score 390 

.7485, 8065. .8223, 8842.. 8926, 
.9602, 10300. .10823," 10875 .. 10948 , 



2373 



GI Descrip. (AF100163) EZA1 . [Arabidopsis thaliana] 



Seq. Nov—-. 2307 Seq. ID 

Gene No. 4822 Strand 

Start 4656 End 

Name OJ990903_12. 9C01 . CIO . o3 . gs Method 

Start 8075 End 

GI none Score 
Exons 



OJ990903_12. 9C01.C10 
+ 

11507 
GENSCAN 
11187 
.6 



8075.. 8223, 9320.. 9367, 9520.. 9607, 10298 .. 10707 , 11037.. 11187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GIr- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_12. 9C01.C10 
+ 



2307 
4822 
4656 

OJ990903_12.9C01.C10.o4.np 
8367 
3089625 

8367. .8408, 9161. .9200, 9320. 
11037. .11110, 11452. .11507 

(AF060485) MEDEA [Arabidopsis thaliana] qi 14185497 (AF096094) 
fertilization-independent seed 1 protein [Arabidopsis thaliana] 



11507 
AAT/NAP 
11507 
95 



,9342, 9495.-9595, 10804 .. 10948, 



2307 Seq. ID 

4823 Strand 

1 End 

OJ990903_12 . 9C01 .C10 . ol . np Method 

1 End 

6841528 Score 



OJ990903_12.9C01.C10 

3482 
' AAT/NAP 
3384 
365 



1..71, 1509. .1619, 2537. .2621, 2710. .2841, 3277. .3384 
(AF161502) HSPC153 [Homo sapiens] 



2307 
4823 
1 

OJ990903_12 . 9C01 . C10 . ol . gs 

930 

none 



Seq. ID OJ990903_12.9C01.C10 



Strand 
End 

Method 

End 

Score 



3482 
GENSCAN 
3390 
.84 



930. .1334, 1456. .1619, 2537. .2621, 2710. .2841, 3277. .3390 



2307 Seq. ID 

4823 - Strand 

1 End 

OJ990903_12. 9C01.C10.ol.gp Method 

1291 End 

26261 1.R1084 Score 



OJ990903_12.9C01.C10 

3482 
AAT/GAP 
3482 
1255 



1291. .1376, 1456. .1619, 2537. .2621, 2710. .2841, 3277. .3482 
, 4929621/gb|AAD34071.1|AF151834_l 1.0e-48 (AF151834) CGI-76 
protein [Homo sapiens] 1 



Seq. No. 2307 

Gene No. 4824 

Start 4293 

Name OJ990903_12 . 9C01 .C10 . ol . tm 

Start 766 

GI none 
Exons 



OJ990903 12.9C01.C10 



Seq. ID 
Strand 
End 

Method 
End 
Score 

766. .852, 767. .850, 898. .1113, 907. .1110, 908. .1120, 1132. .1203, 
1220. .1297, 1224. .1379, 1339. .1377, 1450. .1623, 1457. .1621, 
2526. .2621, 2538. .2630, 2539. .2622, 2710. .2841, 2711. .2842, 



6216 

TBLASTX: Maize 

3403 

50 



2374 







2759. 


.2842, 


3275 


. .3403, 


3275 


..3397, 3277. .3402 




Seq. No. 


2307 










Seq. ID 


OJ990903_12 . 9C01 . C10 




Gene No. 


4824 










Strand 






O Lai L 


4293 










End 


6216 




Name 


OJ990903 12 


. 9C01 


.C10.o2 


. ts 


Mpt hnd 


TBLASTX * Sovhpan 




Start 


919 










End 


1623 




GI 


none 










Score 


66 




Exons 


919. . 


1044, 


970. . 


1044, 1308.. 


1379 1339 


1377 1450 1623 






1457. 


.1621 














Seq. No. 


2307 










Seq. ID 


OJ990903_12.9C01.C10 




Gene No. 


4824 










Strand 








4293 










End 


6216 




Name 


OJ990903 12 


.9C01 


.C10.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1311 










End 


1636 




GI 


none 










Score 


86 




Exons 


1311. 


.1397, 


1328 


. .1402, 


1331 


..1405, 1339. .1407, 1451. .1636, 






1453. 


.1626 














Seq. No. 


2307 










Seq. ID 


OJ990903_12.9C01.C10 




Gene No. 


4824 










Strand 






O Ldl L. 


4293 










End 


6216 




Name 


OJ990903 12 


. 9C01 


.ClO.ol 


.ts . 


Method 


TBLASTX : Soybean 




Start 


2538 










End 


3379 




GI 


none 










Score 


*100 




Exons 


2538. 


.2630, 


2539 


. .2622, 


2710 


..2841, 2762. .2842, 3275. .3379, 


ru 




3277. 


.3375, 


3293 


. .3379 








: : =7 


Seq. No. 


2307 










Seq. ID 


OJ990903_12. 9C01.C10 






4824 










Strand 






Start 


4293 










End 


6216 


: h$ 


Name 


OJ990903 12 


. 9C01 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


i> 


Start 


2538 










End 


2892 




GI 


none 










Score 


111 




Exons 


2538. 


.2621, 


2538 


. .2630, 


2539 


..2622, 2704. .2892, 2710. .2892 


t s 


Seq. No. 


2307 










Seq. ID 


OJ990903_12. 9C01.C10 


*s 


Gene No. 


4824 










Strand 




u 


o Lai i_ 


4293 










End . 


6216 




Name 


OJ990903 12 


.9C01 


.C10.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2574 










End 


3385 




GI 


none 










Score 


105 




Exons 


2574. 


.2618, 


2719 


. .2841, 


2720 


..2842, 2762.. 2842, 3275.. 3385, 






3277. 


.3384 














Seq. No. 


2307 










Seq. ID 


OJ990903_12. 9C01.C10 




Gene No. 


4824 










Strand 






Start 


4293 










End 


6216 




Name 


OJ990903 12 


. 9C01 


.C10.o2 


. np 


Method 


AAT/NAP 




Start 


4293 










End 


6216 




GI 


5725434 








Score 


967 




Exons 


4293. 


.6216 














GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


2307 










Seq. ID 


OJ990903_12. 9C01.C10 




Gene No. 


4824 










Strand 





2375 



Start 
Name 
Start 
GI 

Exons 



4293 End 

OJ990903_12 . 9C01 . CIO . ol . tc Method 

4301 End 

none - Score - 



6216 

TBLASTX: Cress 

4675 

79 



4301. .4354, 4396. .4545, 4403. .4516, 4520. .4585, 4520. .4588, 
4610. .4675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2307 
4824 
4293 

OJ990903_12 . 9C01 .C10 . o3 . tw 

4942 

none 



Seq. ID OJ990903_12.9C01.C10 
Strand 

End 6216 

Method TBLASTX : Wheat 

End 5413 

Score 66 



4942. .5112, 4942. .5133, 4943. .5134, 5181. .5378, 5183. .5413 



I'll 



h -4 

O 
£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2307 
4825 
10457 

OJ990903_12 . 9C01 . C10 . o2 . tm 

10457 

none 



Seq. ID OJ990903_12.9C01.C10 
Strand 

End 11189 

Method T B LAS TX : Ma i z e 

End 11189 

Score 164 



10457. .10672, 10458 .. 10640, 10462 .. 10671, 10638 .. 1084 4 , 
10650.. 10799, 10664.. 10828, 10871 10948 , 10872 .. 1094 6, 
10873. .10956, 10990 .. 11187, 11001 .. 11189, 11032. .11187 



Seq. No. 


2308 






Seq. ID 


OJ990903_12.9C01.C11 


Gene No. 


4826 






Strand 


+ 


Start 


116 






End 


997 


Name 


OJ990903 


12.9C01.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


116 






End 


997 


GI 


4185507 






Score 


631 


Exons 


116. .210, 


301. .348, 437. 


.565, 


657. .734, 


809. .997 


GI Descrip. 


(AF100163) EZA1 [Arabidopsis 


thaliana] 




Seq. No. 


2308 






Seq. ID 


OJ990903_12.9C01.C11 


Gene No. 


4826 






Strand 


+ 


Start 


116 






End 


997 


Name 


OJ990903 


12.9C01.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


292 






End 


997 


GI 


none 






Score 


.96 


Exons 


292. .348, 


437.. 565, 657. 


.734, 


809. .997 




Seq. No. 


2308 






Seq. ID 


OJ990903_12.9C01.C11 


Gene No. 


4827 






Strand 


+ 


Start 


980 






End 


1230 


Name 


OJ990903 


12.9C01.Cll.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


118 






End 


985 


GI 


none 






Score 


70 


Exons 


118. .207, 


169.. 213, 298. 


.348, 


300. .365, 


433. .561, 435. .560, 




437. .565, 


4S2..565, 636. 


.740, 


656. .739, 


806. .985, 806. .937, 




898. .954 










Seq. No. 


2308 






Seq. ID 


OJ990903 12.9C01.C11 


Gene No. 


4827 






Strand 


+ 


Start • 


980 






End * 


1230 


Name 


OJ990903 


12.9C01.Cll.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


118 






End 


568 



2376 



CD 



i y 
CD 



I. JL 



GI 


none 




Score 


128 


Exons 


118.. 213, 177.. 203, 298 


. .348, 


309. .353, 


433. .567, 437. .568 


Seq. No. 


2308 




Seq. ID 


OJ990903_12.9C01.C11 


Gene No. 


4827 




Strand 


+ 


Start 


980 




End 


1230 


Name 


vjjyyuyuo iz. ybui.cii.oi 


. tm 


Metnoa 


i oiiAb i a : Ma l z e 


Start 


283 




End 


1122 


GI 


none 




Score 


99 


Exons 


283.. 34.8, 285.. 347, 293 


. .382, 


430. .561, 


430. .561, 431. .565, 




437.. 565, 568.. 738, 635 


. .739, 


636. .740, 


805.. 981, 806.. 1060, 




806. .1039, 1013. .1120, 


1050. . 


1121, 1054 


. .1122 


Seq. No. 


2308 




Seq. ID 


OJ990903_12.9C01.C11 


bene No. 






btrana 


+ 


Start 


980 




End 


1230 


Name 


OJ990903 12.9C01.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


654 




End 


978 


GI 


none 




Score 


140 


Exons 


654. .740, 659. .742, 805 


. .942, 


806. .943, 


937. .978 


Seq. No. 


2308 




Seq. ID 


OJ990903_12.9C01.C11 


Gene No. 


4oZ / 




btrana 


+ 


Start 


980 




End 


1230 


Name-. 


OJ990903 12.9C01.Cll.ol 


.gp 


Method 


AAT/GAP 


Start 


980 


End 


1230 


GI 


none 




Score 


470 


Exons 


980. .1230 








Seq. No. 


2309 




Seq. ID 


OJ990903_12.9C01.C12 


Gene No. 


4828 




Strand 




Start 


52 




End 


2403 


Name 


ujyyuyuj iz. yuui.biz.oi 


.tm 


Method 


TBLASTX: Maize 


Start 


41 




End 


1485 


GI 


none 




Score 


88 


Exons 


41. .91, 106. .192, 134.. 


193, 137. .199, 223. .444, 239. .346, 




392.. 424, 498.. 659, 543 


. .659, 


791. .943, 


932.. 1015, 1104.. 1166, 




1173. .1295, 1174. .1296, 


1384. 


.1485 




Seq. No. 


2309 




Seq. " ID 


OJ990903_12.9C01.C12 


Gene No. 


4828 




Strand 




Q -*- 

OUait 


52 




End 


2403 


Name 


OJ990903 12.9C01.C12.ol 


. np 


Method 


AAT/NAP 


Start 


52 




End 


2037 


GI 


6862912 




Score 


681 


Exons 


52. .421, 505. .663, 825. 


.1015, 


1101. .1293, 1385. .1770, 1944. .2037 


GI Descrip. 


(AC018907) unknown protein [Arabiciopsis 


; thaliana] 


Seq. No. 


2309 




Seq. ID 


OJ990903_12.9C01.C12 


Gene No . 


4828 




Strand 




Start 


52 




End 


2403 


Name 


OJ990903 12.9C01.C12.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


121 




End 


346 


GI 


none 




Score 


78 


Exons 


121.. 192, 143.. 190, 217 


. .345, 


233. .346 




Seq. No. 


2309 




Seq. ID 


OJ990903_12.9C01.C12 



2377 



'•zJ 

"'4 

Li 



n 



Gene No. 


4828 


Strand 




o Lai u 


52 


End 


?403 

*i \J J 


Name 


OJ990903 12.9C01.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


403 


End 


1166 


GI 


none 


Score 


41 


Exons 


403. .426, 404. .424, 498. .659, 505. .663, 


524. .658, 543.-662, 




800. .1015, 825. .1016, .835. . 


1017, 1101.. 


1166, 1111. .1146 


Seq. No. 


2309 


Seq. ID 


OJ990903_12.9C01.C12 




4828 


Strand . 




Start 


52 


End 


2403 


Name 


OJ990903 12.9C01.C12.ol.gs 


Method 


GENSCAN 


Start 


505 


End 


2403 


GI 


none 


Score 


.55 


Exons 


505.. 663, 825.. 1025, 1529.. 


2403 




Seq. No. 


2309 


Seq. ID 


OJ990903_12.9C01.C12 


Gene No. 


4828 


Strand 




Start 


52 


End 


2403 

*4 \J J 


Name 


OJ990903 12.9C01.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


848 


End 


1428 


GI 


none 


Score 


75 


Exons 


848..952, 971. .1015, 1188.. 


1295, 1192.. 


1296, 1373.. 1423, 




1384. .1428 






Seq. No. 


2309 


Seq. ID 


OJ990903_12.9C01.C12 


Gene No. 


4828 


Strand 




O I- d .L L. 


52 


End 


2403 


Name 


OJ990903 12.9C01.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1126 


End 


1550 


GI 


none 


Score 


128 


Exons 


1126. .1296, 1128. .1295, 1376. .1525, 1384. .1548, 1411. .1548, 




1509. .1550 






Seq. No. 


2309 


Seq. ID 


OJ990903_12.9C01.C12 




4828 


Strand 




Start 


52 


- End 


2403 


Name 


OJ990903 12.9C01.C12.o2.tc 


Method 


TBLASTX: Cress 


Start 


1179 


End 


1557 


GI 


none 


Score 


66 


Exons 


1179. .1295, 1207. .1260, 1382. .1528, 1384. .1557 


Seq. No. 


2310 


Seq. ID 


OJ990903_12.9C01.C13 


Gene No. 


4829 


Strand 


+ 


Start 


4612 


End - 


5133 


Name 


OJ990903 12.9C01.C13.o2.gp 


Method 


AAT/GAP 


Start 


4612 


End 


5133 


GI 


none 


Score 


844 


Exons 


4612. .5133 







Seq. No. 2310 

Gene No. 4830 

Start 1 

Name OJ990903_12 . 9C01 . C13 . ol . np 

Start 1 

GI 6598689 

Exons ' 1..19, 1589.. 1988, 3004.. 4574 



Seq. ID OJ990903_12.9C01.C13 
Strand 

End 4574 

Method AAT/NAP 

End 4574 

Score 1606 



2378 



GI Descrip. (AC007168) unknown protein [Arabidopsis thaliana] 



Seq. No. 


2310 




Seq. ID 


OJ990903_12 . 9C01 .C13 


Gene No. 


4830 




Strand 




Start 


1 




End 


4574 


Name 


OJ990903 12.9C01.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


1940 




End 


3455 


GI 


uC-osrocyp011e03bl 




Score 


926 


Exons 


1940. .1988, 3004.. 3455 








GI Descrip. 


'4 587584 /gb|AAD25812.1 1, 


AC007232 2 l.Oe- 


-20 (AC007232) unknown 




protein [Arabidopsis thaliana] 1 




Seq. No. 


2310 




Seq. ID 


OJ990903_12 . 9C01 . C13 


Gene No. 


4831 




Strand 




Start . 


5002 




End 


10685 


Name 


OJ990903 12 . 9C01 .C13 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1589 ~ 




End 


1923 


GI 


none 




Score 


148 


Exons 


1589. .1741, 1590. .1844, 


1590. 


.1814, 1781. .1867, 1787. .1843, 




1857. .1922, 1858. .1923 








Seq. No. 


2310 




Seq. ID 


OJ990903_12.9C01.C13 


Gene No. 


4831 




Strand 




Start 


5002 




End 


10685 


Name 


OJ990903 12 . 9C01.C13.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1590 ~~ 




End 


1766 


GI 


none 




Score 


91 


Exons 


1590.. 1757, 1593.. 1766 








Seq. No. 


2310 




Seq. ID 


OJ990903_12.9C01.C13 


Gene No. 


4831 




Strand 




Start 


5002 




End 


10685 


Name 


OJ990903 12.9C01.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3394 




End 


3610 


GI 


none 




Score 


109 


Exons 


3394.. 3597, 3413.. 3610 








Seq. No. 


■ 2310 




Seq. ID 


OJ990903_12 . 9C01 . C13 


Gene No. 


4831 




Strand 




Start 


5002 




End • 


10685 


Name 


OJ990903 12. 9C01.C13.o2 


.gs 


Method 


GENSCAN 


Start 


5002 




End 


10685 


GI 


none 




Score 


..4 4 


Exons 


5002.. 5543, 5766.. 6371, 


: 6522. 


.6981, 7787. .7957, 8831. .8859, 




9065.. 9570, 10013 .. 10157 , 10369.. 10685 




Seq. No. 


2310 




Seq. ID 


OJ990903_12.9C01.C13 


Gene No. 


4831 




Strand 




Start 


5002 




End 


10685 


Name 


OJ990903 12.9C01.C13.o2 


.np 


Method 


AAT/NAP 


Start 


5014 




End 


9503 


GI 


4581119 




Score 


609 


Exons 


5014.. 5542, 9061.. 9503 








GI Descrip. 


(AC005825) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


2310 




Seq. ID 


OJ990903_12.9C01.C13 


Gene No. 


4 831 




Strand 





2379 



□ 



Start 


5002 


End 


10685 




Name 


OJ990903 12.9C01.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


5039 


End 


5284 




GI 


none 


Score 


260 




Exons 


5039.. 5125, 5041.. 5283, 5042. 


.5284, 5216.. 5284 




Seq. No. 


2310 


Seq. ID 


OJ990903_12.9C01 


.C13 


Gene No. 


4831 


Strand 






Start 


5002 


End 


10685 




Name 


OJ990903_12.9C01.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


5302 


End 


9383 




GI 


none 


Score 


79 




Exons 


5302.. 5409, 5303.. 5395, 5386. 


.5541, 5420. .5503, 5767. .5835, 




6025.. 6093, 9066.. 9134, 9303. 


.9383 






Seq. No. 


2310 


Seq. ID 


OJ990903_12.9C01 


.C13 


Gene No. 


4831 


Strand 






Start 


5002 


End 


10685 




Name 


OJ990903 12.9C01.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


5305 


End 


5545 




GI 


none 


Score 


228 




Exons 


5305.. 5544, 5306. .5545 








Seq. No. 


2310 


Seq. ID 


OJ990903_12.9C01 


.C13 


Gene No. 


4831 


Strand 






Start 


5002 


End 


10685 




Name 


OJ990903 12.9C01.C13.o3.gp 


Method 


AAT/GAP 




Start 


5340 


End 


9306 




GI 


uOosrocyp009c04bl 


Score 


872 




Exons 


5340.. 5543, 9065.. 9306 








GI Descrip. 


, 4581119/gb|AAD24609.1 IAC005825 16 4.1 


De-33 (AC005825) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


2310 


Seq. ID 


OJ990903_12.9C01 


.C13 


Gene No . 


4831 


Strand 






Start 


5002 


End 


10685 




Name 


OJ990903 12.9C01.C13.o4.gp 


Method 


AAT/GAP 




Start 


9341 


End 


9721 




GI 


none 


Score 


707 




Exons 


9341. . 9721 








Seq. No. 


2311 


Seq. ID 


OJ990903_12.9C01 


.C14 


Gene No. 


4832 


Strand 


+ 




Start 


172 


End 


2686 




Name 


OJ990903 12.9C01.C14.ol.gs 


Method 


GENSCAN 




Start 


172 


End 


2686 




GI 


none 


Score 


.55 




Exons 


172. .262, 2124. .2321, 2550. .2686 






Seq. No. 


2311 


Seq. ID 


OJ990903JL2.9C01 


.C14 


Gene No. 


4832 


Strand 


+ 




Start 


172 


End 


2686 




Name 


OJ990903 12.9C01.C14 .ol.gp 


Method 


AAT/GAP 




Start 


641 


End 


1078 




GI 


3763632 


Score 


482 





Exons 641.. 708; 790/. 1078 

GI Descrip. 2935698 3.0e-22 (AF033357) G protein beta subunit [Avena fatua] 



2380 



Seq. No. 


2312 


Seq. ID 


OJ990903 12 


. 9C01 


.C15 


Gene No. 


4833 


Strand 


+ 






Start 


1437 


End 


4782 






Name 


OJ990903 12.9C01.C15.ol.gs 


Method 


GENSCAN 






Start 


1437 


End 


4495 






GI 


none 


Score 


.81 






Exons 


1437.. 1490, 3139.. 3813, 3989. 


.4495 








Seq. No. 


2312 


Seq. ID 


OJ990903 12 


. 9C01 


.C15 


Gene No. 


4833 


Strand 


+ 






Start 


1437 


End 


4782 






Name 


OJ990903 12.9C01.C15.ol.gp 


Method 


AAT/GAP 






Start 


3403 


End 


4782 






GI 


. 86 1.R1084 


Score 


2623 






Exons 


3403. .4782 










GI Descrip. 


M586378/dbj | BAA7 4588.21 l.Oe 


-175 (AB021746) nicotianamine 




synthase 1 [Oryza sativa] ' 










Seq. No. 


2312 


Seq. ID 


OJ990903_12 


.9C01 


.C15 


Gene No. 


4833 


Strand 


+ 






Start 


1437 


End 


4782 






Name 


OJ990903 12.9C01.C15.ol.np 


Method 


AAT/NAP 






Start . 


3499 


End 


4 4 92 






GI 


4586378 


Score 


1564 






Exons 


3499. .4492 










GI Descrip. 


(AB02174 6) nicotianamine synthase 1 [Oryza sativa] 






Seq. No. 


2312 


Seq. ID 


OJ990903_12 


.9C01 


.C15 


Gene No. 


4834 


Strand 


+ 






Start 


6360 


End 


6779 






Name 


OJ990903 12.9C01.C15.o2.gp 


Method 


AAT/GAP 






Start 


6360 


End 


6779 






GI 


17636 1.R1084 


Score 


592 






Exons 


6360. .6387, 6469.-6779 











GI Descrip. 1 4 9594 60/gb | AF126053 . 1 1 AF126053 4.0e-10 Zea mays RACB small GTP 
binding protein mRNA, complete cds * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2312 
4835 
6726 

OJ990903_12 
6331 

86_1.R1084 
6331. . 6377, 



9C01.C15.o3.gp 



,7805 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_12 . 9C01 .015 

7805 
AAT/GAP 
7805 
1804 



6722, 

■4586378/dbj |BAA74588.2| 1, 
synthase 1 [Oryza sativa] ' 



Oe-175 (AB021746) nicotianamine 



Seq. No. 2312 Seq. ID 

Gene No. 4835 Strand 

Start 6726 End 

Name OJ990903_12 . 9C01 . C15 . o2 . gs Method 

Start 6726 End 

GI none Score 
Exons ■ 6726.. 7706 



OJ990903_12.9C01.C15 
7805 

. GENSCAN 
7706 
.99 



Seq. No. 



2312 



Seq. ID OJ990903_12.9C01.C15 



2381 





Gene No. 


4835 








Strand 








Start 


6726 








End 


7805 






Name 


OJ990903 12 


.9C01 


.C15.o2. 


np 


Method 


AAT/NAP 






Start 


6729 








End 


7706 






GI 


4586378 








Score 


1439 






Exons 


6729. .7706 
















GI Descrip. 


(AB021746) 


nicotianamine synthase 1 [Oryza sativa] 




Seq. No. 


2312 




- 




Seq. ID 


OJ990903 


12 . 9C01 .C15 




Gene No . 


4836 








Strand 








Start 


8389 








End 


10546 






Name 


OJ990903 12 


. 9C01 


.C15.o2. 


tm 


Method 


TBLASTX : 


Mai ze 




Start 


3493 








End 


7712 






GI 


none 








Score 


293 






Exons 


3493. .3723, 


3498 


. . 3725, 


7480. 


.7707, 7482.. 7712 






Seq. No. 


2312 








Seq. ID 


OJ990903 


12 . 9C01 .C15 






4836 








Strand 








Start 


8389 








End 


10546 






Name 


OJ990903 12 


.9C01 


.C15.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3511 








End 


7694 






GI 


none 








Score 


444 






Exons 


3511. .3825, 


3516 


. .3797, 


7344 . 


.7694, 7408.. 7689 




:- 


Seq. No. 


2312 








Seq. ID 


OJ990903 


12 9C01 CI 5 


!. 3 


Gene No. 


4836 


- 






Strand 








Start 


8389 








End 


10546 




't • * 


Name 


OJ990903 12 


. 9C01 


.CIS.ol. 


ts 


Method 


TBLASTX: 


Sovbean 


i y 


Start 


3516 








End 


7688 




"« 


GI 


none 








Score 


277 




: ! ! 


Exons 


3516. .3725, 


3517 


. . 3822, 


3867 . 


.3965, 4025.. 4255, 


4033. . 4248, 


: ; 




4243. .4314, 


4262 


. .4333, 


6873. 


.6941, 6889. .6960, 


6948. .7190, 


j £ | : 
: b» 




6949. .7119, 


7183 


. .7335, 


7200. 


.7334, 7350.. 7688, 


7480. .7650 




Seq. No. 


2312 








Seq. ID 


OJ990903 


12.9C01.C15 




Gene No. 


4836 








Strand 






'*":,! 


Start 


8389 








End 


10546 




I s * 


Name 


OJ990903 12 


. 9C01 


.CIS.ol. 


tm 


Method 


TBLASTX: 


Mai ze 


W 


Start 


3739 








End 


7466 






GI 


none 








Score 


131 






Exons 


3739.. 3825, 


3768 


. .3797, 


3832. 


.3888, 3864.. 3965, 


3974. .4195, 






3977. .4009, 


4013 


. .4210, 


4024. 


.4212, 4201. .4317, 


4202. .4333, 






4397. .4495, 


4416 


. . 4502, 


6777 . 


.6827, 6778. .6828, 


6867 7001, 






6886. .7002, 


O _7 J J. 


71 Ql 


\J J J J * 


.7190, 7008.. 7229, 


71 fi^ 7?47 






7194. .7466, 


7408 


. .7437 












Seq. No. 


2312 








Seq. ID 


OJ990903 


_12.9C01.C15 




Gene No. 


4836 








Strand 








Start 


8389 








End 


10546 






Name 


OJ990903 12 


. 9C01 


-CIS.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3859 








End 


7376 






GI 


none 








Score 


44 






Exons 


3859. .3966, 


3867 


. .3938, 


4025. 


.4216, 4033. .4209, 


6987. .7190, 






6994. .7188, 


7200 


. .7376, 


7264. 


.7344 








Seq. No. 


2312 








Seq. ID 


OJ990903 


_12.9C01.C15 




Gene No. 


4836 








Strand 







2382 





OLalL 


8389 




End 


10546 






Name 


OJ990903 12 


.9C01.C15.o2.tw 


Method 


TBLASTX: Wheat 






Start 


4004 




End 


7199 






GI 


none 




Score 


54 






Exons 


4004. .4138, 


4005. .4061, 4027. 


.4317, 4028.. 4330, 6870.. 7187, 






6886. .7188, 


7065. .7199, 7142. 


.7198 








Seq. No. 


2312 




Seq. ID 


OJ990903_12.9C01. 


C15 




Gene No. 


4836 




Strand 








Start 


8389 




End 


10546 






Name 


OJ990903 12 


. 9C01.C15.o4.gp 


Method 


AAT/GAP 






Start 


8389 




End 


10546 






GI 


14034 1.R1084 


Score 


1620 






Exons 


8389. .8840, 


9368.. 9648, 10377 


. .10546 








GI Descrip. 


'2275219 8" 


Oe-75 (AC002337) unknown protein [Arabidopsis 






thaliana] * 












Seq. No. 


2312 




Seq. ID 


.OJ990903_12.9C01. 


C15 




uCilC LS\J • 


4836 




Strand 








Start 


8389 




End 


10546 






Name 


OJ990903 12 


. 9C01.C15.o3.gs 


Method 


GENSCAN 






Start 


8642 




End 


10469 






GI 


none 




Score 


.63 




— 


Exons 


8642. .8746, 


10377. .10469 








i 1 
"s sf 


Seq. No. 


2312 




Seq. ID 


OJ990903_12.9C01. 


C15 




Gene No. 


4836 




Strand 








Start 


8389 




End 


10546 






Name 


OJ990903 12 


. 9C01.C15.o3.np 


Method 


AAT/NAP 




i _i 


Start 


9370 




End 


10546 






GI 


2275219 




Score 


460 




;. 1 


Exons 


9370. .9648, 


10377. .10546 








i y 


GI Descrip. 


(AC002337) 


unknown protein [Arabidopsis thaliana] 




:s 

. ; =i 


Seq. No. 


2312 




Seq. ID 


OJ990903_12.9C01. 


C15 


* l . . I 


Gene No. 


4836 




Strand 








Cf art - 


8389 




End 


10546 




1. X 


Name 


OJ990903 12 


. 9C01.C15.o2.tc 


Method 


TBLASTX: Cress 




d 


Start 


9497 




End 


10521 






GI 


none 




Score 


190 






Exons 


9497. .9649, 


9502.. 9654, 9506. 


.9652, 10377. .10520, 10377. 


.10514, 






10378. .10521, 10379.. 10516 










Seq. No. 


2312 




Seq. ID 


OJ990903_12.9C01. 


C15 






4836 




Strand 








Start 


8389 




End 


10546 






Name 


OJ990903 12 


. 9C01.C15.o2.ts 


Method 


TBLASTX : Soybean 






Start 


9529 




End 


10515 






GI 


none 




Score 


139 






Exons 


9529. .9654, 


9530.. 9676, 10377 


. .10514, 


10378. .10515 






Seq. No. 


2313 




Seq. ID 


OJ990903_12.9C01. 


C16 




Gene No. 


4837 




Strand 








Start 


79 




End 


123 






Name 


OJ990903 12 


.9C01.C16.ol.gs 


Method 


GENSCAN 






Start 


79 




End 


123 






GI 


none 




Score 


.79 





2383 






Exons 


79. .123 








Seq. No. 


2313 


Seq. ID 


OJ990903_12 . 9C01 . C16 




Gene No. 


4838 


Strand 


- 




Start 


183 


End 


373 




Name 


OJ990903 12.9C01,C16.ol.np 


Method 


AAT/NAP 




Start 


183 


End 


373 




GI 


3914006 


Score 


104 




Exons 


183. .373 








GI Descrip. 


MITOCHONDRIAL LON PROTEASE HOMOLOG 2 


PRECURSOR gi 11816588 






(U85495) LON2 [Zea mays] 








Seq. No. 


2314 


Seq. ID 


OJ990903_12.9C01.C17 






4839 


Strand 






Start 


3054 


End 


3454 




Name 


OJ990903 12.9C01.C17.o2.gp 


Method 


AAT/GAP 




Start 


3054 


End 


3454 




GI 


none 


Score 


785 




Exons 


3054. .3454 








Seq. No. 


2314 


Seq. ID 


OJ990903_12.9C01.C17 




Gene No. 


4840 


Strand 


- 




Start 


1 


End 


1839 


sx 
: a 


Name 


OJ990903 12.9C01.C17.ol.np 


Method 


AAT/NAP 


i s -9 


Start 


1 


End 


631 


! ^ 

'= sr 


GI 


1175470 


Score 


87 




T* 1 von ^ 


1..47, 498. .631 






i 1 i i 
: j_e 


GI Descrip. 


HYPOTHETICAL 37.3 KD PROTEIN 


C22G7.10 


IN CHROMOSOME I 


.: =i 

: e 




gi|2130331|pir| IS62454 -hypothetical protein SPAC22G7.10 - 






fission yeast (Schizosaccharomyces pombe) 






gi| 10094 60 |emb ICAA91134.il (Z54328) hypothetical protein 


ru 




[Schizosaccharomyces pombe] 






S3 


Seq. No. 


2314 


Seq. ID 


OJ990903_12.9C01.C17 




Utile Vi\J ■ 


4840 


Strand 






Start 


1 


End 


1839 




Name 


OJ990903 12.9C01.C17.ol.gs 


Method 


GENSCAN 




Start 


191 


End 


1839 




GI 


none 


Score 


.87 


□ 


Exons 


191. .310, 353. .409, 510. .636, 


915. .1036; 1438.. 1839 




Seq. No. 


2314 


Seq. ID 


OJ990903_12 . 9C01 .C17 






4840 


Strand 






Start 


1 


End 


1839 




Name 


OJ990903 12.9C01.C17.ol.gp 


Method 


AAT/GAP 




Start 


916 


End 


1720 




GI 


2310944 


Score 


724 




Exons 


916. .1036, 1438. .1720 








Seq. No. 


2314 


Seq. ID 


OJ990903_12.9C01.C17 




Gene No. 


4841 


Strand 






Start 


3364 


End 


4582 




Name 


OJ990903 12.9C01.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


3338 


End 


4582 




GI 


none 


Score 


-367 




Exons 


3338.. 3667, 3357.. 3668, 3361. 


.3666, 3362.-3667, 4361. .4426, 






4404.;4568, 4465.. 4569, 4466. 


.4582, 4466. .4573 



2384 



* 



J 

3 



Seq. No. 


2314 






Seq. ID 


OJ990903 12.9C01. 


C17 


Gene Nq. 


4841 






Strand 






Start 


3364 






End 


4582 




Name 


OJ990903 12 


.9C01 


.C17.o2.gs 


Method 


GENSCAN 




Start 


3364 






End 


4567 




GI 


none 






Score 


.8 




Exons 


3364. .3696, 


4467 


. .4567 








Seq. No. 


2314 






Seq. ID 


OJ990903_12.9C01. 


C17 


Gene No 


4841 






Strand 






Start 


3364 






End 


4582 




Name 


OJ990903 12 


.9C01 


.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3415 






End 


4529 




GI 


none 






Score 


62 




Exons 


3415. .3489, 


3418 


..3546, 3538. .3666, 3554. .3667, 4404. .4529, 




4462.-4527 












Seq. No. 


2315 






Seq. ID 


OJ990903_12.9C01. 


C18 


Gene No . 


4842 






Strand 






Start 


1 






End 


1043 




Name 


OJ990903 12 


.9C01 


.C18.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1043 




GI 


2275219 






Score 


586 




Exons 


1..46, 138. 


.434, 


774. .903, 


1006. .1043 






GI Descrip. 


(AC002337) 


unknown protein 


[Arabidopsis thaliana] 




Sea No 


2315 






Seq. ID 


OJ990903_12.9C01. 


C18 


Gene No. 


4842 






Strand 






Start 


1 






End 


1043 




Name 


OJ990903 12 


.9C01 


.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


287 




GI 


none 






Score 


43 




Exons 


2. .37, 2. .37, 3. 


.68, 130. .276, 135. .287, 137. .286 




Seq. No. 


2315 






Seq. ID 


OJ990903_12.9C01. 


C18 


Gene No 


4842 






Strand 






Start 


1 






End 


1043 




Name 


OJ990903 12 


. 9C01 


.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 






End 


396 




GI 


none 






Score 


91 




Exons 


2. .31, 135. 


.197, 


137. .226, 


143. .271, 212. .391, 213;. 392, 






283. .396 












Sea No 


2315 






Seq. ID 


OJ990903_12.9C01. 


C18 


Gene No. 


4842 






Strand 






Start 


1 






End 


1043 




Name 


OJ990903 12 


.9C01 


.C18 .ol.gs 


Method 


GENSCAN 




Start 


138 






End 


902 




GI 


none 






Score 


.86 




Exons 


138. .434, 774. .902 








Seq. No. 


2316 






Seq. ID 


OJ990903_12.9C01. 


C19 


Gene No. 


4843 






Strand 


+ 




Start 


2174 






End 


5412 




Name 


OJ990903 12 


. 9C01 


.C19.o2.np 


Method 


AAT/NAP 




Start 


2174 






End 


.5412 





2385 



GI 


5852093 


Score 


56 


Exons 


2174.. 2213, 3523.-3665, 5276. 


.5412 




GI Descrip. 


(AL117264) zwh!6.1 [Oryza sativa] 




Seq. No. 


2316 


"Seq. ID 


OJ990903_12 . 9C01 . C19 


Gene No 


4844 


J Li ul 1U 


+ 


Start 


7206 


End 


7489 


Name 


OJ990903 12 9C01 C19 o2 as 


Mp f~ h nH 


GENSCAN 


Start 


7206 ~ 


End 


7489 


GI 


none 


Score 


.79 


Exons 


7206.. 7263, 7278.. 7489 






Seq. No. 


2316 


Seq. ID 


OJ990903_12.9C01.C19 


Gene No. 


4845 


Strand 


+ 


Start 


7766 


End 


9595 


Name 


OJ990903 12.9C01.C19.o3.np 


Method 


AAT/NAP 


Start 


7766 


End 


9381 


GI 


5802242 


Score 


594 


Exons 


7766.. 7921, 8779.-8993, 9069. 


.9381 




GI Descrip. 


(AF169021) seed maturation protein. PM36 [Glycine max] 


Seq. No. 


2316 


Seq. ID 


OJ990903_12.9C01.C19 


Gene No. 


4845 


Strand 


+ 


Start 


7766 


End 


9595 


Name 


OJ990903 12.9C01.C19.o2.gp 


Method 


AAT/GAP 


Start 


9276 


End 


9595 


GI 


91457 1.R1084 


Score 


583 


Exons 


9276. .9595 






GI Descrip. 


, 5231209/gb|AF159061.1 (AF159061 2.0e-6£ 


1 Oryza sativa subsp. 




indica serine/threonine protein phosphatase PP2A-3 catalytic 




subunit (PP2A) gene, complete 


cds ' 




Seq. No. 


2316 


Seq. ID 


OJ990903_12.9C01.C19 


Gene No. 


4846 


Strand 




Start 


1 


End 


5519 


Name 


OJ990903 12.9C01.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4136 


GI 


2275219 


Score 


1216 


Exons . . 


1..39, 730. .1237, 1310. .1416, 


1503. .1548, 1703. .1813, 




1936.. 2145, 2678.. 2809, 4041. 


.4136 




GI Descrip. 


(AC002337) unknown protein [Arabidopsis 


i thaliana] 


Seq. No. 


2316 


Seq. ID 


OJ990903_12.9C01.C19 


Gene No. 


4846 


Strand 




Start 


1 


End 


5519 


Name 


OJ990903 12.9C01.C19/ol.gs 


Method 


GENSCAN 


Start 


697 


End 


5519 


GI 


none 


Score 


.53 


Exons 


697. .1237, 1703. .1813, 1936.. 


2152, 234C 


I..2369, 2554.-2634, 




2682.. 2870, 5174.. 5519 






Seq. No. 


2316 


Seq. ID 


OJ990903_12.9C01.C19 


Gene No. 


4847 


Strand 




Start 


5450 


End 


7487 


Name . 


OJ990903 12.9C01.C19.ol.gp 


Method 


AAT/GAP 


Start 


5450 


End 


7487 


GI 


570041 


Score 


622 



2386 



Exons 



5450. .5581, 7297. .7487 



Seq. No. 2316 

Gene No. 4848 

Start 9732 

Name OJ990903_12 . 9C01 . C19 . ol . tc 

Start 899 

GI none 
Exons 



Seq. ID OJ990903_12.9C01.C19 
Strand 

End 9865 

Method TBLASTX : Cress 

End 1200 

Score 240 



899. .1195, 899. .1195, 901. .1200 



Seq. No. 2316 

Gene No. 4848 

Start 9732 

Name OJ990903_12 . 9C01 . C19 . o2 . tc 

Start 1951 

GI none 

Exons 1951.. 2136, 1956.. 2132 



Seq. ID OJ990903_12.9C01.C19 
Strand 

End 9865 

Method TBLASTX : Cress 

End 2136 

Score 202 



Seq. No. 2316 

Gene No. 4848 

Start 9732 

Name OJ990903_12 . 9C01 . C19 . o3 . tm 

Start 1959 

13 GI none 
■3 Exons 



Seq. ID OJ990903_12.9C01.C19 
Strand 

End 9865 

Method TBLASTX : Mai ze 

End 2151 

Score 113 



1959. .2066, 1959. .2066, 1960. .2067, 1961. .2068, 2067. .2114, 
2074. .2094, 2094. .2135, 2094 .. 2150/ 2095 2 151 



■I 

: . E 



Seq. No. 2316 

Gene No. 4848 

Start 9732 

Name OJ990903_12 . 9C01 . C19 . ol . tw 

Start 4777 

GI none 
Exons 



Seq. ID OJ990903_12.9C01.C19 
Strand 

End 9865 

Method TBLASTX : Wheat 

End 5211 

Score 4 7 



4777. .4818, 4785. .4832, 4868. .4921, 4868. .4933, 4872. .4982, 
4910. .5005, 4914. .5027, 4968. .5030, 4998. .5180, 4999. .5211, 
5000.. 5197, 5031.. 5198 



Seq. No. 2316 

Gene No. 4848 

Start 9732 

Name OJ990903_12 . 9C0 1 . C19 . ol . tm 

Start 4880 

GI none 
Exons 



Seq. .ID OJ990903_12.9C01.C19 

Strand - . 

End 9865 

Method TBLASTX: Maize 

End 5306 

Score 40 



4880. .4972, 4890. .4982, 4931. .4960, 4962. .5288, 4973. .5305, 
4987.. 5295, 5034.. 5306 



Seq. No. 2316 

Gene No. 4848 

Start 9732 

Name OJ990903_12 . 9C01 . C19 . ol . ts 

Start 5034 

GI , none 
Exons 



Seq. ID OJ990903_12.9C01.C19 
Strand 

End 9865 

Method TBLASTX : Soybean 

End 5594 

Score 115 



5034.. 5189, 5034.. 5180, 5205.. 5588, 5223.. 5288, 5230.. 5424, 
5364.. 5594 



Seq. No. 
Gene No. 



2316 
4848 



Seq. ID OJ990903_12.9C01.C19 
Strand 



2387 



Start 
Name 
Start 
GI 

Exons 



9732 End 

OJ990903_12 . 9C01 . C19 . o2 . tm Method 

5313 End 

none Score 



9865 

TBLASTX: Maize 

7384 

254 



5313.. 5582, 5320.. 5586, 5364.. 5594, 5368.. 5586, 7292.. 7384, 
7296..7376, 7298.. 7378, 7360.. 7383 



Seq. No. 2316 
Gene No. 4848 

Start . 9732 

Name OJ990903_12 . 9C01 . C19 . o4 . tm 

Start 7745 
GI none 

Exons 7745.. 7771, 7805.. 7921, 

8781.. 8906, 8782.. 8910 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_12.9C01.C19 
9865 

TBLASTX: Maize 

8910 

190 



7819.. 7920, 8780.. 8890, 8781.. 8891, 



Seq. No. 2316 Seq. ID 

Gene No. 4848 Strand 

Start 9732 End 

Name OJ990903_12 . 9C01 . CI 9 . o2 . ts Method 

Start 7808 End 

GI none Score 
Exons 



OJ990903_12.9C01.C19 
9865 

TBLASTX : Soybean 

9366 

122 



7808. .7921, 8782. .8862, 8862. .8966, 8863. 
9069.. 9266, 9073.. 9267, 9328.. 9366 



.8991, 8863. .9000, 



ru 



ru 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2316 Seq. ID OJ990903_12.9C01.C19 

4848 Strand 

9732 End 9865 

OJ990903_12 . 9C01 . CI 9 . o3 . gp Method AAT/GAP 

9732 End 9865 

5056147 Score 241 

9732..9865 

5231209/gb|AF159061.1|AF159061 2.0e~68 Oryza sativa subsp. 
indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A) gene, complete cds 



2317 
4849 
5963 

OJ990903_12 . 9C01 . C20 . o3 . gs 

5963 

none 



Seq. ID OJ990903_12.9C01.C20 

Strand + 

End 15530 

Method GEN SCAN 

End 11702 

Score .51 



5963.-5972, 6064. .6301, 8718. .8900, 10074 10168, 11088 .. 11233, 
11406. .11494, 11576. .11702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2317 Seq. ID 

4849 Strand 

5963 End 

OJ990903_12 . 9C01 . C20 . o4 . np . Method 

8345 End 

629810 Score 
8345.. 8508, 9831.. 9854 

hypothetical protein 18 (coxl 5 1 region) - rice mitochondrion 
gi 1 870712 (M57903) unknown protein [Oryza sativa] 



OJ990903_12.9C01.C20 
+ 

15530 
AAT/NAP 
9854 
99 



2317 
4849 



Seq. ID OJ990903_12.9C01.C20 
Strand + 



2388 



• 



Start 


5963 


End 


15530 








Name 


OJ990903 12.9C01.C20.o5.np 


Method 


AAT/NAP 








Start 


8734 


End 


10312 








GI 


1008044 


Score 


237 








Exons 


8734.. 8876, 10246.. 10312 












GI Descrip. 


(D13109) rpoB protein [Oryza 


sativa] 










Seq. No. 


2317 


Seq. ID 


OJ990903_ 


12. 


9C01 


.C20 


Gene No. 


4849 


Strand 


+ 








Start 


5963 


End 


15530 








Name 


OJ990903 12.9C01.C20.o7.np 


Method 


AAT/NAP 








Start 


11228 


End 


13055 








GI 


439277 


Score 


188 








Exons 


11228. .11400, 13028.. 13055 












GI Descrip. 


(X69205) ORF589 [Triticum aestivum] 










Seq. No. 


2317 


Seq. ID 


OJ990903_ 


12. 


9C01 


.C20 


C11C LNU • 


4849 


Strand 


+ 








Start 


5963 


End 


15530 








Name 


OJ990903 12.9C01.C20.o4.gs 


Method 


GEN SCAN 








Start 


12306 


End 


14207 








GI 


none 


Score 


.93 








Exons 


12306. .12644, 13828 .. 13893, 


14016. .14207 








Seq. No. 


2317 


Seq. -ID 


OJ990903_ 


12. 


9C01 


.C20 


Gene No. 


4849 


Strand 


+ 








Start 


5963 


End 


15530 








Name 


OJ990903 12.9C01.C20.o8.np 


Method 


AAT/NAP 








Start 


12378 


End 


15530 








GI 


3914006 


Score 


560 








Exons 


12378. .12644, 13828 .. 13893, 


14016. .14207, 14295. 


.14360, 





14444. .14485, 15022 .. 1514 4 , 15485. .15530 
GI Descrip. MITOCHONDRIAL LON PROTEASE HOMOLOG 2 PRECURSOR gi 11816588 
(U85495) LON2 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



2317 
4850 
1 

OJ990903_12.9C01.C20.ol.gp 
1 

207_3.R1084 
1..708 

, 1617206/emb|CAA96570| 3.0e-29 (Z72489) CP12 [Pisum sativum] 1 



Seq. ID OJ990903_12.9C01.C20 

Strand 

End 708 

Method AAT/GAP 

End 708 

Score 1342 



2317 
4850 
1 

OJ990903_12 . 9C0 1 . C20 . ol . np 
231 

1617206 
231. .611 

(Z72489) CP12 [Pisum sativum] 

2317 
4851 
4420 

OJ990903_12 . 9C01 . C20 . o2 . gs 



Seq. ID OJ990903_12.9C01.C20 

Strand 

End 708 

Method AAT/NAP 

End 611 

Score 309 



Seq. ID OJ990903_12.9C01.C20 
Strand 

End 4 941 

Method GENSCAN 



2389 



Start 


4420 


End 


4941 


GI 


none 


Score 


.95 


Exons 


4420. .4941 






Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 


Gene No. 


4851 


Strand 


— 


Start 


4420 


End 


4941 


Name 


OJ990903 12.9C01.C20.o2.np 


Method 


AAT/NAP 


Start 


4499 


End 


4941 


GI 


1352613 


Score 


142 


Exons 


4499. .4941 






GI Descrip. 


OCS-ELEMENT BINDING FACTOR 1 


(OCSBF-1) 


gi | 44 4047 |emb|CAA4 4 607 | 




(X62745) ocs-binding factor 


1 [Zea mays] 


Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 


Gene No. 


4852 


Strand 




Start 


7684 


End 


9292 


Name 


OJ990903 12.9C01.C20.o3.np 


Method 


AAT/NAP 


Start 


7684 


End 


9292 


GI 


552858 


Score 


370 


Exons 


7684. .7971, 9164. .9292 






GI Descrip. 


(M15955) cytochrome f [Oryza 


sativa] gi | 225534 | prf | | 1305268A 




cytochrome f [Oryza sativa] 






Seq. No. 


2317 


Seq. ID 


OJ990903_12 . 9C01 . C20 


Gene No. 


4852 


Strand 




Start 


7684 


End 


9292 


Name 


OJ990903 12.9C01.C20.o2.gp 


Method 


AAT/GAP 


Start 


7952 


End 


8118 


GI 


5607623 


Score 


294 


Exons 


7952. .8118 






GI Descrip. 


287391/dbj | D13111 | RICMT15 2. 


0e-27 Oryza sativa mitochondrial 




rpoB pseudogene 






Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 


Gene No. 


4852 


Strand 




Start 


7684 


End 


9292 


Name 


OJ990903 12.9C01.C20.o3.gp 


Method 


AAT/GAP 


Start 


8280 


End 


8624 


GI 


5607624 


Score 


655 


Exons 


8280.. 8624 






GI Descrip. 


287391/dbj | D13111 | RICMT15 1. 


0e-178 Oryza sativa mitochondrial 




rpoB pseudogene 






Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 


Gene No . 


4853 * 


Strand 




Start 


9237 


End 


9617 


Name 


OJ990903 12.9C01.C20.o4.gp 


Method 


AAT/GAP 


Start 


9237 


End 


9617 


GI 


none 


Score 


714 


Exons 


9237. . 9617 






Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 


Gene No. 


4854 


Strand 




Start 


9838 


End 


10989 


Name 


OJ990903 12.9C01.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


226 


End 


4 62 



2390 



GI 


none 




Score 


100 


Exons 


226. .279, 227.. 301, 234 


. .452, 


412. .462 




Seq. No. 


2317 




Seq. ID 


OJ990903_12 . 9C01 . C20 


Gene No 


4854 




Strand 




Start 


9838 




End 


10989 


Name 


OJ990903 12. 9C01.C20.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


226 




End 


498 


GI 


none 




Score 


96 


Exons 


226.. 279, 230.. 295, 291 


. .371, 


357. .452, 


409. .498 


Seq. No. 


2317 




Seq. ID 


OJ990903_12 . 9C01 . C20 


Gene No . 


4854 




Strand 




Start 


9838 




End 


10989 


Name 


OJ990903 12.9C01.C20.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


227 




End 


452 


GI 


none 




Score 


71 


Exons 


227. .304, 231.. 452 








Seq. No. 


2317 




Seq. ID 


OJ990903_12 . 9C01 .C20 


Gene No . 


4854 




Strand 




Start 


9838 




End 


10989 


Name 


OJ990903 12. 9C01.C20.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


231 




End 


443 


GI 


■ none 




Score 


187 


Exons 


231. .284, 303. .443 








Seq. No. 


2317 




Seq. ID 


OJ990903_12 . 9C01 .C20 


Gene No. 


4854 




Strand 




Start 


9838 




End 


10989 


Name 


OJ990903 12. 9C01.C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


7689 




End 


7977 


GI 


none 




Score 


83 


Exons 


7689. .7748, 7690. .7749, 


7691. 


.7747, 7728. .7862, 7738. .7863, 




7744.. 7863, 7790.. 7969, 


7796. 


.7954, 7858. .7977, 7860. .7976 


Seq. No. 


2317 




Seq. ID 


OJ990903_12 . 9C01 .C20 


Gene No. 


4854 




Strand 




Start 


9838 




End 


10989 


Name 


OJ990903 12.9C01.C20.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


7689 




End 


7977 


GI 


none 




Score 


83 


Exons 


7689. .7748, 7690. .7749, 


7691. 


.7747, 7728. .7862, 7738. .7863, 




7744. .7863, 7790. .7969, 


7796. 


.7954, 7858. .7977, 7860. .7976 


Seq. No. 


2317 




Seq. ID 


OJ990903_12.9C01.C20 


Gene No . 


4854 




Strand 




Start 


9838 




End 


10989 


Name 


OJ990903 12. 9C01.C20.o3 


. tm 


Method 


TBLASTX: Maize . 


Start 


7824 




End 


7989 


GI 


none 




Score 


165 


Exons 


7824. .7970, 7825. .7863, 


7850. 


.7969, 7858. .7989, 7860. .7976 


Seq. No. 


2317 




Seq. ID 


OJ990903_12 . 9C01 . C20 


Gene No. 


4854 




Strand 




Start 


. 9838 




End - 


10989 


Name 


OJ990903 12.9C01.C20.o4 


. tc 


Method 


TBLASTX: Cress 



2391 






Start 


8546 


End . 


8887 




GI 


none 


Score 


38 




Exons 


8546.. 8581, 8551.. 8580, 8598 


..8672, 8598.-8672, 8599. .8673, 






8723.. 8875, 8731.. 8880, 8731 


..8883, 8744. .8887 




- 

Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 




Gene No. 


4854 


Strand 






Start 


9838 


End 


10989 




Name 


OJ990903 12.9C01.C20.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8590 


End 


8887 




GI 


none 


Score 


51 




Exons 


8590.. 8664, 8593.. 8697, 8612 


..8707, 8701. .8880, 8703. .8879, 






8704.. 8883, 8744.-8887 








Seq. No. . 


2317 


Seq. ID 


OJ990903_12.9C01.C20 




Gene No . 


4854 


Strand 






Start 


9838 


End 


10989 




Name 


OJ990903 12.9C01.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


8611 


End 


8879 




GI 


none 


Score 


370 




Exons 


8611. .8871, 8611. .8871, 8612 


..8875, 8613. .8879 




Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 




Gene No. 


4854 


Strand 




=# 


Start 


9838 


End 


10989 




Name 


OJ990903 12. 9C01.C20.o5.gp 


Method 


AAT/GAP 




Start 


9838 ■ 


End 


10140 


I 1 


GI 


uC-osrocyp004c06bl 


Score 


472 




Exons 


9838. .10140 






=? 


GI Descrip. 


'2191175 5.0e-21 (AF007270) 


A_IG002P16 


.24 gene product 


y 




[Arabidopsis thaliana] ' 






i £ 


Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 




Gene No. 


4854 


Strand 






Start 


9838 


End 


10989 


a? 


Name 


OJ990903 12. 9C01.C20.o6.np 


Method 


AAT/NAP 




Start 


9842 


End 


10989 


& 


GI 


82638 


Score 


526 




Exons 


9842. .9936, 10658. .10989 






3 


GI Descrip. 


hypothetical 16K protein (nad5 intron) 


- wheat mitochondrioi 


=J 


Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 




Gene No. 


4855 


Strand 






Start 


13827 


End 


15173 




Name 


OJ990903 12.9C01.C20.o2.tc 


Method 


TBLASTX: Cress 




Start 


13827 


End 


15173 




GI 


none 


Score 


89 




Exons 


13827. .13895, 13828 .. 13893, 


14013. .14132, 14015. .14083, 






14130. .14207, 14135. .14203, 


14295. .14363, 14444 .. 14485, 






14995. .15144, 15010 .. 15144 , 


15027. .15173 




Seq. No. 


2317 


Seq. ID 


OJ990903_12.9C01.C20 




Gene No. 


4855 


Strand 






Start 


13827 


End 


15173 




Name 


OJ990903 12.9C01.C20.o4.tm 


Method 


TBLASTX: Maize 




Start 


14087 


End 


15144 




GI 


none 


Score 


111 



2392 



Exons 



14087. .14203, 14092 .. 14202, 14292 .. 14363, 14294 .. 14362, 
14295. .14363, 14444 .. 14485, 14444 14491, 14452 14487 , 
14995. .15144, 15005 .. 15139, 15024.. 15140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2318 
4856 
1 

OJ990903_12 . 9C01 . C21 . ol . np 
1 

6714391 
1..86, 430. .560, 659. .716 

(AC012393) putative mitochondrial LON ATP-dependent protease 
[Arabidopsis thaliana] 



Seq. ID OJ990903_12.9C01.C21 

Strand + 

End 716 

Method AAT/NAP 

End 716 

Score 366 



2318 
4856 
1 

OJ990903_12 . 9C01 .C21 . ol . tc 
2 

none 



Seq. ID OJ990903_12.9C01.C21 

Strand + 

End 716 

Method TBLASTX : Cress 

End 715 

Score 14 6 



2. .97, 2. .85, 16. .87, 424. .531, 428.-568, 450. .569, 650. .709, 
658. .714, 659. .715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2318 
4856 
1 

OJ990903_12 . 9C01 . C21 . ol . tm 
2 

none 



Seq. ID OJ990903_12.9C01.C21 

Strand' + 

End 716 

Method TBLASTX: Maize 

End 569 

Score 149 



2. .97, 2. .85, 16. .87, 424. .561, 424. .561, 428. .568, 450. .569 



J Seq. No. 2318 

jj Gene No. 4856 

. Start 1 

=j Name OJ990903_12 . 9C01 .C21 . ol . gs 

Start 430 

GI none 

Exons 430.. 635 



J 



Seq. ID OJ990903_12.9C01.C21 

Strand + 

End 716 

Method GENSCAN 

End 635 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2319 
4857 
1 

OJ990903_12. 9C01.C22.ol.gp 
1 

2431266 
l..*55, 661.. 805. 

2191175 5.0e-21 (AF007270) A_IG002P16 . 24 gene product 
[Arabidopsis thaliana] 



Seq. ID OJ990903_12.9C01.C22 
Strand 

End 805 

Method AAT/GAP 

End 805 

Score 351 



2320 
4858 
1 

OJ990903_12 . 9C01 . C23 . ol . np 
1 

5725434 
1..283 

(AL109787) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990903_12.9C01.C23 

Strand + 

End 283 

Method AAT/NAP 

End 283 

Score 90 



2393, 





Seq. No. 


2321 


Seq. ID 


OJ990903__12. 


.9C01.C25 






48S9 

•a O J j 


Strand 








Start 


1 


End 


448 






Name . 


OJ990903 12.9C01.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


448 






GI 


6522552 


Score 


214 






Exons 


1. .448 










GI Descrip. 


(AL132967) putative protein 


[Arabidopsis thaliana] 








9^99 


Seq. ID 


OJ990903_12. 






Gene No. 


4860 


ot.17a.nci 








Start 


8 




if/ 






Name 


OJ990903 12.9C01.C26.ol.gs 


wet-noa 


n truer 1 






Start 


8 


bna 


1 11 
1/1 






GI 


none 


Score 








Exons 


8. .177 










OcCJ • INU . 




Seq. ID 


OJ990903_12. 






Gene No. 


4861 


Strand 


+ 






Start 


452 


End 


553 






Name 


OJ990903 12.9C01.C28.ol.gs 


Method 


GENSCAN 






Start 


452 


End 


553 






GI 


none 


Score 


.95 




□ 


Exons 


452. .553 








: L s 
: = f\ 

•3 1 S 


Seq. No. 


2324 


Seq. ID 


OJ990903_12. 


.9C01.C29 


! y 




4R69 


Strand 








Start 


1 


End 


584 




: s =£ 


Name 


OJ990903 12.9C01.C29.ol.np 


Method 


AAT/NAP 






Start ' 


1 


End 


584 




*S Sf 


GI 


2275219 


Score 


165 






Exons 


1..154, 265. .330, 501. .584 










GI Descrip. 


(AC002337) unknown protein 


[Arabidopsis thaliana] 




i.jJ 


Seq. No. 


2324 


Seq. ID 


OJ990903_12. 


. 9C01.C29 




Gene No. 


4862 


Strand 








O LaX u 


i 

± 


End 


584 




hi 


Name 


OJ99090;3- 12.9C01.C29.ol.gp 


Method 


AAT/GAP 




i. _i 


Start 


96 


End 


584 






GI 


14034 1.R1084 


Score 


363 






Exons 


96. .157, 265. .330, 501. .584 










GI Descrip. 


■ 2275219 8.0e-75 (AC002337) 


unknown protein [Arabidopsis 






thaliana] 1 










O e q • IN O . 


9^94 


Seq. ID 


OJ990903JL2. 


, 9C01.C29 




Gene No. 


4862 


Strand 








Start 


1 


End 


584 






Name 


OJ990903 12.9C01.C29.ol.gs 


Method 


GENSCAN 






Start 


97 


End 


330 






GI 


none 


Score 


.83 






Exons 


97. .157, 265. .330 










Seq. No. 


2325 


Seq. ID 


OJ990903_12. 


9C01.C30 




Gene No. 


4863 


Strand 








Start 


1 


End 


2377 






Name 


OJ990903 12.9C01.C30.ol.np 


Method 


AAT/NAP 





2394 



ru 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



2377 
248 



6598380 

1..66, 826. .1049, 2273. .2377 

(AC002535) putative WD-40 repeat protein [Arabidopsis thaliana] 



2326 
4864 
1 

OJ990903_12 . 9C01 . C31 . ol . np 
1 

3914006 
1..291, 1055. .1322 

MITOCHONDRIAL LON PROTEASE HOMOLOG 2 PRECURSOR gi | 1816588 
(U85495) LON2 [Zea mays] 



Seq. ID OJ990903_12.9C01.C31 
Strand 

End 1322 

Method AAT/NAP 

End . 1322 

Score 400 



2326 
4864 
1 

OJ990903_12 . 9C01 . C31 . ol . tc 
3 

none 

3. .116, 6. .107, 104. .292, 114 



Seq. ID OJ990903_12.9C01.C31 
Strand 

1322 

TBLASTX: Cress 
292 
80 



End 

Method 
End 
Score 
.260 



2326 
4864 
1 

OJ990903_12 . 9C01 . C31 . ol . ts 
39 

none 

39. .107, 40. .120, 46. .108, 51. .116, 104. .331, 105. .332, 
114. .260, 121. .276, 128. .319 



Seq. ID OJ990903_12.9C01.C31 

Straifd'" ' - 

End 1322 

Method TBLASTX : Soybean 

End 332 

Score 66 



2326 
4864 
1 

OJ990903_12 . 9C01 . C31 . ol . tm 
66 

none 



Seq. ID OJ990903_12.9C01.C31 
Strand 

End 1322 

Method TBLASTX: Maize 

End 1146 

Score 63 



66. .104, 66. .107, 10.2!. ,302, 104. .304, 104. .304, 305. -.343, 
1030.. 1146, 1030.. 1134 



2326 
4864 
1 

OJ990903_12 . 9C01 . C31 . ol . gs 

104 

none 

104. .385, 1014. .1322 



Seq. ID OJ990903_12.9C01.C31 
Strand 

End 1322 

Method GENSCAN 

End 1322 

Score .8 



2327 
4865 
1 

OJ990903_12 . 9C01 . C37 . ol . gp 
1 

26261_1.R1084 
1..58 

, 4929621/gb|AAD34071.1|AF151834_l 1.0e-48 (AF151834) CGI-76 



Seq. ID OJ990903_12.9C01.C37 

Strand + 

End 58 

Method AAT/GAP 

End 58 

Score 89 



2395 



protein [Homo sapiens] 1 

Seq. No. 2328 Seq. ID 

Gene No. 4 866 Strand 

Start 241 End 

Name OJ990903_12 . 9C01 . C38 . ol . gs Method 

Start 241 End 

GI none Score 

Exons 241.. 323, 383.. 558 



OJ990903_12 . 9C01 . C38 
+ 

558 

GENSCAN 

558 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2328 Seq. ID OJ990903_12.9C01.C38 

4867 Strand 

4 97 End 7 68 

OJ990903_12 . 9C01 . C38 . ol . np Method AAT/NAP 

4 97 End 7 68 

5915819 Score 104 

497. .768 

FLAVONOI D 3 5 ' -HYDROXYLASE (FS'S'H) (CYTOCHROME P450 75A6) 
gi|1785488|dbj |BAA03440| (D14590) flavonoid 3 ' , 5 1 -hydroxylase 
[Campanula medium] 



Seq. No. 2329 Seq. ID 

Gene No. 48 68 Strand 

Start . 215 End 

Name OJ990823_10 . 9C08 . CI . ol . gs Method 

Start 215 End 

GI none Score 

Exons 215.. 423, 961.. 1091 



OJ990823_10.9C08.C1 

1091 
GENSCAN 
1091 
^.72 



tc ; Seq. No. 

Gene No. 
■J Start 
: y Name 

Start 
^ GI 

Exons 
^ GI Descrip. 

.3 Seq. No. 
! n Gene No. 
\i Start 
: ~ Name 

Start 

GI 

Exons 



2330 Seq. ID 

4869 Strand 

433 End 

OJ990823_10 . 9C08 . C2 . ol . np Method 

433 End 

6539588 Score 



OJ990823_10.9C08.C2 

10293 
AAT/NAP 
3633 
226 



433. .474, 2637. .2916, 3607. .3633 

(AP000837) hypothetical protein [Oryza sativa] 



2330 
4869 
433 

OJ990823_10 . 9C08 .C2 .ol .gs 

1825 

none 



Seq. ID OJ990823_10.9C08.C2 



Strand 
End 

Method 

End 

Score 



10293 
GENSCAN 
10293 
.58 



1825. .1919, 2170. .2296, 2717. .2916, 3153. .3332, 3823. .3900, 
4950. .5136, 6177. .6263, 7667. .9051, 9189.. 9382, 10088. .10293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2330 Seq. ID 

4869 Strand 

433 End 

OJ990823_10 . 9C08 . C2 . o2 . np Method 

4 97 6 . End 

3687239 Score 



OJ990823_10. 9C08.C2 

10293 
AAT/NAP 
7407 
94 



4976. .5079, 6177. .6285, 7374. .7407 

(AC005169) putative clathrin assembly protein [Arabidopsis 
thaliana] 



2396 



Seq. No. 


2330 


Seq. ID 


OJ990823_10. 9C08 


.C2 


Gene No. 


4869 


Strand 






Start 


433 


End 


10293 




Name 


OJ990823 10.9C08.C2.o3.np 


Method 


AAT/NAP 




Start 


7643 


End 


8218 




GI 


5852173 


Score 


355 




Exons 


7643. .8218 








GI Descrip. 


(AL117265) zhb0003.1 [Oryza 


sativa] 






Seq. No. 


2330 


Seq. ID 


OJ990823_10. 9C08 


.C2 


Gene No. 


4869 


Strand 






Start 


433 


End 


10293 




Name 


OJ990823 10.9C08.C2.o2.gp 


Method 


AAT/GAP 




Start 


9018 


End 


9362 




GI 


2442632 


Score 


372 




Exons 


9018.. 9051, 9189.. 9362 








Seq. No. 


2331 


Seq. ID 


OJ990823_10. 9C08 


.C4 


Gene No. 


4870 


Strand 


+ 




Start 


16328 


End 


17363 




Name 


OJ990823 10. 9C08.C4 .ol.gp 


Method 


AAT/GAP 




Start 


16328 


End 


17363 




GI 


25465 1.R1084 


Score 


841 




Exons 


16328. .16563, 17126.. 17363 








GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


'partial sequence 


i 


Seq. No. 


2331 


Seq. ID 


OJ990823_10.9C08 


.C4 


Gene No . 


4871 


Strand 






Start 


385 


End 


1619 




Name 


OJ990823 10.9C08.C4.ol.gs 


Method 


GEN SCAN 




Start 


385 


End 


1619 




GI 


none 


Score 


.84 




Exons 


385. .513, 1515. .1619 








Seq. No. 


2331 


Seq. ID 


OJ990823_10.9C08 


.C4 


Gene No. 


4872 


Strand 






Start 


3986 


End 


12702 




Name 


OJ990823 10.9C08.C4.o2.gs 


Method 


GENSCAN 




Start 


3986 


End 


12702 




GI 


none 


Score 


.73 




Exons 


3986. ,4107, 4118, .4345, 4424 


..4788, 4860. .5068, 8780. .8963 




9544. .9634, 9682. .9756, 11943 12056, 


12696. .12702 




Seq. No. 


2331 


Seq. ID 


OJ990823_10.9C08 


.C4 


Gene No. 


4873 


Strand 






Start 


16118 


End 


17644 




Name 


OJ990823 10.9C08.C4.o3.gs 


Method 


GENSCAN 




Start 


16118 


End 


17644 




GI 


none 


Score 


.66 




Exons 


16118. .16270, 16455. .16598, 


16638. .167 


45, 17080. .17183, 






17515. .17644 








Seq. No. 


2332 


Seq. ID 


OJ990823_10.9C08 


.C5 


Gene No. 


4874 


Strand 


+ 




Start 


11116 


• End 


12106 




Name 


OJ990823 10.9C08.C5.o3.gs 


Method 


GENSCAN 





2397 



Start 


11116 


End 


12106 




GI 


none 


Score 


. 64 




Exons 


11116. .11178, 11679. .11818, 


12034. .12106 




Seq. No. 


2332 


Seq. ID 


OJ990823_10. 


9C08 


Gene No. 


4875 


Strand 






Start 


31 


End 


4049 




Name 


OJ990823 10.9C08.C5.ol.gs 


Method 


GENSCAN 




Start 


31 


End 


4049 




GI 


none 


Score 


.78 




Exons 


-31. .186, 1418. .1512, 3145.. 


3624, 3682. 


.3867, 4043.. 


4049 



Seq. No. 


2332 


Seq. ID 


OJ990823_10. 


. 9C08.C5 


Gene No. 


4876 


Strand 






Start 


4372 


End 


10284 




Name 


OJ990823 10.9C08. 


C5.o2.gs Method 


GENSCAN 




Start 


4372 


End 


10223 




GI 


none 


Score 


.52 




Exons 


4372. .4549, 5586. 


.5635, 8813.. 9013, 9781.. 9867, 9930.. 10223 


Seq. No. 


2332 


Seq. ID 


OJ990823JL0. 


. 9C08.C5 


Gene No. 


4876 


Strand 






Start 


4372 


End 


10284 




Name 


OJ990823 10.9C08. 


C5.ol.gp Method 


AAT/GAP 




Start 


8444 


End 


8846 




GI 


20850 1.R1084 


Score 


690 




Exons 


8444 . . 8846 








GI Descrip. 


'3687239 3.0e-18 


(AC005169) putative . 


clathrin coat 


assembly 




protein [Arabidopsis thaliana] 1 






Seq. No. 


2332 


Seq. ID 


OJ990823_10, 


. 9C08.C5 


Gene No. 


4876 


Strand 






Start 


4372 


End 


10284 




Name 


OJ990823 10.9C08. 


C5.ol.np Method 


AAT/NAP 




Start 


8714 


End 


10223 




GI 


3687239 


Score 


" 578 




Exons 


8714. .8845, 8945. 


.9013, 9781. .9867, 10083. .10223 





j a & GI Descrip. 

^ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



(AC005169) putative clathrin assembly protein [Arabidopsis 
thaliana] 



2332 Seq. ID 

4876 Strand 
4372 End 
OJ990823_10 . 9C08 . C5 . o2 . gp Method 
8967 End 
2280898 Score 
8967. .9013, 9781. .9867, 10083. .10284 

3687239 1.0e-13 (AC005169) putative clathrin coat assembly 
protein [Arabidopsis thaliana] 



OJ990823_10.9C08.C5 

10284 
AAT/GAP 
10284 
525 



Seq. No. 2332 Seq. ID 

Gene No. 4877 Strand 

Start 12944 End 

Name ■ OJ990823_10 . 9C08 . C5 . ol . tw Method 

Start 8589 End 

GI none Score 
Exons 



OJ990823_10. 9C08.C5 
13222 

TBLASTX: Wheat 

9016 

213 



8589*. 8630, 8711. .8845, 8712. .8846, 8715. .8846, 8719. .8892, 



2398 



cF 





8945. . 9016, 


8946. 


. 9014 








Seq. No. 


2332 








^'Seq. ID 


OJ990823_10 . 9C08 .C5 


Gene No. 


4877- 








Strand 




Start 


12944 








End 


13222 


Name 


OJ990823 10. 


9C08. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8668 








End 


10256 


GI 


none 








Score 


225 


Exons 


8668. .8799, 


8679. 


.8846, 


8705. 


.8845, 8945. .9016, 8946. .9014, 




8947. .9030, 


9781. 


.9870, 


9782. 


.9871, 10083. .10256, 10084. .10224 


Seq. No. 


2332 








Seq. ID 


OJ990823_10.9C08.C5 


Gene No. 


4877 








Strand 




Start 


12944 








End 


13222 


Name 


OJ990823 10"; 


9C08. 


CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8674 








End 


10230 


GI 


none 








Score 


157 


Exons 


8674. .8799, 


8720. 


.8845, 


8724. 


.8846, 8756. .8890, 8945. .9016, 




8946. . 9014, 


9781. 


.9870, 


9782. 


.9871, 10083. .10223, 10084. .10230 


Seq. No. 


2332 








Seq. ID 


OJ990823_10.9C08.C5 


Gene No. 


4877 








Strand 




Start 


12944 








End 


13222 


Name 


OJ990823 10. 


9C08. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8708 








End 


.9023 


GI 


none 








Score 


117 


Exons 


8708. .8836, 


8711. 


.8842, 


8712. 


.8843, 8712. .8843, 8945. .9022, 




8945. . 9016, 


8946. 


.9023 








Seq. No. 


2332 








Seq. ID 


OJ990823_10.9C08.C5 


Gene No . 


4877 








Strand 




Start 


12944 








End 


13222 


Name 


OJ990823 10. 


9C08. 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9781 








End 


10224 


GI 


none 








Score 


115 


Exons 


9781. . 9870, 


9782. 


.9871, 


10083 


. .10223, 


10084. . 10224 


Seq. No. 


2332 








Seq. ID 


OJ990823_10.9C08.C5 


Gene No. 


4877 








Strand 




Start 


12944 








End 


13222 


Name 


OJ990823 10. 


9C08. 


C5.o4 . 


gs 


Method 


GENSCAN 


Start 


12944 








End 


13222 


GI 


none 








Score 


.67 


Exons 


12944. .13222 










Seq. No. 


2333 








Seq. ID 


OJ990823_10. 9C08.C7 


Gene No . 


4878 








Strand 


+ 


Start 


149 








End 


544 


Name 


OJ990823 10. 


9C08. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


149 








End 


544 


GI 


none 








Score 


.48 


Exons 


149. .544 












Seq. No. 


2334 








Seq. ID 


OJ990823_10.9C03.C8 


Gene No . . 


4879 ' 








Strand 


+ 


Start 


408 






End 


1543 


Name 


OJ990823 10. 


9C08. 


C8.ol. 


gs 


Method 


GENSCAN 



2399 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



408 End 1543 

none Score .48 

408. .539, 824. .1140, 1189. .1312, 1395. .1543 



Seq. ID OJ990823_10.9C08.C8 

Strand + 

End 3138 

Method AAT/GAP 

End 3138 

Score 158 



2334 
4880 
3027 

OJ990823_10 . 9C08 . C8 . ol . gp 
3027 

uC-osflcyp088bl2bl 
3027.. 3138 ' 

! 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 





Seq. No. 


2334 


Seq. ID 


OJ990823 


_10.9C08 


.C8 




Gene No. 


4881 


Strand 










Start 


226 


End 


1472 








Name 


OJ990823 10 


. 9C08 . C8 . ol . np Method 


AAT/NAP 








Start 


226 


End 


1472 








GI 


213104 6 


Score 


170 








Exons 


226. .1472 












GI Descrip. 


(Z95844) PE 


_PGRS [Mycobacterium tuberculosis] 








Seq. No. 


2334 


Seq. ID 


OJ990823 


_10.9C08 


.C8 


- 


Gene No. 


4882 


Strand 








Start 


2430 


f '- r ' End 


4862 






n 


Name 


OJ990823 10 


. 9C08 . C8 . o2 . np Method 


AAT/NAP 






It 


Start 


2310 


End 


4862 








GI 


4680183 


Score 


109 






y 


Exons 


2310. .2427, 


4819. .4862 










GI Descrip. 


(AF111709) 


gag-pol. protein [Oryza sativa subsp. 


indica] 




y 


Seq. No. 


2334 


Seq. ID 


OJ990823 


_10.9C08 


.C8 




Gene No. 


4882 


Strand 








5 


Start 


2430 


End 


4862 






:. t 


Name 


OJ990823 10 


. 9C08 . C8 . o2 . gs Method 


GENSCAN 






; 


Start 


2430 


End 


3022 






; C3 


GI- 


none 


Score 


.76 






.J 
: 5S[ 


Exons 


2430. .2531, 


2861. .3022 








:J 
s s% 
. j-i 


Seq. No. 


2334 


Seq. ID 


OJ990823 


_10. 9C08 


-C8 




Gene No. 


4882 


Strand 










Start 


2430 


End 


4862 








Name 


OJ990823 10 


.9C08.C8.ol.tm Method 


.TBLASTX: Maize 






Start 


3588 


End 


3986 








GI 


none 


Score 


60 








Exons 


3588. .3671, 


3657. .3986, 3657. .3785, 3834. .3968 








Seq. No. 


2335 


Seq. ID 


OJ990823_ 


_10. 9C08 


.C9 




Gene No. 


4883 


Strand 


+ 








Start 


1 


End 


17254 








Name 


OJ990823 10 


. 9C08 . C9 . ol . np Method 


AAT/NAP 








Start 


1 


End 


2086 








GI 


4680203 


Score 


1113 








Exons 


1..485, 645 


..874, 1151. .2086 










GI Descrip. 


(AF114171) 


TNP2-like protein [Sorghum bicolor] 







2400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

r== Exons 

m 
ru 

u 
u 

* y Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



Q Seq. No. 

Gene No. 

Start 
r Z Name 
"•3 Start 
W' GI ■ 
H Exons 



Seq. No. 2335 Seq. ID 

Gene No. 4883 Strand 

Start 1 End 

Name OJ990823_10 . 9C08 . C9 . ol . ts Method 

Start 82 End 

GI none Score 

Exons 82.. 237, 83.. 316 



OJ990823_10.9C08.C9 
+ 

17254 

TBLASTX : Soybean 

316 

224 



2335 
4883 
1 

OJ990823_10.9C08.C9.ol.gs 

233 

none 



Seq. ID OJ990823_10.9C08.C9 



Strand 
End 

Method 

End 

Score 



+ 

17254 
GEN SCAN 
5938 
.52 



233. .352, 602. .1518, 1744. .2026, 2782. .3072, 3184. .3425, 
4137. .4212, 5134. .5287, 5517. .5938 



2335 
4883 
1 

OJ990823_10 . 9C08 . C9 . o2 . tw 

428 

none 



Seq. ID OJ990823_10. 9C08.C9 

Strand .+ 

End 17254 

Method TBLASTX : Wheat 

End 742 

Score 133 



428. .547, 428. .517, 429. .536, 442. .540, 548. .631, 559. .600, 
658.. 735, 659.. 742. 



2335 Seq. ID 

4883 Strand 

1 End 

OJ990823_10 . 9C08 . C9 . o2 . tm Method 

431 End 

none Score 

431. .622, 472. .621 



OJ990823_10.9C08.C9 
+ 

17254 

TBLASTX: Maize 

622 

198 



2335 
4883 
1 

OJ990823_10.9C08.C9.ol.tm 
734 
none 

734. .787, 799.. 1095, 800. .1114 



Seq. ID OJ990823_10. 9C08.C9 



Strand 
End 

Method 
End 
Score 



+ 

17254 

TBLASTX: Maize 

1114 

48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2335 Seq. ID 

4883 Strand 

1 End 

OJ990823_10 . 9C08 . C9 . ol . tw Method 

7 58 End 

none Score 



OJ990823_10.9C08.C9 
+ 

17254 

TBLASTX: Wheat 

2008 

506 



758. .1303, 802. .1290, 1298. .1480, 1339. .1383, 1504. .1644, 
1511. .1675, 1655. .1711, 1655. .1711, 1712. .1765, 1717. .1749, 
1783.. 1875, 1784.. 1888, 1889.. 2008 



Seq. No. 2335 Seq. ID 

Gene No. 4883 Strand 

Start 1 End 

Name ■ OJ990823_1'0 . 9C08 .C9 . ol . tc . Method 

Start " 1045 ' End 



OJ990823_10. 9C08.C9 
+ 

17254 

TBLASTX : Cress 
1471 



2401 



GI 


none 


Score 


226 




Exons 


1045.. 1290, 1049.. 1303, 1298. 


.1471, 1339. .1467 




Seq. No. 


2335 


Seq. ID 


OJ990823 


_10.9C08.C9 


Gene No . 


4883 


Strand 


+ 




Start 


1 


End 


17254 




Name 


OJ990823 10.9C08.C9.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


1697 


End 


1945 




GI 


none 


Score 


223 




Exons 


1697.. 1945, 1699.. 1878 








Seq. No. 


2335 


Seq. ID 


OJ990823 


_10.9C08.C9 


Gene No. 


4883 


Strand 


+ 




Start 


1 


End 


17254 




Name 


OJ990823 10.9C08.C9.o2.np 


Method 


AAT/NAP 


v 


Start 


2717 


End 


17254 




GI 


5734709 


Score 


285 




Exons 


2717. .3363, 14081 .. 14218, 17204.. 17254 






GI Descrip. 


(AC008075) Contains PF|00069 


Eukaryotic protein 


kinase doma 




[Arabidopsis thaliana] 








Seq. No. 


2335 


Seq. ID 


OJ990823 


_10.9C08.C9 


Gene No. 


4883 


Strand 


+ 




Start 


1 v .fe. ' - 


End 


17254 




Name 


OJ99(f823 10 . 9C08 . C9 . o2 . gs 


Method 


GENSCAN 




Start 


6453 


End 


10184 




GI 


none 


Score 


.54 




Exons 


6453.. 6611, 6809.. 7048, 7163. 


.7243, 7299. .7327, 


7446. .7616, 




9084.. 9162, 10173.. 10184 








Seq. No. 


2335 


Seq. ID 


OJ990823 


_10. 9C08.C9 


Gene No . 


4883 


Strand 


+ 




Start 


1 


End 


17254 




Name 


OJ990823 10.9C08.C9.o4 .gs 


Method 


GENSCAN 




Start 


13606 


End 


14730 




GI 


none 


Score 


.97 




Exons 


13606. .13717, 13910.. 14730 








Seq. No. 


2336 


Seq. ID 


OJ990823 


_10.9C08.C10 




4884 


Strand 






Start 


1024 


End 


1382 




Name 


OJ990823 10.9C08.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


1024 


End 


1382 




GI 


none 


Score 


85 




Exons 


1024. .1314, 1031. .1306, 1314. 


.1382 ' 






Seq. No. 


2337 


Seq. ID 


OJ990823 


_10.9C08.C11 


Gene No. 


4885 


Strand 


+ 




Start 


5463 


End 


7036 




Name 


OJ990823 10.9C08.Cll.ol.np 


Method 


AAT/NAP 




Start 


5463 


End 


7036 




GI 


6539588 


Score 


114 




Exons 


5463.. 5719, 7006. .7036 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2338 


Seq. ID- 


OJ990823_ 


_10.9C08.C12 


Gene No. 


4886 


Strand 







2402 



f 



Start 


1537 / 




End 


8467 V 


Name 


OJ990823 10.9C08 


.C12.ol 


. np Method 


AAT/NAP 


Start 


1537 




End 


7442 


GI 


5091513 




Score 


2437 


Exons 


1537. .1697, 2976 


. .5313, 


5968.. 6212, 6354.. 6378, 7419.. 7442 


GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2338 




Seq. ID 


OJ990823_10.9C08.C12 


Gene No. 


4886 




Strand 




Start 


1537 




End 


8467 


Name 


OJ990823 10.9C08 


.C12.o2 


.gs Method 


GENSCAN 


Start 


2402 




End 


8467 


GI 


none 




Score 


.49 


Exons 


2402.. 3006, 3031 


. .3232, 


3453. .4319, 4762. .5248, 5604. .5662, 




5970.. 6146, 6782 


. .7176, 


7419.. 7479, 8420.. 8467 


Seq. No. 


2338 




Seq. ID 


OJ990823_10.9C08.C12 


Gene No. 


4886 




Strand 




Start 


1537 




End 


8467 


Name 


OJ990823 10.9C08 


.C12.ol 


. gp Method 


AAT/GAP 


Start 


7566 




End 


7872 


GI 


72524 1.R1084 




Score 


392 


Exons 


7566.-7872 








GI Descrip. 


'5091496/dbj IAB023482.2 


IAB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 


6, clone P0680A03, complete sequence' 


Seq. No. 


2339 




Seq. ID 


OJ990823_10.9C08.C14 


Gene No. 


4887 




Strand 


+ 


Start 


2124 




End 


7044 


Name 


OJ990823 10.9C08 


,C14.ol 


.np Method 


AAT/NAP 


Start 


2124 




End 


7044 


GI 


6539588 




Score 


232 


Exons 


2124.. 2432, 6964 


. .7044 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2340 




Seq. ID 


OJ990823_10.9C08.C15. 


Gene No. 


4888 




Strand 


+ 


Start 


747 




End 


9423 


Name 


OJ990823 10.9C08 


.CIS.ol 


.gs Method 


GENSCAN 


Start 


747 




End 


9423 * 


GI 


none 




Score 


.74 



Exons 



747. .848, 1078. .1197, 1576. .1663, 5494. .5627, 8981. .9423 



Seq. No. 


2340 


Seq. ID 


OJ990823 


Gene No. 


4888 


Strand 


+ 


Start 


747 


End 


9423 


Name 


OJ990823 10. 9C08. CIS.ol 


.np Method 


AAT/NAP 


Start 


1493 


End 


1771 


GI 


6539588 


Score 


141 


Exons 


1493. .1771 






GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2340 


Seq. ID 


OJ990823 


Gene No. 


4889 


Strand 




Start : 


6480 


End 


6705 


Name 


OJ990823 10. 9C08. CIS.ol 


. gp Method 


AAT/GAP ' 


Start 


6480 


End 


6705 






2403 







GI 


2312838 I 


Score 


63 f 








Exons 


6480.. 650T, 6648.. 6705 












GI Descrip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 








4-coumarate-CoA ligase gene. 


intron 1, 


partial 


sequence 






Seq. No. 


2340 


Seq. ID 


OJ990823 


_10.9C08 


.C15 




Gene No. 


4890 


Strand 












10386 


End 


13445 








Name 


OJ990823 10.9C08.C15.o2.gs 


Method 


GENSCAN 








Start 


10386 


End 


13445 








GI 


none 


Score 


.69 








Exons 


10386. .10514, 10588. .10805, 


11458. .11550, 12234 


. . 12344, 








12804. .12846, 13284. .13445 












Seq. No. 


2340 


Seq. ID 


OJ990823 


_10.9C08 


.C15 




Gene No. 


4891 


Strand 










Start 


15333 


End 


18441 








Name 


OJ990823 10.9C08.C15.o2.np 


Method 


AAT/NAP 








Start 


14724 


End 


16029 








GI 


6815099 


Score 


94 








Exons 


14724. .14838, 15971.. 16029 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


2340 


Seq. ID 


OJ990823 


_10.9C08 


.C15 


: £ 
■: — 


Gene No. 


4891 


Strand 








, =T 

': s? 


Start 


15333 


End 


18441 






en 


Name 


OJ990823 10.9C08.C15.o3.gs 


Method 


GENSCAN 






ry 


Start 


15333 


End 


18441 






i" "s 


GI 


none 


Score 


.72 






! !=f 


Exons 


15333. .15551, 16637 .. 16695, 


17266. .17442, 17686 


. .17788, 




i • : 
: i ^ 




18358. .18441 










ri! 


Seq. No. 


2340 


Seq. ID 


OJ990823 


_10.9C08 


.C15 




Gene No 


4892 


Strand 










Start 


22763 


End 


23483 








Name 


OJ990823 10.9C08.C15.o4.gs 


Method 


GENSCAN 






t5 


Start 


22763 


End 


23483 






j.i 


GI 


none 


Score 


.4 






ex 
': =r 


Exons 


22763. .22786, 23436.. 23483 










f.3 


Seq. No. 


2341 


Seq. ID 


OJ990823 


_10.9C08 


.C16 


it J 


Gene No . 


4893 


Strand 


+ 








Start 


624 


End 


1005 








Name 


OJ990823 10.9C08.C16.ol.gs 


Method 


GENSCAN 








Start 


624 


End 


1005 








GI 


none 


Score 


.98 








Exons 


624.. 830, 921.. 1005 












Seq. No. 


2342 


Seq. ID 


OJ990823 


_10.9C08 


.C18 




Gene No. 


4894 


Strand 










Start 


2886 


End 


5487 








Name 


OJ990823 10. 9C08.C18.o2.gs 


Method 


GENSCAN 








Start 


2886 


End 


5487 








GI 


none 


Score 


.61 








Exons 


2886.. 3005, 3076.. 3185, 3901 


.-.4052, 4765. .4948, 


5352. .5487 



Seq. No. 



234-2 Seq. ID OJ990823_10.9C08.C18 



2404 



• # 





Gene No. 


4895 


Strand 






Start 


8591 


End 


9426 




Name 


OJ990823_10. 9C08 .C18 ,o3.gs 


Method 


GENSCAN 




Start 


8591 


End 


9426 




GI 


none 


Score 


.89 




Exons 


8591.. 9055, 9125.. 9243, 9294. 


. 9426 






Seq. No. 


2343 


Seq. ID 


OJ990823_10.9C08.C19 




Gene No. 


4896 


Strand 






Start 


1 


End 


690. 




Name 


OJ990823_10 . 9C08 . C19 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


690 




GI 


4680203 


Score 


327 




Exons 


1 . . 690 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


2343 


Seq. ID 


OJ990823_10.9C08.C19 




Gene No. 


4896 


Strand 






Start 


1 


End 


690 




Name 


OJ990823_10 . 9C08 .C19. ol . ts 


Method 


TBLASTX : Soybean 




Start 


6 


End 


246 




GI 


none 


Score 


141 




Exons 


6. . 245, 28 . .246 






i* t 
: s=5 


Seq. No. 


2343 


Seq. ID 


OJ990823_10.9C08.C19 




Gene No. 


4896- 


Strand 




: : ri 

!.i s 


Start 


1 


End 


690 


!"! s 


Name' 


OJ990823 10 . 9C08 . C19 . ol . tw 


Method 


TBLASTX: Wheat 


I b? 


Start 


7 


End 


242 


j. J 


GI 


none 


Score 


133 


1 ;l 

'■1 -ZT 


Exons 


7 . . 240, 30 . .242 






!. J 

ry 


Seq. No. 


2344 


Seq. ID 


OJ990903_19. 9C09.C1 




Gene No. 


4897 


Strand 


+ 




Start 


1592 


End 


1778 


Q 


Name 


OJ990903 19.9C09.Cl.ol.gp 


Method 


AAT/GAP 


"= 


Start 


1592 


End 


1778 




GI 


645 1.R1084 


Score 


302 




Exons 


1592. .1778 








GI Descrip. 


'3915131/sp|Q42443|THIH ORYSA 5.0e-61 


THIOREDOXIN H-TYPE (TRX-H) 






(PHLOEM SAP 13 KD PROTEIN- 1) 


>gi 426442 dbj BAA04864 (D21836) 






thioredoxin h [Oryza sativa] 


>gi 454882 dbj BAA05546 (D26547) 






rice thioredoxin h [Oryza sativa] >gi 


1930072 (U92541) 






thioredoxin h [Oryza sativa] ' 








Seq. No. 


2344 


Seq. ID 


OJ990903_19.9C09.C1 




Gene No. 


4898 


Strand 


+ 




Start 


1686 


End 


2546 




Name 


OJ990903 19.9C09.Cl.ol.np 


Method 


AAT/NAP 




Start 


1686 


End 


2546 




GI 


3915131 


Score 


136 




Exons 


1686. .1779, 2497. .2546 








GI Descrip. 


THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 


13 KD PROTEIN-1) 



gi|426442|dbj IBAA04864I (D21836) thioredoxin h [Oryza sativa] 
gi 1 454882-|dbj IBAA05546.il (D26547) rice thioredoxin h [Oryza 
sativa] gi 11930072 (U92541) thioredoxin h [Oryza sativa] 



2405 



• # 



Seq. No. 


2345 


Seq. ID 


OJ990903_19 . 9C09 . C2 


Gene No. 


4899 


Strand 


+ 


Start 


2558 


End 


5453 


Name 


OJ990903 19.9C09.C2.ol.gs 


Method 


GENSCAN 


Start 


2558 


End 


5453 


GI 


none 


Score 


.51 


Exons 


2558.. 2701, 3827.. 3858, 4754 


..4882, 5002. .5126, 5173. .5453 


Seq. No. 


2345 


Seq. ID 


OJ990903_19.9C09.C2 


Gene No. 


4899 


Strand 


+ 


Start 


2558 


End 


5453 


Name 


OJ990903 19.9C09.C2.o2.np 


Method 


AAT/NAP 


Start 


5211 


End 


5450 


GI 


6706416 


Score 


144 


Exons 


5211. .5450 






GI Descrip. 


(AL133248) putative protein 


[Arabidopsis thaliana] 



□ 

! i E 

--4 



Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



2345 Seq. ID 

4900 Strand 
1 End 
OJ990903_19 . 9C09 . C2 . ol . np Method 
1 End 
5852093 Score 

1..24, 1060. .1086, 1494. .1593 

(AL117264) zwhl6.1 [Oryza sativa] 



OJ990903_19.9C09.C2 

1593 
AAT/NAP 
1593 
59 



OJ990903 19.9C09.C2 



2345 Seq. ID 

4901 Strand 
1791 End 1938 

OJ990903_19 . 9C09 . C2 . o2 . gp Method AAT/GAP 

1791 End 1938 

3106672 Score 237 

1791. .1938 

5734616/dbj | AP000391 . 1 | AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 

2345 Seq. ID OJ990903_19 . 9C09 . C2 

4 902 Strand 

4931 End 5630 

OJ990903JL9 . 9C09 . C2 . o3 . gp Method AAT/GAP 

4931 End 5630 

3856_1.R1084 Score 1237 

4931.. 5630 

■5734616/dbj | AP000391 . 1 1 AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2345 
4903 
6593 

OJ990903_19.9C09.C2.ol.tw 

5026 

none 



Seq. ID OJ990903_19. 9C09.C2 
Strand 

End 8621 

Method TBLASTX : Wheat 

End 5456 

Score 55 



5026. .5121, 5027. .5137, 5204. .5314, 5205. .5303, 5393. .5452, 
5394. .5456 



Seq. No. 
Gene No. 



2345 
4903 



Seq. ID OJ990903_19. 9C09.C2 
Strand 



2406 



Start 
Name 
Start 
GI 

Exbris 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6593 End 
OJ990903_19 . 9C09 . C2 . ol . tc Method 
5065 End 
none Score 
5065.. 5166, 5066.. 5314, 5067.. 5303 



8621 

TBLASTX: Cress 

5314 

416 



2345 
4903 
6593 

OJ990903_19 . 9C09 . C2 . o2 . gs 

6593 

none 



Seq. ID OJ990903_19.9C09.C2 
Strand 

End 8621 

Method GEN SCAN 

End 8 621 

Score . 58 



6593.. 6760, 7795.. 8131, 8469.. 8621 



2346 
4904 
435 

OJ990903_19 . 9C09 . C3 - ol . gs 

435 

none 



2347 
4905 
187 

OJ990903_19 . 9C09 . C4 . ol . gs 

187 

none 

187. .411 



Seq. ID OJ990903_19.9C09.C3 
Strand 

End 2821 

Method . GENSCAN 

End 2821 

Score .47 



435. .671, 2195.. 2451, 2707.. 2821 



Seq. ID OJ990903_19.9C09.C4 

Strand + 

End 411 

Method GENSCAN 

End 411 

Score .92 



y Seq. No. 

3 Gene No. 

j§ Start 

Name 

« Start 

=j GI 

^ Exons 



2347 
4906 
583 

OJ990903_19 . 9C09 . C4 . o2 . gs 

583 

none 



Seq. ID OJ990903_19. 9C09-C4 
Strand 

End 5068 

Method GENSCAN 

End 5068 

Score .49 



583. .606, 1232. .1355, 1439. .1487, 1583. .1655, 2109. .2155, 
3158.. 3230, 3521.. 3628, 4883.. 5068 



Seq. No. 
t Gene No. 
J Start 

Name 

Start 

GI 

Exons 



2347 
4906 
583 

0 J990 903_1 9 . 9C0 9 . C4 . ol . tc 

1216 

none 



Seq. ID OJ990903_19. 9C09.C4 
Strand 

End 5068 

Method TBLASTX : Cress 

End 1656 

Score 81 



1216. .1350, 1227. .1355, 1229. .1354, 1242. .1361, 1436. .1489, 
1436. .1465, 1438. .1488, 1578. .1655, 1579. .1656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2347 
4906 
583 

OJ990903JL 9 . 9C0 9 . C4 . ol . ts 

1232 

none 



Seq. ID OJ990903__19. 9C09.C4 
Strand 

End 5068 

Method TBLASTX : Soybean 

End 1656 

Score 66 



1232. .1354, 1236. .1355, 1436. .1489, 1438. .1488, 1578. .1655,' 
1579.. 1656 



2407 




Seq. No. 


2347 








Seq. ID 


OJ990903_ 


19. 


9C09 


.C4 


Gene No. 


4906 








Strand 










Start 


583 








End 


5068 








Name 


OJ990903 19. 


9C09. 


C4 .ol. 


gp 


Method 


AAT/GAP 








Start 


1249 








End 


1636 








GI 


2280603 








Score 


346 








Exons 


1249. . 1355, 


1439. 


. 1487, 


1583. 


. 1636 










Seq. No. 


2347 








Seq. ID 


OJ990903_ 


19. 


9C09 


.C4 


Gene No. 


4906 








Strand 










Start 


583 








End 


5068 








Name 


OJ990903 19. 


9C09. 


C4.o2. 


gp 


Method 


AAT/GAP 








Start 


1280 








End 


1655 








GI 


2280603 








Score 


298 








Exons 


1280. .1355, 


1439. 


.1487, 


1583. 


.1655 











1.3 



Seq. No. 


2347 




Seq. ID 


OJ990903 


Gene No. 


4906 




Strand 




Start 


583 




End 


5068 


Name 


OJ990903 19.9C09 


.C4 .ol.np 


Method 


AAT/NAP 


Start 


1439 




End 


1668 


GI 


3288716 




Score 


81 


Exons 


1439.. 1487, 1583 


. .1668 






GI Descrip. 


(AB015858) AMY-1 


[Mus musculus] 




Seq. No. 


2348 




Seq. ID 


OJ990903 


Gene No. 


4907 




Strand 


+ 


Start 


616 




End 


864 


Name 


OJ990903 19.9C09 


.C5.ol.gp 


Method 


AAT/GAP 


Start 


616 




End 


864 


GI 


none 




Score 


470 


Exons 


616. .864 









□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



2349 
4908 
1554 

OJ990903_19.9C09.C7.ol.gs 

1554 

none 



Seq. ID OJ990903_19.9C09.C7 



Strand 
End 

Method 

End 

Score 



+ 

3024 
GENSCAN 
3024 
.57 



1554. .1637, 1668. .1829, 2118.. 2214, 2449. .2572, 2910. .3024 



2349 
4909 
5947 

OJ990903_19 . 9C09 . C7 . o2 . np 
5947 
6630699 
5947. .6030 

(AP000969) hypothetical protein [Oryza sativa]' 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_ 
+ 

6030 
AAT/NAP 
6030 
68 



19.9C09.C7 



2349 Seq. ID OJ990903 

4910 Strand + 

6166. End 6720 

OJ990903_19.9C09.C7..o3.np' Method ' AAT/NAP 

6166 End 6720 



19.9C09.C7 



2408 



GI 


6539570 


Score 


141 




Exons 


6166.. 6269, 6372.. 6461, 6654 


.6720 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2349 


Seq. ID 


OJ990903_19. 9C09. 


C7 


Gene No. 


4911 


Strand 






Start 


4180 


End 


6279 




Name 


OJ990903 19.9C09.C7.ol.np 


Method 


AAT/NAP 




Start 


4180 


End 


5485 




GI 


6815099 


Score 


79 




Exons 


4180. .4297, 5464. .5485 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2349 


Seq. ID 


OJ990903_19. 9C09. 


C7 


Gene No. 


4911 


Strand 






Start 


4180 


End 


6279 




Name 


OJ990903 19.9C09.C7.o2.gs 


Method 


GEN SCAN 




Start 


4340 


End 


6279 




GI 


none 


Score 


. 63 




Exons 


4340. .4477, 5941. .6024, 6175. 


.6279 






Seq. No; 


2350 


Seq. ID 


OJ990903_19. 9C09. 


C8 


Gene No. 


4913 


Strand 






Start 


579 


End 


679 




Name 


* OJ990903 19.9C09.C8.o2.np 


Method 


AAT/NAP 




Start 


579 


End 


679 




GI 


5922620 


Score 


141 




Exons 


579. .679 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 





gi I 6016853 | dbj IBAA85196.il 

corresponds to a region of the predicted gene 
protein [Oryza sativa] 



(AP000570) EST D15357 (C0514 ) 

hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2351 Seq. ID 

4914 Strand 
253 End 
OJ990903_19. 9C09.C9.ol.gp Method 
253 ' End 
uC-osflM202051dllbl Score 
253. .398 

'4585989/gb|AAD25625.1|AC005287_27 9.0e-10 (AC005287) 
Hypothetical protein [Arabidopsis thaliana] ? 



OJ990903_19.9C09.C9 
+ 

613 

AAT/GAP 
398 
206 



Seq. No. 


2351 


Seq. ID 


OJ990903_19. 9C09 


Gene No. 


4914 


Strand 


+ 


Start 


253 


End 


613 


Name 


OJ990903 


19. 9C09.C9.ol.np Method 


AAT/NAP 


Start 


261 


End 


613 


GI 


4585989 


Score 


82 


Exons 


261. .373, 


578. .613 




GI Descrip. 


(AC005287 


) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


2351 


Seq. ID 


OJ990903_19.9C09 


Gene No. 


4914 


Strand 


+ 


Start 


253 


End 


613 


Name 


OJ990903 


19. 9C09.C9.ol.gs Method 


GENSCAN 



2409 



Start 
GI 

Exons 



263 
none 

263. .373 



End 
Score 



373 
.48 



W 

.: =3. 

ry 

£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

LJ Exons 

ry 

!! a Seq. No. 

Gene No. 

: '~>4 Start 

i=£ Name 

! =1 Start 

^ GI 

'"^ Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990903_19.9C09.C10 
Strand + 

11952 
AAT/GAP 
11952 
814 



2352 - 
4915 
11542 

OJ990903_19 . 9C09 . C10 . 06 . gp 
11542 

LIB3431-002-P1-N1-B12 
11542. .11952 

, 2244806/embiCAB10229.1| 9.0e-28 (Z97336) hypothetical protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End * 9961 

Method AAT/GAP 

End 1953 

Score 869 



2352 
4916 
1797 

OJ990903_19 . 9C09 . CIO . ol . gp 
1449 

LIB3434-038-P1-K1-E8 
1449. .1953 

, 2244806/emb|CAB10229.1| 9.0e-28 (Z97336) hypothetical protein 
[Arabidopsis thaliana] ' 



2352 
4916 
1797 

OJ990903_19.9C09.C10.ol.gs 

1797 

none 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 9961 

Method GENSCAN 

End . 9961 

Score .69 



1797.. 1963, 1985.. 2518, 2636.. 3140, 3218.. 3824, 3943.. 3980, 
5590.. 5775, 6004.. 6067, 6115.. 6550, 6681.. 6762, 7888.. 8064, 
8411.. 8570, 9576.. 9961 



2352 
4916 
1797 

OJ990903_19.9C09.C10.ol.np 

1905 
3450842 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 9961 

Method AAT/NAP 

End 4162 

Score 1267 



1905.. 2258, 2319.. 2518, 2642.. 2906, 2960.. 3140, 3218.. 3824, 
3943.. 3980, 4070.. 4162 

(AF080436) mitogen activated protein kinase kinase [Oryza 
sativa] 



2352 
4916 
1797 

OJ990903_19.9C09.C10.o2.gp 
2183 
701181 
2183.. 2523 

3450842 1.0e-15 (AF080436) mitogen activated protein kinase 
kinase [Oryza sativa] 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 9961 

Method AAT/GAP 

End 2523 

Score 630 



2352 
4916 



Seq. ID OJ990903_19.9C09.C10 
Strand 



2410 



Start 


1797 




End 


9961 


Name 


OJ990903 19.9C09.C10.o3 


• gp 


Method 


AAT/GAP 


Start 


5764 




End 


6077 


GI 


3763436 




Score 


517 


Exons 


5764. .6077 








Seq. No. 


2352 




Seq. ID 


OJ990903_19.9C09.C10 


Gene No. 


4916 




Strand 




Start 


1797 




End 


9961 


Name 


OJ990903 19.9C09.C10.o2 


.np < 


Method 


AAT/NAP 


Start 


6117 




End 


9961 


GI 


2244806 




Score 


943 


Exons 


6117. .6555, 7697. .7816, 


7885 


..8064, 8411. .8547, 9580. .9961 


GI Descrip.. 


(Z97336) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 






Seq. ID 


OJ990903_19.9C09.C10 


Gene No. 






Strand 




Start 


1 7 Q7 
x / y 1 




End 


9961 


Name 


O.TQQOQnV 1 Q QPOQ PI f) o4 


• gp 


Method 


AAT/GAP 


Start 


fil 71 _ 




End 


6748 


GI 


3763435 




Score 


829 


Exons 


6171. .6550, 6681.. 6748 








GI Descrip. 


2244806/emb|CAB10229.1| 


9.0e 


-28 (Z97336) hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


2352 




Seq. ID 


OJ990903_19.9C09.C10 




4916 




Strand 




Start 


1797 




End 


9961 


Name 


OJ990903 19.9C09.C10.o5 


• gp 


Method 


AAT/GAP 


Start 


8631 




End 


9082 


GI 


4879172 




Score 


804 


Exons 


8631. .9082 








Seq. No. 


2352 




Seq. ID 


OJ990903_19.9C09.C10 


Gene No. 


4917 




Strand 




Start 


15530 




End 


16185 


Name 


OJ990903 19.9C09.C10.o3 


np 


Method 


AAT/NAP 


Start 


15530 




End 


16185 


GI 


4455358 




Score 


224 


Exons 


15530.. 16185 








GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


2352 




Seq. ID 


OJ990903_19.9C09.C10 




4917 




Strand 




Start 


15530 




End 


16185 


Name 


OJ990903 19. 9C09.C10.o7 


gp 


Method 


AAT/GAP 


Start 


15735 




End 


16169 


GI 


none 




Score 


796 


Exons 


15735. .16169 








Seq. No. 


2352 




Seq. ID 


OJ990903_19.9C09.C10 


Gene No. 


4918 




Strand 




Start 


18658 




End 


21096 


Name 


OJ990903 19.9C09.C10.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2019 




End 


2517 


GI 


none 




Score 


70 - 


Exons 


2019. .2147, 2019. .2168, 


2035 


..2166, 2199. .2258, 2200. .2244, 



2411 



2358.. 2516, 2359.. 2517 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2352 
4918 
18658 

OJ990903_19, 

2124 

none 

2124. .2165, 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Cress 

End 3125 

Score 65 

2358. .2519, 2640. .2732, 2641. .2712, 3072. .3125 



9C09.C10.o4.tc 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2352 
4918 
18658 

OJ990903_19. 

2358 

none 

2358. .2519, 



9C09.C10.o3.ts 



2640. .2717 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Soybean 

End 2717 

Score 102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI : . 

Exons 



2352 
4918 
18658 

OJ990903_19, 

3072 

none 

3072. .3140, 
3432. .3641, 



9C09.C10.ol.ts 



3085. .3141, 3218. 
3623.-3799, 3777. 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Soybean 

End 3824 

Score 65 

.3379, 3219.. 3377, 3410.. 3823, 
.3824 



_ Seq. No. 

Gene No. 
J Start 
2 Name 
\\ Start 
* GI 
. Exons 



2352 
4918 
18658 

OJ990903_19. 

3072 

none 

3072. .3140, 
3432. .3641, 



9C09.C10.o2.tm 



3085. .3141, 3218. 
3623.-3799, 3777. 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Mai ze 

End 3824 

Score 65 

.3379, 3219.. 3377, 3410.. 3823, 
.3824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2352 
4918 
18658 

OJ990903_19, 

3215 

none 

3215. .3529, 



9C09.C10.ol.tc 



3216.. 3383, 3432, 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Cress 

End 3530 

Score 127 
.3530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2352 
4918 
18658 

OJ990903_19. 

3629 

none 

3629. .3799, 
4070. .4105, 



9C09.C10.o5.tc 



3629. .3823, 3777. 
4071. .4091 



Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Cress 

End 4105 

Score 83 

.3821, 3942.. 3983, 3943.-3978, 



Seq. No. 
Gene No. 
Start 
Name 



2352 
4918 
18658 

OJ990903 19. 



9C09.C10.ol.tm 



Seq. ID OJ990903_19. 9C09.C10 
Strand 

End 21096 

Method TBLASTX : Mai ze 



2412 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>ft Seq. No. 

]\\ Gene No. 

s !f Start 

> J Name 

5 y Start 

.3 GI 

«y Exons 

Seq. No. 

=3 Gene No. 

*J Start 

.± Name 

- Start 

\i gi 

- J Exons 



6106 
none 

6106.. 6558, 6117.. 6560, 6682. 

7702.. 7797, 7702.. 7782, 7712. 

7888.. 8061, 7889.. 8080, 7889. 

8411.. 8572, 9674.. 9964, 9699, 

2352 
4918 
18658 

OJ990903_19.9C09.C10.o2.ts 

6321 

none 

6321.. 6572, 6331.. 6516, 6677. 
7716. .7805, 7888. .8070, 7888. 

2352 
4918 
18658 

OJ990903_19. 9C09.C10.o2.tc 

6408 

none 

6408.. 6560, 6427.. 6552, 6682. 
7716.. 7805, 7888.. 8070, 7888. 

2352 
4918 
18658 

OJ990903_19.9C09.C10.o3.tc 

9686 

none 

9686.. 9763, 9758.. 9973 



End 9965 
Score 438 

.6765, 6683..6763, 6684.. 6770, 

.7795, 7716. .7799, 7888. .8070, 

.8065, 8396.. 8569, 8410.. 8562, 

.9737, 9804.. 9965 

Seq. ID OJ990903_19.9C09.C10 
Strand 

End 21096 

Method TBLASTX : Soybean 

End 9934 

Score 126 

.6763, 6682.. 6765, 7712.. 7795, 
.8061, 8411.. 8506, 9815.. 9934 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 19.9C09.C10 



21096 

TBLASTX: Cress 
8494 
96 

6765, 6683.. 6763, 7712.. 7795, 
8061, 8411.. 8494 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_19.9C09.C10 
21096 

TBLASTX: Cress 

9973 

242 



2352 Seq. ID 

4918 Strand 

18658 End 
OJ990903JL9 . 9C09 . C10 . o3 . tm Method 

15506 End 

none Score 

15506. .15733, 15506. . 15844, 15516 .. 15842 , 15809 .. 15859, 
16025. .16078 



OJ990903_19.9C09.C10 
21096 

TBLASTX: Maize 
16078 
257 



Seq. No. 2352 

Gene No. 4918 

Start 18658 

Name OJ990903_19 . 9C09 . CIO . o4 . ts 

Start 15611 

GI none 

Exons 15611. .15802, 15615.. 15710 

Seq. No. 2352 

Gene No. 4 918 

Start 18658 

Name OJ990903_19 . 9C09 . C10 . 06 . tc 
Start . . 15611 

GI none ■ - 

Exons 15611.. 15802 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_19.9C09.C10 
21096 

TBLASTX : Soybean 

15802 

119 



OJ990903_19.9C09.C10 
21096 

TBLASTX: Cress 

15802 

220 



2413 



1 

-'ll 



Seq. No. 


2352 


Seq. ID 


OJ990903_19.9C09. 


C10 


Gene No. 


- 4918 


Strand 






Start 


18658 


End 


21096 




Name 


OJ990903 19.9C09.C10.o3.gs 


Method 


GENSCAN 




Start 


18658 


End 


21096 




GI 


none 


Score 


.82 




Exons 


18658. .18671, 20176 20245, 20860.. 21096 




Seq. No. 


2353 


Seq. ID 


OJ990903JL9.9C09. 


C12 


Gene No. 


4919 


Strand 






Start 


' 132 


End 


1988 




Name 


OJ990903 19.9C09.C12.ol.gs 


Method 


GENSCAN 




Start 


132 


End 


1988 




GI 


none 


Score 


.49 




Exons 


132. .169, 286. .308, 423. .526, 

* 


1256.. 1309, 1971.. 1988 




Seq. No. 


2354 


Seq. ID 


OJ990903_19.9C09. 


C13 


Gene No. 


4920 


Strand 


+ 




Start 


1 


End 


881 




Name 


OJ990903 19.9C09.C13.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


298 




GI 


83775 1.R1084 


Score 


458 




Exons 


1 . .298 








GI Descrip. 


? 4 538 911/emb ICAB39648.il 2.0e- 


-18 (AL049482) hypothetical 


. protein 




[Arabidopsis thaliana] 1 








Seq. No. 


2354 


Seq. ID 


OJ990903_19.9C09. 


C13 


Gene No. 


4920 


Strand 


+ 




Start 


1 


End 


881 




Name 


OJ990903 19.9C09.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


881 




GI 


none 


Score 


171 




Exons 


2. .169, 2. .169, 219. .386, 221 


..385, 312. .386, 825. .881, 


825 . . 881 


Seq. No. 


2355 


Seq. ID 


OJ990903_19.9C09. 


C14 


Gene No. 


4921 


Strand 


+ 




Start 


320 


End 


1094 




Name 


OJ990903 19.9C09.C14.ol.np 


Method 


AAT/NAP 




Start 


320 


End 


760 




GI 


3915131 


Score ' 


425 




Exons 


* 320. .524, 608. .760 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 13 KD PROTEIN-1) 
gi|426442|dbj |BAA04864| (D21836) thioredoxin h [Oryza sativa] 
gi I 454882 |dbj |BAA05546.1| (D26547) rice thioredoxin h [Oryza 
sativa] gi 11930072 (U92541) thioredoxin h [Oryza sativa] 



2355 
4921 
320 

OJ990903_19.9C09.C14.ol.tc 

401 

none 



Seq. ID OJ990903_19.9C09.C14 

Strand + 

End 1094 

Method TBLASTX : Cress 

End 733 

Score 180 



401. .496, 402. .524, 405. .524, 605. .733, 610. .729 



2355 
4921 



Seq. ID OJ990903_19.9C09.C14 
Strand + 



2414 



Start 


320 






End 


1094 


Name 


OJ990903_19. 9C09.C14 


,ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


401 






End 


721 


GI 


none 






Score 


119 


Exons 


401 . . 523, 401 . . 496, 


402 


. .524, 


409. . 522, 


611. .721, 613. .717 


Seq. No. 


2355 






Seq. ID 


OJ990903_19. 9C09.C14 


Gene No. 


4921 






Strand 


+ 


Start 


320 






End 


1094 


Name 


OJ990903 19.9C09.C14 


. ol 


. tm 


Method 


TBLASTX : Maize 


Start 


401 






End 


765 


GI 


none 






Score 


175 


Exons 


401. .496, 402. .548, 


408 


. .545, 


605. .730, 


607 . . 762, 631 . .765 


Seq. No. 


2355 






Seq. ID 


OJ990903_19. 9C09.C14 


Gene No. 


4921 






Strand 


+ 


oidi u 


320 






End 


1094 


Name 


OJ990903 19.9C09.C14 


.ol 


• gp 


Method 


AAT / GAP ' 


Start 


402 






End 


1094 


GI 


645 1.R1084 






Score 


1152 


Exons 


402.. 524, 608.. 1094 










GI Descrip. 


'3915131/sp|Q42443|THIH 


_0RYSA 


5.0e-61 THIOREDOXIN H-TYPE (TRX 



(PHLOEM SAP 13 KD PROTEIN-1) >gi_426442_dbj_BAA04864_ (D21836) 
thioredoxin h [Oryza sativa] >gi_454882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 . - 



Seq. No. 2355 Seq. ID OJ990903_ 

Gene No. 4921 Strand + 

Start 320 End 1094 

Name OJ990903_19 . 9C09 . C14 . ol . gs Method GENSCAN 

Start 402 End 763 

GI none Score . 79 

Exons 402.. 524, 608.. 763 



19. 9C09.C14 



Seq. No. 2355 

Gene No. 4921 

Start 320 

Name OJ990903_19 . 9C09 . C14 . ol . ts 

Start 402 

GI none 
Exons 



Seq. ID OJ990903_19.9C09.C14 

Strand + 

End 1094 

Method TBLASTX : Soybean 

End 747 

Score 183 



402. .524, 410. .496,' 412. .516, 605. .730, 631. .747 



Seq. No. 2356 

Gene No. 4922 

Start 1 

Name OJ990903_19 . 9C09 . C16 . ol . gp 

Start 1 

GI uC-osflM202051dllbl 

Exons 1..327 

GI Descrip. 1 458598 9/gb | AAD25625 . 1 1 AC005287_27 9.0e-10 (AC005287) 
Hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ990903_19.9C09.C16 

Strand + 

End 630 

Method AAT /GAP 

End 327 

Score 631 



Seq. No. 2356 Seq. ID 

Gene No. 4 922 Strand 

Start 1 End 

Name OJ990903 19 . 9C09 . C16 . ol . tm Method 



OJ990903_19.9C09.C16 
+ 

630 

TBLASTX: Maize 



2415 



Start 
GI 

Exons 



1 End 540 

none Score 230 

1..168, 1..165, 2. .166, 3. .167, 76.-285, 166. .279, 167. .286, 
216. .290, 299. .385, 330. .365, 365. .403, 377. .445, 402. .440, 
402. .449, 403. .456, 479. .511, 511. .540 



Seq. No. 2356 Seq. ID 

Gene No. 4 922 Strand 

Start 1 End 

Name OJ990903_19 . 9C09 . C16 . ol . gs Method 

Start 111 End 

GI none Score 

Exons 111.. 196, 504.. 630 



OJ990903_19.9C09.C16 
+ 

630 

GENSCAN 

630 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2357 Seq. ID 

4923 Strand 

671 End 

OJ990903_1 9 . 9C09 . C17 . ol . tm. Method 

23 End 

none Score 



OJ990903_19.9C09.C17 
+ 

1527 

TBLASTX : Maize 

1527 

82 



23. .82, 29. .82, 657. .782, 661. .795, 665. .790, 727. .798, 
894. .941, 895. .942, 895. .942, 1041. .1142, 1061. .1141, 
1063. .1155, 1063. .1146, 1380. .1526, 1382. .1525, 1384. .1527 



Seq. No. 2357 Seq. ID 

Gene No. 4 923 Strand 

Start 671 End 

Name OJ990903_19 . 9C09 . C17 . ol . gs Method 

Start 671 End 

GI none Score 

Exons 671.. 794, 1454.. 1527 



OJ990903_19.9C09.C17 
+ 

1527 
GENSCAN 
1527 
.47 



Seq. No. 2358 Seq. ID 

Gene No. 4 924 Strand 

Start 1878 End 

Name OJ990903_19 . 9C09.C18 . ol . tm Method 

Start 135 End 

GI none Score 
Exons 



OJ990903_19.9C09.C18 

+ 

5519 

TBLASTX: Maize 

5510 

83 



135. .200, 136. .210, 139. .210, 4187. .4291, 4191. .4295, 
4191. .4283, 4192. .4284, 4193. .4288, 4351. .4470, 4353. .4469, 
4355. /4471, 4976. .5086, 4982. .5080, 4984. .5088, 5322..S387, 
5325. .5390, 5341. .5394, 5423. .5506, 5442. .5510, 5445. .5504 



Seq. No. 2358 Seq. ID 

Gene No. 4 924 Strand 

Start 1878 End 

Name OJ990903_19 . 9C09 . C18 . ol . gs Method 

Start 1878 End 

GI none Score 

Exons 1878.. 2288, 2615.. 2754, 3683.. 3743, 4354 
5324. .5507 



OJ990903_19.9C09.C18 
+ 



5519 
GENSCAN 
5507 
.64 

4471, 4985, 



,5087, 



Seq. No. 2358 Seq. ID OJ990903_ 

Gene No. 4 924 Strand + 

Start 1878 . . End 5519 

Name OJ990903_19 . 9C09 .C18 . o2 .np Method AAT/NAP 

Start 4194 End 5519 



19.9C09.C18 



2416 



GI 6225596 Score 66 

Exons 4194.. 4286, 4369.. 4471, 4985.. 5095, 5335.. 5519 

GI Descrip. ATP- DEPENDENT DNA HELICASE II, 70 KD SUBUNIT (KU AUTOANTIGEN 

PROTEIN P70 HOMOLOG) (KU70) gi | 3374509 | dbj | BAA32018 ] (AB016529) 

Ku70 [Gallus gallus] 



Seq. No. 


2358 


Seq. ID 


Gene No. 


4924 


Strand 


Start 


1878 


End 


Name 


OJ990903_19. 9C09.C18.ol ..gp 


Method 


Start 


5345 


End 


GI 


568027 


Score 


Exons 


5345. .5507 




Seq. No. 


2359 


Seq. ID 


Gene No. 


4925 


Strand 


Start 


41 


End 


Name 


OJ990903 -19.9C09-C19.ol.gp 


Method 


Start 


41 


End 


GI 


4968751 


Score 


Exons 


41. .179 




GI Descrip. 


3915131/sp|Q42443|THIH 0RYSA 


5.0e-52 TH 




(PHLOEM SAP 13 KD PROTEIN-1) 


>gi 426442 




thioredoxin h [Oryza sativa] 


>gi 454882 




rice thioredoxin h [Oryza sativa] >gi 1 




thioredoxin h [Oryza sativa] 




Seq. No. 


2359 


Seq. ID 


Gene No. 


4926 


Strand 


Start 


1 


End 


Name 


OJ990903 19.9C09.C19.ol.np 


Method 


Start 


1 


End 


GI 


3915131 


Score 


Exons 


1. .259 




GI Descrip. 


THIOREDOXIN H-TYPE (TRX-H) (PHLOEM SAP 



19.9C09.C18 



OJ990903_ 
+ 

5519 
AAT/GAP 
5507 
302 



OJ990903_19.9C09.C19 
+ 

179 

AAT/GAP 
179 
206 



(D21836) 
(D26547) 



OJ990903_19.9C09.C19 
259 

AAT/NAP 
259 
189 

13 KD PROTEIN-1) 
gi I 426442 | dbj |BAA04864| (D21836) thioredoxin h [Oryza sativa] 
gi|454882|dbj IBAA05546.il (D26547) rice thioredoxin h [Oryza 
sativa] gi | 1930072 (U92541) thioredoxin h [Oryza sativa] 



Seq. No. 


2359 










Seq. ID 


OJ990903_19.9C09 


.C19 


Gene No. 


4926 










Strand 






Start 


1 










End 


259 




Name 


OJ990903 


19 


9C09. 


C19 


ol.tm 


Method 


TBLASTX: Maize 




Start 


31 










End 


178 




GI 


none 










Score 


127 




Exons 


31. .177, 


34. 


.171, 


41 


.178, 


50. . 178 






Seq. No. 


2359 










Seq. ID 


OJ990903_19.9C09 


.C19 


Gene No. 


4926 










Strand 






Start 


1 










End 


259 




Name 


OJ990903 




9C09. 


C19, 


ol . gs 


Method 


GENSCAN 




Start 


55 








End 


177 




GI 


none 










Score 


.53 




Exons 


55. .177 
















Seq. No. 


2359 










Seq. ID 


OJ990903_19.9C09 


.C19 


Gene No. 


4926 










Strand 







2417 




Start 


1 




End 


259 




Name 


OJ990903 19. 


9C09.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


55 




End 


178 




GI 


none 




Score 


103 




Exons 


55. .177, 56. 


.178, 57. .170, 83. .178 






Seq. No. 


2359 




Seq. ID 


OJ990903_19.9C09. 


C19 


Gene No. 


4926 




Strand 






Start 


1 




End 


259 




Name 


OJ990903 19. 


9C09.C19.ol.tc 


Method 


TBLASTX: Cress 




Start * 


55 




End 


178 




GI 


none 




Score 


95 




Exons 


55. .174, 55. 


.177, 83. .178 








Seq. ■ No. 


2359 




Seq. ID 


OJ990903_19.9C09. 


C19 


Gene No. 


4926 




Strand 






Start 


1 




End 


259 




Name 


OJ990903 19. 


9C09.C19.ol.ts 


Method T 


■ TBLASTX: Soybean 




Start - 


55 




End 


177 




GI 


none 




Score 


73 




Exons 


55. .177, 63. 


.167, 83. .169 








Seq. No. 


2360 




Seq. ID 


OJ990903_19.9C09. 


C20 


Gene. No . 


4927 




Strand 


+ 




Start 


2418 




End 


2660 




Name 


OJ990903 19. 


9C09.C20.ol.gs 


Method 


GENSCAN 




Start ■ 


2418 




End 


2660 




GI 


none 




Score 


.9 




Exons 


2418. .2660 










Seq. No. 


2361 




Seq. ID 


OJ990903_19.9C09. 


C21 


Gene No . 


4928 




Strand 






Start 


2346 




End 


4511 




Name 


OJ990903 19. 


9C09.C21.ol.gs 


Method 


GENSCAN 




Start 


2346 




End 


4511 




GI 


none 




Score 


.41 




Exons 


. 2346. .2643, 


3537.. 3594, 3933. 


,.4128, 44 


131. . 4511 




Seq. No. 


2361 




Seq. ID 


OJ990903_19. 9C09. 


C21 


Gene No. 


4928 




Strand 


+ 




Start 


2346 




End 


4511 




Name 


OJ990903 19. 


9C09.C21.ol.np 


Method 


AAT/NAP 




Start 


2404 




End 


3864 




GI 


347455 




Score 


62 




Exons 


2404. .2754, 


3829. .3864 








GI Descrip. 


(L22030) hydroxyproline-rich 


glycoprotein [Glycine max] 




Seq. No. 


2362 




Seq. ID 


OJ990903_19.9C09. 


C23 


Gene No . 


4929 




Strand 


+ 




Start 


188 




End 


360 




Name 


OJ990903 19. 


9C09.C23.ol.gs 


Method 


GENSCAN 




Start 


188 




End 


360 




GI 


none 




Score 


.84 




Exons 


188. .360 










Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03. 


CI 


Gene No. 


4930 




Strand 


+ 





2418 






Start 


843 


End 


1663 








Name 


OJ990823_13 . 9C03 .CI .ol . gs 


Method 


GENSCAN 








Start 


843 


End 


1663 








GI 


none 


Score 


. 98 








Exons 


843. .1189, 1543.. 1663 












Seq. No. 


2363 


Seq. ID 


OJ990823_13, 


. 9C03 


.CI 




Gene No. 


4931 


Strand 


+ 








O +- -> 4- 

otart 


17615 


End 


19976 








Name 


OJ990823 13.9C03.Cl.o3.np 


Method 


AAT/NAP 








Start 


17615 


End 


19976 








GI 


5922634 


Score 


71 








Exons 


17615. .17715, 19937. .19976 












GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gi| 6016867 |dbj |BAA85210.1| 


(AP000570) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


2363 


Seq. ID 


OJ990823_13. 


, 9C03 


.CI 




Gene No . 


4932 


Strand 


+ 








Start 


27258 


End 


31268 








Name 


OJ990823_13. 9C03.C1 .o4 .gs 


Method 


GENSCAN 








Start 


27258 


End 


31268 








GI 


none 


Score 


.43 








Exons 


27258. .27310, 28 121 .. 28396, 


28558. .28698, 29361 .. 29433, 








304 99. .30714, 31236. .31268 


- *■ 








■ : tz. 
: 5 i : 


Seq. No. 


2363 


Seq. ID 


OJ990823_13. 


. 9C03 


.CI 


rU 


Gene No. 


4933 


Strand 


+ 








Start 


38260 


End 


40727 






t : 


Name 


OJ990823 13.9C03.Cl.o5.np 


Method 


AAT/NAP 








Start 


38260 


End 


40727 








GI 


4115384 


Score 


108 






rU 


Exons 


38260. .38289, 4 0132. .40281, 


40519. .40727 








GI Descrip. 


(AC005967) unknown protein 


[Arabidopsis thaliana] 






Q 


Seq. No. 


2363 


Seq. ID 


OJ990823_13, 


9C03 


.CI 


-J 


Gene No . 


4934 


Strand 


+ 






! i 


Start 


50131 


End 


51632 






hJ 


Name 


OJ990823 13.9C03.Cl.o7.gs 


Method 


GENSCAN 








Start 


50131 


End 


51632 






ri 


GI 


none 


Score 


.56 








Exons 


50131. .50165, 51416. .51632 












Seq.. No. 


2363 


Seq. ID 


OJ990823 13. 


9C03 


.CI 




Gene No 


4935 - 


Strand 


+ 








Start 


55308 


End 


55740 








Name 


OJ990823 13.9C03.Cl.o3.gp 


Method 


AAT/GAP 








Start 


55308 


End 


55740 








GI 


none 


Score 


811 








Exons 


55308. .55740 












Seq. No. 


2363 


Seq. ID 


OJ990823 13. 


9C03, 


.CI 




Gene No. 


4936 


Strand 


+ 








Start 


56383 


End 


59083 








Name 


OJ990823 13. 9C03 . CI . 08 . np 


Method 


AAT/NAP 








Start 


56383 


End 


59083 








GI 


4926870 


Score 


51 







.2419 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



56383. .56450, 58883.. 59083 

(AC007509) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



2363 Seq. ID 

4936 Strand 

56383 End 

OJ990823_13 . 9C03 . CI . o4 . gp Method 

56470 End 

none Score 

56470. .56764, 57487. .58276 



OJ990823_13.9C03.C1 
+ 

59083 
AAT/GAP 
58276 
2061 



Seq. No. 2363 Seq. ID 

Gene No. 4937 Strand 

Start 70435 End 77406 

Name OJ990823_13 . 9C03 .CI .ol0 . gs Method GEN SCAN 

Start 70435 End 77406 

GI none Score .55 

Exons 70435. .70624, 71237 71325, 71425 .. 71478 , 72219 

72627. .74221, 74335 74618, 74801 .. 74994 , 75329 

76160. .76347, 76841 76954 , 77207.. 77406 



OJ990823_13.9C03.C1 
+ 



.72392, 
.75678, 



ru 
□ 



5 y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2363 - Seq. ID OJ990823_13 . 9C03 . CI 

4937 Strand - + 

70435 End 77406 

OJ990823_13 . 9C03 . CI . o9 . np Method AAT/NAP 

71672 End " 76592 

6539553 Score 5152 

71672. .74803, 76531. .76592 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



2363 
4938 
78169 

OJ990823_13.9C03.Cl.oll.np 

78169 

6721561 



OJ990823_13.9C03.C1 
+ 

80230 
AAT/NAP 
80230 
134 



Seq. ID 
Strand ',. 
End 

Method 
End 
Score 

78169. .78273, 79839 .. 80052 , 80207.. 80230 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.i l (AP001081) EST AU082058 (C12 97 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2363 
4939 
83997 

OJ990823_13.9C03.Cl.ol2.gs 

83997 

none 

83997. .84003, 85374.. 85612 

2363 
4940 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990823_13.9C03.C1 
+ 

85612 
GENS CAN 
85612 
.71 



OJ990823_13.9C03.C1 
+ 



2420 





Start 


86153 


End 


95917 






Name 


OJ990823 13.9C03.Cl.ol3.np 


Method 


AAT/NAP 






Start 


86153 


End 


95074 






GI 


4680207 


Score 


1170 






Exons 


86153. .86189, 90006 .. 90807, 92151 .. 93993, 94946. 


.95074 




GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 






bicolor] 










Seq. No. 


2363 


Seq. ID 


OJ990823_ 


13. 9C03.C1 




Gene No. 


4940 


Strand 


+ 






Start 


86153 


End 


95917 






Name 


OJ990823 13.9C03.Cl.ol4.gs 


Method 


GEN SCAN 






Start 


89993 


End 


95917 






GI 


none 


Score 


.57 






Exons 


89993. .90807, 92067 92341, 93164 .. 9334 6, 93560. 


.94029, 






94197. .94394, 94549. . 94684, 95862. .95917 






Seq. No. 


2363 


Seq. ID 


OJ990823_ 


13. 9C03.C1 




Gene No. 


4940 


Strand 


+ 






Start 


86153 


End 


95917 






Name 


OJ990823 13.9C03.Cl.ol4.np 


Method 


AAT/NAP 






Start 


94197 


End 


94785 






GI 


3021713 


Score 


283 






Exons 


94197. .94385, 94540.. 94785 








1 

: ;sr 


GI Descrip. 


(AB012605) MRL [Oryza sativa] 








}? 

hi* 


Seq. No. 


2363 


Seq. ID 


OJ990823_ 


13- 9C03.C1 


jSj j 


Gene No. 


4941 


Strand 








Start 


2093 


End 


17796 




Lu 


Name 


OJ990823 13.9C03.Cl.o2.gs 


Method 


GEN SCAN 






Start 


2093 


End 


17796 






GI 


none 


Score 


.45 




j s ll 


Exons 


2093.. 2507, 2715.. 3051, 3469. 


.3820, 3831. .5494, 


5897. .6377, 


!i 




6468.. 6677, 6826.. 6884, 9400. 


.9484, 9578. .9705, 


9902. .10069 






11847. .12113, 13864. .13959, 14515 .. 14 832, 15143. 


.15326, 


,; : f : 




15800. .16059, 17748. .17796 










Seq. No. 


2363 


Seq. ID 


OJ990823_ 


_13.9C03.C1 




Gene No. 


4941 


Strand 






i fa J 


Start 


2093 


End 


17796 




,SBX 


Name 


OJ990823 13.9C03.Cl.ol.np 


Method 


AAT/NAP 






Start 


2096 


End 


6677 






GI 


4680179 


Score 


6414 






Exons 


2096.. 6677 . 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


2363 


Seq. ID 


OJ990823_ 


13. 9C03.C1 




Gene No. 


4941 


Strand 








Start 


2093 


End 


17796 






Name 


OJ990823 13.9C03.Cl.o2.np 


Method 


AAT/NAP 






Start 


12133 


End 


12537 






GI 


2462640 


Score 


613 






Exons 


12133. .12537 










GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


2363 


Seq. ID 


OJ990823_ 


13. 9C03.C1 




Gene No. 


4942 


Strand 







2421 



Start 
Name 
Start 
GI 

Exons 



34494 End 51810 

OJ990823_13 . 9C03 . CI . o5 . gs Method GENSCAN 

34494 End 38451 

none Score .7 

34494. .34612, 36618 36740, 36981 .. 37050, 37 138 .. 37282, 

37362. .37499, 37546.-37699, 37860.. 38451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2363 Seq. ID 

4942 Strand 

34494 End 

OJ990823_13 . 9C03 . CI . o4 . np Method 

38020 End 

5295937 Score 



OJ990823_13.9C03.C1 

51810 
AAT/NAP 
44773 
127 



38020. .38139, 39665 .. 39848, 44709.. 44773 
(AB026295) hypothetical protein [Oryza sativa] 



2363 Seq. ID 

4942 Strand 

34494 End 

OJ990823_13 . 9C03 . CI . ol . gp Method 

38064 End 

none Score 
38064. .38498 



OJ990823_13.9C03.C1 

51810 
AAT/GAP 
38498 
854 



t ^ 



Seq. No. 2363 Seq. ID 

Gene No. 4942 Strand 

Start 34494 End 

Name OJ990823_13 . 9C03 . CI . 06 . gs Method 

Start 39698 End 

GI none Score 
Exons 



OJ990823. 13.9C03.C1 



39698. .40141, 40360. 
44509. .44602, 44703. 
45879. .46218, 47630. 



,40423, 40573. 
,44858, 45018. 
,47856 



51810 
GENSCAN 
47856 
.66 

40839, 41832, 
45077, 45577, 



.41919, 
.45795, 



It* 

n 



Seq. No. 2363 

Gene No. 4 942 

Start 34494 

Name OJ990823_13 . 9C03 . CI . 06 . np 

Start 43533 

GI 4454028 

Exons 43533. .43687, 44509 .. 44644 , 
45560. .45795, 45879 4 6219, 

GI Descrip. 



OJ990823 13.9C03.C1 



Seq. ID _ 
Strand 

End 51810 
Method AAT/NAP 
End 47860 
Score 668 
44703. .44858, 45018 .. 45090, 
47645. .47860 

(AL035394) tyrosine transaminase like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2363 Seq. ID OJ990823_13 . 9C03 . CI 

4942 Strand 

34494 End 51810 

OJ990823JL3 . 9C03 . CI . o2 . gp Method AAT/GAP 

46145 End 46218 

uC-osroM202041bllbl Score 114 ' 

46145. .46218 

M512651/gb|AAD21706.1| 1.0e-15 (AC007048) putative tyrosine 

transaminase [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



2363 
4942 



Seq. ID 
Strand 



OJ990823 13.9C03.C1 



2422 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



34494 End 51810 

OJ990823_13 . 9C03 . CI . o7 . np Method AAT/NAP 

46896 End 51810 

4539658 Score 74 

46896. .46923, 514 13 51484 , 51572. .51810 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 2363 
Gene No. 4 943 

Start 53067 

Name OJ990823_13 . 9C03 -CI .08 .gs 

Start 53067 

GI none 

Exons 53067. .53158, 53406 

55443. .55596, 56677 
60303. .60418, 60702 
62372. .62590, 62685 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 63032 
Method GENSCAN 
End 63032 
Score . 63 
53461, 53533. .53621, 54864 54 960, 
56803, 57857. .57956, 59633 59757, 
60806, 61024. .61273, 61374 .. 61433, 
63032 



ry 



ry 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



2363 Seq. ID 

4 94 3 Strand 

53067 End 

OJ990823_13.9C03.Cl.o5.gp Method 

604 98 End 

none Score 
60498. .60814 

2363 

4944 Strand 

65626 End 

OJ990823_13 . 9C03 . CI . o9 . gs Method 

65626 End 

none Score 

65626. .65940, 67781 67858, 68085 68369, 68816.. 68824 



OJ990823_13.9C03.C1 

63032 
AAT/GAP 
60814 
619 



Seq. ID OJ990823_13.9C03.C1 



68824 
GENSCAN 
68824 
.67 



2363 
4945 
72496 

OJ990823_13.9C03.Cl.ol0.np 
72496 
6682625 
72496. .72524, 75156.. 75693 

(AC016163) putative disease resistance protein 
thaliana] 



Seq. ID 

Strand 

End 

Method 
.End 
Score 



OJ990823 13.9C03.C1 



75693 
AAT/NAP 
75693 
151 



[Arabidopsis 



Seq. No. 2363 Seq. ID 

Gene No. - 4 94 6 Strand 

Start 78297 End 

Name OJ990823_13 . 9C03 .CI . oil . gs Method 

Start • 78297 End 

GI none Score 

Exons 78297. .78402, 79150 .. 79288 , 

80332. .80379, 80893.. 81277 



OJ990823_13. 9C03.C1 

81277 
GENSCAN 
81277 
.64 

79540. .79574, 79775 .. 80117 , 



Seq. No. 
Gene No. 
Start 



2363 
4946 
78297 



Seq. ID 

Strand 

End 



OJ990823 13.9C03.C1 



81277 



2423 




Name 


OJ990823 13. 


9C03 


PI r\"l 


gp 


we tnou. 


a ftT /P.&P 




Start 


79844 








Lnu 


fining 

OU1UD 




GI 


none 








Score 


a cm 

<iOD 




Exons 


79844. .80106 












beq. no. 


. 2363 








oeq . iu 




pi 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


.LI. OZ X 


. L.IU 




i DLxriO i A . I id lie 




Start 


2120 








Lna 


0110 




GI 


none 








Score 






Exons 


2120. .2332 














O « XT a 

Seq. No. 


2363 








beq. iu 


nTQQnQO'? ii qphi 


P1 
. LI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


PI nQ 

. . Oo . 




we Liioa 


1 JdJ_lH.O 1 a . wneat 




Start 


2141 








bna 


O A1 A 
Z H / 4 




GI 


none 








Score 


•7 c; 
/ D 




Exons 


2141 . . 2473, 


O O O "7 

233 7 


O A1 A 
. . ZH f H 










Seq. No. 


2363 








beq. ±u 


oTOonooi 11 qphi 


PI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2333 ' 








End 


2920 




GI 


none 








Score 


124 




Exons 


2333 . .2602, 


2334 


. . Z04 o, 




.2761, 2664. .2759, 2759. .2920 




2766. .2912 














Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


pi 

. 11 . OZ . 


4- T T 


Method 


TBLASTX : Wheat 




Start 


2474 








End 


3100 




GI 


none 








Score 


57 




Exons 


2474. .3100, 


2475 


. . ZDDZ f 


z*± / / . 


.3010, 2595. .3044 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947. 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


pi /-v c 
. CI . OO . 


tm 


Method 


TBLASTX :Maize 




Start 


2969 








End 


3259 




GI 


none 








Score 


159 




Exons 


2969. .3259, 


2972 












Seq. No. 


2363 








Seq. ID 


OJ990823_13. 9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


PI c: 


ts 


Method 


TBLASTX : Soybean 




Start 


3059 








End 


3319 




GI 


none 








Score 


60 




Exons 


3059. .3127, 


3059 


. .3319, 


3152. 


.3190, 3213. .3314 




Seq. No.. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand . 






Start 


97397 








End 


99291 





2424 




Name 


OJ990o23 13. 


9CU3 


. CI . 04 . 


tw 


Method 


TBLASTX : Wheat 


Start 


3107 








End 


3586 


GI 


none 








Score 


204 


Exons 


3107 . . 3586, 


3108 


. . 3491, 


3449. 


. 3568 




Seq. No. 


2363 








Seq. ID 


OJ990823_13 . 9C03 .CI 


Gene No. 


4947 








Strand 




Start 


97397 








End 


99291 


Name 


OJ990823_13 . 


A/-* A ~i 

9C03 


. CI . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3590 








End 


4100 


GI 


none 








Score 


126 


Exons 


3590 . .3817, 


3680 


. . 3817 , 


r> q a a 

3804 . 


.4100, 3827. .3982, 3844. .4068 


Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03.C1 


Gene No. 


4947 








Strand 




Start 


97397 








End 


99291 


Name 


OJ990823_13 . 


9C03 


. CI . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


3674 * 








End 


4028 


GI 


none 








Score 


63 


Exons 


3674 . .3814, 


3759 


. . 3815, 


O O A A 

3804 . 


.4028, 3807. .3986, 3844. .4026 


Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03.C1 


Gene No. 


4947 








Strand 


- 


Start 


97397 








End 


99291 


Name 


OJ990823 13. 


9C03 


. CI . o9 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3849 








End 


4091 


GI 


none 








Score 


197 


Exons 


3849 . . 4091 












Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03.C1 


Gene No. 


4947 








Strand 




Start 


97397 








End 


99291 


Name 


OJ990823_13 . 


A /"'A *■> 

9C03 


. CI . o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


a a /- c 

4065 








End 


4565 


GI 


none 








Score 


84 


Exons 


4065 . . 4400, 


4183 


. .4314, 


A *5 A ^ 

4386. 


.4565 




Seq. No. 


2363 








Seq. ID 


OJ990823_13. 9C03.C1 


Gene No. 


4947 








Strand 




Start 


97397 








End 


99291 


Name 


OJ990823 13. 


9C03 


. CI . o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4101 








End 


4403 


GI 


none 








Score 


234 


Exons 


4101 . . 4403, 


4 102 


. . 4383 








Seq. No. 


2363 








Seq. ID 


OJ990823_13. 9C03.C1 


Gene No. 


4947 








Strand 




Start 


97397 








End 


99291 


Name 


OJ99'0823_13. 


9C03, 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4 107 








End 


4511 


GI 


none 








Score 


110 


Exons 


4107 . . 4370, 


4116, 


. .4475, 


4117 . 


.4380, 4398. .4472, 4479. .4511 




4479. .4511 












Seq. No. 


2363 








Seq. ID. 


OJ990823_13.9C03.C1 


Gene No. 


4947 








Strand 




Start 


97397 








End 


99291 



2425 




Name 


OJ990823_13 . 


. 9C03 


.Cl.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4452 








End 


4938 




GI 


none 








Score 


184 




Exons 


4452. .4934, 


4494 


. .4934, 


4495. 


.4938 






Seq, No. 


2363 








Seq. ID 


OJ990823_13. 9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


.CI .oil 


. tm 


Method 


TBLASTX: Maize 




Start 


4633 








End 


4925 




GI 


none 








Score 


153 




Exons 


4633. .4824, 


4635 


. .4925, 


4664 . 


.4867, 4852.. 4923 




Seq. No. 


2363 








Seq. ID 


OJ990823 13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823_13 . 


9C03 


.Cl.ol4 


. tw 


Method 


TBLASTX: Wheat 




Start 


5109 








End 


5462 




GI 


none 








Score 


90 




Exons 


5109. .5462, 


5112 


. .5285, 


5113. 


.5286 






Seq. No. 


2363 








Seq. ID 


OJ990823 13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823_13. 


9C03 


-Cl.o20 


. tm 


Method 


TBLASTX: Maize 




Start 


5196 








• End 


5516 




GI 


none 








Score 


208 




Exons 


5196. .5516 














Seq. No. 


2363 








Seq. ID 


OJ990823 13.9C03 


-CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03 


.CI ,o22 


. tm 


Method 


TBLASTX: Maize 




Start 


5871 








End 


6167 




GI 


none 








Score 


72 




Exons 


. 5871. . 6167, 


5961 


. .6077, 


5980. 


. 6150 






Seq. No. 


2363 








Seq. ID 


OJ990823 13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823_13 . 


9C03 


.Cl.ol2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6048 








End 


6411 




GI 


none 








Score 


112 




Exons 


. 6048 . .6407, 


6049 


. . 6411 










Seq. No. 


2363 








Seq. ID 


OJ990823_13. 9C03 


.CI 


Gene No . 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03, 


.CI .ol4 


• tm 


Method 


TBLASTX: Maize 




Start 


10646 








End 


10975 




GI 


none 








Score 


245 




Exons 


1Uo4 b . . luy / j 














Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13. 


9C03, 


.Cl.ol5 


. tm 


Method 


TBLASTX: Maize 





2426 




Start 


11222 








End 


11590 




GI 


none 








Score 


63 




Exons 


11222. 


.11326, 


11244 


. .11321, 


11390. .11590, 11403. .11519 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol6. tw 


Method 


TBLASTX: Wheat 




Start 


11267 








End 


11558 




GI 


none 








. Score 


115 




Exons 


11267. 


.11353, 


11369 


. .11548, 


11390. .11548, 11403. .11558 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13.9C03.C1 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


11591 








End 


12501 




GI 


none 








Score 


95 




Exons 


11591. 


.11740, 


11842 


. .12501, 


12080.. 12253 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene - No . 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start 


- 13289 








End 


21714 




GI 


none 








Score 


128 




Exons 


13289. 


.13615, 


13293 


. .13604, 


21634. .21714 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


-CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol6. tm 


Method 


TBLASTX: Maize 




Start 


36842 








End 


37245 




GI 


none 








Score 


69 




Exons 


36842. 


.36901, 


36844 


. .36900, 


36970. .37050, 3697 6 37050, 






36980. 


.37051, 


37135 


. .37245, 


37136. .37210 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13.9C03.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


43578 








End 


63012 




GI 


none 








Score 


97 




Exons 


43578. 


.43688, 


43583 


. .43693, 


43584 . .436E 


(8, 43585. .43689, 






44504. 


.44602, 


44505 


. .44603, 


44510. .44 617, 4 4 527 .. 44 616, 






44689. 


.44763, 


44697 


. .44870, 


44700. .44762, 4 4 701 . . 44 859, 






44814. 


.44861, 


44991 


. .45068, 


45572. .457 93, 45574 .. 457 98, 






45574. 


.45798, 


45873 


. .46139, 


45877. .46137, 4614 6 .. 46205, 






60683. 


.60808, 


60697 


. .60807, 


61019. .61276, 61020. . 61274, 






61374. 


.61436, 


62366 


. .62590, 


62385.-62588, 62 682 .. 62 942 , 






62683. 


.62943, 


62859 


. .62945, 


62952. .63011, 62953.. 63012 




Seq. No. 


2363 








Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 








Strand 






Start 


97397 








End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


43578 








End 


63027 





2427 




GI none 

Exons 43578. .43688, 43579.-43689, 

44697. .44870, 4 4701 .. 44856, 

45870. .46214, 45873 .. 4 6217 , 

61020. .61271, 61022. .61276, 

62682. .63023, 62710.. 63027 




Score 101 
44504. .44602, 44505 .. 4 4 603, 
45565. .45801, 45566.-45796, 
45901. .46221, 60697 .. 60807 , 
62367 . . 62591, 62369. . 62590, 



m 



□ 



Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


. o5. tc 


Method 


TBLASTX: Cress 




Start 


44513 




End 


61303 




GI 


none 




Score 


195 




Exons 


44513. .44602, 44688 


. .44861, 


61031. . 61303 




Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


45586 




End 


62840 




GI 


none 




Score 


189 




Exons 


45586. .45798, 45590 


. .45796, 


45873. .46034, 45904 .. 4 6032 , 






62382. .62591, 62390 


. .62590, 


62399. .62593, 62682 .. 62840, 






62707. .62838 










Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


. ol7 . tm 


Method . 


TBLASTX: Maize 




Start 


50145 




End 


59341 




GI 


none 




Score 


201 




Exons 


50145. .50345, 58808 


. .59074, 


58810. .59040, 59183.. 59341 




Seq. No. 


2363 




Seq. ID 


OJ990823JL3.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol9. tm 


Method 


TBLASTX: Maize 




Start 


70317 




End 


70545 




GI 


none 




Score 


90 




Exons 


70317. .70394, 70319 


. .70426, 


70325. .70405, 7034 4 .. 70421, 






70398. .70532, 70425 


. .70541, 


70426. .70545, 70456.. 70533 




Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


71603 




End 


71957 




GI 


none 




Score 


56 




Exons 


71603. .71656, 71619 


...71657, 


71662. .71844, 71663 .. 7184 8 , 






71844. .71957, 71847 


. .71951, 


71848. .71952 




Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


71844 




End 


72109 




GI 


none 




Score 


321 





2428 





Exons 


71844. .72107, 71847 


. .72107, 


71852. .72109, 71854.. 72108 






Seq. No. 


2363. 




Seq. ID 


OJ990823_13.9C03 


.CI 




Gene No . 


4947 




Strand 








Start 


97397 




End 


99291 






Name 


OJ990823 13.9C03.C1 


.o4 . tm 


Method 


TBLASTX: Maize 






Start 


72605 




End 


72927 






GI 


none 




Score 


262 






Exons 


72605. .72865, 72612 


. .72926, 


72632. .72925, 72760.. 72927 






Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 




Gene No . 


4947 




Strand 








Start 


97397 




End 


99291 






Name 


OJ990823 13.9C03.C1 


,o8.ts 


Method 


TBLASTX : Soybean 






Start 


72954 




End 


73340 






GI 


none 




Score 


86 






Exons 


72954. .73109, 73092 


. .73340 










Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 




Gene No . 


4947 




Strand 








Start 


97397 




End 


99291 






Name 


OJ990823 13.9C03.C1 


,ol3 . tw 


Method 


TBLASTX: Wheat 






Start 


73203 




End 


73397 






GI 


none 




Score 


275 




=s=r 
: =k 


Exons 


73203. .73397, 73206 


. .73397 










Seq. No. 


2363 




Seq. ID 


OJ990823JL3.9C03 


.CI 


t Li 


Gene No . 


4947 




Strand 






Q 


Start 


97397 




End 


99291 






Name 


OJ990823 13.9C03.C1 


.ol2.tm 


Method 


TBLASTX: Maize 




L'J 


Start 


73254 




End 


73748 




*i — : 


GI 


none 




Score 


224 




ru 


Exons 


73254. .73562, 73337 


. .73528, 


73581. .73748 




b 


Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


• •_! 


Gene No. 


4947 




Strand 






\ 3 


Start 


97397 




End 


99291 




;SP= 


Name 


OJ990823 13.9C03.C1 


.06. ts 


Method 


TBLASTX : Soybean 




i.l 


Start 


73350 




End 


73748 






GI 


none 




Score 


193 






Exons 


73350. .73574, 73358 


. .73528, 


73575. .73748, 73583.. 73621 





Seq. No. 2363 

Gene No. 4947 

Start 97397 

Name OJ990823_13 . 9C03 . CI . ol . tw 

Start 73398 

GI none 

Exons 73398. .73865, 73406 .. 73900, 
73936. .74133, 73997. .74152 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 99291 

Method TBLASTX : Wheat 

End 74153 

Score 604 
73906. .74136, 73914 .. 74153, 



Seq. No. 2363 

Gene No. 4 94 7 

Start 97397 

Name OJ990823_13 . 9C03 . CI . o4 . ts 

Start 74088 

GI 5509260 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 99291 

Method TBLASTX : Soybean 

End 74557 

Score 214 



2429 




Exons 


74088. .74369, 74375 


. .74557 








GI Descrip. 


- 










Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


(2pnp No 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


74166 




End 


74437 




GI 


none 




Score 


231 




Exons 


74166. .74375, 74375 


. .74437 








Seq. No. 


2363 




~ * 

Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


74208 




End 


74773 




GI 


none 




Score 


138 




Exons 


74208. .74369, 74375 


. .74572, 


74375. .74548, 74567 .. 74773, 






74641. .74763 










Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


fipne No 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.o8.tm 


Method 


TBLASTX: Maize 




Start 


74208 




End 


74692 




GI 


none 




Score 


146 




Exons 


74208. .74369, 74381 


. .74692 








Seq. No. 


2363 




Seq. ID 


OJ990823JL3.9C03 


.CI 


fipne No 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.ol0. ts 


Method 


TBLASTX : Soybean 




Start 


75307 




End 


75612 




GI 


none 




Score 


189 




Exons 


75307. .75612, 75310 


. .75585, 


75328. .75612 




Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


Gene No. 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13.9C03.C1 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


75307 




End 


75718 




GI 


none 




- Score 


69 




Exons 


75307. .75480, 75307 


. .75612, 


75307. .75576, 75307 75507 , 






75307. .75618, 75310 


. .75579, 


75313. .75612, 75385 .. 75612 , 






75386. .75553, 75388 


. .75618, 


75529. .75618, 75529 .. 7557 9, 






75620. .75718, 75620 


. .75715, 


75620. .75715, 75620 .. 75703, 






75626. .75715 










Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 


ucnc inu • 


4947 




Strand 






Start 


97397 




End 


99291 




Name 


OJ990823 13. 9C03.C1 


. o24 . tm 


Method 


TBLASTX: Maize 




Start 


75310 




End 


75721 




GI 


none 




Score 


68 




Exons 


75310. .75594, 75620 


. .75721 








Seq. No. 


2363 




Seq. ID 


OJ990823_13.9C03 


.CI 



2430 



Gene No. 4 94 7 Strand 

Start 97397 End 

Name OJ990823_13 . 9C03 . CI . 0I8 . tm Method 

Start 90160 End 

GI none Score 

Exons 90160. .90267, 90161 .. 90250, 90277 .. 90522, 90278.. 90520 



99291 

TBLASTX: Maize 

90522 

119 



Seq. No. 2363 

Gene No. 4 947 

Start 97397 

Name OJ990823_13 . 9C03 . CI . o3 . ts 

Start 92095 

GI none 

Exons 92095. .92289, 92296 92625, 92493 .. 92594 , 92650 92793, 
93013. .93156 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 99291 

Method TBLASTX : Soybean 

End 93156 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
;H Gene No. 
Start 
Name 
Start 
GI 

Exons 



ru 
□ 

! :! 



ru 



'i cr 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2363 
4947 
97397 

OJ990823_13.9C03.Cl.ol3.tm 

92246 

none 

92246. .92272, 92248 .. 92277, 
92463. .92597, 924 67 .. 92631, 

2363 
4947 
97397 

OJ990823JL3 . 9C03 . CI . ol5 . tw 

92296 

none 

92296. .92598 

2363 
4947 
97397 

OJ990823_13.9C03.Cl.o9.tw 

92641 

none 

92641. .93027, 92643.. 92975 

2363 
4947 
97397 

OJ990823_13.9C03.Cl.o23.tm 

94208 

none 

94208. .94324, 94209. .94355, 
94597. .94776, 94626.. 94784 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 99291 

Method TBLASTX : Mai ze 

End 92799 

Score 48 
92313. .92393, 92314 .. 92394 , 
92620. .92799, 92640.. 92798 

Seq. ID OJ990823_13.9C03.C1 

Strand ■ - 

End 99291 

Method TBLASTX : Wheat 

End 92598 

Score 249 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 99291 

Method TBLASTX: Wheat 

End 93027 

Score 331 



Seq. ID OJ990823_13.9C03.C1 
Strand 

End 99291 

Method TBLASTX : Maize 

End 94784 

Score 125 
94540. .94653, 94596. .94775, 



Seq. No. 2363 

Gene No. 4 947 

Start 97397 

Name OJ990823_13 . 9C03 . CI , 

Start 97397 

GI none 

Exons 97397 .. 97405, 98-401. 



Seq. ID OJ990823_13. 9C03.C1 
Strand 

99291 
GENSCAN 
99219 
.8 



End 

Method 
End 
Score 



ol5.gs 

.98470, 98570. .98760, 99214. .99219 



2431 



Seq. No. 2363 

Gene No. 4947 

Start 97397 

Name OJ990823_13 . 9C03 . CI . olO . tm 

Start 98102 

GI none 

Exons 98102. .98188, 98399 .. 98473, 
98556. .98792, 98570 98767 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

98410 

99184 



OJ990823 13.9C03.C1 



.99291 

TBLASTX: Maize 
99291 
67 

98472, 98545. .98778, 
99291, 99188.. 99283 



OJ990823 13.9C03.C1 



Seq. No. 2363 Seq. ID 

Gene No. 4 947 Strand 

Start 97397 End 

Name OJ990823_13 . 9C03 .CI . o2 . tc Method 

Start 98410 End 

GI none Score 

Exons 98410. .98472, 98545 .. 98778 , 98570 .. 987 61, 99184 .. 99273, 
99188.. 99274 



99291 

TBLASTX: Cress 

99274 

136 



Hi 



i y 



f'3 

•n 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990823 13.9C03.C1 



2363 Seq. ID 

4947 Strand 

97397 End 

OJ990823_13 . 9C03 . CI . o7 . ts Method 

98545 End 

none Score 

98545. .98778, 98570 .. 98767 , 98650 98793, 99184 .. 99291 , 
99188. .99283 



99291 

TBLASTX : Soybean 

99291 

133 



2364 Seq. ID OJ990823_13 . 9C03 . C3 

4948 Strand + 

193 End 756 

OJ990823_13.9C03.C3.ol.np Method AAT/NAP 

193 End 756 

6539553 Score 724 

193. .756 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


2364 






Seq. ID 


OJ990823_13.9C03,.C3 


Gene No. 


4948 






Strand 


+ 


Start 


193 






End 


756 


Name 


OJ990823 


13.9C03.C3, 


. ol. tw 


Method 


TBLASTX: Wheat 


Start 


198 






End 


697 


GI 


none 






Score 


106 


Exons 


198. .335, 


291. .455, 


341. .538, 


341. .514 


, 554.. 697 


Seq. No. 


2364 






Seq. ID 


OJ990823_13.9C03.C3 


Gene No. 


4948 






Strand 


+ 


Start 


193 






End 


756 


Name 


OJ990823 


13.9C03.C3, 


. ol . tm 


Method 


-TBLASTX: Maize 


Start 


207 






End 


640 


GI 


none 






Score 


120 


Exons 


207. .335, 


347. .640, 


347. .511 






Seq. No. 


2364 






Seq. ID 


OJ990823_13.9C03.C3 



2432 




Gene No. 


4948 




Strand 


+ 


Start 


193 




End 


756 


Name 


OJ990823_13. 9C03.C3 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


210 




End 


622 


GI 


none 




Score 


90 


Exons 


210. .335, 335. .574, 


335. .568, 


587 . . 622 




Seq. No. 


2365 




Seq. ID 


OJ990823_13. 9C03.C4 


Gene No. 


4949 




Strand 




Start 


1 




End 


647 


Name 


OJ990823 13.9C03.C4 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


647 


GI 


5295955 




Score 


178 


Exons 


1..114, 195. .329, 357. .647 






GI Descrip. 


(AB026295) Similar 


to Epstein- 


-Barr virus (EBV) genome. (VOL 




[Oryza sativa] 








Seq. No. 


2365 




Seq. ID 


OJ990823_13.9C03.C4 


Gene No. 


4949 




Strand 


- 


Start 


1 




End 


647 


Name 


OJ990823_13 . 9C03 . C4 


.ol.gs 


Method 


GEN SCAN 


Start 


80 




End 


591 


GI 


none 




Score 


.62 


Exons 


80. .591 








Seq. No. 


2366 




Seq. ID 


OJ990823_13.9C03.C6 


Gene No . 


4950 




Strand 




Start 


213 




End 


314 


Name 


OJ990823 13.9C03.C6 


. ol . gs 


Method 


GENSCAN 


Start 


213 




End 


314 


GI 


none 




Score 


.46 


Exons 


213. .314 








Seq. No. 


2367 




Seq. ID 


OJ990923_19. 9C17.C2 


Gene No. 


4951 




Strand 




Start 


1 




End 


611 


Name 


OJ990923 19.9C17.C2 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


611 


GI 


531389 




Score 


737 


Exons 


1. .611 








GI Descrip. 


(U12626) copia-like 


retrotranspqson Hopscotch polyprotein 




mays] 








Seq. No. 


2367 




Seq. ID 


OJ990923_19.9C17.C2 


Gene No. 


4951 




Strand 




Start 


1 




End 


611 


Name 


OJ990923 19.9C17.C2 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


261 


GI 


none 




Score 


124 


Exons 


1..261, 2. .127, 6.. 


254 






Seq. No. 


2367 




Seq. ID 


OJ990923_19.9C17.C2 


Gene No. 


4951 




Strand 




Start 


1 




End 


611 


Name 


OJ990923 19.9C17.C2 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


6 




End 


378 


GI 


none 




Score 


103 



2433 



sa- 
il 



Exons 


6. .374, 85. 


.378 










Seq. No. 


2367 






Seq. ID 


OJ990923_19. 9C17 


.C2 


Gene No. 


4951 






Strand 






Start 


1 






End 


611 




Name 


OJ990923 19 


.9C17.C2.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


9 






End 


347 




GI 


none 






Score 


228 




Exons 


9. .347 












Seq. No. 


2367 






Seq. ID 


OJ990923_19. 9C17 


.C2 


Gene No. 


4951 






Strand 






Start 


1 






End 


611 




Name 


OJ990923 19 


.9C17.C2.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


12 






End 


551 




GI 


none 






Score 


132 




Exons 


12.. 53, 90. 


.152, 162.. 


356, 378.. 551 






Seq. No. 


2368 






Seq. ID 


OJ990923_19. 9C17 


.C3 


Gene No. 


4952 






Strand 


+ 




Start 


1 






End 


2272 




Name 


OJ990923 19 


.9C17.C3.ol 


,np 


Method 


AAT/NAP 




Start 


1 






End 


2272 




GI 


4680182 






Score 


434 




Exons 


1..425, 726 


..963, 2248 


. .2272 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


2369 






Seq. ID 


OJ990923_19. 9C17 


-C4 


Gene No . 


4953 






Strand 


+ 




Start 


934 






End 


2904 




Name 


OJ990923 19 


.9C17.C4.o2 


.gs 


Method 


GEN SCAN 




Start 


934 






End 


2424 




GI 


none 






Score 


. 66 




Exons 


934 . . 1132, 


1310. .1551, 


2159. 


2424 






Seq. No. 


2369 






Seq. ID 


OJ990923_19. 9C17 


.C4 


Gene No. 


4953 






Strand 


+ 




Start 


934 






End 


2904 




Name- 


OJ990923 19 


.9C17.C4.o2 


.np 


Method 


AAT/NAP 




Start 


1745 






End 


2904 




GI 


6539553 






Score 


1059 




Exons 


1745. .2435, 


2837. .2904. 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP0O0837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



2369 
4 954 
1 

OJ990923_19.9C17.C4.ol.np 
1 

4680181 
1..18, 226. .690 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990923_19.9C17.C4 
Strand 

End 690 

Method AAT/NAP 

End 690 

Score 313 



Seq. No. 



2369 



Seq. ID OJ990923_19.9C17.C4 



2434 



Gene No. 


4955 




Strand 




Start 


1739 




End 


2187 


Name 


OJ990923 19 . 9C17 .C4 .ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


1739 




End 


2125 


GI 


none 




Score 


322 


Exons 


17 39. . 2125/ 1747.. 2124 








Seq. No. 


2369 




Seq. ID 


OJ990923_19. 9C17 .C4 


Gene No. 


4955 




Strand 




Start 


1739 




End 


2187 


Name 


OJ990923_19. 9C17 .C4 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1874 




End 


2187 


GI 


none 




Score 


341 


Exons 


1874. .2185, 1882. .2187 








Seq. No. 


2370 




Seq. ID 


OJ990923 19. 9C17 .C5 


Gene No. 


4956 




Strand 


+ 


Start 


613 




End 


4225 


Name 


OJ990923 19 . 9C17 .C5 .ol 


. gs 


Method 


GENSCAN 


Start 


613 




End 


4225 


GI 


none 




Score 


.69 


Exons 


613.. 1378/ 1417.. 14 45, 


1772 . . 


2575, 2654.. 4225 


Seq. No. 


2370 




Seq. ID 


OJ990923_19.9C17.C5 


Gene No. 


4956 




Strand 


+ 


Start 


613 




End 


4225 


Name 


OJ990923_19.9C17.C5.ol 


,np 


Method 


AAT/NAP 


Start 


704 




End 


4222 


GI 


4680179 




Score 


1421 


Exons 


704. .744, 3204. .4222 








GI Descrip. 


(AF111709) polyprotem 


[Oryza 


sativa j 


subsp. indica] 


Seq. No. 


2370 




Seq. ID 


OJ990923 19.9C17.C5 


Gene No. 


4957 




Strand 


+ 


Start 


6307 




End 


6691 


Name 


OJ990923 19.9C17.C5.ol 


.gp 


Method 


AAT/GAP 


Start 


6307 




End 


6691 


GI 


uC-osflcyp033a04bl 




Score 


646 


Exons 


6307. .6691 








GI Descrip. 


'6016845/dbj IAP000570. 


1IAP000570 3.0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


2370 




Seq. ID 


OJ990923_1-9.9C17.C5 


Gene No. 


4958 




Strand 


+ 


Start 


7334 




End 


7566 


Name 


OJ990923 19.9C17.C5.o3 


. np 


Method 


AAT/NAP 


Start 


7334 




End 


7566 


GI . 


6539553 




Score 


231 


Exons 


7334. .7566 









GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



2370 
4959 
12857 



Seq. ID, OJ990923_19 . 9C17 . C5 
Strand - + 
End 13300 



2435 



Name OJ990923JL9 . 9C17 . C5 . o7 . np 

Start 12857 

GI 5852180 

Exons 12857. .12992, 13213.. 13300 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Method AAT/NAP 
End 13300 
Score 64 



Seq. No. 2370 Seq. ID 

Gene No. 4960 Strand 

Start 4918 End 

Name OJ990923_19 . 9C17 . C5 . o3 . tw Method 

Start 1901 End 

GI none Score 

Exons 1901.. 2263, 1903.. 2262 



OJ990923_19.9C17.C5 
13472 

TBLASTX: Wheat 

2263 

293 



Seq. No. 2370 Seq. ID 

Gene No. 4 960 Strand 

Start 4918 End 

Name OJ990923_19 . 9C17 . C5 . o2 . tm Method 

Start 2144 End 

GI none Score 

Exons 2144.. 2449, 2158.. 2274 



OJ990923_19.9C17.C5 
13472 

TBLASTX: Maize 

2449 

232 



Seq. No. 2370 Seq. ID 

Gene No. 4 960 Strand 

Start 4918 End 

Name OJ990923_19 . 9C17 . C5 . o5 . tw Method 

Start 2264 End 

GI none Score 

Exons 2264..2494 



OJ990923_19.9C17.C5 
13472 

TBLASTX: Wheat 

2494 

175 



Seq. No. 2370 Seq. ID 

Gene No. 4 960 Strand 

Start 4918 End 

Name OJ990923_19 . 9C17 . C5 . o4 . tm Method 

Start 2777 End 

GI none Score 

Exons 2777.. 3130 



OJ990923_19.9C17.C5 
13472 

TBLASTX: Maize 

3130 

189 



Seq. No. 2370 

Gene No. 4 960 

Start 4 918 

Name OJ990923_1 9 . 9C17 . C5 . o4 . tw 

Start 2813 

GI none 

Exons 2813.. 3022, 2869.. 3021, 3067. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3180, 3068. .3181 



OJ990923_19.9C17.C5 
13472 

TBLASTX: Wheat 
3181 
163 



Seq. No. 2370 Seq. ID 

Gene No. 4 960 Strand 

Start 4918 End 

Name OJ990923_19 . 9C17 . C5 . o3 . tm Method 

Start 3223 End 

GI none Score 

Exons 3223. .3369, 3224 .. 3397 , 3230 .. 3394 



OJ990923_19.9C17.C5 
13472 

TBLASTX: Maize 

3397 

230 



Seq. No. 
Gene No. 
Start 



2370 
4960 
4918 



Seq. ID 

Strand 

End 



OJ990923 19.9C17.C5 



13472 



2436 




Name 


OJ990923 19 


.9C17.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3224 






End 


3844 




GI 


none 






Score 


690 




Exons 


3224. 


.3844, 


3274. .3843 








Seq. No. 


2370 






Seq. ID 


OJ990923_19. 9C17 


.C5 


Gene No . 


4960 






Strand 






Start 


4918 






End 


13472 




Name 


OJ990923 19 


. 9C17.C5.ol. tm 


Method 


TBLASTX: Maize 




Start 


3398 






End 


3997 




GI 


none 






Score 


231 




Exons 


3398. 


.3559, 


3406.. 3552, 3556. 


.3981, 3557.. 3997 




Seq. No. 


2370 






Seq. ID 


OJ990923_19.9C17 


.C5 


Gene No. 


4960 






Strand 






Start 


4918 






End 


13472 




Name 


OJ990923 19 


. 9C17.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3844 






End 


4177 




GI 


none 






Score 


328 




Exons 


3844. 


.4113, 


3845.. 4177, 3848. 


.4156 






Seq. No. 


2370 






Seq. ID 


OJ990923_19.9C17 


.C5 


Gene No. 


4960 






Strand 






Start 


4918 






End 


13472 




Name 


OJ990923 19 


. 9C17.C5.o2.gs 


Method 


GENSCAN 




Start ' 


4918 






End 


13374 




GI 


none 






Score 


.56 




Exons 


4918. 


.5383, 


5435.. 5551, 7359. 


.7575, 8087. .8291, 8307. .8433 




8462. 


.8830, 


10940. .11656, 13289.. 13374 






Seq. No. 


2370 






Seq. ID 


OJ990923_19.9C17 


.C5 


Gene No. 


4960 






Strand 






Start 


4918 






End 


13472 




Name 


OJ990923 19 


. 9C17.C5.o2.np 


Method 


AAT/NAP 




Start 


4970 






End 


10184 




GI 


5852180 




Score 


874 




Exons 


4970. 


.5383, 


5435.. 5551, 6540. 


.6610, 10139. .10184 




GI Descrip. 


(AL117265) : 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


2370 






Seq. ID 


OJ990923_19.9C17 


.C5 


Gene No. 


4960 






Strand 






Start 


4918 






End 


13472 




Name 


OJ990923 19 


.9C17.C5.o4.np 


Method 


AAT/NAP 




Start 


6786 






End 


9632 




GI 


5852179 




Score 


249 




Exons 


6786. 


.6892, 


8247. .8491, 8566. 


.8785, 9612. .9632 




GI Descrip. 


(AL117265) : 


zhb0009.1 [Oryza sativa] 






Seq. No. 


2370 






Seq. ID 


OJ990923_19.9C17 


.C5 


Gene No. 


4960 






Strand 






Start 


4918 






End 


13472 




Name 


OJ990923 19 


. 9C17 .C5.o5.np 


Method 


AAT/NAP 




Start 


11088 






End 


13472 




GI 


58521: 


80 




Score 


544 




Exons 


11088 


..11487, 11539. .11674, 13447. .13472 





GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



2437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
^ Start 

i gi 

f Exons 

H GI Descrip. 

3 Seq. No. 

7| Gene No. 

~ Start 

f_ Name 

U Start 
GI 

J Exons 

Seq. No. 
" Gene No. 
3 Start 
3 Name 
1 Start 
w GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2370 
4960 
4918 

OJ990923_19.9C17.C5.o6.np 
12343 
4680186 
12343. .12543 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 
Strand 

End . ; " 13472 

Method* AAT/NAP 

End 12543 

Score 332 



OJ990923 19.9C17.C5 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_19.9C17.C5 

13472 
AAT/GAP 
12617 
362 



2370 
4960 
4918 

OJ990923_19. 9C17 .C5 .o4 .gp 
12410 

uC-osflcyp033a04bl 
12410. .12617 

■ 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

2371 
4961 
1 

OJ990923_19.9C17.C6.ol.np 
1 

5852180 

1..213, 270. .634 

(AL117265) zhb00010.1 [Oryza sativa] 

2371 
4962 
421 

OJ990923_19 . 9C17 . C6 . ol . gs 
421 
none 

421. .603 

2372 Seq. ID OJ990923_ 19 . 9C17 .C7 

4963 
1 

OJ990923_19.9C17.C7.ol.np 
1 

6630696 
1..782 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID 


OJ990923 


Strand 


+ 


End 


634 


Method 


AAT/NAP 


End 


634 


Score 


197 


sativa] 




Seq. ID 


OJ990923 


Strand 




End 


603 


Method 


GEN SCAN 


End 


603 


Score 


.44 


Seq. ID 


OJ990923 


Strand 




End 


782 


Method 


AAT/NAP 


End 


782 


Score 


456 



2373 Seq. ID OJ990923_ 

4964 Strand + 

87 End 437 

OJ990923_19 . 9C17 . C8 . ol . np Method AAT/NAP 

87 End 437 

5852180 Score 431 
87. .437 

(AL117265) zhbOOOlO.l [Oryza* sativa] 



19.9C17.C8 



Seq. No. 



2374 



Seq. ID OJ990923 19.9C17.C10 



2438 






Gene No. 


4965 






Strand 


+ 






Start 


523 






End 


1641 






Name 


OJ990923 19.9C17 


.C10.ol.gs 




Method r 


GENSCAN 






Start 


523 






End - 


" 1641 






GI 


none 






Score 


. 61 






Exons 


523.. 629, 1053.. 


1322, 1467.. 


1641 








Seq. No. 


2375 






Seq. ID 


OJ990923 


_19.9C17.C11 




Gene No. 


4966 






Strand 


+ 






Start 


452 






End 


1389 






Name 


OJ990923 19.9C17 


.Cll.ol.gs 




Method 


GENSCAN 






Start 


452 






End 


1389 






GI 


none 






Score 


.5 






Exons 


452.. 603, 1323.. 


1389 












Seq. No. 


2375 






Seq. ID 


OJ990923 


_19.9C17.C11 




Gene No. 


4967 






Strand 








Start 


658 






End 


2656 






Name 


OJ990923 19.9C17 


.Cll.ol.np 




Method 


AAT/NAP 






Start 


658 






End 


2656 






GI 


5852179 






Score 


236 






Exons 


658. .704, 2157.. 


2346, 2412.. 


2656 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






•icr 
i ^ 


Seq. No. 


2375 






Seq. ID 


OJ990923 


_19.9C17.C11 


i t~i 


Gene No. 


4967 






Strand 






:. t : 


Start 


658 






End 


2656 




i 3 | * 


Name 


OJ990923 19.9C17 


.Cll.o2.gs 




Method 


GENSCAN 




! 5 ST 


Start 


1826 






End 


2490 




y 


GI 


none 






Score 


.8 






Exons 


1826. .1943, 2184 


. .2490 










r LI 


Seq. No. 


2376 






Seq. ID 


OJ990923 


_19. 9C17 .C12 


:: . 


Gene No. 


4968 






Strand 


+ 




.1 B 


Start 


1754 






End 


2778 




't : 


Name 


OJ990923 19.9C17 


.C12.ol.np 




Method 


AAT/NAP 






Start 


1754 






End 


2778 






GI 


6907106 






Score 


300 




re? 
,: =1 


Exons 


1754.. 2223, 2287 


;.2530, 2608 




.2778 








GI Descrip. 


(AP001129) EST AU06829KC12960) corresponds to 


a region of the 






predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


2376 






Seq. ID 


OJ990923 


_19.9C17.C12 




Gene No. 


4968 






Strand 


+ 






Start 


1754 






End 


2778 






Name 


OJ990923 19.9C17 


.C12.ol.tm 




Method 


TBLASTX: 


Maize 




Start 


2281 






End 


2681 






GI 


hone 






Score 


90 






Exons 


2281.. 2409, 2317 


..2403, 2334 




.2408, 2393.. 2428, 


2403. .2453, 






2414. .2449, 2414 


..2479, 2423 




.2521, 2433.. 2465, 


2452. .2541, 






2453.. 2572, 2453 


..2566, 2454 




.2510, 2460.. 2525, 


2517. .2573, 






2531. .2602, 2588 


..2680, 2622 




.2681 








Seq. No. 


2377 






Seq. ID 


OJ990923_ 


_19.9C17.C13 




Gene No. 


4969 






Strand 








Start 


1 






End 


2849 






Name 


OJ990923 19.9C17 


.C13.ol.np 




Method 


AAT/NAP 





2439 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



817 
877 



6498441 
1. .817 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 





Seq. No. 


2377 






Seq. ID 


OJ990923_19. 


9C17.C13 




Gene No. 


4969 






Strand 








Start 


1 






End 


2849 






Name 


OJ990923 19.9C17.C13. 


ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


352 






GI 


none 






Score 


78 






Exons 


2. .352, 39. .221 














Seq. No. 


2377 






Seq. ID 


OJ990923_19. 


9C17.C13 




Gene No. 


4969 






Strand 








Start 


1 






End 


2849 






Name 


OJ990923 19.9C17.C13. 


ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


17 






End 


352 






GI 


none 






Score 


76 






Exons 


17. .352, 36. .311 












5 


Seq. No. 


2377 






Seq. ID 


OJ990923_19. 


9C17.C13 


, _s 


Gene No. 


4969 






Strand 






: » 


Start 


1 






End 


2849 




i ! 
M \ 


Name 


OJ990923 19.9C17.C13. 


ol. 


■ gs 


Method 


GENSCAN 






Start 


92 






End 


669 




f =7 


GI 


none 






Score 


.89 




,y 


Exons 


92. .518, 524. .669 












>3 

■y 


Seq. No. 


2377 






Seq. ID 


OJ990923_19. 


9C17 .C13 




Gene No. 


4969 






Strand 








Start 


1 






End 


2849 






Name 


OJ990923 19.9C17.C13. 


o2. 


.np 


Method 


AAT/NAP 




! j^J 


Start 


562 






End 


2849 




: £z 


GI 


4206309 






Score 


136 




1 


Exons 


562. .813, 2826. .2849 














GI Descrip. 


(AF049112) prpol [Zea mays] 








: =s 
:=? 


Seq. No. 


2378 






Seq. ID 


OJ990923_19. 


9C17.C14 




Gene No. 


4970 






Strand 


+ 






Start 


1 






End 


2191 






Name 


OJ990923 19.9C17.C14. 


ol. 


.np . 


Method 


AAT/NAP 






Start 


1 






End 


2191 






GI 


4680203 






Score 


1912 






Exons 


1..39, 636.. 2191 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 






Seq. No. 


2378 






Seq. ID 


OJ990923 19. 


9C17 .C14 




Gene No. 


4970 






Strand 


+ 






Start 


1 






End 


2191 






Name 


OJ990923 19.9C17.C14. 


ol. 


gp 


Method 


AAT/GAP 






Start 


186 






End 


774 






GI 


2310235 






Score 


301 






Exons 


186. .223, 635. .774 














GI Descrip. 


5852182/emb|CAB55420. 


11 


9.0e- 


13 (AL117265) zhb0012. 


1 [Oryza 



2440 



sativa] 



Seq. No. 2378 

Gene No. 4970 

Start 1 

Name OJ990923_19 . 9C17 . C14 . o2 . gp 

Start 639 

GI 342_1.R1084 

Exons 639.. 2191 

GI Descrip. 1 4574 406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



Seq. ID OJ990923_19.9C17.C14 
Strand + 

2191 
AAT/GAP 
2191 
2515 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2378 
4970 
1 

OJ990923_19. 9C17 . C14 . o2 . tw 

986 

none 



Seq. ID OJ990923_19.9C17.C14 

Strand + 

End 2191 

Method TBLASTX : Wheat 

End 1319 

Score 95 



986. .1117, 1076. .1285, 1077. .1277, 1084 .. 1278, ■ 1281 1319 



;n 

Ml 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



;1 Seq. No. 

\z Gene No. 

e * Start 

Iff Name 

"LJ Start 

: GI 

=1 Exons 



Seq. No. 



Gene No. 
^ Start 
'3 Name 
; 1 Start 

GI 

Exons 



2378 
4970 
1 

OJ990923_19.9C17.C14.ol.ts 

1281 

none 



Seq. ID OJ990923_19.9C17.C14 

Strand + 

End 2191 

Method TBLASTX : Soybean - 

End 168.7 

Score 66 



1281.. 1334, 1292... 1342, 1391.. 1687, 1445.. 1669 



2378 
4970 
1 

OJ990923JL9 . 9C17 . C14 . ol . tc 

1420 

none 



Seq. ID OJ990923_19.9C17.C14 

Strand + 

End 2191 

Method TBLASTX : Cress 

End 17 68 

Score 309 



1420. .1572, 1427. .1768, 1612. .1749. 



2378 
4970 
1 

OJ990 923_1 9 . 9C17 . C14 . ol . tw 

1556 

none 



Seq. ID OJ990923_19.9C17.C14 

Strand + 

End 2191 

Method TBLASTX : Wheat 

End 2025 

Score 64 



1556. .1609, 1567. .1608, 1610. .1714, 1621. .1710, 1718. .1816, 
1723.. 1815, 1796.. 2020, 1816.. 2025, 1817.. 2020, 1819.. 2025 



Seq. No. 2378 

Gene No. 4 970 

Start 1 

Name OJ990 923_1 9 . 9C17 . C14 . ol . tm 

Start 1601 

GI none 

Exons 1601.. 1855, 1613.. 1855, 1865. 



Seq. ID OJ990923_19.9C17.C14 

Strand + 

End 2191 

Method TBLASTX : Mai ze 

End 2059 

Score 247 
.2059 



Seq. No. 2378 

Gene No. 4 970 

Start 1 

Name OJ990923 19 . 9C17 . C14 . o2 . ts 



Seq. ID OJ990923_19.9C17.C14 

Strand + 

End 2191 

Method TBLASTX : Soybean 



2441 



O 4- -» v4- 

start 


looy 




End 


2131 


GI 


none 




Score 


216 


Exons 




1 Q"7 Q. o m *3 






beq. no. 


/ y 




Seq. ID 


OJyyuy23 ly.9C17.Clo 


Gene No. 


4 y / 1 




Strand 


+ 


Of 3 yi- 


± 




End 


3219 


Name 


OJ990923 19 


.9C17.C15.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


3219 


GI 


6063554 




Score 


316 


Exons 


1. .60, ■ 1305 


..1564, 1682.. 1903, 


2377. . 


2404, 3045.. 3219 


GI Descrip. 


(AP000615) 


EST's AU075609(C63344) ,C71850 (E04 64 ) , C98 611 (E0464) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



W Seq. No. 
rfl Gene No. 
Start 
Name 
Start 

gi 

Kj Exons 

ry GI Descrip. 



2379 Seq. ID 

4971 Strand 
1 End 
OJ990923_19. 9C17 . C15 . ol . gp Method 
1871 End 
101153_1.R1084 Score 
1871.. 1904, 2377.. 2600 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ■ 



OJ990923_19.9C17.C15 
+ 

3219 
AAT/GAP 
2600 
408 



2379 Seq. ID 

4971 Strand 
1 End 
OJ990923JL9 . 9C17 . C15 . o2 . gp Method 
2623 End 
2428185 Score 
2623. .3059 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



OJ990923_19.9C17.C15 
+ 

3219 
AAT/GAP 
3059 
570 



; : 
*:=? 

t 


Seq. No. 


2379 


Seq. ID 


OJ990923_19.9C17 




Gene No. 


" 4972 


Strand 




Li 


Start 


1 


End 


3477 




Name 


OJ990923 19. 9C17 . C15 . ol . np 


Method 


AAT/NAP 


Q 


Start 


1 


End 


3477 




GI 


4680179 


Score 


1203 


:. _J 


Exons 


1..778, 3381. .3477 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


2379 


Seq. ID 


OJ990923_19.9C17 




Gene No. 


4972 


Strand 






Start' 


1 


End 


3477 




Name 


OJ990923 19.9C17.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


333 




GI 


none 


Score 


241 




Exons 


1..333, 5. .328, 108. .332 








Seq. No. 


2379 


Seq. ID 


OJ990923_19. 9C17 




Gene No. 


4972 


Strand 






Start 


1 


End 


3477 




Name 


OJ990923 19.9C17.C15.ol.gs 


Method 


GENSCAN , 




Start 


26 


End 


723 



2442 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
; ==t Start 

: 3 i gi 

: =f Exons 

j'jj Seq. No. 

ri Gene No. 

\7* Start 

"'t. Name 

;H Start 

ru gi 

,3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 
26. .723 

2379 Seq. ID 

4 972 Strand 

1 End 

OJ990923_19 . 9C17 .C15.ol.tm Method 

58 End 

none Score 
58. .375, 63. .356, 64. .363, 65.-373 

2379 Seq. ID 

4972 Strand 

1 End 

OJ990923_19 . 9C17 .C15.ol.ts Method 

292 End 

none Score 
292. .552, 293. .550 

2379 Seq. ID 

4 972 Strand 

1 End 

OJ990923_19 . 9C17 .C15.ol.tc Method 

316 End 

none Score 
316. .459, 335. .457, 460. .642 

2379 Seq. ID 

4972 Strand 
1 End 
OJ990923_19 . 9C17 . C15 . ol . tw Method 
340 End 
none Score 
340. .774, 341. .775 

2379 Seq. ID 

4 972 Strand 

1 End 

OJ990923_19 . 9C17 . C15 . o2 . tm Method 

376 End 

none Score 
376. .690, 377. .691 

2379 Seq. ID 
4 972 Strand ' 
1 End 
OJ990923_19 . 9C17 . C15 . o2 . gs Method 
1687 End 
none Score 
1687.. 1996, 3278.. 3380 

2380 Seq. ID 

4973 Strand 
1 ' End 
OJ990923_19 . 9C17 . C16 . ol . gp Method 
1 ' End 
61605 1.R1084 Score 



.49 



OJ990923_19.9C17.C15 
3477 

TBLASTX: Maize 

375 

144 



OJ990923_19 . 9C17 .C15 
3477 

TBLASTX : Soybean 

552 

188 



OJ990923_19.9C17.C15 
3477 

TBLASTX: Cress 

642 

86 



OJ990923_19 . 9C17 .C15 
3477 

TBLASTX: Wheat 

775 

355 



OJ990923_19.9C17.C15 
3477 

TBLASTX: Maize 

691 

169 



OJ990923_19.9C17.C15 

3477 
GENSCAN 
3380 
.93 



OJ990923_19.9C17.C16 
+ 

252 

AAT/GAP 

252 

442 



2443 



Exons 1..252 

GI Descrip. 1 5852170/emb | AL117265 . 1 I OST17804 1.0e-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 ' 



Seq. No. 


2380 




Seq. ID 


OJ990923_19.9C17 


.C16 


Gene No. 


4974 




Strand 






Start 


1 




End 


2001 




Name 


OJ990923_19. 9C17 ,C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2001 




GI 


4680179 




Score 


2351 




Exons 


1..36, 254.. 2001 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


2380 




Seq. ID 


OJ990923 19.9C17 


.C16 


Gene No. 


4974 




Strand 






Start 


1 




End 


2001 




Name 


OJ990923_19. 9C17 .CI6.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


392 




End 


745 




GI 


none 




Score 


49 




Exons 


392.. 745, 399.. 431, 407 


. .739, 


477 . .740 






Seq. No. 


2380 




Seq. ID 


OJ990923 19.9C17 


.C16 


Gene No. 


4974 




Strand 






Start 


1 




End 


2001 




Name 


OJ990923_19. 9C17.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


392 




End 


818 




GI 


none 




Score 


245 




Exons 


392. .742, 392. .817, 399 


. .818 








Seq. No. 


2380 




Seq. ID 


OJ990923 19.9C17 


.C16 


Gene No. 


4974 




Strand 






Start 


1 




End 


2001 




Name 


OJ990923_19. 9C17 .C16.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


563 




End 


811 




GI 


none 




Score 


207 




Exons 


563. .811 










Seq. No. 


2380 




Seq. ID 


OJ990923 19.9C17 


.C16 


Gene No. 


4974 




Strand 






Start 


1 




End 


2001 




Name 


OJ990923_19. 9C17.C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


747 




End 


1084 




GI 


none 




Score 


144 




Exons 


747. .1007, 752. .1084 










Seq. No. 


2380 




Seq. ID 


OJ990923_19.9C17 


.C16 


Gene No. 


4974 




Strand 






Start 


1 




End 


2001 




Name 


OJ990923 19.9C17.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


819 




End 


1093 




GI 


none 




Score 


233 




Exons 


819. .1073, 821. .1093, 821. .1081 






Seq. No. 


2380 




Seq. ID 


OJ990923_19.9C17 


-C16 


Gene No. 


4974 




Strand 






Start, 


1 




End 


2001 




Name 


OJ990923 19.9C17.C16.ol 


.ts 


Method 


TBLASTX : Soybean 





2444 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



833 End 1228 

none Score 166 

833. .1084, 843. .1073, 890. .1087, 1047. .1190, 1112. .1192, 

1139.. 1192, 1196. .1228, 1196. .1228 



2380 
4974 
1 

OJ990923_19.9C17.C16.o2.tm 

1139 

none 

1139. .1582, 1148. .1510, 1404, 



Seq. ID OJ990923_19.9C17.C16 
Strand 

End 2001 

Method TBLASTX : Maize 

End 1586 

Score 131 
.1586 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2380 
4974 
1 

OJ990923_19.9C17.C16.o2.tw 

1169 

none 



Seq. ID OJ990923_19.9C17.C16 
Strand 

End 2001 

Method TBLASTX : Wheat 

End 1655 

Score 206 



1169. .1651, 1211. .1648, 1362. .1655 



2380 
4974 
1 

OJ990923_19.9C17.C16.o3.ts 

1301 

none 

1301. .1615 



Seq. ID OJ990923_19.9C17.C16 
Strand 

End 2001 

Method TBLASTX : Soybean 

End 1615 

Score 185 



* Seq. No. 

3 Gene No. 

3 Start 

jj Name 

Start 

^ GI 

1 Exons 



2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2380 
4974 
1 

OJ990923_19 . 9C17 .C16. o4 . tw 

1656 

none 



Seq. ID OJ990923_19.9C17.C16 
Strand 

End 2001 

Method TBLASTX : Wheat 

End 1999 

Score 62 



1656. .1733, 1658. .1741, 1748. .1999, 1839. .1928 



2381 
4975 
1 

OJ990923_1 9 . 9C17 . C17 . ol . np 
1 

4680179 
1..835, 1397.. 1500 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990923_19.9C17.C17 

Strand . - 

End 194 9 

Method AAT/NAP 

End 1500 

Score 754 



2381 
4975 
1 

OJ990923_19 . 9C17 .C17 . ol . gs 
44 

none 
44. .899 



Seq. ID OJ990923_19.9C17.C17 
Strand 

End 194 9 

Method GENSCAN 

End 899 

Score .56 



Seq. No. 
Gene No. 
Start 



2381 
4975 
1 



Seq. ID OJ990923_19.9C17.C17 
Strand 

End 1949 



2445 



Name 

Start 

GI 

Exons 



OJ990923_19 . 9C17 . C17 . ol . tw Method 

135 End 

none Score 
135. .479, 284. .376, 349. .480 



TBLASTX: Wheat 

480 

44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2381 
4975 
1 

OJ990923_19.9C17.C17.ol.tm 

180 * 

none 



Seq. ID OJ990923_19.9C17.C17 
Strand 

End 1949 

Method TBLASTX: Maize 

End 479 

Score 47 



180. .479, 181. .261, 323. .361, 349. .456 



Seq. No. 2381 

Gene No. 4 975 

Start 1 

Name OJ990923_19. 9C17 ,C17 .o2 . tw 

Start 531 

GI none 

Exons 531.. 713, 532.. 711 



Seq. ID OJ990923_19.9C17.C17 
Strand 

End 1949 

Method TBLASTX : Wheat 

End 713 

Score 130 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



= Seq. No. 
« Gene No. 
3 Start 
U Name 

Start 
^ GI 

-Exons 
^ GI Descrip. 

JL 

3 Seq. No. 
=1 Gene No. 
£ Start 
ri Name 

Start 

GI 

Exons 



2381 
4975 
1 

OJ990923_19 . 9C17 . C17 . o2 . gs 

1185 

none 

1185. .1949 



Seq. ID OJ990923_19.9C17.C17 
Strand 

End 1949 

Method GENSCAN 

End . 194 9 

Score .9 



2381 
4975 
1 

OJ990923_19 . 9C17 . C17 . o2 . np 
1188 
4512229 
1188. .1949 

(AB014740) ORFO protein [Oryza sativa] 



Seq. ID OJ990923_19.9C17.C17 
Strand 

End 1949 

Method AAT/NAP 

End 194 9 

Score ♦ 1207 



2382 
4976 
234 

OJ990923_19 . 9C17 . C18 .ol . gs 

234 

none 

234. .564 



Seq. ID OJ990923_19.9C17.C18 

Strand + 

End. 564 

Method GENSCAN 

End 564 

Score .87 



Seq. No. 2382 
Gene No. 4 977 

Start 271 

Name OJ990923_19 . 9C17 . C18 . ol . np 

Start 271 
GI 6063554 
Exons 271.. 464, 583.. 803 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 )* 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990923_19.9C17.C18 
Strand 

End 803 

Method AAT/NAP 

End 803 

Score 115 



2446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2383 Seq. ID 

4 978 Strand 
1 End 
OJ990923_19 . 9C17 . C19 . ol . np Method 
1 End 
6539553 Score 
1..67, 824. .917, 1256. .2932 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990923_19 . 9C17 .C19 
+ 

2932 
AAT/NAP 
2932 
2841 



2383 Seq. ID 

4979 Strand 

6701 End 

OJ990923_19 • 9C17 . C19 . o2 . gs Method 

6701 End 

none Score 



OJ990923_19.9C17.C19 
+ 

7796 
GENSCAN 
7796 
.6 



6701. .6818, 7232. .7345, 7439. .7519, 7561. .7796 



Seq. No. 2383 Seq. ID 

Gene No. 4 980 Strand 

Start 12743 End 

Name OJ990923_19 . 9C17 . C19 . o4 . gs Method 

3 Start 12743 End 

i GI none - Score 

r Exons 12743. .12927, 12936.. 13137 



OJ990923_19.9C17.C19 
+ 

13137 
GENSCAN 
13137 
.68 



Seq. No. 2383 Seq. ID 

Gene No. 4 981 Strand 

Start 9601 End 

Name OJ990923_19 . 9C17 . CI 9 . o3 . gs Method 

Start 9601 End 

GI none Score 

Exons 9601.. 10521 



OJ990923_19.9C17.C19 

10521 
GENSCAN 
10521 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2383 
4982 
13912 

OJ990923_19.9C17.C19.o2.np 

13912 

4680179 

13912. .15358, 18203 .. 20155, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_19.9C17.C19 

21222 
AAT/NAP 
21222 
5569 



20183. .21222 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 19.9C17.C19 



2383 
4982 
13912 

OJ990923_19.9C17.C19.ol.gp 
16710 

uC-osroM202024h08al 
16710. .16780 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



21222 
AAT/GAP 
16780 
84 



2383 
4983 



Seq. ID 
Strand 



OJ990923 19.9C17.Cl9 



2447 



. i 

sc.* 
: a 
.J 



Start 


21453 








End 


22243 


Name 


OJ990923_19. 


9C17 


.C19.o5 


. tm 


Method 


TBLASTX : Maize 


Start 


1877 








End 


2199 


GI 


none 








Score 


259 


Exons 


1877. .2128, 


1884 


. .2198, 


1885. 


.2196, 1897.. 2199, 1904.. 2: 


Seq. No. 


2383 








Seq. ID 


OJ990923_19.9C17 


Gene No. 


4983 








Strand 




Start 


21453 








End 


22243 


Name 


OJ990923 19. 


9C17 


.C19.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


2399 








End 


2833 


GI 


none 








Score 


290 


Exons 


2399. .2833, 


2608 


. .2799 








Seq. No. 


2383 








Seq. ID 


OJ990923_19.9C17 


Gene No. 


4983 








Strand 




Start 


21453 








End 


22243 


Name 


OJ99092,3^19. 


9C17 


,C19.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


2476 








End 


2872 


GI 


none 








Score 


336 


Exons 


2476. .2547, 


2477 


. .2725, 


2480. 


.2710, 2687. .2872, 2699. .21 


Seq. No. 


2383 








Seq. ID 


OJ990923_19.9C17 


Gene No. 


4983 








Strand 




Start 


21453 








End 


22243 


Name 


OJ990923_19. 


9C17 


.C19.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


2621 








End 


2920 


GI 


none 








Score 


180 


Exons 


2621 . .2845, 


2629 


. .2799, 


2846. 


.2920 




Seq. No. 


2383 








Seq. ID 


OJ990923_19.9C17 


Gene No. 


4983 








Strand 




Start 


21453 








End 


22243 


Name 


OJ990923_19. 


9C17 


.C19.o9 


. tw 


Method 


TBLASTX: Wheat 


Start 


2915 








End 


3307 


GI 


none 








Score 


46 


Exons 


2915. .3067, 


2961 


. .3023, 


3081. 


.3254, 3083.. 3307 


Seq. No. 


2383 








Seq. ID 


OJ990923_19.9C17 


Gene No. 


4983 








Strand . 




Start 


21453 








End 


22243 


Name 


OJ990923_19. 


9C17 


.C19.o6 


. tw 


Method 


TBLASTX: Wheat 


Start 


3422 








End 


19021 


GI 


none 








Score 


242 


Exons 


3422. .3553, 


3541 


. .3819, 


18758 


. .19021, 


18759. .19019. 


Seq. No. 


2383 








Seq. ID 


OJ990923_19.9C17 


Gene No . 


4983 - 








Strand 




Start 


21453 








End 


22243 


Name 


OJ990923 19. 


9C17 


.C19.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3547 








End 


19003 


GI 


none 








Score 


164 


Exons 


3547. .3930, 


3551 


. .3829, 


18887 


. .19003 




Seq. No". 


■ 2383 








Seq. ID 


OJ990923_19.9C17 


Gene No. . 


4983 








Strand 




Start 


21453 








End 


22243 



2448 



Name 

Start 

GI 

Exons 



OJ990923_1 9 . 9C17 . C19 . ol . ts Method TBLASTX : Soybean 

3550 End 19168 

none Score 65 

3550.. 3906, 18773. . 19024, 18776. . 18925, 18783 19016, 

18989. .19033, 19079. . 19132, 19089 19130, 19136 .. 19168 , 

19137. .19166 



Seq. No. 2383 

Gene No. 4 983 

Start 21453 

Name OJ990 92 3_1 9 . 9C17 . CI 9 . ol2 . tw 

Start 3844 

GI none 
Exons 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Wheat 

End 19231 

Score 65 



3844. .3990, 19065 .. 19211, 19066 .. 19209, 19082 19231 , 
19086. .19223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2383 
4983 
21453 

OJ990923_19 . 9C17 . C19 . o3 . tm 

3961 

none 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Mai ze 

End 19459 

Score 225 



3961. .4317, 3971. .4255, 4012. .4263, 19214. .19459 



Seq. No. 2383 

Gene No. 4 983 

Start 21453 

Name OJ990923_19. 9C17 . C19 . o4 . tw 

Start 3991 

GI none 
Exons 



Seq. ID. OJ990923_19.9C17.C19 
Strand 

End ./i; 22243 

Method TBLASTX : Wheat 

End 19459 

Score 385 



3991. .4446, 3992. .4447, 19241. .19459 



Seq. No. 2383 

Gene No. 4983 

Start 21453 

Name OJ990923_19. 9C17 . C19 . o5 . ts 

Start 4000 

GI none 

Exons 4000.. 4206, 19241.. 19555 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Soybean 

End 19555 

Score 198 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2383 
4983 
21453 . 

OJ990923_19.9C17.C19.o7.tw 

4639 

none 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Wheat 

End 5094 

Score 81 



4639.-4875, 4912. .5094, 4970. .5086 



2383 
4983 
21453 

OJ990923_19.9C17.C19.ol3.tw 

5763 

none 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Wheat 

End 6083 

Score 97 



5763.. 5966, 5806.. 5961, 5925.. 6038, 5935.. 6027, 6039.. 6083 
2383 Seq. ID OJ990923_19.9C17.C19 



2449 



Gene No. 4983 

Start 21453 

Name OJ990923_19. 9C17.C19.olO. tm 

Start 5805 

GI none 

Exons 5805.. 6044, 5806.. 6060 

Seq. No. 2383 

Gene No. 4 983 

Start 21453 

Name OJ990923_19 . 9C17 . CI 9 . olO . tw 

Start 13957 

GI none 

Exons 13957. .14115, 13978 .. 14115, 



Strand 
End 

Method 

End 

Score 



22243 

TBLASTX: Maize 

6060 

103 



Seq. ID OJ990923_19.9C17. 
Strand 

End 22243 

Method TBLASTX : Wheat 

End 14288 

Score 68 
14148. .14288, 14150. .14287 



C19 



Seq. No. 2383 

Gene No. 4983 

Start 21453 

Name • OJ990923_19 . 9C17 . C19 . ol . tm 

Start 14150 

GI none 

Exons 14150. .14575, 14151 .. 14336, 
14580. .14735 



Seq. ID OJ990923_19.9C17. 
Strand 

End 22243 

Method TBLASTX : Maize 

End 14735 

Score 88 
14412. .14576, 14573 14734 , 



C19 



=J Seq. No. 2383 

,3 Gene No. 4983 

;n Start 21453 

=!i Name OJ990923_19. 9C17 .C19 . ol . tw 

•X Start 14288 

s ~! GI none 

«U Exons 14288. .14914, 14333 .. 14854 , 



Seq. ID OJ990923_19. 9C17, 
Strand 

End 22243 

Method TBLASTX : Wheat 

End 14914 

Score 181 
14409. .14858 



C19 



: y Seq. No. 2383 

Gene No. 4983 

L Start 21453 

^ Name OJ990923_19 . 9C17 . C19 . o4 . tm 

^ Start 14783 

c ^ GI t none 

,3 Exons 14783. .15073, 14787 .. 15074 , 

it Seq. No. 2383 

Gene No. 4983 

Start 21453 

Name OJ990923_19 . 9C17 . C19 . o2 . ts 

Start 14873 

GI none 

Exons 14873. .15133, 14874.. 15122 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX: Maize 

End 15075 

Score 309 
14787. .15074, 14788.. 15075 

Seq. ID OJ990923_19.9C17.C19- 
Strand 

End 22243 

Method TBLASTX : Soybean 

End 15133 

Score 182 



Seq. No. 2383 

Gene No. 4983 

Start 21453 

Name OJ990923_19 . 9C17 . C19 . ol . tc 

Start 14897 

GI none . 

Exons 14897. .15040, 14898 .. 15038 , 

Seq. No. 2383 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Cress 

End 15266 

Score 87 
15041. .15223, 15051.. 15266 

Seq. ID OJ990923_19.9C17.C19 



2450 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
'.J Gene No. 
,3 Start 
=rt Name 

:;; start 

»=f Exons 



4983 
21453 

OJ990923_19.9C17.C19. 

14921 

none 

14921. .15151, 14921.. 

2383 
4983 
21453 

OJ990923_19.9C17.C19. 

18332 

none 

18332. .18682, 18332.. 



Strand 
End 

Method 
End 
Score 



o3. tw 
15364, 14925.. 15278 



22243 

TBLASTX: Wheat 
15364 
165 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

o2.tw Method TBLASTX : Wheat 

End 18757 

Score 213 
18757, 18339.. 18755 



2383 
4983 
21453 

OJ990923_19.9C17.C19.o2.tm 

18446 

none 

18446. .18871, 18459 18824 , 

2383 
4983 
21453 

OJ990923_19.9C17.C19.o4.ts 

18503 

none 

18503. .18751 



Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Mai ze 

End 18871 

Score 192 
18734. .18853 

Seq. ID OJ990923_19.9C17.C19 
Strand 

End 22243 

Method TBLASTX : Soybean 

End 18751 

Score 201 



Seq. No. 
Gene No. 
Start 
Name 
Start 
"■4 GI 
Exons 

:z Seq. No. 
:f Gene No. 
□ Start 

Name 

Start 

GI 

Exons 



2383 
4983 
21453 

OJ990923_19.9C17.C19.o9.tm 

19523 

none 

19523. .19720, 19575.. 19682 

2383 
4983 
21453 

OJ990923_19.9C17.C19, oil. tw 

19724 

none 

19724. .20077 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_19.9C17.C19 
22243 

TBLASTX: Maize 

19720 

106 



OJ990923_19.9C17.C19 
22243 

TBLASTX: Wheat 

20077 

254 



Seq. No. 2383 

Gene No. 4 983 

Start 21453 

Name OJ990923_19 . 9C17 . C19 . 08 . tw 

Start 20417 

GI none 

Exons 20417. .20761, 20567.. 20671 

Seq. No. 2383 

Gene No. 4 983 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_19.9C17.C19 
22243 

TBLASTX: Wheat 

20761 

68 



Seq. ID OJ990923_19.9C17.C19 
Strand 



2451 



Start 


21453 




End 


22243 




Name 


ojyyuyz j_iy . yci / . ciy . oo . 


tm 


Method 


TBLASTX : Maize 




Start 


20456 




End 


20761 




GI 


none 




Score 


243 




Exons 


20456 . . 20761 










Seq. No. 


2. Jo J 




Seq. ID 


ojyyuyzj ly.yci/, 


. ci y 


Gene No. 


4983 




Strand 






Start 


21453 




End 


22243 




Name 


OJ990923 19.9C17.C19.ol4 


..tw 


Method 


TBLASTX : Wneat 




Start 


20813 




End 


21011 




GI 


none 




Score 


121 




Exons 


20813. .20995, 20814.. 21011 








Seq. No. 


2383 




Seq. ID 


OJ990923_19 . 9C17 , 


. C19 


Gene No. 


4983 




Strand 






Start 


21453 




End 


22243 




Name 


OJ990923 19.9C17.C19.o3. 


np 


Method 


AAT/NAP 




Start 


21453 




End 


Z224J 




GI 


4512231 




Score 


12/1 




Exons 


21453. .22243 










GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 






Seq. No. 


2384 




Seq. ID 


OJ990923 19.9C17, 


. C21 


Gene No. 


4984 




Strand 


+ 




Start 


1261 




End 


3467 




Name 


- OJ990923 19.9C17.C21.ol. 


gs 


Method 


GENS CAN 




Start 


1261 




End 


3464 




GI 


none 




Score 


.53 




Exons 


1261.. 1385, 1610.. 1799, 


2444. 


.2754, 3025.. 3464 




Seq. No. 


2384 




Seq. ID 


OJ990923_19.9C17, 


. C21 


Gene No . 


4984 




Strand 


+ 




Start 


1261 




End 


3467 




Name 


OJ990923 19.9C17.C21.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3009 




End 


3405 




GI 


none 




Score 


109 




Exons 


3009.. 3143, 3029.. 3178, 


3146. 


.3385, 3183. .3404, 3223. .3405 



f Seq. No. 
^ Gene No. 
3 Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2384 
4984 
1261 

OJ990923_19 . 9C17 . C21 . ol . np 
3114 
6630696 
3114. .3467 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E204 23 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990923_19.9C17.C21 

Strand + 

End 34 67 

Method AAT/NAP 

End 34 67 

Score 521 



Seq. No. 2384 Seq. ID 

Gene No. 4 984 Strand 

Start 1261 End 

Name OJ990923_19 . 9C17 . C21 . ol . tm Method 

Start 3155 End 

GI none Score 

Exons 3155.. 3385, 3180.. 3458, 3282.. 3407 



OJ990923_19.9C17.C21 
+ 

3467 

TBLASTX: Maize 

3458 

257 



2452 






Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17. 


C22 




Gene No. 


4985 








Strand 


+ 






Start 


348 








End 


5708 






Name 


OJ990923 19 


.9C17 


.C22.ol 


.gs 


Method 


GENSCAN 






Start 


348 








End 


5708 






GI 


none 








Score 


.64 






Exons 


348. .384, 1067.. 


1160, 1199.. 1862, 2103 


..3666, 3869.. 5708 




Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17. 


C22 




Gene No. 


4985 








Strand 


+ 






Start 


348 








End 


5708 






Name 


OJ990923 19 


. 9C17 


.C22.ol 


. np 


Method 


AAT/NAP 






Start 


1064 








End 


5705 






GI 


4680179 








Score 


6552 






Exons 


. 1064 . . 3868, 


3936 


. .5705 












GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17. 


C22 




Gene No. 


4985 








Strand 


+ 






Start 


348 








End 


5708 






Name 


OJ990923 19 


. 9C17 


. C22.o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


1333 ~ 








End 


1696 






GI 


none 








Score 


286 






Exons 


1333. . 1437, 


1337 


. . 1696, 


1343. 


.1612, 1462. .1695 




; - ' 


Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17. 


C22 


: y 


Gene No. 


4985 








Strand 


+ 




■ ~i 


Start 


348 








End 


5708 




a 


Name 


OJ990923 19 


.9C17 


.C22.o7 


. tm 


Method 


TBLASTX: Maize 




5 


Start 


1576 ~~ 








End 


1873 






GI 


none 








Score 


202 




'If 


Exons 


1576. . 1764, 


1577 


. .1873 










i 


Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17. 


C22 


c 


Gene No. 


4985 








Strand 


+ 




"S 


Start 


348 








End 


5708 




: f= 


Name 


OJ990923 19 


. 9C17 


.C22.o6 


. tm 


Method 


TBLASTX: Maize 




! 5? 


Start 


2219 








End 


2539 




13 


GI 


none 








Score 


204 






Exons 


2219. .2539 
















Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17. 


C22 




Gene No. 


4985 








Strand 


+ 






Start 


348 








End 


5708 






Name 


OJ990923 19 


. 9C17 


.C22.o8 


.tw 


Method 


TBLASTX: Wheat 






Start 


2272 








End 


2626 






GI 


none 








Score 


266 






Exons 


2272. .2367, 


2273 


. .2626, 


2456. 


.2590 







Seq. No. 2385 Seq. ID 

Gene No. 4985 Strand 

Start . 348 End 

Name OJ990923_19 . 9C17 . C22 . o3 . tw Method 

Start 2797 End 

GI none- Score 

Exons 2797.. 3240, 2801.. 3283 



OJ990923_19.9C17.C22 
+ 

5708 

TBLASTX: Wheat 

3283 

546 



2453 




Seq. No. 


2385 








Seq. ID 


OJ990923_19 . 9C17 .C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923_19 


. 9C17 


,C22.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2866 








End 


3337 


GI 


none 








Score 


381 


Exons 


2866. . 3111, 


2870 


. . 3337, 


2957. 


.3304 




Seq. No. 


2385 








Seq. ID 


OJ990923_19 . 9C17 .C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923_19 


. 9C17 


.C22.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


2870 








End 


3151 


GI 


none 








Score 


183 


Exons 


2870. .3151, 


2953 


. .3150 








Seq. No. 


2385 








Seq. ID 


OJ990923_19 . 9C17 .C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19 


. 9C17 


.C22.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3224 








End 


3619 


GI 


none 








Score 


57 


Exons 


3224 . .3256, 


3224 


. .3256, 


.3260. 


.3619, 3263.-3337, 3267.. 3401, 




3376. .3618 












Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923_19 


. 9C17 


.C22.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3332 








End 


3733 


GI 


none 








Score 


530 


Exons 


3332. .3733, 


3332 


. .3730, 


3370. 


.3732 




Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17.C22 


Gene No. 


4985 








Strand 


+ ■ 


Start 


348 








End 


5708 


Name 


OJ990923_19 


. 9C17 


.C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start- 


3353 








End 


3877 


GI 


none 








Score 


406 


Exons 


3353. .3877, 


3367 


. . 3624, 


3670. 


.3771 




Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923_19 


. 9C17 


.C22.o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


3644 








End 


3953 


GI 


none 








Score 


180 


Exons 


3644 . .3880, 


3873 


. . 3953 








Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19 


.9C17 


.C22.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


3734 








End 


4143 - 


GI 


none 








Score 


236 


Exons 


3734. .3880, 


3739 


. .3882, 


3751. 


.3885, 3752. .3883, 3882.. 4121, 



2454 






3885. .4127, 


3898 


.4143 








Seq. No;" 


2385 








Seq. ID 


OJ990923_19. 9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17. 


C22.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3885 








End 


4127 


GI 


none 








Score 


340 


Exons 


3885. .4127, 


3887. 


.4042 








Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17, 


C22.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4167 








End 


4694 


GI 


none 








Score 


585 


Exons 


4167. .4694, 


4233. 


.4646, 


4310. 


.4693 




Seq. No. 


2385 








Seq. ID 


OJ990923_19. 9C17.C22 


Gene No. 


4985 








.Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17 . 


C22.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4392 








End 


4718 


GI 


none 








Score 


80 


Exons 


4392. .4574, 


4575. 


.4718, 


4640. 


.4717 




Seq. No. 


2385 








Seq. ID 


OJ990923_19.9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17. 


C22.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4482 








End 


4742 


GI 


none 








Score 


289 


Exons 


4482. .4742, 


4487. 


.4588, 


4640. 


.4741 




Seq. No. 


2385 








Seq. ID 


OJ990923_19. 9C17 .C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17. 


C22.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4540 








End 


4832 


GI 


none 








Score 


386 


Exons 


4540. .4731, 


4542. 


.4832, 


4611. 


.4829 




Seq. No. 


2385 








Seq. ID 


OJ990923_19. 9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17 . 


C22.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4701 








End 


5327. 


GI 


none 








Score 


708 


Exons 


4701. .5327, 


4757. 


.5326 








Seq. No. 


2385 








Seq. ID 


OJ990923_19. 9C17.C22 


Gene No. 


4985 








Strand 


+ 


Start 


348 








End 


5708 


Name 


OJ990923 19. 


9C17. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4881 








End 


5468 


GI 


none 








Score 


217 


Exons 


4881. .5042, 


4889. 


.5035, 


5040. 


.5468, 5042. .5338, 5369. .5467 



2455 



Seq. No. 2385 

Gene No. 4 985 

Start 348 ' r 

Name OJ990923_19 . 9C17 . C22 . 06 . tw 

Start 5327 

GI none 

Exons 5327.. 5464, 5328.. 5660 

Seq. No. 2385 

Gene No. 4 985 

Start 348 

Name OJ990923_19 . 9C17 . C22 . 08 . tm 

Start 5469 

GI none 

Exons 5469.. 5681 



Seq. ID OJ990923_19.9C17.C22 

Strand + 

End 5708 

Method TBLASTX : Wheat 

End 5660 

Score 357 



Seq. ID OJ990923_19.9C17.C22 

Strand + 

End 5708 

Method TBLASTX : Maize 

End 5681 

Score 196 



Q 

i : y 

is 

: zs z 
i 3e J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2386 
4986 
165 

OJ990923_19 . 9C17 . C24 . ol . gp 
165 

4879016 
165.. 733 

6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic. Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ990923_19.9C17.C24 
Strand + 

733 

AAT/GAP 
733 
828 



End 

Method 

End 

Score 



2387 
4987 
437 

OJ990923_19 . 9C17 . C25 . ol . np 
437 

6721547 
437. .521 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990923_19.9C17.C25 

Strand + 

End 521 

Method AAT/NAP 

End 521 

Score 71 



2388 
4988 
1 

OJ990923_19.9C17.C26.ol.np 
1 

4680179 
1..947 

(AF111709) polyprotein [Oryza sativa subsp. r indica] 



Seq. ID OJ990923_19.9C17.C26 
Strand 

End 947 

Method AAT/NAP 

End 947 

Score 1399 



2388 
4988 
1 

OJ990923_19 . 9C17 . C2 6 . o2 . tw 
1 

none 

1. .288, 2. .283, 3. .308 



Seq. ID OJ990923_19.9C17.C26 

Strand 

End 947 

Method TBLASTX : Wheat 

End 308 

Score 263 



Seq. No. 
Gene No. 
Start 



2388 
4988 
1 



Seq. ID OJ990923_19.9C17.C26 

Strand 

End 947 



2456 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990923_19 . 9C17 . C26 . o2 . tm Method 

1 End 

none Score 
1..291, 110. .238 



2388 
4988 
1 

OJ990923_19.9C17.C26.ol.ts 
40 

none 



TBLASTX: Maize 

291 

97 



Seq. ID OJ990923_19.9C17.C26 

Strand 

End 947 

Method TBLASTX : Soybean 

End 435 

Score 174 



40. .291, 50. .283, 236. .394, 346. .399, 356. .397, 402. .434, 
403. .435, 403. .435 



rtj 
□ 

ry 



Seq. No. 2388 

Gene No. 4 988 

Start 1 

Name . OJ990923_19. 9C17 .C26. ol . gs 

Start 55 

GI none 

Exons _ 55.. 4 93, 551.. 902 

Seq. No. 2388 

Gene No. 4 988 

Start 1 

Name OJ990 923_1 9 . 9C17 . C26 . ol . tm 

Start 34 6 

GI none 

Exons 346.. 789, 551.. 793 

Seq. No. 2388 

Gene No. 4 988 

Start 1 

Name 0 J990 92 3_1 9 . 9C17 . C2 6 . ol . tw 

Start 376 

GI none 

Exons 376.. 858, 379.. 855, 419.. 859 

Seq. No. 2388 

Gene No. 4 988 

Start 1 

Name OJ990923_19. 9C17 .C26.o2. ts 

Start 511 

GI none 

Exons 511.. 822 



Seq. ID OJ990923_19.9C17.C26 
Strand 

End 947' 

Method GENS CAN 

End 902 

Score . 68 



Seq. ID OJ990923_19.9C17.C26 

Strand 

End 94 7 

Method TBLASTX : Mai ze 

End 793 

Score 77 



Seq. ID OJ990923_19.9C17.C26 

Strand 

End 947 

Method TBLASTX : Wheat 

End 859 

Score 201 



Seq. ID OJ990923_19.9C17.C26 

Strand 

End 947 

Method TBLASTX : Soybean 

End 822 

Score 190 



Seq. No. 2389 

Gene No. 4 98 9 

Start 1 

Name OJ990923_19 . 9C17 . C28 . ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1..4 75 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990923_19.9C17.C28 
Strand + 

475 

AAT/GAP 
475 
837 



End 

Method 

End 

Score 



Seq. No. 



2390 



Seq. ID OJ990923_19.9C17.C34 



2457 



Gene No. 4990 Strand + 

Start 1 End 1147 

Name OJ990923_19. 9C17.C34 .ol.gp Method AAT/GAP 

Start 1 End 1147 

GI 342_1.R1084 Score 2033 

Exons 1..1147 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein (Oryza 
sativa] ' 



Seq. No. 2390 

Gene No. 4 990 

Start 1 

Name OJ990923_19 . 9C17 . C34 . ol . np 

Start 1 

GI 6742729 

Exons 1..972 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990923_19.9C17.C34 
Strand + 

1147 
AAT/NAP 
972. 
1516 



End 

Method 

End 

Score 



h3 

sin 



□ 

n 

•I S7' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2390 
4990 
1 

OJ990923JL9 . 9C17 . C34 . ol . gs 
89 

none 

89. .1129 

2390 
4990 
1 

OJ990923_19.9C17.C34.ol.tw 

139 

none 



Seq. ID OJ990923_19.9C17.C34 

Strand + 

End 1147 

Method GEN SCAN 

End 1129 

Score .55 



Seq. ID OJ990923_19.9C17.C34 

Strand + 

End 1147 

Method TBLASTX : Wheat 

End 1147 

Score 8 67 



139. .1041, 140. .1057, 1052. .1096, 1056. .1091, 1099. .1146, 
1103. .1147 



2390 
4990 
1 ' 

OJ990923_19 . 9C17 . C34 . ol . tm 

182 

none 

182. .496, 193. .468, 266. .496 



Seq. ID OJ990923_19.9C17.C34 

Strand + 

End 1147 

Method TBLASTX: Maize 

End 4 96 

Score 309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2390 
4990 
1 

OJ990923_19.9C17.C34.ol.tc 

423 

none 



Seq. ID OJ990923_19.9C17.C34 

Strand + 

End 1147 

Method TBLASTX : Cress 

End 874 

Score 164 



423. .605, 427. .864, 427. .870, 431. .874, 725. .874 



Seq. No. 2391 

Gene No. 4 991 

Start 1 

Name OJ990923_1 9 . 9C17 . C35 . ol . np 

Start 1 

GI 5032119 ' 



Seq. ID OJ990923_19.9C17.C35 

Strand + 

End 4 4-5 

Method AAT/NAP 

End 445 

Score 79 



2458 



Exons 1 . .44 5 

GI Descrip. Ser/Arg-related nuclear matrix protein (plenty of prolines 

101-like) gi | 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



Seq. No. 


2391 




Seq. ID 


OJ990923_19.9C17. 


C35 


Gene No. 


4991 




Strand 


+ 




Start 


1 




End 


445 




Name 


OJ990923 19.9C17.C35.ol 


.gs 


Method 


GENSCAN 




Start 


124 




End 


222 




GI 


none 




Score 


.71 




Exons 


124 . .222 










Seq. No. 


2392 




Seq. ID 


OJ990923_19.9C17. 


C36 


Gene No. 


4992 




Strand 


+ 




Start 


83 




End 


306 




Name 


OJ990923 19.9C17.C36.ol 


.gs 


Method 


GENSCAN 




Start 


83 




End 


306 




GI 


none 




Score 


.76 




Exons 


83. .306 










Seq. No. 


2392 




Seq. ID 


OJ990923_19.9C17. 


C36 


Gene No. 


4993 




Strand 


— 




Start 


555 




End 


1896 " 




Name 


OJ990923 19.9C17.C36.o2 


.gs 


Method 


GENSCAN 




Start 


555 




-End 


1798 




GI 


none 




Score 


.7 




Exons 


555.. 1025, 1097.. 1798 










Seq. No. 


2392 




Seq. ID 


OJ990923JL9.9C17. 


C36 


Gene No. 


4993 




Strand 






Start 


555 




End 


1896 




Name 


OJ990923 19.9C17.C36.ol 


.np 


Method 


AAT/NAP 




Start 


558 




End 


1896 




GI 


4680179 




Score 


2042 




Exons 


558. .1896 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


2392 




Seq. ID- 


OJ990923__19.9C17. 


C36 


Gene No. 


4993 




Strand 






Start 


555 




End 


1896 




Name 


OJ990923 19.9C17.C36.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


603 




End 


936 




GI 


none 




Score 


77 




Exons 


603.. 935, 624.. 785, 655 


. .936 








Seq. No. 


2392 




Seq. ID 


OJ990923_19.9C17. 


C36 


Gene No. 


4993 




Strand 






Start 


555 




End 


1896 




Name 


OJ990923 19.9C17.C36.bl 


.tm 


Method 


TBLASTX: Maize 




Start 


798 




End 


1385 




GI 


none 




Score 


116 




Exons 


798.. 1013, 799.. 1026, 1019.. 1225, 1056 


..1226, 1223/. 1384 






1230. .1385 










Seq. No. 


2392 




Seq. ID 


OJ990923_19.9C17. 


C36 


Gene No. 


4993 




Strand 







2459 




Start 


555 






End 


1896 




Name 


OJ990923_19 


.9C17.C36.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


936 






End* 


1564 




GI 


none 






Score 


57 




Exons 


936. . 1004, 


937.. 1029, 1016.. 1564, 1056 


. . 1505 




Seq. No. 


2392 






Seq. ID 


OJ990923_19. 9C17 


.C36 


Gene No. 


4993 






Strand 






Start 


555 






End 


1896 




Name 


OJ990923_19 


.9C17.C36.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1433 






End 


1725 




GI 


none 






Score 


298 




Exons 


1433. . 1723, 


1437. .1724, 


1522. 


.1725 






Seq. No. 


2392 






Seq. ID 


OJ990923_19. 9C17 


.C36 


Gene No. 


4993 






Strand 






Start 


555 






End 


1896 




Name 


OJ990923_19 


.9C17.C36.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1523 






End 


1783 




GI 


none 






Score 


194 




Exons 


1523. .1783, 


1524. .1772 










Seq. No. 


2392 






Seq. ID 


OJ990923_19.,9C17 


.C36 


Gene No. 


4993 






Strand 






Start 


555 






. End 


1896 




Name 


OJ990923_19 


.9C17.C36.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1547 






End 


1873 




GI . 


none ^ 






Score 


87 




Exons 


1547 . .1690, 


1548. .1688, 


1691. 


.1873 






Seq. No. 


2392 






Seq. ID 


OJ990923_19. 9C17 


.C36 


Gene No. 


4993 






Strand 






Start 


555 






End 


1896 




Name 


OJ990923_19 


.9C17.C36.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1571 






End 


1888 




GI 


none 






Score 


266 




Exons 


1571 . . 1888, 


1575. .1853 










Seq. No. 


2393 






Seq. ID 


OJ990923_19.9C17 


.C37 


Gene No. 


4994 






Strand 






Start 


1 






End 


1362 




Name 


OJ990923_19 


.9C17.C37.ol 


. np 


Method 


AAT/NAP • 




Start 


1 






End 


1362 




GI 


4680179 






Score 


1244 




Exons 


1..452, 480 


. .1362 










GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


2393 






Seq. ID 


OJ990923_19.9C17 


.C37 


Gene No. 


4994 






Strand 






Start 


1 






End 


1362 




Name 


OJ990923 19 


.9C17.C37.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


42 






End 


395 




GI - 


none 






Score 


258 




Exons 


42. .395 












Seq. No. 


2393 






Seq. ID 


OJ990923_19.9C17 


.C37 


Gene No. 


4994 






Strand 







2460 



Start 


1 




End 


1362 




Name 


OJ990923_19. 9C17 .C37.ol 


.gs 


Method 


GENSCAN 




Start 


395 




End 


1272 




GI 


none 




Score 


. 51 




Exons 


395. . 1119, 1144 . . 1272 










Seq. No. 


2393 




Seq. ID 


OJ990923_19. 9C17 


.C37 


Gene No. 


4994 




Strand 






Start 


1 




End 


1362 




Name 


OJ990923_19. 9C17 .C37.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


729 




End 


1082 




GI 


none 




Score 


73 




Exons 


729. . 1079, 885. . 1082 










Seq. No. 


2393 




Seq. ID 


OJ990923_19 . 9C17 


.C37 


Gene No. 


4994 




Strand 






Start 


1 




End 


1362 




Name 


OJ990923 19.9C17.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


741 




End 


1079 




GI 


none 




Score 


63 




Exons 


741. . 1079, 846. . 1079 










Seq. No. 


2393 




Seq. ID 


OJ990923_19 . 9C17 


.C37 


Gene No. 


4994 - 




Strand 






Start 


1 




End 


1362 




Name 


OJ990923_19 . 9C17 . C37 . o3 


. tw 


Method 


TBLASTX: Wheat 


- 


Start 


1131 




End 


1358 




GI 


none 




Score 


54 




Exons 


1131. .1325, 1131. .1358, 


1132. 


.1329 






Seq. No. 


2394 




Seq. ID 


OJ990923_19. 9C17 


.C38 


Gene No. 


4995 




Strand 






Start 


323 




End 


806 




Name 


OJ990923_19. 9C17 ,C38.ol 


.gs 


Method 


GENSCAN 




Start 


323 




End 


806 




GI 


none 




Score 


.41 




Exons 


* 323. .484, 554 . . 806 










Seq. No. 


2395 




Seq. ID 


OJ990923__19. 9C17 


.C41 


Gene No. 


4996 




Strand 






Start 


390 




End 


530 




Name 


OJ990923_19. 9C17 .C41 . ol 


.gs 


Method 


GENSCAN 




Start 


390 




End 


530 




GI 


none 




Score 


. 85 




Exons 


390. . 530 










Seq. No. 


2396 




Seq. ID 


OJ990923_19. 9C17 


-C42 


Gene No. 


4997 




Strand 


+ 




Start 


1 




End 


754 




Name 


OJ990923_19 . 9C17 . C42 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


754 




GI 


4512231 




Score 


1170 




Exons 


1. .754 










GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 






Seq. No. 


2396 




Seq. ID 


OJ990923_19.9C17 


.C42 


Gene No. 


4997 




Strand 


+ 





2461 





Start 


1 


End 


754 




Name 


OJ990923 19. 9C17 .C42.ol.gs 


Method 


GENSCAN 




Start 


27 


End 


752- 




GI 


none 


Score 


. 99 




Exons 


27. .752 








Seq. No. 


2397 


Seq. ID 


OJ990823_14 .9C23.C3 




Gene No. 


4998 


Strand 


+ 




Start 


504 


End 


2768 




Name 


OJ990823 14 . 9C23 . C3 . ol . gs 


Method 


GENSCAN 




Start 


504 


End 


2768 




GI 


none 


Score 


.81 




Exons 


504. .1527, 1669. .1887, 2101 


..2312, 2641. .2768 




Seq. No. 


2397 


Seq. ID 


OJ990823_14.9C23.C3 




Gene No . 


4998 


Strand 


+ 




Start 


504 


End 


2768 


- 


Name 


OJ990823 14 . 9C23.C3.ol. tc 


Method 


TBLASTX: Cress 




Start 


578 


End 


2164 




GI 


none 


Score 


263 




Exons 


578. .997, 1883. .2023, 2102. 


.2164 






Seq. No. 


2397 


Seq. ID 


OJ990823_14.9C23.C3 




Gene No. 


4998 


Strand 


+ 


u 


Start 


504 


End 


2768 




Name 


OJ990823 14.9C23.C3.ol.tm 


Method 


TBLASTX: Maize 


i;n 


Start 


805 


End 


1856 


i" | : 


GI 


none 


Score 


599 


!==: 


Exons 


805. .1008, 806. .1294, 1034. 


.1264, 1292. 


.1582, 1293.. 1583, 






1294. .1587, 1343. .1585, 1654. .1851, 1667. .1849, 1719. .1856, 


i : y 




1732. .1851 






'e ct 
S 

i U 


Seq. No. 


2398 


Seq. ID 


OJ990823_14.9C23.C4 




Gene No. 


4999 


Strand 


+ 




Start 


729 


End 


4332 




Name 


OJ990823 14.9C23.C4.ol.gs 


Method 


GENSCAN 




Start 


729 


End 


4332 




GI 


none 


Score 


.84 




Exons 


729. .897, 988. .1154, 2022. . 


2115, 2207.. 


2355, 2434.. 2526, 



2720.. 2899, 3223.. 3389, 3664.. 3798, 3870.. 3958, 4016.. 4332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2398' 

4999 

729 

OJ990823_14 . 9C23 . C4 . ol . np 
795 

3355717 



Seq. ID OJ990823_14. 9C23.C4 

Strand + 

End 4332 

Method AAT/NAP 

End 4329 

Score 1850 



795. .903, 988. .1154, 2022. .2115, 2207. .2355, 2434. .2526, 
2720. .2899, 3223. .3389, 3664. .3798, 3870. .3963, 4051. .4329 
(Y13053) seryl-tRNA synthetase [Zea mays] 



Seq. No. 2398 Seq. ID 

Gene No. 5000 Strand 

Start 5314 End 

Name OJ990823_14 . 9C23 . C4 . o2 . np Method 

Start 5314 End 

GI. 82013 Score 



OJ990823_14.9C23.C4 
+ 

' 7786 
AAT/NAP 
7786 
165 



2462 



Exons 5314.. 5449, 7638.. 7786 

GI Descrip. H+- transporting ATP synthase (EC 3.6.1.34) alpha chain - evening 
primrose mitochondrion 



Seq. No. 2398 Seq. ID 

Gene No. 5001 Strand 

Start 5994 End 

Name OJ990823_14 . 9C23 .C4 .o2.gs Method 

Start 5994 End 

GI none Score 

Exons 5994.. 6037, 6707.. 6923 



OJ990823_14.9C23.C4 

6923 
GENSCAN 
6923 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2398 
5002 
12702 

OJ990823_14 . 9C23 . C4 .o2 . tm 

1011 

none 



Seq. ID OJ990823_14.9C23.C4 



Strand 
End 

Method 

End 

Score 



14698 

TBLASTX : Maize 

2359 

201 



1011.. 1157, 1013.. 1153, 2012.. 2119, 2013.. 2120, 2197.. 2358, 
2198.. 2359, 2206.. 2358 



Seq. No. 2398 
Gene No. 5002 
Start 12702 

Name OJ990823_14 . 9C23 . C4 . o2 . ts 

Start 2022 
GI none 

Exons 2022.. 2120, 2022.. 2117, 2197 

2280.. 2357, 2429.. 2527, 2434 
2717. .2905, 2719. .2895 



Seq. ID OJ990823_14.9C23.C4 
Strand 

End 14698 

Method TBLASTX : Soybean 

End 2905 

Score 129 

.2259, 2209. .2337, 2248. .2358, 
.2529, 2434..2S65, 2710. .2877, 



Seq. No. 2398 Seq. ID 

Gene No. 5002 Strand 

Start 12702 End 

Name OJ990823_14 . 9C23 . C4 . ol . tc Method 

Start 2263 End 

GI none Score 
Exons 



OJ990823_14.9C23.C4 
14698 

TBLASTX: Cress 

2778 

107 



2263. .2358, 2283. .2369, 2416. .2529, 2425. .2523, 2716. .2778 



Seq. No. 2398 Seq. ID 

Gene No. 5002 Strand 

Start 12702 End 

Name OJ990823_14 . 9C23 . C4 . ol . tm " Method 

Start 3662 End 

GI none Score 
Exons 



OJ990823_14.9C23.C4 
14698 

TBLASTX: Maize 

12159 

224 



3662. .3799, 3662. .3796, 3663. .3797, 3849. .3950, 3859. .3966, 
3864. .3962, 4039. .4164, 4050. .4157, 4126. .4332, 4161. .4331, 
12054. .12113, 12115. .12159 



Seq. No. 2398 

Gene No. 5002 

Start 12702 

Name OJ990823_14 . 9C23 .C4 . ol . ts 

Start 3743 

GI none 

Exons 3743.. 3799, 3859.. 3966, 3864 
4122. .4238, 4138. .4239 



Seq. ID OJ990823_14.9C23.C4 
Strand 

End 14698 

Method TBLASTX : Soybean 

End 4239 

Score 81 

.3962, 4048. .4116, 4050. .4112, 



2463 





Seq. No. 


2398 


Seq. ID- 


OJ990823_ 


14.9C23 




Gene No. 


5002 


Strand 








Start 


12702 


End 


14698 






Name 


OJ990823 14.9C23.C4.o4.gs 


Method 


GENSCAN 






Start 


12702 


End 


14698 






GI 


none 


Score 


.62 






Exons 


12702. .12807, 12836 .. 13173, 1367 6 14084 , 14637. 






Seq. No. 


2399 


Seq. ID 


OJ990823_ 


14.9C23 




Gene No. 


5003 


Strand 


+ 






Start 


448 


End 


1868 






Name 


OJ990823 14.9C23.C5.ol.gs 


Method 


GENSCAN 






Start 


448 


End 


1868 






GI 


none 


Score 


.53 






Exons 


448. .512, 1835. .1868 










Seq. No. 


2399 


Seq. ID 


OJ990823_ 


14 . 9C23 




Gene No. 


5004 


Strand 


+ 






Start 


4209 


End 


13677 






Name 


OJ990823 14 . 9C23 . C5 . ol . np 


Method 


AAT/NAP 






Start 


4209 


End 


13677 






GI 


4539660 


Score 


2882 






Exons 


4209.. 6351, 9436.. 9681, 13188 


. .13677 






J 


GI Descrip. 


(AF061282) polyprotein [Sorgh 


urn bicolor] 




3 

i i 


Seq. No. 


2399 


Seq. ID 


OJ990823_ 


14 .9C23 




Gene No. 


5005 


Strand 


+ 




y 

~e 


Start 


14086 


End 


14579 




Name 


OJ990823 14.9C23.C5.ol.gp 


Method 


AAT/GAP 




y 


Start 


14086 


End 


14579 




3 


GI 


none 


Score 


897 




y 


Exons 


14086. .14579 








3 


Seq. No. 


2399 


Seq. ID 


OJ990823_ 


14 . 9C23 


Gene No. 


5006 


Strand 






J 


Start 


7146 


End 


16023 






Name 


OJ990823 14.9C23.C5.o3.gs 


Method 


GENSCAN 






Start 


7146 


End . 


16023 






GI 


none 


Score 


.55 






Exons 


7146.. 7703, 7757.. 7805, 8555. 


.8673, 9082.. 9219,. 


1044 7 . . 


=i 
a? 




11939. .12011, 12175. .12644, 134 03 .. 134 4 6, 13485. 


.13598, 






14163. .14401, 16017. .16023 










Seq. No. 


2399 


Seq. ID 


OJ990823_ 


14.9C23 




Gene No. 


5007 


Strand 








Start 


16749 


End 


17117 






Name 


OJ990823 14.9C23.C5.o5.tm 


Method 


TBLASTX : Maize 




Start 


4262 


End 


4648 






GI 


none 


Score 


57 






Exons 


4262.. 4345, 4412.. 4648, 4432. 


.4590 








Seq. No. 


2399 


Seq. ID 


OJ990823_ 


14.9C23 




Gene No. 


5007 


Strand 








Start 


16749 


End 


17117 






Name 


OJ990823 14.9C23.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4303 


End 


4774 





10609, 



2464 




GI 


none 








Score 


80 




Exons 


4303. .4536, 


4360 


. . 4770, 


4403. 


.4774 






Seq. No. 


2399 








Seq. ID 


OJ990823_14 . 9C23 


.C5 


Gene No. 


5007 








Strand 






Start 


16749 








End 


17117 




Name 


OJ990823 14 


. 9C23 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4660 








End 


5161 




GI 


. none 








Score 


180 




Exons 


4660. .4794, 


4661 


. .4846, 


4870. 


.5049, 4£ 


J71. .5161 




Seq. No. 


2399 








Seq. ID 


OJ990823_14 . 9C23 


.C5 


Gene No. 


5007 








Strand 






Start 


16749 








End 


17117 




Name 


OJ990823 14 


. 9C23 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4751 








End 


5110 




GI 


none 








Score 


420 




Exons 


4751. .5110, 


4 7-53 


. .5109 






- * 




Seq. No. 


2399 








Seq. ID 


OJ990823_14 . 9C23 


.C5 


Gene No . 


5007 








Strand 






Start 


16749 








End 


17117 




Name 


OJ990823 14 


. 9C23 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start " " 


4823 








End 


5125 




GI 


none 








Score. 


329 




Exons 


4823. .5125, 


4870 


. .5121 










Seq. No. 


2399 








Seq. ID 


OJ990823_14. 9C23 


.C5 


Gene No. 


5007 








Strand 






Start 


16749 








End 


17117 




Name 


OJ990823 14 


. 9C23 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5126 








End 


5566 




GI 


none 








Score 


544 




Exons 


5126. .5566, 


5128 


. .5187, 


5180. 


.5458, 5203.. 5550 




Seq. No. 


2399 








Seq. ID 


OJ990823_14.9C23 


.C5 


Gene No. 


5007 








Strand 






Start 


16749 








End 


17117 




Name 


OJ990823 14 


. 9C23 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5195 








End 


5553 




GI 


none 








Score 


477 




Exons 


5195. .5551, 


5197 


. .5553 










Seq. No. 


2399 








Seq. ID 


OJ990823_14.9C23 


.C5 


Gene No . 


5007 








Strand 






Start 


16749 








End 


17117 




Name 


OJ990823 14 


. 9C23 


,C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5651 








End 


6109 




GI 


none 








Score 


406 




Exons 


5651. .6109, 


5734 


. .6108 










Seq. No. 


2399 








Seq. ID 


OJ990823_14.9C23 


.C5 


Gene No. 


5007 








Strand 






Start 


* 16749 








End 


17117 




Name 


OJ990823 14 


.9C23 


,C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5756 








End 


6175 ' 




'GI 


■ none 








Score 


348 





2465 



Exons 



5756.. 6175, 5758.. 6162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2399 
5007 
16749 

OJ990823_14 . 9C23 . C5 . o2 . ts 

5894 

none 



Seq. ID OJ990823_14.9C23.C5 
Strand 

End 17117 

Method TBLASTX : Soybean 

End 6268 

Score 14 4 



5894.. 6073, 5908.. 6072, 6082.. 6177, 6086.. 6268, 6196.. 6267 



2399 
5007 
16749 

OJ990823_14.9C23.C5.o6.tw 

6115 

none 



Seq. ID OJ990823_14 . 9C23.C5 
Strand 

End 17117 

Method TBLASTX : Wheat 

End 958 6 

Score 255 



6115. .6336, 6116. .6358, 9436. .9582, 9440. .9586 



; y 



Seq. No. 


2399 




Seq. ID 


OJ990823_14.9C23 


Gene No. 


5007 




Strand 




Start 


16749 




End 


17117 


Name 


OJ990823 14.9C23.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


6176 




End 


6358 


GI 


none 




Score 


191 • 


Exons 


6176.. 6358, 6199.. 6336 








Seq. No. 


2399 




Seq. ID 


OJ990823_14. 9C23 


Gene No. 


5007 




Strand 




Start 


16749 




End 


17117 


Name 


OJ990823 14.9C23.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


9487 




End 


13425 


GI 


none 




Score 


288 


Exons 


9487.. 9681, 9488.. 9682, 


13183 


. .13425, 


13284. .13424 


Seq. No. 


2399 




Seq. ID 


OJ990823_14.9C23 


Gene No. 


5007 




Strand 




Start 


16749 




End 


- 17117 


Name 


OJ990823 14.9C23.C5.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


13243 




End 


13667 


GI 


none 




Score 


367 


Exons 


13243. .13665, 13284 134 69, 13506.. 13667 


Seq. No. 


2399 




Seq. ID 


OJ990823_14.9C23 


Gene No. 


5007 




Strand 




Start 


16749 




End 


17117 


Name 


OJ990823 14.9C23.C5.o3. 


gp 


Method 


AAT/GAP 


Start 


16749 




End 


17117 


GI 


none 




Score 


671 


Exons 


16749. .17117 








Seq. No. 


2400 




Seq. ID 


OJ990823_14.9C23 


Gene No. 


5008 




Strand 


+ 


Start 


79 




End 


180 


Name 


. OJ990823 14.9C23.C6.ol. 


gs 


Method 


GENSCAN 


Start 


79 




End 


180 


GI 


none 




Score 


.8 


Exons 


79. .180 









24 66 



Seq. No. 


2400 








Seq. ID 


OJ990823_14 . 9C23.C6 


Gene No. 


5009 








Strand 


+ 


Start 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


1791 








End 


3526 


GI 


2244915 








Score 


499 


Exons 


1791. .2880, 


2935 


. .3526 








GI Descrip. 


(Z97339) reverse 


transcriptase like protein [Arabidopsis 




thaliana] 












Seq. No. 


2400 








Seq. ID 


OJ990823 14.9C23.C6 


Gene No. 


5009 








Strand 


+ ~ 


Start 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1795 








End 


2049 


GI 


none 








Score 


195 


Exons 


1795. .2049 












Seq. No. 


2400 








Seq. ID 


OJ990823_14.9C23.C6 


Gene No. 


5009 








Strand 


+ 


Start 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


.C6.o2. 


gs 


Method 


GENSCAN 


Start 


1898 








End 


2840 


GI 


none 








Score 


.53 


Exons 


1898. .1927, 


2571 


. .2840 








Seq. No. 


2400 








Seq. ID 


OJ990823JL4. 9C23.C6 


Gene No. 


5009 








Strand 


+ 


Start 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2330 








End ■ 


3317 


GI 


none 








Score 


124 


Exons 


2330. .2506, 


2402 


. .2494, 


2490. 


.2675, 2510.. 2668, 2676.. 2891 




2684. .2893, 


2892 


. .3191, 


2894. 


.2968, 3014.. 3184, 3193.. 3249 




3193. .3240, 


3294 


. .3317 








Seq. No. 


2400 








Seq. ID 


OJ990823_14. 9C23.C6 


Gene No. 


5009 








Strand 


+ 


Start 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2378 








End 


2687 


GI 


none 








Score 


127 


Exons 


2378. .2512, 


2416 


. .2514, 


2511. 


.2687, 2516.. 2590 


Seq. No.. 


2400 








Seq. ID 


OJ990823__14.9C23.C6 


Gene No. 


5009 








Strand 


+ 


Start ■ 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2907 








End 


3428 


GI ■ 


none 








Score 


55 


Exons 


2907. .2963, 


3047 


. .3181, 


3048. 


.3215, .3264. .3428, 3305. .3406 


Seq. No. 


2400 








Seq. ID 


OJ990823_14.9C23.C6 


Gene No. 


5009 








Strand 


+ 


Start 


1898 








End 


3620 


Name 


OJ990823 14 


.9C23 


,C6.ol. 


tw 


Method 


TBLASTX : Wheat 



2467 



Start 
GI • 
Exons 



3057 End 3503 

none Score 93 

3057.. 3194, 3258.. 3413, 3296.. 3406, 3414.. 3503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2400 Seq. ID 

5009 Strand 
1898 End 
OJ990823_14 . 9C23 . C6 . o2 . tm Method 
3255 End 
none Score 190 

3255.. 3500, 3257.. 3436, 3258.. 3440, 3334.. 3501, 3507.. 3542, 

3513.. 3620, 3597.. 3620 



OJ990823_14.9C23.C6 
+ 

3620 

TBLASTX: Maize 
3620 



2401 
5010 
346 

OJ990823_14 . 9C23 . C7 . ol . gs 

346 

none 



Seq. ID OJ990823_14 .9C23.C7 



Strand 
End 

Method 

End 

Score 



+ 

4476 
GENSCAN 
4476 
.67 



346.. 461, 702.. 996, 3457. .3553, 4350.. 4476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2401 Seq. ID OJ990823_14 . 9C23 . C7 

5010 Strand + 

346 End 4476 

OJ990823_14.9C23.C7.ol.np Method AAT/NAP 

687 End 2293 

4581169 Score 63 

687. .996, 2248. .2293 

(AC006220) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



2401 
5011 
13576 

OJ990823JL4 . 9C23 . C7 . o3 . gs 

13576 

none 



Seq. ID OJ990823_14.9C23.C7 

Strand + 

End 14813 

Method GENSCAN 

End 14813 

Score .42 



13576. .13818, 14017 .. 14085, 14111 .. 14180, 14665. .14813 



Seq. No. 2401 Seq. ID 

Gene No. 5012 Strand 

Start 19412 End 

Name OJ990823_14 . 9C23 . C7 . o2 . gp Method 

Start 19412 End 

GI 2309883 Score 

Exons 19412. .19586 

GI Descrip. 2149018/gb | U70541 | OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



OJ990823_14.9C23.C7 
+ 

19586 
AAT/GAP 
19586 
273 



Seq. No. 2401 Seq. ID 

Gene No. 5013 Strand 

Start 5795 End 

Name OJ990823JL4 . 9C23 . C7 . o2 . gs Method 

Start 5795 - End 

GI none ^ Score 

Exons 5795.. 8722 



OJ990823_14.9C23.C7 

8722 
GENSCAN 
8722 
.84 



2468 



Seq. No. 2401 Seq. ID OJ990823_14 . 9C23 . C7 

Gene No. 5014 Strand 

Start 12455 End 12540 

Name OJ990823_14 . 9C23 ,C7 . ol .gp Method AAT/GAP 

Start 12455 End 12540 

GI 90742_1.R1084 Score 98 

Exons 12455. .12540 

GI Descrip. ' 5734616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 2*401 Seq. ID 

Gene No. 5015 Strand 

Start 14735 End 19070 

Name OJ990823_14 . 9C23 .C7 . o5 .np Method AAT/NAP 

Start 14735 End - 18539 

GI 6721547 Score 79 

Exons 14735. .14784, 18422.. 18539 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib 



OJ990823 14.9C23.C7 



(AB013448) 



Seq. No. 2401 Seq. ID 

Gene No. 5015 Strand 

Start 14735 End 

Name OJ990823_14 . 9C23 .C7 . o4 .gs Method 

Start 1621? End 

GI none Score 

Exons 16219. .16279, 18919.. 19070 



OJ990823_14.9C23.C7 

19070 
GENSCAN 
19070 
.66 



Id 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2402 Seq. ID OJ990823_14 . 9C23 .C8 

5016 Strand + 

1 End 3455 

OJ990823_14 . 9C23 . C8 . ol . np Method AAT/NAP 

1 End 3455 

4539658 Score 112 

1..28, 3256. .3455 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



2402 
5016 
1 

OJ990823_14 . 9C23 . C8 . ol . gp 
941 

3760640 
941. .1012 

4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID OJ990823_14.9C23.C8 

Strand + . 

End 3455 

Method AAT/GAP 

End 1012 

Score 105 

(AB008097) cytochrome P450 



Seq. No. 2402 Seq. ID 

Gene No. 5016 Strand 

Start 1 End 

Name OJ990823_14 . 9C23 .C8 . o2 .np Method 

Start 3262 End 

GI 4539658 - Score 

Exons . 3262. .3455 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



OJ990823_14.9C23.C8 

3455 
AAT/NAP 
3455 
112 



2469 



Seq. No. 


2402 










Gene No. 


5017 










Start 


1927 










Name 


OJ990823 14 


. 9C23 


,C8 .ol . 


gs 


Start 


1927 










GI 


none 










Exons 


1927. 


.2102, 


2598 


. . 2679 




Seq. No. 


2403 










Gene No. 


5018 










Start 


4149 










Name 


OJ990823 14 


. 9C23 


.C9.o2. 


gs 


Start 


4149 










GI 


none 










Exons 


4149. 


.4213, 


4475 


. . 4610, 


5421 


Seq. No. 


2403 










Gene No. 


5019 










Start 


7274 










Name 


OJ990823 14 


. 9C23 


C9.o3. 


gs 


Start 


7274 








GI 


none 










Exons 


7274. 


.7837 








Seq. No. 


2403 










Gene No. 


5020 










Start 


8683 










Name 


OJ990823 14 


. 9C23 


C9.o4 . 


gs 


Start 


8683 










GI 


none 










Exons 


8683. 


.8696, 


8962 


.9589 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_14.9C23.C8 

2679 
GENSCAN 
2679 
.9 



OJ990823_14.9C23.C9 
+ 

6509 
GENSCAN 
6509 
.63 



14.9C23.C9 



OJ990823_ 
+ 

7837 
GENSCAN 
7837 
1 



OJ990823_14.9C23.C9 
+ 

9589 
GENSCAN 
9589 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823 14.9C23.C9 



2403 Seq. ID 

5021 Strand 

201 End 2813 

OJ990823_14 . 9C23 . C9 . ol . gs Method GENSCAN 

201 End 2813 

none Score .43 

201. .263, 600. .694, 948. .1157, 1316. .1476, 1711. .1741, 
2768. .2813 



2403 Seq. ID 

5022 Strand 

10525 End 

OJ990823_14 . 9C23 . C9 . o5 . gs Method 

10525 End 

none Score 



OJ990823_14.9C23.C9 

11307 
GENSCAN 
11307 
.48 



10525. .10650, 10721. .10975/ 11020.. 11307 



2403 Seq. ID 

5023 Strand 

13065 End 

OJ990823_14 . 9C23 . C9 . 06 . gs Method 

13065 End 

none Score 
13065. .13643 



OJ990823_14.9C23.C9 

13643 
GENSCAN 
13643 
.72 



2470 



Li; 



ru 



U 



Seq. No. 


2403 






Seq. ID 


OJ990823 


Gene No. 


5024 






Strand 




Start 


16078 






End 


16151 


Name 


OJ990823 14.9C23, 


.C9.ol. 


tc 


Method 


TBLASTXK 


Start 


8201 






End 


8393 


GI 


none 






Score 


87 


Exons 


8201.. 8260, 8208, 


. .8264, 


8209 


..8376, 8211.. 8264, 




8261. .8377, 8262, 


. .8393 








Seq. No. 


2403 






Seq. ID 


OJ990823 


Gene No. 


5024 






Strand 




Start 


16078 






End 


16151 


Name 


OJ990823 14.9C23, 


,C9.o7. 


gs 


Method 


GENSCAN 


Start 


16078 






End 


16151 


GI 


none 






Score 


1 


Exons 


16078. .16151 










Seq. No." 


2404 






Seq. ID 


OJ990823 


Gene No. 


5025 






Strand 


+ 


Start 


8705 






End 


9919 


Name 


OJ990823 14.9C23, 


,C10.o3 


.np 


Method 


AAT/NAP 


Start 


7405 






. End 


8834 


GI 


6907088 






Score 


1120 


Exons 


7405. .7542, 7718, 


. .7955, 


8449 


. .8834 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2404 






Seq. ID 


OJ990823 


Gene No. 


5025 






Strand 


+ 


Start 


8705 






End 


9919 


Name 


OJ990823 14.9C23, 


.C10.O4 


.np 


Method 


AAT/NAP 


Start 


8489 






End 


9919 


GI 


6907086 






Score 


1120 


Exons 


8489.-9254, 9315, 


. .9724, 


9776 


. .9919 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2404 






Seq. ID 


OJ990823 


Gene No. 


5025 






Strand 


+ 


Start 


8705 






End 


9919 


Name 


OJ990823 14.9C23, 


.C10.O2 


.gs 


Method 


GENSCAN 


Start 


8705 






End ■ 


9226 


GI 


none ' 






Score 


1 


Exons 


8705. .9226 










Seq. No. 


2404 






Seq. ID • 


OJ990823 


Gene No. 


5026 






Strand 


+ 


Start 


13679 






End 


15106 


Name 


OJ990823 14.9C23, 


.C10.O4 


.gs 


Method 


GENSCAN 


Start 


13679 






End 


15106 


GI 


none 






Score 


.81 


Exons 


13679. .13766, 137 68 .. 13886, 


14228. .14530, 14538 




14928. .15106 










Seq. No. 


2404 






Seq. ID 


OJ990823 


Gene No. 


5027 






Strand 




Start 


425 






End 


6266 


Name 


OJ990823 14.9C23. 


.ClO.ol 


.np 


Method 


AAT/NAP 



14.9C23.C9 



.8373, 



,14688, 



2471 




Start 


425 


End 


6036 




GI 


4680179 


Score 


4556 




Exons 


425. .3842, 3945. .4814, 5901.. 


6036 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


2404 


Seq. ID 


OJ990823 14.9C23 


-C10 


Gene No. 


5027 


Strand 






Start 


425 


End 


6266 




Name 


OJ990823 14 . 9C23 . CIO . o2 . np 


Method 


AAT/NAP 




Start 


5485 


End 


6266 




GI 


6002794 


Score 


1276 




Exons 


5485. .6266 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


2404 


Seq. ID 


OJ990823_14.9C23 


.C10 


Gene No. 


5028 


Strand 






Start 


11401 


End 


13412 




Name 


OJ990823 14.9C23.C10.o3.gs 


Method 


GENSCAN 




Start 


11401 


End 


13412 




GI 


none 


Score 


.76 




Exons 


11401. .11645, 11877. .12071, 12265 .. 12391, 124 60 12590, 






13127. .13412 








Seq. No. 


2404 


Seq. ID 


OJ990823_14.9C23 


-C10 


Gerie No . 


5029 


Strand 






Start 


16198 


End 


16353 




Name 


OJ990823 14.9C23.C10.o5.tw 


Method 


TBLASTX: Wheat 




Start 


469 


End 


801 




GI 


none 


Score 


162 




Exons 


469. .801, 490. .762 








Seq. No. 


2404 


Seq. ID 


OJ990823_14.9C23 


.C10 


Gene No. 


5029 


Strand 






Start 


16198 


End 


16353 




Name 


OJ990823 14.9C23.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


652 


End 


1245 




GI 


none 


Score 


64 




Exons 


652. .747, 652. .1089, 794. .862 


, 947. .1087, 1006. .1089, 






1087.. 1-245/ 1094.. 1240 








Seq. No. 


2404 


Seq. ID 


OJ990823_14.9C23 


-C10 


Gene No . 


5029 


Strand 






Start 


16198 


End 


16353 




Name 


OJ990823 14.9C23.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


802 


End 


1428 




GI 


none 


Score 


137 




Exons 


802. .1428, 853. .1281, 926. .1333 






Seq. No. 


2404 


Seq. ID 


OJ990823_14, 9C23 


- C10 


fipnp TJn 


5029 


Strand 






Start 


16198 


End 


16353 




Name 


OJ990823 14.9C23.C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


1297 


End 


1587 




GI 


none 


Score 


125 




Exons 


1297.. 1587, 1300..1515-, ,1397. 


.1576 






Seq. No. 


2404 


Seq. ID 


OJ990823_14.9C23 


-C10 



2472 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

tSL Seq. No. 

»^ Gene No. 

*3 Start 

|fij Name 

hi Start 

:^ GI 

:= J Exons 

-,2 Seq. No. 
'[} Gene No. 

Start 
L -Name 

Start 
><J GI 
^ Exons 

=^ Seq. No. 
lZ t Gene No. 
lJ Start 

Name 

Start 

GI 

Exons 



5029 
16198 

OJ990823_14. 

1387 

none 

1387. .1515, 

2404 
5029 
16198 

OJ990823_14, 

1411 

none 

1411. .1554, 

2404 

5029" 

16198 

OJ990823_14. 

1435 

none 

1435. .1794, 



9C23.C10.o2.ts 



1387.. 1635, 1397, 



9C23.C10.ol.tc 



Strand 
End 

Method 
End 
Score 
.1642 

Seq. ID 

Strand 

End - 

Method 

End 

Score 



16353 

TBLASTX : Soybean 

1642 

73 



OJ990823_14. 9C23.C10 
16353 

TBLASTX: Cress 

1728 

98 



1427. .1552, 1555. .1707, 1555.. 1728 



9C23.C10.o3.tw 
1439.. 1885, 1843. 



2404 
5029 
16198 

OJ990823_14 .9C23.C10.o2.tm 

2002 

none 

2002.. 2355, 2054.. 2353 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1959 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_14.9C23.C10 
16353 

TBLASTX: Wheat 

1959 

293 



OJ990823_14. 9C23.C10 
16353 

TBLASTX: Maize 

2355 

213 



2404 
5029 
16198 

OJ990823_14.9C23.C10.o2.tw 
2002 
none 

2002. .2427, 2004. .2366, 2017. .2424, 2039. .2428 



Seq. ID OJ990823_14.9C23.C10 
Strand 

16353 

TBLASTX: Wheat 
2428 
123 



End 

Method 

End 

Score 



2404 
5029 
16198 

OJ990823_14, 

2176 

none 

2176. .2421 



9C23.C10.o3.ts 



Seq. ID OJ990823_14.9C23.C10 
Strand 

End 16353 

Method TBLASTX : Soybean 

End 2421 

Score 214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2404 
5029 
16198 

OJ990823_14. 

2362 

none 

2362. .2709, 

2404 
5029 



9C23.C10.o5.tm 



2507. .2641 



Seq. ID OJ990823_14.9C23.C10 
Strand 

End -16353 

Method TBLASTX : Mai ze 

End 2709 

Score 65 



Seq. ID OJ990823_14 . 9C23.C10 
Strand 



2473 





Start 


16198 








End 


16353 




Name 


OJ990823_14 


. 9C23 


.CIO.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2434 








End 


2730 




GI 


none 








Score 


177 




Exons 


2434 . . 2730, 


2471 


. .2686 










Seq. No. 


2404 








Seq. ID 


OJ990823_14 . 9C23.C10 




Gene No. 


5029 








Strand 






Start 


16198 








End 


16353 




Name 


OJ990823_14 


.9C23 


.ClO.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2443 








End 


2838 




GI 


none 








Score 


145 




Exons 


2443. .2802, 


2471 


. . 2686, 


2494. 


.2802, 2726.. 2821, 2806.. 2838, 






2806. .2838 














Seq. No. 


2404 








Seq. ID 


OJ990823_14 . 9C23.C10 




Gene No. 


5029 








Strand 


— 




Start 


16198 








End 


16353 




Name 


OJ990823 14 


.9C23 


.C10.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2725 








End 


3192 




GI 


none 








Score 


49 




Exons 


2725. .3192, 


2770 


. .2883, 


2944 . 


.3120 






Seq. No. 


2404 








Seq. .ID 


OJ990823_14 . 9C23 .C10 




Gene No. 


5029 








Strand 






Start 


16198 








End 


16353 




Name 


OJ990823_14 


. 9C23 


.C10.O4. 


tw 


Method 


TBLASTX: Wheat 


ru 


Start 


2779 








End 


3262 




GI 


none 








Score 


166 


i . s 


Exons 


. 2779. .3261, 


2788 


. .3180, 


2807. 


.3262 




; s y 

| Lj 


Seq. No. 


2404 








Seq. ID 


OJ990823_14.9C23.C10 


Gene No. 


5029 








Strand 






Start 


16198 








End 


16353 


il 


Name 


OJ990823_14 


. 9C23 


.C10. 08. 


tw 


Method 


TBLASTX: Wheat 


! =s 1 

'SSf 

;. : 


Start 


3409 








End 


3808 


'4 


GI 


none 








Score 


84 




Exons 


3409. .3573, 


3458 


. . 3577, 


3598. 


.3807, 3653.. 3808 


i.l 
L -i 


Seq. No. 


2404 








Seq. ID 


OJ990823_14 . 9C23 .C10 




Gene No. 


5029 








Strand 




Q 


Start 


16198 








End 


16353 




Name 


OJ990823_14 


. 9C23 


.C10.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


3490 . 








End 


3814 




GI 


none 








Score 


66 




Exons 


3490. .3813, 


3701 


. . 3814 










Seq. No. 


2404 








Seq. ID 


OJ990823_14.9C23.C10 




Gene No. 


5029 








Strand 






Start 


16198 








End 


16353 




Name 


OJ990823 14 


.9C23 


.C10.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


4123 








End 


4524 




GI 


none 








Score 


240 . 




Exons 


4123. .4524 














Seq. No. 


2404 








Seq. ID 


OJ990823_14.9C23.C10 




Gene No. 


. 5029 








Strand 





2474 






Start 


16198 




End 


16353 






Name 


OJ990823 14.9C23.C10 


,o9.tw 


Method 


TBLASTX : Wheat 






Start 


4405 




End 


4765 






1 GI 


none 




Score 


60 






Exons 


4405. .4764, 4664. .4765 










Seq. No. 


2404 




Seq. ID 


OJ990823_14 . 9C23 


.C10 




Gene No. 


5029 




Strand 








Start 


16198 




End 


16353 






Name 


OJ990823_14.9C23.C10 


.08. tm 


Method 


TBLASTX: Maize 






Start 


10265 




End 


10555 






GI 


none 




Score 


41 






Exons 


10265. .10363, 10284. 


.10376, 


10358. .10555, 10361. .10555 






Seq. No. 


2404 




Seq. ID 


OJ990823_14.9C23 


. C10 




Gene No. 


5029 




Strand 








Start 


16198 




End 


16353 






Name - 


OJ990823_14 . 9C23.C10 


. o7 . tw 


Method 


TBLASTX: Wheat 






Start 


10634 




End 


11002 






GI 


none 




Score 


321 






Exons 


10634. .11002 












Seq. No. 


2404 




Seq. ID 


OJ990823_14.9C23 


. C10 




Gene No. 


5029 




Strand 






1 


Start 


16198 




End 


16353 






Name 


OJ990823_14.9C23.C10 


. 06. tm 


Method 


TBLASTX: Maize 




55" 

ft 


Start 


10727 




End 


11095 




i ; 
t J 


GI 


none 




Score 


.73 




LE 


Exons 


10727. .10813, 10737. 


.10808, 


10823. . 11095 




y 


Seq. No. 


2404 




Seq. ID 


OJ990823_14 .9C23 


.C10 




Gene No. 


5029 




Strand 






y 


Start 


16198 




End 


16353 






Name 


OJ990823_14.9C23.C10 


. o5 . gs 


Method 


GENSCAN 




si 


Start 


16198 




End 


16353 






GI 


none 




Score 


.52 






Exons 


16198.. 16353 












Seq. No. 


2405 




Seq. ID 


OJ990823_14.9C23 


. C12 




Gene No. 


5030 




Strand 


+ 




3 


Start 


372 




End 


389 




j 


Name 


OJ990823_14.9C23.C12 


.ol .gs 


Method 


GENSCAN 






Start 


372 




End 


389 






GI 


none 




Score 


.73 






Exons 


372. .389 












Seq. No. 


2406 




Seq. ID 


OJ990823_14.9C23 


. C13 




Gene No. 


5031 




Strand 








Start 


.372 




End 


576 






Name 


OJ990823. 14.9C23.C13 


. ol .gs 


Method 


GENSCAN - 






Start 


372 




End 


576 






GI 


none 




Score 


. 68 






Exons 


372. .576 












Seq. No. 


2407 




Seq. ID 


OJ990823JL4.9C23 


.C15 




Gene No. 


* 5032 




Strand 








Start 


1 




End ' 


753 





2475 



Name 


OJ990823 14.9C23.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


o / 9 




GI 


6006359 


Score 


42 - 




Exons 


1..34, 595. .679 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2407 


Seq. ID 


OJ990823 14 , 


. 9C23 . C15 


Gene No. 


5032 


Strand 






Start 


1 


End 


753 




Name 


OJ990823 14 . 9C23 . C15 . ol . gs 


Method 


GENSCAN 




Start 


475 


End 


TCI 

753 




GI 


none 


Score 


. 86 




Exons 


475. .753 








Seq. No. 


2408 


Seq. ID 


OJ990823_14 . 


, 9C23 . Clo 


Gene No. 


5033 


Strand 


+ 




Start 


8.0 


End 


160 




Name 


OJ990823 14 . 9C23 . C16 . ol . gs 


Method 


GENSCAN 




Start 


80 


End 


160 




GI 


none 


Score 


. 9 




Exons 


80. .160 








Seq. No. 


2409 


Seq. ID 


OJ990823 14 , 


. 9C23 . C17 


Gene No. 


5034 


Strand 


+ 




Start 


175 


End 


516 




Name 


OJ990823 14.9C23.C17.ol.np 


Method 


AAT/NAP 




Start 


175 


End 


516 




GI 


113666 


Score 


268 




Exons 


175. .516 








GI Descrip. 


**** ALU CLASS A WARNING ENTRY **** 






Seq. No. 


2410 


Seq. ID 


OJ990713__04 , 


. 9C17 . C4 


Gene No. 


5035 


Strand 






Start 


70 


End 


118 




Name 


OJ990713 04.9C17.C4.ol.gs 


Method 


GENSCAN 




Start 


70 


End 


118 




GI 


none 


Score 


. 83 




Exons 


70. .118 








Seq. No. 


2411 


Seq. ID 


OJ990713 04 , 


. 9C17 . C5 


Gene No. 


5036 


Strand 


+ 




Start 


394 


End 


566 




Name 


OJ990713 04 .9C17.C5.ol.gs 


Method . 


/"* T">X"T fiTi 7V XT 

GENSCAN 




Start 


394 


End 


566 




GI 


none 


Score 


. 72 




Exons 


.394.. 566 








Seq. No. 


2412 


Seq. ID 


OJ990713 04 . 


. 9C17 . C9 


Gene No. 


5037 


Strand 






otart 


1 


End - " 


165 




Name 


OJ990713 04.9C17.C9.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


165 




GI 


7406 1.R1084 


Score 


269 




Exons 


1. .165 








GI Descrip. 


'1122315/emb |CAA63901| 7 . Oe- 


10 (X94191; 


1 heat shock protein 17 



[Pennisetum glaucum] 1 



2476 




Seq. No. 


2413 






Seq. ID 


OJ990713 


_0'4 


. 9C17 


.C10 


Gene No. 


5038 






Strand 










Start 


514 






End 


918 








Name 


ojyyo / ii 04.9C1/.C10 


. ol 


. gs 


Method 


GENSCAN 








Start 


514 






End 


918 








GI 


none 






Score 


. 62 








Exons 


514 . . 562, 860 . . 918 
















Seq. No. 


O J 1 i 

2414 






Seq. ID 


OJ990713 


_04 


. 9C17 


.Cll 


Gene No. 


5039 






Strand 


+ 








Start 


1084 






End 


1164 








Name 


OJ990713 04.9C17.C11 


.ol 


. gs 


Method 


GENSCAN 








Start 


1084 






End 


1164 








GI 


none 






Score 


.81 








Exons 


1084. .1164 

















Seq. No. 2415 Seq. ID 

Gene No. 5040 Strand 

Start 112 End 

Name OJ990713_04 . 9C17 . C12 . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112.. 327 



OJ990713_04.9C17.C12 
+ 

327 

GENSCAN 

327 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name, 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 



2415 
5041 
837 

OJ990713_04.9C17.C12.o2.gs 

837 

none 

837.. 1078, 1715.. 1784 

2416 
5042 
1984 

OJ990713_04.9C17.C15.o2.gs 
1984 
none 



Seq. ID OJ990713_04.9C17.C12 
Strand 

End 1784 

Method GENSCAN 

End 1784 

Score .69 



Seq. ID OJ990713_04.9C17.C15 

Strand + 

End 6115 

Method GENSCAN 

End 6115 

Score -.45 

1984. .2040, 5281. .5476, 5532. .5648, 5858. .5931, 5936. .6115 

2416 Seq. ID OJ990713_04.9C17.C15 

5043 Strand 

1 End 1193 

OJ990713_04 . 9C17 . C15 . ol . np Method AAT/NAP 

1 End 1193 

4581140 Score 240 

1..30, 166. .387, 481. .677, 973. .1193 

(AC006919) unknown protein [Arabidopsis thaliana] 



2416 Seq. ID 

5043 Strand 

1 End 
OJ990713_04. 9C17.C15.ol.gs Method 

130 End 

none Score 

130.. 407, 521.. 793, 897.. 975 



OJ990713_04.9C17.C15 

1193 
GENSCAN 
975 
.91 



2477 



u 



Seq. No. 


2416 




Seq. ID 


OJ990713 04 . 9C17 


. C15 


Gene No. 


5043 




Strand 






Start 


1 




End 


1193 




Name 


OJ990713 04 . 9C17 .C15 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


212 




End 


665 




GI 


none 




Score 


157 




Exons 


212.. 370, 230.. 352, 232 


. . 372, 


546 . . 665 






Seq. No. 


2416 




Seq. ID 


OJ990713_04 . 9C17 


. C15 


Gene No. 


5043 




Strand 






Start 


1 




End 


1193 




Name 


OJ990713 04 . 9C17 . C15 . o2 


. tm 


Method 


TBLASTX : Maize 




Start 


212 




End 


378 




GI 


none 




Score 


158 




Exons 


212. .364, 232. .378 










Seq. No. 


2416 




- 

Seq. ID 


/"V 1* A A A ""J 1 —J f\ A A /"* 1 "7 

OJ990713 04 . 9C17 


. C15 


Gene No. 


5043 




Strand 






Start 


1 




End 


1193 




Name 


OJ990713 04 . 9C17 .C15 . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


230 




End 


369' 




GI 


none 




Score 


65 




Exons 


230.. 367, 232.. 303, 232 


. . 369, 


233 . .367 






Seq. No. 


2416 




Seq. ID 


OJ990713 04.9C17 


.C15 


Gene No. 


5043 




Strand 






Start 


1 




End 


1193 




Name 


OJ990713_04 . 9C17 . CI 5 .ol 


. tm 


Method 


TBLASTX : Maize 




Start 


546 




End 


979 




GI 


none 




Score 


139 




Exons 


546. .668, 547. .666, 719 


. .784, 


892 . . 969, 


a n o a /~ a o a /** 

892 . . 969, 896 . . 


97 9 


Seq. No. 


2417 




Seq. ID 


OJ990713 04 . 9C17 


. Cly 


Gene No. 


5044 




Strand 


+ 




Start 


58 




End 


129 




Name 


OJ9907l3_04 . 9C17 . CI 9 . ol 


.gs 


Method 


GEN SCAN 




Start 


58 




End 


"1 O A 

129 




GI 


none 




Score 


. 66 




Exons 


58 . . 129 










Seq. No. 


2418 




Seq. ID 


OJ990713 04 . 9C17 


. C20 


Gene No. 


5045 




Strand 


■+ 




Start 


1 




End 


1573 




Name 


OJ990713_04 . 9C17 . C20 . o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1573 




GI 


6721516 




Score 


236 




Exons 


1 . . 252, 1242 . . 1573 










GI Descrip. 


(AP001072 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


2418 




Seq. ID 


OJ990713 04 . 9C17 


. C20 


Gene No. 


504 6 




Strand 






Start 


299 




End 


1462 




Name 


OJ990713 04. 9C17.C20.ol 


.gs 


Method 


GEN SCAN 




Start 


299 




End 


1462 




GI 


none 




Score 


.52 




Exons 


299.-958, 1346. .1462 











2478 



its? 



Seq. No. 


2419 




Seq. ID 


OJ990713_04 . 9C17 .C21 


Gene No. 


5047 




Strand 


+ 


Start 


2070 




End 


5617 


Name 


OJ990713 04.9C17.C21.ol 


.np 


Method 


AAT/NAP 


Start 


2070 




End 


3728 


GI 


6682239 




Score 


423 


Exons 


2070.. 2260, 3220.. 3277, 


3591. 


.3728 




GI Descrip. 


(AC016661) putative MYB-related protein [Arabidopsis thaliana] 


Seq. No. 


2419 




Seq. ID 


OJ990713_04.9C17.C21 


Gene No. 


5047 




Strand 


+' 


Start 


2070 




End 


5617 


Name 


OJ990713 04.9C17.C21.ol 


. gs 


Method 


GENSCAN 


Start 


2100 




End 


5617 


GI 


none 




Score 


.8 


Exons 


2100. .2260, 3220. .3211 , 


3591. 


.3714, 4569. .4678, 4942. .5001, 




5491. .5617 








Seq." No. 


2419 




Seq. ID 


OJ990713_04 . 9C17.C21 


Gene No. 


5047 




Strand 


+ 


Start 


2070 




End 


5617 


Name 


OJ990713 04.9C17.C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3582 




End 


4188 


GI 


none 




Score 


11.4 


Exons 


3582. .3653/ 3582. .3713, 


3593. 


.3712, 382 


!8..3896, 3831.. 3866, 




3872.. 3955, 3873.. 3977, 


3873. 


.3977, 3874. .3978, 4062. .4166, 




4062. .4184, 4063. .4188, 


4063. 


.4185 




Seq. No. 


2419 




Seq. ID 


OJ990713__04.9C17.C21 


Gene No. 


5047 




Strand 


+ 


Start 


2070 




End 


5617 


Name 


OJ990713 04.9C17.C21.o2 


.np 


Method 


AAT/NAP 


Start 


4571 




End 


5000 


GI 


6907099 




Score 


177 


Exons 


4571. .4678, 4942. .5000 








GI Descrip. 


(AP001129) Similar to Arabidopsis thaliana DNA chromosome 4, 




ESSA I contig fragment ] 


Wo. 6, 


membrane 


protein homolog. (Z9734 




[Oryza sativa] 








Seq. No. 


2420 




Seq. ID 


OJ990713_04.9C17.C22 


Gene No. 


5048 




Strand 


+ 


Start 


209 




End 


671 


Name 


OJ990713 04.9C17.C22.ol 


.gp 


Method 


AAT/GAP 


Start 


209 




End 


671. 


GI 


2800473 




Score 


708 


Exons 


209. .671 








Seq. No. 


2421 




Seq. ID 


OJ990713_04.9C17.C23 


Gene No. 


504T9 




Strand 


+ 


Start 


2 




End 


1918 


Name 


OJ990713 04.9C17.C23.ol 


.np 


Method 


AAT/NAP 


Of 3 -k*+- 

o tar t. 


2 ■ 




End 


1730 


GI 


6358779 




Score 


692 


Exons 


2. .326, 448. .578, 1500. 


.1730 






GI Descrip. 


(AC010852) unknown protein [Arabidopsis 


: thaliana] 


Seq. No. 


2421 




Seq. ID 


OJ990713_04.9C17.C23 



2479 




Gene No. 


5049 


Strand 


+ 


Start 


2 


End 


1918 


Name 


OJ990713_04 . 9C17 ,C23.ol .gs 


Method 


GENSCAN 


Start 


23 


End 


1733 


GI 


none 


Score 


. 99 


Exons 


23.-326, 448. .578, 1500. .1733 






Seq. No. 


2421 


Seq. ID 


OJ990713_04 . 9C17 


Gene No. 


5049 


Strand 


+ 


Start 


Z 


End 


1918 


Name 


r\TQQn*71 "5 C\ A QP1 "7 poo ^1 >.-. 


Metnoa 


AAT / GAP 


Start 


495 


End 


1918 


GI 


78950 1.R1084 


Score 


926 


Exons 


495. .578, 1500. .1918 






GI Descrip. 


, 2191141 2.0e-14 (AF007269) A_ 


IG002N01 


.21 gene product 




[Arabidopsis thaliana] 1 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2421 
5050 
2226 

OJ990713_04 . 9C17 .C23 . o3 . tm 

218 

none 



Seq. ID OJ990713_04.9C17.C23 
Strand 

End 10613. 

Method TBLASTX: Maize 

End 1732 

Score 64 



218. .250, 296. .328, 406. .537, 443. .547, 447. .548, 521. .583, 

525. .581, 1470. .1730, 1496. .1732, 1499. .1732 

2421 Seq. ID OJ990713_04.9C17.C23 

5050 Strand 

2226 End 10613 

OJ990713_04 . 9C17 .C23.o6.ts Method TBLASTX : Soybean 

218 End 536 

none Score 63 

218. .250, 296.-328, 443. .535, 447. .536 



Seq. No. 2421 Seq. ID OJ990713_04.9C17.C23 

Gene No. 5050 - Strand 

Start 2226 End 10613 

Name OJ990713_04 . 9C17 .C23 . o4 . tc Method TBLASTX : Cress 

Start 218 End 1568 

GI none Score 63 

Exons 218. .250, 296. .328, 443. .583, 447. .581, 450. .587, 1479. .1568, 
1499. .1567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2421 Seq. ID 

5050 Strand 

2226 End 
OJ990713_04 . 9C17 . C23 . o3 . ts Method 

1499 End 

none Score 

1499. .1723, 1500. .1727, 1500. .1724 



OJ990713_04.9C17.C23 
10613 

TBLASTX : Soybean 

1727 

315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2421 
5050 
2226 

OJ990713_ 

2226 

none 



04.9C17.C23.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_04.9C17.C23 

10613 
GENSCAN 
10313 
.54 



2480 



m 
ru 



\.JL 



Exons 


2226 . 


. 2228, 


2291 . 


. 4304 , 


4454 . 


.4491, 4866. .5063, 5355. .5420, 




5787 . 


. 5900, 


6952 . 


. 7044, 


7126. 


.7188, 7602.. 7715, 7862.. 7960, 




8129. 


.8194, 


9210 . 


. 9305, 


9382 . 


.9466, 9592.. 9739, 10253.. 10313 


Seq. No. 


2421 










Seq. ID 


OJ990713_04.9C17.C23 


Gene No. 


5050 










Strand 




Start 


2226 










End 


10613 


Name 


OJ990713 04 


. 9C17 . 


C23 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2420 










End 


4006 


GI 


none 










Score 


106 


Exons 


2420. 


.2878, 


2580. 


.2864, 


2798. 


.3166, 2841. .3047, 2871. .3161, 




2873. 


.3439, 


2873 . 


. 3181, 


2915 . 


.3052, 3074.. 3178, 3105.. 3179, 




3200. 


.3481, 


3237 . 


. 3428, 


3245 . 


.3487, 3246. .3353, 3248.-3358, 




3500. 


.3715, 


3506. 


. 3682, 


3545. 


.3706, 3632.. 4006, 3677.. 3994, 




3707. 


.3877, 


3757 . 


. 3924, 


3779. 


.3931, 3914. .4006 


Seq. No. 


2421 










Seq. ID 


OJ990713_04.9C17,C23 


Gene No. 


5050 










Strand 




Start 


2226 










End 


10613 


Name 


OJ990713 04 


. 9C17 . 


C23.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2423 










End 


2854 


GI 


none 










Score 


131 


Exons 


2423. 


.2854, 


2427 . 


. 2747, 


2591 . 


.2779 




Seq. No. 


2421 










Seq. ID 


OJ990713_04.9C17.C23 


Gene No. 


5050 










Strand 




Start 


2226 










End 


10613 


Name 


OJ990713 04 


. 9C17 . 


C23.o5 


. tc 


Method 


TBLASTX: Cress ' 


Start 


2429 










End 


2758 


GI 


none 










Score 


61 


Exons 


2429. 


.2758, 


2640 . 


. 2756 








Seq. No. 


2421 










Seq. ID 


OJ990713_04.9C17.C23 


Gene No. 


5050 










Strand 




Start 


2226 










End 


10613 


Name 


OJ990713 04 


.9C17. 


C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2738 










End 


4000 


GI 


none 










Score 


60 


Exons 


2738. 


.2878, 


2879 . 


. 3169, 


3197 . 


.3484, 3491.. 3733, 3650. .3868, 




3908. 


.4000 












Seq. No. 


2421 










Seq. ID 


OJ990713_04.9C17.C23 


Gene No. 


5050 










Strand 




Start 


2226 










End 


10613 


Name 


OJ990713 04 


.9C17. 


C23.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2759 










End 


4000 


GI 


none 










Score 


96 


Exons 


2759. 


.3181, 


2787 . 


. 3074, 


2798 . 


.3109, 2942. .3166, 3104. .3484, 




3152. 


.3319, 


3191 . 


. 3409, 


3197 . 


.3439, 3500.. 3730, 3506.. 3829, 




3692. 


.3991, 


3701 . 


. 4000 








Seq. No. 


2421 










Seq. ID 


OJ990713_04.9C17.C23 


Gene No. 


5050 










Strand 




Start 


2226 










End 


10613 


Name 


OJ990713 04 


.9C17. 


C23.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


2894 










End 


4171 


GI 


none 










Score 


99 



2481 



Exons 



2894. .3022, 2942. .3169, 3191. .3316, 3248. .3481, 3509. .3847, 
3527. .3793, 3624. .3842, 3767. .3994, 3774. .3962, 4010. .4171 



Seq. No. 2421 

Gene No. 5050 

Start 2226 

Name OJ990713_04 . 9C17 . C23 . o2 . gp 

Start 4802 

GI 5003204 

Exons 4802.. 5106, 5355.. 5407 

GI Descrip. 2191141 2 . 0e-14 " (AF007269) 
[Arabidopsis thaliana] 



Seq. " ID 

Strand 

End 

Method 

End 

Score 



OJ990713_04.9C17.C23 

10613 
AAT/GAP 
5407 
661 



A_IG002N01.21 gene product 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2421 
5050 
2226 

OJ9907 13_04 . 9C17 . C23 . o4 . tm 

4979 

none 



Seq. ID OJ990713_04.9C17.C23 
Strand 

End 10613 

Method TBLASTX: Maize 

End 5408 

Score 115 



4979. .5110, 4981. .5115, 4987. .5115, 4992. .5120, 4998. .5120, 
5353.. 5406, 5353.. 5400, 5355.. 5408 



ry 



"'■•J 



□ 

n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2421 
5050 
2226 

OJ9907 13_04 . 9C17 . C23 . o2 . np 

4993 

2191141 



Seq. ID OJ990713_04.9C17.C23 

Strand - - 

End. 10613 

Method AAT/NAP 

End 10607 

Score 1037 



4993. .5106, 5325. .5420, 5504. .5575, 6952 .. 7044, 7126 7188, 
7282. .7392, 7602. .7715, 7862. .7960, 8129. .8194, 9651. .9741, 
10579. .10607 

GI Descrip. (AF007269) A_IG002N01 . 21 gene product [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2421 
5050 
2226 

OJ990713_04 . 9C17.C23.o2.ts 

4993 

none 



Seq. ID OJ990713_04.9C17.C23 
Strand 

End 10613 ■ 

Method TBLASTX : Soybean 

End 7707 

Score 77 



4993.. 5115, 5042.. 5107, 5353.. 5424, 5355.. 5432, 5504.. 5575, 

5505. .5597, 5787. .5879, 5788. .5907, 6937. .7047, 6959. .7045, 

7126. .7188, 7127. .7189, 7271. .7381, 7282. .7383, 7283. .7384, 

7599.. 7706, 7600.. 7707 



Seq. No. 
Gene No. 
Start 
Name 
Start 
* GI 
Exons 



2421 Seq. ID 

5050 Strand 

2226 . End 
OJ990713_04. 9C17.C23.ol.tc Method 
5844 End 
none Score 



OJ990713_04.9C17.C23 
10613 

TBLASTX: Cress 

9272 

65 



5844.. 5879, 5854.. 5898, 5873.. 5923, 6937. .7047, 6956.. 7045, 

7126. .7188, 7127. .7189, 7282. .7401, 7283. .7390, 7599. .7724, 

7603. .7716, 7866. .7961, 7866. .7958, 8118. .8198, 8129. .8197, 

9207.. 9272, 9211.. 9270 



Seq. No. 
Gene No. 



2421 
5050 



Seq. ID 
Strand 



OJ990713 04.9C17.C23 



2482 






Start 


2226 








End 


10613 






Name 


OJ990713 04 


.9C17 


.C23.o5 


.tm 


Method 


TBLASTX : 


Maize 




Start 


7316 








End 


9267 






GI 


none 








Score 


78 






Exons 


7316 . .7381, 


7318 


. . 7380, 


7599 . 


.7724, 7602. .7646, 


/OUO . . / /lo, 






7603 . . 7728, 


7863 


. .7961, 


7863 . 


.7961, 7876. .7962, 


OIIO O 1 A O 

olio . . ol9o, 






8129. .8197, 


8131 


. .8199, 


9207 . 


.9266, 9211.. 9267 






Seq. No. 


2421 








Seq. ID 


OJ990713 


04 . 9C17 . CZ3 




Gene No. 


5050 








Strand 








Start 


2226 








End 


10613 






Name 


OJ990713 04 


.9C17 


.C23.o4 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


7863 








End 


9817 






GI 


none 








Score 


42 






Exons 


7863 . . 7898, 


7896 


. .7961, 


01*10 

8118 . 


.8198, 8129. .8197, 


OtOC (101 o 

yloo . . 9313, 






9207 . . 9350, 


9211 


. . 9336, 


9379 . 


.9468, 9382.-9468, 


A "3 O O a >i »*r a 

9 ooo . . 94 o9, 






9583 . . 9741, 


9588 


. . 9740, 


9776 . 


.9817 








Seq. No. 


2421 








Seq. ID 


OJ990713 


04 . 9C1 / . CZ3 




Gene No. 


5050 








Strand 








. Start 


2226 








End 


10613 






Name 


OJ990713_04 


.9C17 


.C23.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


9268 








End 


10613 






GI 


none 








Score 


50 






Exons 


9268 . . 9306, 


9269 


. . 9313, 


9366 . 


.9461, 9379. .9468, 


33o2 . . 94 do , 


:. 




9582 . . 9740, 


9588 


. . 9737, 


10575 


. .10613 - : 






ifi 


Seq. No. 


2421 








Seq. ID 


OJ990713 


A A A/""**! "7 rtOI 

04 . 9C17 . C23 


i y 


Gene No. 


5050 








Strand 






u 


Start 


2226 








End 


10613 




m 


Name 


OJ990713_04 


. 9C17 


.C23.o3 


. tc 


Method 


TBLASTX: 


Cress 


S3. 


Start 


9379 








End 


9741 




u 


GI 


none 








Score 


74 






Exons 


9379 . . 9468, 


n -) ~i r\ 

9379 


. . 9468, 


A C C "7 

9567 . 


.9737, 9588. .9740, 


yo9<£ . . 9 / 4 1 


:= 


Seq. No. 


2421 








Seq. ID 


OJ990713 


A A AOI 1 OOO 

04 . 9C1 7 . Czo 




Gene No. 


5050 








Strand 








Start 


2226 








End 


10613 






Name 


OJ990713_04 


. 9C17 


. C23 . o3 


.gp 


Method 


AAT/GAP 






Start 


9591 








End 


9750 




t : 

*; xss 


GI 


2312417 ■ 








Score 


246 




□ 


Exons 


9591 . . 9750 
















Seq. No. 


2422 








Seq. ID 


OJ990713 


A A A^l 1 Z"' O A 

04 . 9C17 . C24 




Gene No.^ 


5051 








Strand 


+ 






Start 


1641 








End 


40'61 






Name 


OJ990713_04 


.9C17 


.C24.ol 


.np 


Method 


AAT/NAP 






Start 


164 1 








End 


3677 






GI 


5257270 








Score 


730 






Exons 


1641 . . 1756, 


2059 


. .2374, 


2402. 


.2506, 3458.-3677 






GI Descrip. 


(AP000364 ) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


2422 








Seq. ID 


OJ990713 


_04.9C17.C24 




Gene No. 


5051 








Strand 


+ 






Start 


1641 








End 


4061 






Name 


OJ990713 04 


.9C17 


.C24 .o3 


.gs 


Method 


GENSCAN 






Start 


2788 








End 


3855 





2483 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
ri Start 

Exons 

^ Seq. No. 

I J Gene No. 

Id Start 

: =? Name 

Jf= Start 

i5 Exons 



none 

2788.. 2945, 3277.. 3855 

2422 
5051 
1641 

OJ990713 J)4 . 9C17 . C24 . o2 . np 

3755 

5257269 

3755. .4061 

(AP000364) hypothetical 

2422 
5052 
26 

OJ990713_04 . 9C17 . C24 . ol . gs 
26 

none 

26. .184, 301. .426 

2422 
5053 
2112 

OJ990713_04 . 9C17 . C24 . o2 . gs 

2112 

none 

2112. .2474 

2423 
5054 
65 

OJ990713_04.9C17.C29.ol.gs 
65 

none 

65. .343, 398. .2411, 2787. 



Score . 62 



Seq. ID OJ990713_04.9C17.C24 

Strand + 

End 4061 

Method AAT/NAP 

End 4061 

Score 296 



protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_04 . 9C17 .C24 
426 

GENSCAN 

426 

.71 



OJ990713_04.9C17.C24 

2474 
GENSCAN 
2474 
.93 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2937, 3043. 



3968. .4266, 
5265. .5312, 



4343. .4601, 
5317. .5519, 



4694. .4876, 
5670. .5830 



OJ990713_04.9C17.C29 
+ 

6108 
GENSCAN 
5830 
.51 

..3379, 3464. .3874, 
4942. .4979, 5070. .5201, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2423 
5054 
65 

OJ990713_04 . 9C17 . C29 . ol . np 
236 

5441880 

236. .1241, 1686. .1717, 1976. 
3968. .4266, 4343. .4601, 4846 
5317.. 5551 

(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2291, 2787 



OJ990713_04 . 9C17 .C29 
+ 

6108 
AAT/NAP 
5551 
4697 

2937, 3043. 



,4919, 4956.-4979, 5070 



,3379, 
, .5201, 



Seq. No. 2423 Seq. ID 

Gene No. 5054 Strand 

Start 65 End 

Name . OJ990713_04 . 9C17 . C29 . ol . gp Method 

Start 840 End 

GI 5701669 ( Score 



OJ990713_04.9C17.C29 
+ 

6108 
AAT/GAP 
1271 
841 



2484 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



840. .1271 

,5441880/dbj I BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region* of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



2423 Seq. ID 

5054 Strand 
65 End 
OJ9907 13_04 . 9C17 . C29 . o2 . gp Method 
4094 End 
LIB3475-007-P1-K1-G8 Score 
4094. .4266, 4343.-4593 

, 5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ990713_04.9C17.C29 
+ 

6108 
AAT/GAP 
4593 
793 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2423 
5054 
65 

OJ990713_04.9C17.C29.o3.gp 
5655 

LIB3431-045-P1-N1-A10 
5655. .6108 

•5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ990713 
+ 

6108 
AAT/GAP 
6108 
876 



04.9C17.C29 



Seq. No. 


2423 


Seq. ID 


OJ990713_04. 9C17.C29 


Gene No. 


5055 


Strand 




Start 


5255 


End 


6471 


Name 


OJ990713 04.9C17.C29.o2 


,np Method 


AAT/NAP 


Start 


5255 


End 


6471 


GI 


6721543 


Score 


80 


Exons 


5255. .5295, 5614. .5689, 


6343. .6471 




GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2423 


Seq. ID 


OJ990713_04 . 9C17 -C29 


Gene No. 


5055 


Strand 




Start 


5255 


End 


6471 


Name 


OJ990713 04.9C17.C29.o4 


.gp Method 


AAT/GAP 


Start 


6051 


End 


6457 


GI 


7406 1.R1084 


Score 


669 


Exons 


6051.. 6457 






GI Descrip". 


' 1122315/emb | CAA63901 | 


7.0e-10 (X94191! 


1 heat shock protein 17 




[Pennisetum glaucum] 1 






Seq. No. 


2423 


Seq. ID 


OJ990713_04 . 9C17 .C29 


Gene No. 


5056 


Strand 




Start 


7018 


End 


24770 


Name 


OJ990713 04.9C17.C29.o5 


.tm Method 


TBLASTX: Maize 


Start 


797 


End 


1393 


GI 


none 


Score 


93 


Exons 


797.. 925, 805.. 903, 959 


..1258, 976.. 1197, 1322.. 1393 



Seq --.-No. 2423 Seq. ID 

Gene No. 5056 Strand 

Start 7018 End 

Name OJ990713 04 . 9C17 . C29 . o2 . tw Method 



OJ990713_04 . 9C17 .C29 
24770 

TBLASTX: Wheat 



2485 





Start 


1091 


End 


1471 




GI 


none 


Score 


208 




Exons 


1091.. 1285, 1100.. 1297, 1291 


..1410, 1295. .1471, 1295. .1441 




Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17.C29 




Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713_04 . 9C17 . C29 . o2 . gs 


Method 


GENSCAN 




Start 


7018 


End 


11051 




GI 


none 


Score 


.79 




Exons 


7018.. 7060, 7846.-7967, 8031 


..8258, 9737. .9912, 10060 .. 10087, 






10569. . 11051 








Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17.C29 




Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713 04.9C17.C29.o2.tm 


Method 


TBLASTX: Maize 




Start 


7657 


End 


10986 




GI 


none 


Score 


48 




Exons 


7657.. 7698, 7662.. 7703, 7709 


..7783, 7721. .7783, 7797. .8258, 






7798.. 8229, 7798.. 8259, 8144 


..8260, 10566. .10979, 10566 .. 10985, 






10567. .10986 








Seq. No. 


2423 


Seq. ID 


OJ990713_04 . 9C17.C29 


'•S C? 


Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ9907 13_04 . 9C17 . C29 . ol . tc 


Method 


TBLASTX: Cress 


ril 


Start 


7818 


End 


10992 


i!3 


GI 


none 


Score 


430 




Exons 


7818.. 8258, 7819.. 8229, 7945 


..8259, 7946. .8260, 10566 .. 10730, 


Id' 




10566. .10985, 10567'. .10992 






i M 


Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17.C29 




Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713 04.9C17.C29.o3.np 


Method 


AAT/NAP 


'"*-! 


Start 


7818 


End 


16038 


is ;=s 


GI 


4836876 


Score 


1200 




Exons 


7818.. 8258, 10569 . ..11000, 15973.. 16038 




i;3 


GI Descrip. 


(AC007260) Similar 1 to dTDP-D 


-glucose 4 


, 6-dehydratase 






[Arabidopsis thaliana] 








Seq. No. 


2423 


Seq. ID 


OJ990713_04 . 9C17.C29 




Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713 04.9C17.C29.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7820 


End 


10979 




GI 


none 


Score 


483 




Exons 


7820.. 8254, 7821.. 8258, 7822 


..8229, 7822. .8259, 7823.-8263, 






10558. .10974, 10560 1097 9, 


10566. .10976 




Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17.C29. 




Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713 04.9C17.C29.o5.gp 


Method 


AAT/GAP 




Start 


8174 


End 


11168 




GI 


21674 1.R1084 


Score 


1277 



2486 



Exons 8174.. 8258, 10569.. 11168 

GI Descrip. 1 5734 633/dbj | BAA83364 . 1 | 1.0e-18 (AP000391) Similar to 
Arabidopsis thaliana DNA chromosome 4, BAC clone F7H19 
(AL031018) [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2423 
5056 
7018 

OJ9907 13_04 . 9C17 . C2 9 . ol . tw 
8193 
none 



24770 

TBLASTX: Wheat 
10866 
80 

8193. .8258, 10556 .. 10594 , 10566 10703, 10566 .. 10865, 
10567. .10866 



Seq. ID OJ990713_04.9C17.C29 
Strand 
End 

Method 
End 
Score 



Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17 


. C2 9 


Gene No . 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713 04 . 9C17 .C29.o3.gs 


Method 


GENSCAN 




Start 


12428 


End 


17629 






none 


Score 


.56 




Exons 


12428. .12543, 14026 .. 14131, 


14577. .14637, 15555 .. 15602, 






15672. .16644, 16835 .. 16936, 


16972. .174! 


31, 17563. .17629 




Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17 


.C29 


Gene No. 


.5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713_04 . 9C17 . C29 . o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12760 


End 


14474 




GI 


none 


Score 


55 




Exons 


12760. .13152, 14424. .14474 








Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17 


.C29 


Gene No. 


5056 


Strand 






Start 


701o 


End 


24770 




Name 


OJ990713 04 . 9C17 . C29. o4 . np 


Method 


AAT/NAP 




Start 


13187 


End 


13750 






yl CQ1 1 1 1 

4oollll 


Score 


208 




Exons 


13187. .13750 








GI Descrip. 


(AC005825) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


2423 


Seq. ID 


OJ990713JD4.9C17 


.C29 


Gene No. 


5056 


Strand 






Start 


7018 ■ . 


End 


24770 




Name 


OJ990713 04.9C17.C29.o4.tw 


Method 


TBLASTX: Wheat 




Start 


13544 


End 


13766 




GI 


none 


Score 


125 




Exons 


13544. .13750, 13590 .. 13751, 


13590. .13766 




Seq. No. 


2423 


Seq. ID 


OJ990713_04.9C17 


.C29 


Gene No. 


5056 


Strand 






Start 


7018 


End 


24770 




Name 


OJ990713 04.9C17.C29.ol0.tm 


Method 


TBLASTX: Maize 




Start 


14024 


End 


14570 




GI 


none 


Score 


126 




Exons 


14024. .1434 4, 14 367. .14570 









2487 



Seq. No. 2423 Seq. ID 

Gene No. 5056 Strand 

Start 7018 • End 24770 

Name OJ990713_04 . 9C17 .C29.o6.np Method AAT/NAP 

Start 15503 End 18627 

GI 4903018 Score 1262 

Exons 15503. .15554, 15672 1664 4 , 16835 17423, 18450 

GI Descrip. (AB027507) ACE [Arabidopsis thaliana] 



OJ990713 04.9C17.C29 



.18627 



Seq. No. 2423 Seq. ID 

Gene No. 5056 * Strand 

Start 7018 End 

Name OJ990713_04 . 9C17 .C29 . o2 . tc Method 

Start 15525 End 

GI none Score 

Exons 15525. .15557, 15653 15700, 15666 .. 15704 , 

15699. .15725, 15791 .. 15844 , 15804 .. 15845, 



OJ990713_04 . 9C17 . C29 
24770 

TBLASTX: Cress 
16547 
38 

15698. .15724, 
15962. .16261, 



16313. .16369, 16352 .. 16546, 16494. .16547 



Seq. No. 2423 

Gene No. 5056 

Start 7018 

Name OJ990713_04 . 9C17 . C29 . o2 . ts 

Start 15647 

GI none . 

Exons 15647. .15871, 15666 .. 15731, 
15887. .16150, 15891.. 16142 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_04.9C17.C29 
24770 

TBLASTX : Soybean 

16150 

80 



15668. .15748, 15798. .15854., 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2423 
5056 
7018 

OJ990713 

15653 

none 



04.9C17.C29.o6.tm 



Seq. ID OJ990713_04.9C17.C29 
Strand 
End 

Method 
End 
Score 



24770 

TBLASTX: Maize 

15871 

72 



15653. .15871, 15666 15731, 15798.. 15854 



Seq. No. 2423 Seq. ID 

Gene No. 5056 Strand 

Start 7018 End 

Name OJ990713_04 . 9C17 . C2 9 . o7 . tm Method 

Start 15890 End 

GI none Score 

Exons - 15890. . 16234, 15987.. 16226 



OJ990713_04 . 9C17 .C29 
24770 

TBLASTX: Maize 

16234 

131 



Seq. No. 2423 

Gene No. 5056 

Start 7018 

Name OJ990713_04 . 9C17 . C29 . o3 . ts 

Start 16151 

GI none 

Exons 16151. .16282, 16170 .. 16259, 
16866. .17000, 16880. .17002 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_04.9C17.C29 
24770 

TBLASTX: Soybean 

17002 

96 



16304. .16642, 16314 .. 16637, 



Seq. No. 
Gene No. 
Start 
Name, 



2423 
5056 
7018 

OJ990713 04, 



9C17.C29.o3.tm 



Seq. ID OJ990713_04.9C17.C29 
Strand 

End 24770 

Method TBLASTX: Maize 



2488 




Start 


16313 




End 


17422 




GI 


none 




Score 


69 




Exons 


16313. . 16639, 16314.. 


16463, 


16494 . .16637, 16889. .17275, 






16890 .. 17273, 17363.. 


17422, 


17370. .17396 




Seq. No. 


2423 




Seq. ID 


OJ990713J34.9C17 


.C29 


Gene No. 


5056 




Strand 






Start 


7018 




End 


24770 




Name 


OJ990713_04 . 9C17 .C29. 


06 . tc 


Method 


TBLASTX: Cress 




Start 


16547 




End 


17101 




GI 


none 




Score 


191 




Exons 


16547 .. 16615, 16872 . . 


17099, 


16880. .17101 




Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C29 


Gene No. 


5056 




Strand 






Start 


7018 




End 


24770 




Name 


OJ990713_04 . 9C17 .C29. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


17003 




End 


17201 




GI 


none 




Score 


105 




Exons 


17003 .. 17140, 17004.. 


17141, 


17147. .17200, 17148. .17201 




Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C2 9 


Gene No. 


5056 




Strand 






Start 


7018 




End 


24770 




Name 


OJ990713 04.9C17.C29. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


17123 




End 


17465 




GI 


none 




Score 


142 




Exons 


17123 .. 17464, 17124.. 


174 65 








Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


-C2 9 


Gene No. 


5056 




Strand 






^Start 


7018 




End 


24770 




Name 


OJ990713_04 . 9C17 .C29. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


17201 




End 


17471 




GI 


none 




Score 


110 




Exons 


i ""I o rt i 1 "7 a rt i "7 rt rt rt 

17201 .. 17470, 17202.. 


17471 








Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C2 9 


Gene No. 


5056 




Strand 






Start 


7018 




End 


24770 




Name 


OJ990713 04.9C17.C29. 


06. gp 


Method 


AAT/GAP 




Start 


18509 


End 


19338 




GI 


3764144 




Score 


1182 




Exons 


18509. .18961, 19061.. 


19194, 


19295. .19338 




GI Descrip. 


5002516/emb|CAB4 4319. 


11 7.0e 


-44 (AL078606) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C29 


Gene No. 


5056 




Strand 






Start 


7018 




End 


24770 




Name 


OJ990713 04.9C17.C29. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


18693 




End 


19154 




GI 


none 




Score 


242 




Exons 


18693. .18962, 18712.. 


18969,' 


19059. .19154, 19060. .19119 




Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C29 


Gene No. 


5056 




Strand 







2489 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7018 End 

OJ9907 13_04 . 9C17 . C29 . o4 . tm Method 

18693 End 

none Score 



24770 

TBLASTX: Maize 

19359 

135 



18693. .18962, 18709 18810, 18723 .. 18962, 18724 18969, 
18875. .18973, 19059 .. 19196, 19060 .. 19209, 19060 19197 , 
19294. .19359, 19295.. 19357 



2423 
5056 
7018 

OJ9907 13_04 . 9C17 . C29 . o4 . gs 
18723 



End 

Method 
End 

none Score 
18723. .18961, 19061 19194 , 19295 19664 , 19774 .. 20078 , 
20221. .20675, 20766 20870, 20985 21126, 21155 21294 , 
21405. .21525, 23751 23899, 24593.-24 668, 24673. .24770 



Seq. ID OJ990713_04.9C17.C29 
Strand 

24770 
GENSCAN 
24770 
.8 



Seq. No. 2423 Seq. ID 

Gene No. 5056 Strand 

Start 7018 End 

Name OJ990713_04 . 9C17 . C2 9 . 08 . ts Method 

Start 18723 End 

GI none Score 

Exons 18723. .18962, 18730.. 18966 



OJ990713_04.9C17.C29 
24770 

TBLASTX : Soybean 

18966 

199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2423 Seq. ID 

5056 Strand 

7018 End 

OJ990713_04 . 9C17 . C2 9 . o7 . np Method 

18726 End 

5002516 Score 



OJ990713_04 . 9C17 .C29 

24770 
AAT/NAP 
21943 
2142 



18726. .18961, 19061 19194, 19295 19681 , 19774 .. 20078 , 
20221. .20675, 20766 20870, 20985 21294 , 21405 21525, 
21891.. 21943 



GI Descrip. (AL078606) putative protein [Arabidopsis thaliana] 



2423 Seq. ID 

5056 Strand 

7018 End 

OJ990713_04.9C17.C29.o4 .ts Method 

19291 End 

none Score 



19291. .19344, 19294 .. 19374 , 19295 .. 19372 , 19345 
19345. .19545, 1934 6 .. 19537 , 19385 .. 19561 , 19778 
19824. .20081, 19832.. 20098 



OJ990713_04.9C17.C29 
24770 

TBLASTX : Soybean 

20098 

51 

19494, 
20083, 



Seq. No. 2423 

Gene No. 5056 

Start 7018 

Name OJ990713_04 . 9C17 . C29 . o9 . tm 

Start 19396 

GI none 

Exons 19396. .19545, 19397.. 19624 

Seq. No. 2423 

Gene No. 5056 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_04 . 9C17 .C29 
24770 

TBLASTX: Maize 

19624 

148 



Seq. ID OJ990713_04.9C17.C29 
Strand 



2490 




Start 


7018 




End 


24770 


Name 


OJ990713 04.9C17.C29 


.o3. tw 


Method 


TBLASTX: Wheat 


Start 


19820 




End 


20280 


GI 


none 




Score 


251 


Exons 


19820. .20089, 19824. 


.20078, 


20214. .20279, 20215.. 20280 


Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


Gene No. 


5056 




Strand 




Start 


7018 




End 


24770 


Name 


OJ990713 04.9C17.C29 


. o5 . tc 


Method 


TBLASTX: Cress 


Start 


19821 




End 


20405 


GI 


none 




Score 


54 


Exons 


19821. .19889, 19823. 


.19888, 


19844. .19882, 19922. .19951, 




19925. .19999, 19952. 


.19999, 


19956. .20000, 19994 .. 20083, 




19995. .20078, 20005. 


.20091, 


20005. .20100, 20214. .20405, 



20215. .20403 





Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C29 




Gene No. 


5056 




Strand 








Start 


7018 




End 


24770 






Name 


OJ990713_04 . 9C17.C29 


.08 .tm 


Method 


TBLASTX: Maize 






Start 


19898 




End 


20358 






GI 


none 




Score 


167 






Exons 


19898. .19948, 19946. 


.20089, 


19947. .20075, 19963 .. 20082, 








19964. .20086, 20214. 


.20357, 


20215. .20358 






Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C29 




Gene No. 


5056 




Strand 






y 


Start 


7018 




End 


24770 




zs 


Name 


OJ990713 04.9C17.C29 


.o5. ts 


Method 


TBLASTX : Soybean 




i S 


Start 


20253 




End 


20499 






GI 


none 




Score 


264 




J 


Exons 


20253. .20498, 20257. 


.20499 










Seq. No. 


2423 




Seq. ID 


OJ990713_04.9C17 


.C29 




Gene No. 


5056 




Strand 








Start 


7018 




End 


24770 






Name 


OJ990713 04.9C17.C29 


.ol . tm 


Method 


TBLASTX: Maize 






Start - 


20358 




End 


21955 






GI 


none 




Score 


51 




3 


Exons 


20358. .20552, 20361. 


.20462, 


20362. .20535, 2052 6 .. 20678, 








20536. .20676, 20537. 


.20677, 


20764. .20871, 20765 .. 20872, 








20766. .20870, 20984. 


.21124, 


20985. .21131, 20986. .21135, 








21123. .21170, 21172. 


.21294, 


21188. .21301, 21377. .21523, 








21386. .21523, 21396. 


.21524, 


21887. .21955, 21888.. 21953 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2423 
5056 
7018 

OJ990713_04. 9C17.C29.o6.ts 

20526 

none 



Seq. ID OJ990713_04.9C17.C29 
Strand 

End 24770 

Method TBLASTX : Soybean 

End 21170 

Score 100 



20526. .20678, 20796 .. 20870, 20985 .. 21131, 20985 .. 21131 , 
20986. .21135, 21123.. 21170 



Seq. No. 
Gene No. 



2423 
5056 



Seq. ID 
Strand 



OJ990713 04.9C17.C29 



2491 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7018 End 24770 

OJ990713_04.9C17.C29.o7.gp Method AAT/GAP 
21240 End 22098 

3764143 ' Score 712 

21240. .21294, 21405 .. 21525, 21891.. 22098 
5734633/dbj IBAA83364.il 1.0e-18 (AP000391) Similar to 
Arabidopsis thaliana DNA chromosome 4, BAC clone F7H19 
(AL031018) [Oryza sativa] 



2424 Seq. ID 

5057 Strand 

1746 End 
OJ990713_04. 9C17.C30.ol.gs Method 

1746 End 

none Score 
1746. .1846 



OJ990713_04.9C17.C30 

1846 
GENSCAN 
1846 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2425 Seq. ID 

5058 Strand 
447 End 
OJ990713_04. 9C17.C31.ol.gs Method 
447 End 
hone Score 
447. .553, 860. .881, 1175. .1319 

2426 Seq. ID 

5059 Strand 
1 End 
OJ990713_04. 9C17.C32.ol.np Method 
1 End 
4903018 Score 
1. .625 

(AB027507) ACE [Arabidopsis thaliana] 

2426 Seq. ID 

5059 Strand 

1 End 

OJ990713_04 . 9C17 . C32 . ol . tm Method 

15 End 

none Score 
15. .419, 26. .403 

2426 Seq. ID 

5059 Strand 

1 End 

OJ990713_04. 9C17.C32.ol.ts Method 

15 End 

none Score 
15. .425, 26. .421 

2426 Seq. ID 

5059 Strand 

1 End 

OJ990713_04 . 9C17 . C32 . ol . gs Method 

71 End 

none Score 
71. .420, 474. .493 



OJ990713_04.9C17.C31 

1319 
GENSCAN 
1319 
.44 



OJ990713_04.9C17.C32 
+ 

625 

AAT/NAP 

625 

395 



OJ990713_04.9C17.C32 
+ 

625 

TBLASTX: Maize 

419 

422 



OJ990713_04.9C17.C32 
+ 

625 

TBLASTX : Soybean 

425 

388 



OJ990713_04.9C17.C32 
+ 

625 

GENSCAN 

493 

.76 



2492 




Seq. No. 


2426 


Seq. ID 


OJ990713_04.9C17.C32 


Gene No. 


5059 


Strand 


+ 


Start 


1 . 


End 


625 


Name 


OJ990713_04 . 9C17 .C32 .ol. tc 


Method 


TBLASTX: Cress 


Start 


113 


End 


422 


GI 


none 


Score 


336 


Exons 


113. . 421/ 114 . .422 






Seq. No. 


2427 


Seq. ID 


OJ990713_04.9C17.C35 


Gene No. 


5060 


Strand 


+ 


Start 


4520 


End 


5707 


Name 


OJ9907 13_04 . 9C17 . C35 . o2 . gs 


Method 


GENSCAN 


Start 


4520 


End 


5707 


GI 


none 


Score 


.56 


Exons 


4520.. 4539, 5166.. 5308, 5640 


. .5707 




Seq. No. 


2427 


Seq. ID 


OJ990713 04.9C17.C35 


Gene No. 


5061 


Strand 


+ 


Start 


6050 


End 


7670 


Name 


OJ990713 04.9C17.C35.o2.np 


Method 


AAT/NAP 


Start 


6050 


End 


7670 


GI 


4928397 


Score 


168 


Exons 


6050. .6131, 7416. .7670 






GI Descrip. 


(AF132013) RING-H2 zinc finger protein ATL3 [Arabidopsis 




thaliana] gi | 6730770 | gb IAAF27159 . 1 | AC016529 22 (AC016529) 




RING-H2 zinc finger protein 


(ATL3) [Arabidopsis thaliana] 


Seq. No. 


2427 


■ Seq. ID 


OJ990713_04 . 9C17 .C35 


Gene No. 


5061 


Strand 


+ 


Start 


6050 


End 


7670 


Name 


OJ990713 04.9C17.C35.o3.gs 


Method 


GENSCAN 


Start 


6479 


End 


7619 


GI 


none 


Score 


.95 


Exons 


6479. .6504, 7259. .7619 






Seq. No. 


2427 


Seq. ID 


OJ990713_04.9C17.C35 


Gene No. 


5062 


Strand 




Start 


74 


End 


4028 


Name 


OJ990713 04.9C17.C35.ol.gs 


Method 


GENSCAN 


Start 


74 


End 


4001 


GI 


none 


Score 


.77 


Exons 


74. .133, 754. .879, 1195. .1650, 1751..: 


L981, 2327.. 2446, 




2554. .2674, 3544. .4001 






Seq. No. 


2427 


Seq. ID 


OJ990713_04 . 9C17 .C35 


Gene No. 


5062 


Strand 




Start 


74 


End 


4028 


Name 


OJ990713 04.9C17.C35.ol.np 


Method 


AAT/NAP 


Start 


1531 


End 


4028 


GI 


3695059 


Score 


750 


Exons 


1531. .1650, 1751.. 1981, 2327 


..2446, 2554. .2674, 3544. .3790, 




3857. .4028 






GI Descrip. 


(AF064787) rac GTPase activating protein 1 [Lotus japonicus; 


Seq. No. 


2427 


Seq. ID 


OJ990713_04.9C17.C35 


Gene No. 


5063 


Strand 





2493 



Start 


5841 








End 


5990 


Name 


OJ990713 04 


. 9C17 


.C35.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1499 








End 


3753 


GI 


none 








Score 


174 


Exons 


1499. . 1651, 


1501 


. . 1653, 


1505 . 


.1651, 1552. .1665, 1748.. 1981, 




1750. . 1983, 


1755 


. . 1985, 


1765. 


.1986, 2308. .2448, 2319. .2447, 




2321 . .2449, 


2553 


. .2675, 


2554 . 


.2676, 2561. .2677, 3570.. 3668, 




3570. . 3668, 


3595 


. . 3669, 


3724 . 


.3753 




Seq. No. 


2427 








Seq. ID 


OJ990713_04.9C17.C35 


Gene No. 


5063 








Strand 




Start 


5841 








End 


5990 


Name 


OJ990713_04 


.9C17 


.C35.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1550 








End 


2392 


GI 


none 








Score 


115 


Exons 


1550. . 1651, 


1552 


. . 1665, 


1555. 


.1665, 1748.. 1930, 1748.. 1981, 




1752 . . 1982, 


2321 


. . 2392 








Seq. No. 


2427 








Seq. ID 


OJ990713_04.9C17.C35 


Gene No. 


. 5063 








Strand 




Start 


5841 








■ End 


5990 


Name 


OJ990713 04 


. 9C17 


.C35.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1558 








End 


1966 


GI 


none 








Score 


88 


Exons 


. 1558. .1665, 


1559 


. . 1651, 


1748. 


.1957, 1748.. 1966, 1755;. 1964 


Seq. No. 


2427 








Seq. ID 


OJ990713_04 . 9C17 . C35 


Gene No. 


5063 








Strand 




Start 


5841 








End 


5990 


Name 


OJ990713_04 


.9C17 


.C35.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1748 








End 


2667 


GI 


none 








Score 


147 


Exons 


1748 . . 1957, 


1748 


. . 1981, 


1750. 


.1983, 1752. .1985, 2310.. 2447, 




2321. . 2449, 


2554 


. .2667, 


2561. 


.2665 




Seq. No. 


2427 








Seq. ID 


OJ990713_04 . 9C17 . C35 


Gene No. 


5063 








Strand 




Start 


5841 








End 


5990 


Name 


OJ990713_04 


. 9C17 


.C35.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2393 








End 


3669 


GI 


none 








Score 


64 


Exons 


2393. .2449, 


2394 


. .2444, 


2551. 


.2676, 2552. .2668, 3570. .3668, 




3591 . . 3668, 


3595 


. . 3669 








Seq. No. 


2427 








Seq. ID 


OJ990713_04.9C17.C35 


Gene No. 


5063 








Strand 




Start 


5841 








End 


5990 


Name 


OJ990713 04 


.9C17 


.C35.ol. 


gp 


Method 


AAT/GAP 


Start 


5841 








End 


5990 


GI 


286806 








Score 


233 


Exons 


5841. .5990 













GI Descrip. 5441872/dbj | AP000366. 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 



Seq. No. 
Gene No. 
Start 



2427 
5064 
7404 



Seq. ID OJ990713_04.9C17.C35 
Strand 

End 7589 



2494 




Name 


OJ990713_04 . 


9C17 


.C35.o2. ts 


Method 


TBLASTX : Soybean 


Start 


7404 






End 


7577 


GI 


none 






Score 


205 


Exons 


7404 . .7577 , 


7415 


. .7555, 7473. . 


. 7559 




Seq. No. 


2427 






Seq. ID 


OJ990713_04 . 9C17 .C35 


Gene No. 


5064 






Strand 




Start 


7404 






End 


7589 


Name 


OJ990713_04 . 


9C17 


.C35.o2.tc 


Method 


TBLASTX : Cress 


Start 


7410 






End 


7564 


GI 


none 






Score 


181 


Exons 


7410. .7559, 


7418 


. .7564 






Seq. No. 


2427 






Seq. ID 


OJ990713_04 . 9C17 .C35 


Gene No. 


5064 






Strand 




Start 


7404 






End 


7589 


Name 


OJ990713 04. 


9C17 


. C35 . o2 . tw 


Method 


TBLASTX : Wheat 


Start 


7418 






End 


7568 


GI 


none 






Score 


174 


Exons 


7418 . . 7567, 


7419 


. .7568 






Seq. No. 


2427 






Seq. ID 


OJ990713 04.9C17.C35 


Gene No. 


5064 






Strand 




Start 


7404 






End 


7589 


Name 


OJ990713 04. 


9C17 


. C35 . o2 . tm 


Method 


TBLASTX : Mai ze 


Start 


"■ 7427 






End 


7589 


GI 


none 






Score 


197 


Exons 


7427. .7588, 


7428 


. .7589 






Seq. No. 


2428 






Seq. ID 


OJ990713_04 . 9C17.C36 


Gene No. 


5065 






Strand 


+ 


Start 


' 1 






End 


2103 


Name 


OJ990713 04. 


9C17 


.C36.ol .np 


Method 


AAT/NAP 


Start 


1 






End 


2100 


GI 


5882733 






Score 


1132 


Exons 


1..94, 735.. 


2100 








GI Descrip. 


(AC008263) Contains a PF| 01535 DUF17 domain. [Arabidopsis 




thaliana] gi 


16646774 | gb | AAF21086 . 1 |AC013258_24 (AC013258) 




hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


2428 






Seq. ID 


OJ990713_04.9C17.C36 


Gene No. 


5065 






Strand 


+ 


Start 


1 






End 


2103 


Name 


OJ990713 04. 


9C17 


,C36.ol .gs 


Method 


GENSCAN 


Start 


529 






End 


* 2103 


GI 


none 






Score 


.96 


Exons 


529. .2103 










Seq. No. 


2428 






Seq. ID 


OJ990713_04.9C17.C36 


Gene No. 


5065 






Strand 


+ 


Start 


1 






End 


2103 


Name 


OJ990713 04. 


9C17 


.C36.ol.tc 


Method 


TBLASTX: Cress 


Start 


1177 






End 


1854 


GI 


none 






Score 


95 


Exons 


1177. .1416, 


1198 


..1353, 1240.. 


,1386, 1423.. 1506, 1426.. 1683, 




1429. .1632, 


1441 


..1788, 1456.. 


,1671, 1468. .1611, 1491. .1763, 




1525. .1842, 


1567 


..1725, 1623.. 


,1784, 1630. .1854 



2495 




Seq. No. 2428 
Gene No. 5065 
Start 1 

Name . OJ990713_04 . 9C17 .C36.ol.tm 

Start 1192 
GI none 

Exons 1192.. 1386, 1206.. 1340, 1216. 

1434. .1559, 1438. .1848, 1440. 
1537.. 1848, 1636. .1848, 1641. 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2428 
5065 
1 

OJ990713_04, 
1216 
none 
1216. 
1494. 
1648. 



9C17.C36.ol.ts 



.1353, 
,1538, 
,1788, 



1429. .1539, 
1501. .1644, 
1651. .1788, 



1462. 
1509. 
1720. 



Seq. ID OJ990713_04.9C17.C36 

Strand + 

End 2103 

Method TBLASTX : Mai ze 

End 1932 

Score 108 

.1425, 1228. .1413, 1429. .1749, 
.1844, 1453. .1845, 1473. .1748, 
.1841, 1858.. 1932 

Seq. ID OJ990713_04.9C17.C36 

Strand + 

End 2103 

Method TBLASTX : Soybean 

End 1902 

Score 99 

.1518, 1470. .1505, 1475. .1612, 
.1643, 1540. .1683, 1647. .1784, 
.1902, 1729. .1848, 1734. .1892 



04.9C17.C37 



2429 Seq. ID OJ990713_ 

5066 Strand + 

10 End 1356 

OJ990713_04 .9C17.C37.ol.np Method AAT/NAP 

10 End 1356 

5922634 Score 116 
10. .109, 1334. .1356 

(AP0004 92) hypothetical protein [Oryza sativa] 

.gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


2429 




Seq. ID 


OJ990713__ 


_04.9C17.C37 




Gene No. 


5066 




Strand 


+ 






Start 


10 




End 


1356 




23. 
I 


Name 


OJ990713 04.9C17.C37.ol 


.gs 


Method 


GENSCAN 






Start 


11 




End 


109 






GI 


none ' 




Score 


.56 




S3 


Exons 


11. .109 










Cj 


Seq. No. 


2430 




Seq. ID 


OJ990713_ 


_04.9C17.C39 




Gene No. 


5067 




Strand 


+ 






Start 


134 




End 


1011 






Name 


OJ990713 04.9C17.C39.ol 


.gs 


Method 


GENSCAN 






Start 


' 134 




End 


1011 






GI 


none 




Score 


.58 






Exons 


134. .334, 391. .553, 555 


. .700, 


767 . .1011 






Seq. No. 


2431 




Seq. ID 


OJ990713_ 


_02.9C10.C3 




Gene No. 


5068 




Strand 


+ 






Start 


1162 




End 


12247 






Name 


OJ990713 02.9C10.C3.ol. 


gs 


Method 


GENSCAN 






Start 


1162 




End 


12247 






GI 


none x 




Score 


.59 






Exons 


1162. .1172, 1225. .1346, 


1352. 


.2014, 2096. .2814, 


4932. .5030, 






6224.. 6369, 7397.. 7533, 


9142. 


.9325, 9447. .9616, 


9725. .11157 



12113. .12247 



2496 



OJ990713 02.9C10.C3 



Seq. No. 2431 Seq. ID 

Gene No. 5069 Strand 

Start 11298 End 

Name OJ9907 13_02 . 9C10 . C3 . o2 . tm Method 

Start 10066 End 

GI none Score 

Exons 10066. .10164, 10071 10145, 10167 .. 10406, 10168 .. 10404, 
10170. .10418 



11481 

TBLASTX: Maize 

10418 

90 



Seq. No. 2431 
Gene No. 5069 
Start 11298 

Name OJ990713_02 . 9C10 . C3 . ol . tm 

Start 10518 
GI none 
Exons 10518. 

10675. 

10774. 

10855. 

10947. 



10610, 10537, 

10746, 10679. 

10836, 10777, 

10941, 10856. 
11000 



,10611, 
,10744, 
,10842, 
,10966, 



Seq. ID OJ990713_02.9C10.C3 
Strand 

End 11481 

Method TBLASTX : Mai ze 

End 11001 

Score 107 
10610. .10669, 10612. .10683, 
10692. .10775, 10743 10835, 
10846. .10944, 10853 .. 10966, 
10909. .11001, 10945. .10998, 



Seq. No. 
;SSi Gene No. 
^ Start 
\J Name 
rn Start 
ry gi 

Exons 



2431 Seq. ID 

5069 Strand 

11298 End 

OJ990713_02 . 9C10 . C3 . ol . gp Method 

11298 End 

3106504 Score 
11298. .11481 



OJ990713_02.9C10.C3 

11481. 
AAT/GAP 
11481 
300 





Seq. No. 


2432 




Seq. ID 


OJ990713_02. 9C10.C4 




Gene No. 


5070 




Strand 


+ 


i 1 } j 


Start 


2321 




End 


3114 




Name 


OJ990713 02.9C10 


.C4 .ol .gp 


Method 


AAT/GAP 




Start 


2321 




End 


2788 


: : 
■: s» 

: ; e 


GI 


54497 1.R1084 




Score 


839 


'hi 


Exons 


2321.. 2788 








list 

: n 


GI Descrip. 


'4099921 2.0e-10 


(U91982) 


EREBP-3 homolog [Stylosanthes hamata] 


:- — J 


Seq. No. 


2432 




Seq. ID 


OJ990713_02.9C10.C4 


3S \ 


Gene No. 


5070 




Strand 


+ 




Start 


2321 




End 


3114 




Name 


OJ990713 02.9C10 


,C4 .ol.np 


Method 


AAT/NAP 




Start 


2364 




End 


3114 




GI 


4099921 




Score 


361 




Exons 


2364.. 2420, 2512 


. .3114 








GI Descrip. 


(U91982) EREBP-3 


homolog 


[Stylosanthes 


hamata] 




Seq. No. 


2432 




Seq. ID 


OJ990713_02.9C10.C4 




Gene No. 


5071 




Strand 


+ 




Start 


6533 




End 


8612 




Name 


OJ990713 02.9C10 


.C4 .o2.gs 


Method 


GENSCAN 




Start 


6533 




End 


8597 




GI 


none 




Score 


.72 




Exons 


6533.. 6552, 7635 


..7707, 7 


307. .7896, 81 


48. .8354, 8411. .8597 




Seq. No. 


2432 




Seq. ID 


OJ990713_02. 9C10.C4 



2497 






Gene No. 


5071 






Strand 


+ 






Start 


6533 






End 


8612 






Name 


OJ990713_02 


.9C10. 


,C4 .o2.np 


Method 


AAT/NAP 






Start 


7750 






End 


8612 






GI 


5042454 






Score 


444 






Exons 


7750. .7900, 


8248. 


.8354, 8411. 


.8612 








GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


2432 






Seq. ID 


OJ990713_02 . 9C10 


.C4 




Gene No. 


5072 






Strand 








Start 


2805 






End 


3424 






Name / 


OJ990713_02 


.9C10. 


C4.o2.tm 


Method 


TBLASTX: Maize 






Start 


2396 






End 


2688 






GI 


none 






Score 


40 






Exons 


2396. .2419, 


2397. 


.2432, 2404. 


.2436, 2470.. 2604, 2508. .2582 






2511 . .2657, 


2512. 


.2688 










Seq. No. 


2432 






Seq. ID 


OJ990713_02.9C10 


.C4 




Gene No. 


5072 






Strand 








Start 


2805 






End 


3424 






Name 


OJ990713_02 


. 9C10. 


C4 .ol.tw 


Method - 


TBLASTX: Wheat 






Start 


2400 






End 


2688 






GI 


none 






Score 


57 






Exons 


2400 . .2438, 


2401. 


;2439, 2476. 


.2601, 2511. .2582, 2511. .2657 


.: es, 
1-sJ 




2512 . .2688 












hJ 

.! Ct 

i.t : 


Seq. No. 


2432 






Seq. ID 


OJ990713_02.9C10 


.C4 


:;i : 


Gene No. 


5072 






Strand 






ill 


Start 


2805 






End 


3424 






Name 


OJ990713 02 


.9C10. 


C4 .ol.tc 


Method 


TBLASTX: Cress 




; . 1 


Start 


2511 






End 


2685 






GI 


none 






Score 


200 




ry 


Exons 


2511 . .2609, 


2512. 


.2685 










Seq. No. 


2432 






Seq. ID 


OJ990713_02.9C10 


.C4 


;- 

'is? 


Gene No. 


5072 






Strand 








Start 


2805 






End 


3424 






Name 


OJ990713 02 


.9C10. 


C4 .ol.ts 


Method 


TBLASTX : Soybean 






- Start 


2511 






End 


2685 ' 






GI 


none 






Score 


64 




jI 3 


Exons 


2511 . .2582, 


2511. 


.2609, 2512. 


.2685 








Seq. No. 


2432 






Seq. ID 


OJ990713_02.9C10 


.C4 




Gene No. 


5072 






Strand 








Start 


2805 






End 


3424 






Name 


OJyyO/li 02 


.9C10. 


C4. ol.tm 


Method 


TBLASTX: Maize 






Start 


2739 






End 


2969 






GI 


none 






Score 


123 






Exons 


2739. .2825, 


2740. 


.2826, 2860. 


.2967, 2862.. 2969 






Seq. No. 


2432 






Seq. ID 


OJ990713_02.9C10 


.C4 




Gene No. 


5072 






Strand 








Start 


2805 






End 


3424 






Name 


OJ990713 02 


.9C10. 


C4 ,o2.gp 


Method 


AAT/GAP 






Start 


2805 






End' 


3424 






GI 


none 






Score 


1105 






Exons 


2805. .3424 













2498 



Seq. No. 2433 Seq. ID 

Gene No. 5073 Strand 

Start 1 End 

Name OJ9907 13_02 . 9C10 . C5 . ol . np Method 

Start 1 End 

GI 5042454 Score 

Exons 1..486, 878. .1064, 1212. .1594, 2179 
GI Descrip. 



OJ990713_02.9C10.C5 
+ 

2673 
AAT/NAP 
2661 
1368 

2206, 2432.. 2661 



(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 2433 Seq. ID 

Gene No. 5073 Strand 

Start 1 End 

Name OJ9907 13_02 . 9C10 .C5.ol.tm Method 

Start 344 End 

GI none Score 

Exons 344.. 487, 349.. 483 



OJ990713_02.9C10.C5 
+ 

2673 

TBLASTX : Maize 

487 

184 



Seq. No. 2433 Seq. ID 

Gene No. 5073 Strand 

Start 1 End 

Name OJ9907 13_02 . 9C10 .C5.ol.gp Method 

Start 627 End 

GI 2428323 • Score 

Exons 627... 1092 

GI Descrip. 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ990713_02.9C10.C5 
+ 

2673 
AAT/GAP 
1092 
670 - 



Lit 



ru 

i: 

l3 



erf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



2433 Seq. ID 

5073 Strand 

1 End 

OJ990713_02 . 9C10 .C5.ol.tw Method 

1403 End 

none Score 

1403.. 1699, 1480.. 1695 



OJ990713_02.9C10.C5 
+ 

2673 

TBLASTX -.Wheat 

1699 

277 



2433 
5073 
1 

OJ990713_02 . 9C10 . C5 . o2 . gp 
2466 

uC-osflcypl72a09al 
2466.. 2673 

'5803242/dbj IAP000399.1 IAP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. ID OJ990713_02.9C10.C5 

Strand + 

End 2673 

Method AAT/GAP 

End 267 3 

Score - 368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



2434 Seq. ID 

5074 Strand 

1 End 

OJ990713_02 . 9C10 . C6 . ol . np Method 

1 End 

5042454 Score 
1..78, 2924..29S6 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990713_02.9C10.C6 
+ 

2956 
AAT/NAP 
2956 
67 



2434 
5075 



Seq. ID 
Strand 



OJ990713 02.9C10.C6 



2499 



Start 
Name 
Start 
GI 

Exons 



327 End 1888 

OJ990713_02. 9C10.C6.ol.gs Method GENSCAN 

327 End 1888 

none Score . 63 
327. .584, 1759. .1888 



Seq. No. 2435 Seq. ID 

Gene No. 507 6 Strand 

Start 83 . End 

Name OJ990713_02 . 9C10 . C8 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83..229 



OJ990713_02.9C10.C8 
+ 

229 

GENSCAN 

229 

.91 



Seq. No. 2435 Seq. ID 

Gene No. 5077 Strand 

Start 17567 End 25240 

Name OJ990713_02 . 9C10.C8 .o3.gs Method GENSCAN 

Start 17567 End 25240 

GI none Score . 65 

Exons 17567. .18485, 18651 .. 19087, 19272 .. 19900, 20087 

20643. .21263, 21305 .. 21412, 214 65 .. 21905, 21950 

22088. .22728, 22933 23073, 23178 .. 23598 , 23902 

24446. .24611, 24754 24855, 25110.. 25240 



OJ990713_02.9C10.C8 
+ 



,20474, 
,21996, 
,23986, 



Q Seq. No. 
rn Gene No. 
"jij! Start 

Name 
U Start 

GI 

-.3 Exons 

rji GI Descrip. 

i sS 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'4 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2435 Seq. ID 

5077 Strand 

17567 End 

OJ9907 13_02 . 9C10 . C8 . o2 . np Method 

20652 End 

5902445 Score 
20652. .22414, 22454.. 23740 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990713_02.9C10.C8 
+ 

25240 
AAT/NAP 
23740 
2928 



2435 
5078 
2150 
OJ9907 
2150 
none 
2150. . 
3518. . 
4624. . 
6517. . 
8321. . 
11255. 
15749. 

2435 
5078 
2150 

OJ990713_02.9C10.C8.ol.np 
2156 
6807671 



13_02.9C10.C8.o2.gs 



2270, 2533.. 2605 
3673, 3705.. 3860 
4707, 4937.. 5113 
6706> 6818.. 6970 
8512, 8584.. 8662 
.11349, 11421. .1 
.16225, 16630.. 1 



Seq. ID OJ990713_02.9C10.C8 
Strand 

End 17360 
Method GENSCAN 
End 17360 
Score .7 
2682. .2769, 3015. .3149, 3388. .3448, 
3942. .4063, 4151. .4240, 4331*.. 4561, 
5189. .5494, 5747. .5905, 6014. .6147, 
, 7462. .7592, 7696. .7840, 7908. .8036, 
, 8755. .8885, 9065. .9241, 10009 10098 , 
1757, 12579. . 12717, 14 650 .. 15045, 
6737, 16844. .16958, 17132.. 17360 



Seq. ID OJ990713_02.9C10.C8 
Strand 

End 17360 
Method AAT/NAP 
End 11683 
Score 1562 

2156. .2270, 2533. .2605, 2682. .2769, 3015. .3149, 3388. .3448, 
3518. .3625, 3705. .3879, 4192. .4540, 4854. .5231, 5307. .5494, 
5747. .5905, 6014. .6147, 6517. .6706, 6818.. 6970, 7462. .7592, 



2500 



GI Descrip. 



7696.. 7840, 7908.. 8015, 8342.. 8662, 8755.. 3885, 9065.. 9241, 
9327.. 9428, 10009. . 10098, 11255 11383, 11501.. 11683 
(AL136877) hypothetical protein [Homo sapiens] 



Seq. No. 2435 

Gene No. 5079 

Start 25266 

Name OJ9907 1 3_02 . 9C10 . C8 . 06 . tm 

Start 2069 

GI none 
Exons 



Seq. ID OJ990713_02.9C10.C8 
Strand 

End 25875 

Method TBLASTX : Mai ze 

End 3080 

Score 52 



2069. .2095, 2070. .2114, 2107. .2262, 2110. .2262, 2114. .2320, 

2135. .2278, 2516. .2605, 2533. .2631, 2533. .2604, 2535. .2606, 

2681. .2770, 2682.-2753, 2683.-2754, 2683. .2772, 2684. .2770, 

2988.. 3056, 3016.. 3057, 3045.. 3080 



Seq. No. 2435 Seq. ID 

Gene No. 507 9 Strand 

Start 25266 End, 

Name OJ990713_02 . 9C10 . C8 . ol . tm Method 

Start 3093 End 

GI none Score 
Exons 



OJ990713_02.9C10.C8 
25875 

TBLASTX: Maize 

4182 

75 



3093. .3185, 3098. .3139, 3382. .3450, 3389. .3451, 3389. .3451, 

3517. .3624, 3518. .3628, 3519. .3626, 3701. .3859, 3701. .3889, 

3702. .3890, 3941. .4066, 3941. .4066, 3943. .4068, 4149. .4181, 
4150. .4182 . 



fU 



r U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2435 
5079 
25266 

OJ990713_02 . 9C10 . C8 . o4 . tm 

4183 

none 



Seq. ID OJ990713_02.9C10.C8 
Strand 
End 

Method 
End 
Score 



25875 

TBLASTX: Maize 

5071 

66 



4183. .4242, 4184. .4243, 4184. .4243, 4298. .4402, 4325. .4546, 
4332.-4538, 4335.-4553, 4411. .4548, 4453. .4554, 4571. .4711, 
4623. .4715, 4624. .4707, 4936. .5049, 4937. .5071, 4937. .5062 



Seq. No, 
Gene No. 

Q Start 

^ Name 

:;f Start 

U GI 

Exons 



2435 Seq. ID 

5079 Strand 

25266 End 

OJ9907 13_02 . 9C10 . C8 . o2 . ts Method 

5993 End 

none Score 

5993.. 6148, 6012. .6149 



OJ990713_02. 9C10.C8 
25875 

TBLASTX: Soybean 

6149 

148 



OJ990713 02.9C10.C8 



Seq. No. 2435 Seq. ID 

Gene No. 5079 Strand 

Start 25266 End 

Name OJ9907 13_02 . 9C10 . C8 . o7 . tm Method 

Start 16440 End 

GI none Score 

Exons 16440. .16604, 16462 .. 16605, 164 94 .. 16604 , 16625 .. 1674 1 , 
16636.. 16758 



25875 

TBLASTX: Maize 

16758 

119 



Seq. No. 2435 Seq. ID 

Gene No. 5079 Strand 

Start 25266 End 

Name OJ990713 02 . 9C10 . C8 . 08 . tw Method 



OJ990713_02.9C10.C8 
25875 

TBLASTX: Wheat 



2501 




Start 


19007 




End 


19367 




GI 


none 




Score 


130 




Exons 


19007. .19183, 19197 


. .19367 








Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


.C8 


Gene No . 


5079 




Strand 






Start 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


19950 




End 


20405 




GI 


none 




Score 


123 




Exons 


19950. .20132, 20169 


. .20405, 


20171. .20287 




Seq. No. 


2435 




Seq. ID 


OJ990713 02.9C10 


.C8 


Gene No 


5079 




Strand 






Start 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


20597 




End 


21053 




GI 


none 




Score 


539 




Exons 


20597. .21052, 20598 


. .21053 








Seq. No. 


2435 




Seq. ID 


OJ990713J32.9C10 


.C8 


Gene No . 


5079 




Strand 






Start - 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


20637 




End 


21002 




GI 


none 




Score 


99 




Exons 


20637. .20861, 20868 


. .21002 








Seq. No. 


2435 




Seq. ID 


OJ990713JD2.9C10 


.C8 


Gene No . 


5079 




Strand 






Start 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


20727 




End 


21062 




GI 


none 




Score 


383 




Exons 


20727. .21062, 20769 


. .21032, 


20789. .21061 




Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


.C8 


Ge»ne No . 


5079 




Strand 






Start ' ' . 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


21081 




End 


21464 




GI 


none 




Score 


307 




Exons 


21081. .21464, 21236 


. .21463 








Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


.C8 


fipnp No 


5079 




Strand 






Start 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8- 


.o2. tw 


Method 


. TBLASTX: Wheat 




Start 


21138 




End 


21562 




GI 


none 




Score 


457 




Exons 


21138. .21560, 21139 


. .21294, 


21141. .21419, 21236. .21562 




Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


.C8 


Gene No. 


5079 




Strand 






Start 


25266 




End 


25875 




Name 


OJ990713 02.9C10.C8 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


21192 




End 


21617 





2502 




GI 


none 




Score 


295 


Exons 


21192. .21617 








Seq. No. 


2435 




Seq. ID 


OJ990713_02. 9C10 


flpnp Kin 


5079 




Strand 




Start 


25266 




End 


25875 


Name 


OJ990713 02.9C10.C8 


. 06 . tw 


Method 


TBLASTX: Wheat 


Start 


21707 




End 


22115 


GI 


none 




Score 


182 


Exons 


21707. .21934, 21708 


. .21929, 


21942. .22115, 22040.. 22114 


Seq. No. 


2435 




Seq. ID 


OJ990713 02.9C10 




5079 




Strand 




Start 


25266 




End - 


25875 


Name 


OJ990713 02.9C10.C8 


.o3.ts 


Method 


TBLASTX : Soybean 


Start 


21831 




End 


22214 


GI 


none 




Score 


83 


Exons 


21831. .21929, 21963 


. .22214 






Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


\J C 11C 1NU ■ 


5079 




Strand 




Start 


25266 




End 


25875 


Name 


. OJ990713 02.9C10.C8 


. o7 . tw 


Method 


TBLASTX: Wheat 


Start 


22118 




End 


22412 


GI 


none 




Score 


217 


Exons 


22118. .22408, 22119 


. .22412 






Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 




5079 




Strand 




Start 


25266 




End 


25875 


Name 


OJ990713 02.9C10.C8 


. o3 . tm 


Method 


TBLASTX : Maize 


Start 


22617 




End 


22922 


GI 


none 




Score 


332 


Exons 


22617. .22922, 22634 


. .22921 






Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 




5079 




Strand 




Start 


25266 




End 


25875 


Name 


OJ990713 02.9C10.C8 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


22617 




End 


23000 


GI 


none 




Score 


352 


Exons 


22617. .23000, 22625 


. .22999 






Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


Gene No. 


5079 




Strand 




Qfarf 

O L. ai u 


25266 




End 


25875 


Name 


OJ990713 02.9C10.C8 


,o5 . tw 


Method 


TBLASTX: Wheat 


Start 


23124 




End 


23731 


GI 


none 




Score 


92 


Exons 


23124. .23201, 23165 


. .23575, 


23272. .23379, 23603 23731, 




23605. .23730 








Seq. No. 


2435 




Seq. ID 


OJ990713_02.9C10 


Gene No. 


5079 




Strand 




Start " 


■ 25266 




End 


25875 


Name 


OJ990713 02.9C10.C8 


.08. tm 


Method 


TBLASTX: Maize 


Start 


23450 




End 


23695 



2503 



GI 

Exons 



none Score 134 

23450. .23611, 23503 .. 23610, 23605 .. 23661 , 23612.. 23695 



Seq. No. 2435 Seq. ID OJ990713_02 . 9C10 .C8 

Gene No. 5079 Strand 

Start 25266 End 25875 

Name OJ990713_02 . 9C10 . C8 . o3 . np Method AAT/NAP 

Start 25266 End 25875 

GI 6721561 Score 564 

Exons 25266. .25875 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



CI 

h J 

in 

ru 

Q 
W 

ru 



Seq. No. 


2435 


Seq. ID 


OJ990713_02.9C10 


.C8 


Gene No. 


5079 


Strand 






Start 


25266 


End 


25875 




Name 


OJ990713 02.9C10.C8.o4.gs 


Method 


GENSCAN 




Start 


25333 


End 


25777 




GI 


none 


Score 


.69 




Exons 


25333. .25572, 25584.. 25777 








Seq. No. 


2436 


Seq. ID 


OJ990713_02. 9C10 


.C9 


Gene No. 


5080 


Strand 


+ 




Start 


29 


End 


5658 




Name 


OJ990713 02.9C10.C9.ol.gs 


Method 


GENSCAN 




Start 


29 


End 


5658 




GI 


none 


Score 


.55 




Exons 


29.-56, 80. .124, 176. .532, 


640. .1640, 


1692. .2051, 2142. 


.2934. 




3099. .3874, 3908. .4195, 4267. .5658 






Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10 


.C9 


Gene No. 


5080 


Strand 


+ 




Start 


29 • 


End 


5658 




Name 


OJ990713 02.9C10.C9.ol.np 


Method 


AAT/NAP 




Start 


194 


End 


5655 




GI 


6498441 


>Score 


7019 




Exons 


194. .1257, 1588. .2051, 2115 


..2488, 2672.. 2806, 2980.. 3703, 




3875. .5280, 5374. .5655 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


2436 


Seq. ID 


OJ990713_02. 9C10 


.C9 


Gene No. 


5081 


Strand 


+ 




Start 


13563 


End 


16218 




Name 


OJ990713 02.9C10.C9.o4.gs 


Method 


GENSCAN 




Start 


13563 


End 


16029 




GI 


none 


Score 


.9 




Exons 


13563. .14169, 15119. . 15758, 


15804. .16029 




Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10 


• C9 


Gene No. 


5081 


Strand 


+ 




Start 


13563 


End 


16218 




Name 


OJ990713 02.9C10.C9.ol.gp 


Method 


AAT/GAP 





2504 



Start 


13738 


End 


15171 


GI 


26397_1 . R1084 


Score 


873 


Exons 


137 38.. 141 69, 15119.. 15171 






GI Descrip. 


* '4235430 1.0e-18 (AF098458) 


latex-abundant protein [Hevea 




brasiliensis] 1 






Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5081 


Strand 


+ 


Start 


13563 


End 


16218 


Name 


OJ990713 02.9C10.C9.o2.gp 


Method 


AAT/GAP 


Start . , 


15480 


End 


15861 


GI 


2280771 


Score 


546 


Exons 


15480. .15778, 15838. .15861 






GI Descrip. 


4235430 1 . 0e-18 (AF098458) 


latex-abundant protein [Hevea 




brasiliensis] 






Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5081 


Strand 


+ 


Start 


1356 j 


End 


16218 


Name 


OJ990713 02.9C10.C9.o3.gp 


Method 


AAT/GAP 


Start 


15801 


End 


16218 


GI 


20402 1 .R1084 


Score 


719 


Exons 


15801 . . 16218 






GI Descrip. 


'42354307. 0e-19 (AF098458) 


latex-abundant protein [Hevea 




brasiliensis] 1 






Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5082 


Strand 


+ 


Start 


16656 


End 


17972 


Name 


OJ990713 02.9C10.C9.o5.gs 


Method 


GENSCAN 


Start 


16656 


End 


17972 


GI 


none 


Score 


.99 


Exons 


16656. .17007, 17050. .17972 






Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5083 


Strand 


+ 


Start 


19701 


End 


21834 


Name 


OJ990713 02.9C10.C9.o4.np 


Method 


AAT/NAP 


Start 


19701 


End 


21834 


GI 


129915 


Score 


1636 


Exons 


19701. .20129, 20429. .20506, 


20592. .201 


352, 21004 . .21320, 




21460.. 21834 






GI Descrip. 


PHOSPHOGLYCERATE KINASE, CHLOROPLAST PRECURSOR 



gi I 66912 |pir I | TVWTGC phosphoglycerate kinase (EC 2.7.2.3) 
precursor, ,chloroplast - wheat gi | 21833 | emb | CAA33303 | (X15233) 
phosphoglycerate kinase (AA 1 - 480) [Triticum aestivum] 
gi|3293043|emb|CAA51931| (X73528) phosphoglycerate kinase 
[Triticum aestivum] 



Seq. No. 2436 Seq. ID 

Gene No. 5083 Strand 

Start 19701 End 

Name OJ9907 13_02 . 9C10 . C9 . o7 . gs Method 

Start 19701 End 

GI none Score 

Exons 19701. .'20129, 20592 . .20852, 21004 21142, 21241 
21460.. 21618 



OJ990713_02. 9C10.C9 
+ 

21834 
GENSCAN 
21618 
.86 

21320, 



2505 



rn 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ Seq. No.- 
f,3 Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2436 Seq. ID OJ990713_02 . 9C10 . C9 

5083 Strand + 

19701 End 21834 

OJ9907 13_02 . 9C10 . C9 . o4 . gp Method AAT/GAP 

20060 End 21626 

l!31_l.R1084 Score 1582 

20060. .20129, 20429 .. 20506, 20592 . . 20852, 21004 .. 21320, 

21460.. 21626 

, 129915/sp|P12782|PGKH_WHEAT 0.0e+00 PHOSPHOGLYCERATE .KINASE, 

CHLOROPLAST PRECURSOR >gi_66912_pir TVWTGC phosphoglycerate 

kinase (EC 2.7.2.3) precursor, chloroplast - wheat 
>gi_21833_emb_CAA33303_ (X15233) phosphoglycerate kinase (AA 1 
480) [Triticum aestivum] >gi_3293043_emb_CAA51931_ (X73528) 
phosphoglycerate kinase [Triticum aestivum] ' 



2436 
5084 
6278 

OJ990713_02 .9C10.C9.o2. gs 

6278 

none 



Seq. ID OJ990713_02.9C10.C9 



Strand 
End 

Method 

End 

Score 



13186 
GENSCAN 
9487 
.5 



6278. .6670, 6740. .7635, 7707. .8122, 8226. .8394, 8422. .9487 



Seq. ID OJ990713_02.9C10.C9 



2436 
5084 
6278 

OJ990713_02.9C10.C9.o2.np 
6281 
6907089 
6281.. 8122, 8226.. 9487 

(AP001129) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



13186 
AAT/NAP 
9487 
4233 



Seq. No. 
'Is. Gene No. 
H Start 
'4 Name 
U Start 
, ^ GI 

Exons ' 
\ J GI Descrip . 



2436 Seq. ID 

5084 Strand 
6278 End 13186 

OJ9907 13_02 .9C10.C9.o3. np Method AAT/NAP 

9307 End 12042 

6721558 Score 248 

9307. .9502, 11104 .. 11244 , 11943. .120^2. 
(AP001073) hypothetical protein [Oryza sativa] 



OJ990713 02.9C10.C9 



gi | 6815083 | dbj | BAA90369 
[Oryza sativa] 



,1| (AP001081) hypothetical protein 



Seq. No. 2436 . Seq. ID 

Gene No. 5084 Strand 

Start 6278 End 13186 

Name OJ990713_02 . 9C10 .C9 . o3 . gs Method GENSCAN 

Start 10087 End 13186 

GI none Score . 77 

Exons 10087. .10109, 10333 .. 10565, 10732 .. 10790, 10861 

11120. .11244, 11321. .11576, 11593 .. 11785, 11943 

12313. .12427, 12601 .. 12712 , 13178.. 13186 ~ 



OJ990713 02.9C10.C9 



,11007, 
,12044, 



Seq. No.' 
Gene No. 
Start 



2436 
5085 
18335 



Seq. ID 

Strand 

End 



OJ990713 02.9C10.C9 



21627 



2506 





Name 


OJ990713_02 . 9C10.C9.o9. tw 


Method 


TBLASTX: Wheat 






Start 


307 


End 


734 






GI 


none 


Score 


51 






Exons 


307. .390, 397. .495, 414. .494 


, 478 . . 543 


, 545. .700, 546. . 


734 




Seq. No. 


2436 


Seq. ID 


OJ990713_02. 9C10 


.C9 




Gene No. 


5085 


Strand 








Start 


18335 


End 


21627 






Name 


OJ990713_02 . 9C10.C9.o4 . tw 


Method 


TBLASTX: Wheat 






Start 


1472 


End 


1958 






GI 


none 


Score 


407 






Exons 


1472.. 1645, 1473.. 1958, 1667 


. . 1927 








Seq. No. 


2436 


Seq. ID 


OJ990713_02 . 9C10 


.C9 




Gene No. 


5085 


Strand 








Start 


18335 


End 


21627 






Name 


OJ990713 02.9C10.C9.o6.tm 


Method 


TBLASTX: Maize 






Start 


1508 


End 


18826 






GI 


none 


Score 


66 






Exons 


1508.. 1609, 1922.. 1966, 1987 


..2073, 2119. .2184, 4229. .4357, 






16423. . 16494, 16539. .16607, 


18313. .18390, 18314. .18391, 








18319. .18438, 18402. .18728, 


18403. .18573, 18453 .. 18 692 , 








18631. .18729, 18749. .18826 








J 


Seq. No. 


2436 


Seq. ID 


OJ990713_02. 9C10 


.C9 




Gene No. 


5085 


Strand 


— 




n 


Start 


18335 


End 


21627 






Name 


OJ990713 02 . 9C10.C9.ol . tw 


Method 


TBLASTX: Wheat 




3 


Start 


2123 


End 


2585 




a 


GI 


none 


Score 


c c; 






Exons 


2123.. 2578, 2124.. 2585, 2163 


. .2579 






i! 


Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10 


.C9 




Gene No. 


5085 


Strand 






:a 


Start 


18335 


End 


21627 






Name 


OJ990713_02 . 9C10.C9.o5 . ts 


Method 


TBLASTX: Soybean 






Start 


2163 


End 


2528 






GI 


none 


Score 


110 




1 

13 


Exons 


2163... 2387, 2394. .2528 










Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10 


.C9 




Gene No. 


5085 


Strand 








Start 


18335 


End 


21627 






Name 


OJ990713_02 . 9C10.C9.o3. tm 


Method 


TBLASTX: Maize 






Start 


2253 


End 


2609 






GI 


none 


Score 


384 






Exons 


2253.. 2609, 2288.. 2599, 2493 


. .2609 








Seq. No. 


2436 


Seq. ID 


OJ990713_02,9C10 


.C9 




Gene No. 


5085 


Strand 








Start 


18335 


End 


21627 






Name 


riTQQn71"3 H9 QP1 n CQ r\^i +-m 
Uu y^U / 1 j \J£ . zfy^± U . L,:? . Oj . T.IU 


Method 


TBLASTX: Maize 






Start 


2636 


End 


3019 






GI 


none 


Score 


275 






Exons 


2636.. 2920, 2637.. 2921, 2909 


. .3019 








Seq. No. 


2436 


Seq. ID 


OJ990713_02.9C10 


.C9 



2507 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



5085 Strand 

18335 End 

OJ9907 13_02 . 9C10 . C9 . o3 . tw Method 

2693 End 

none Score 



21627 

TBLASTX: Wheat 

3112 

277 



2693.. 2923, 2694.. 2924, 2906.. 3112, 2930.. 3085, 2932.. 3087 



Seq. No. 


2436 








Seq. ID 


OJ990713_02. 9C10.C9 


Gene No. 


5085 








Strand 




Start 


18335 








End 


21627 


Name 


OJ990713 02 


. 9C10 


,C9.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2772 








End 


3142 


GI 


none 








Score 


158 


Exons 


2772. .2915, 


2789 


. .2914, 


2912. 


.3142 




Seq. No. 


2436 








Seq. ID 


OJ990713_02. 9C10.C9 


Gene No. 


5085 








Strand 




Start 


18335 








End 


21627 


Name 


OJ990713 02 


. 9C10 


.C9.o8 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3551 








End 


4009 


GI 


none 








Score 


237 


Exons 


3551. .3772, 


3575, 


. .3799, 


3637. 


.3816, 3860.. 4009, 3869.. 3994, 




3871. . 4008 












Seq. No. 


2436 








Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5085 








Strand 




Start 


18335 








End 


21627 


Name 


OJ990713_02 


. 9C10, 


.C9.o4. 


tm 


Method 


TBLASTX: Maize- 


Start 


4525 








End 


4857 


GI 


none 








Score 


372 


Exons 


4525. .4848, 


4554 , 


. .4835, 


4645. 


.4857 




Seq. No. 


2436 








Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5085 








Strand 




Start 


18335 








End 


21627 


Name 


OJ990713_02 


. 9C10, 


.C9.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


4662 








End 


5043 


GI 


none 








Score 


378 


Exons 


4662. .5012, 


4 663, 


. .5043 








Seq. No. 


2436 








Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5085 








Strand 




Start 


18335 








End 


21627 


Name 


OJ990713 02 


. 9C10. 


,C9.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


5044 








End 


5646 


GI 


none 








Score 


275 


Exons 


5044. .5328, 


5049, 


. .5327, 


5431. 


.5490, 5520.. 5639, 5521.. 5646 


Seq. No. 


2436 








'Seq. ID 


OJ990713_02.9C10.C9 


Gene No. 


5085 








Strand 




Start 


18335 








End 


21627 


Name 


OJ990713 02 


.9C10. 


,C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


13696 








End 


21627 


GI 


none 








Score 


63 



Exons 13696. .13758, 1374 1 .. 13824 , 19787 .. 19810, 19916 .. 20137 , 

19917. .20138, 20428. .20523, 20429 .. 20509, 20589 20852 , 
20591. .20665, 20600 .. 20854 , 20732 .. 20854 , 20969 21091 , 



2508 



21001. .21252, 21003. .21254, 21003 .. 21251, 21237 .. 21323, 
21242. .21322, 21412 .. 21618 , 2144 9 .. 21604 , 21457 21627 , 
21459. .21626 



Seq. No. 2436 
Gene No. 5085 
Start 18335 

Name OJ990713_02 . 9C10 . C9 . o2 . tw 

Start 13702 
GI none 
Exons 13702. 

15115. 

16655. 

17091. 



Seq. ID OJ990713_02.9C10.C9 
Strand 

End 21627 

Method TBLASTX : Wheat 

End 17257 

Score .37 



,13755, 13811. .14167, 13814 .. 13894 , 13824 14 168 , 

15207, 15117. .15275, 15118 .. 15276, 15123 .. 15257 , 

16930, 16656. .16937, 16971 .. 17003, 16973 .. 17005, 

17168, 17092. .17169, 17094 .. 17228, 17114.. 17257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ru 



'■J 

ry 
i ,= 5 

•is? 

V! 

H 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



2436 
5085 
18335 
OJ99071 
13811 
none 
13811. . 
15118. . 
15298. . 
15634. . 
16650. . 
17091. . 
17442. . 



3 02. 9C10.C9.o2.tm 



14167, 13818. 

15297, 15123. 

15411*, 15376. 

15705, 15699. 

16937, 16665. 

17186, 17094. 
17609 



.14168, 
.15296, 
.15636, 
.15773, 
.16928, 
.17228, 



2436 
5085 
18335 

OJ990713_02.9C10.C9. 

13829 

none 

13829. .14179, 13830. 
15313. .15411, 15391. 
15633. .15713, 15634. 
15802. ,15840, 15856. 
16665. .16937, 16971. 
17123. .17218, 17439. 
17712. .17780, 17796. 



ol.ts 



.14174, 
.15480, 
.15714, 
.16029, 
.17012, 
.17468, 
.17840, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 02.9C10.C9 



21627 

TBLASTX: Maize 
17609 
571 

15115. .15198, 15116. .15226, 
15225. .15377, 1527 1 .. 15333, 
154 38. .15635, 15633. .15710, 
15700. .15768, 1664 9 . .16918 , " 
16971. .17003, 16973. . 17005, 
17114. .17257, 17438. .17599, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

15117 

15441 

15718 

15858 

16973 

17456 

17832 



.15239, 
.15626, 
.15774, 
.16028, 
.17011, 
.17593, 
.17978 



OJ990713_02.9C10.C9 
21627 

TBLASTX: Soybean 

17978 

456 

15118. .15243, 
15469. .15657, 
15801. . 15839, 
16664. .16918, 
17094. .17219, 
17457. . 17603, 



Seq. No. 2436 
Gene No. 5085 
Start 18335 

Name OJ990713JD2 . 9C10 . C9 . o2 . tc 

Start 13829 
GI none 
Exons 13829. 

15117. 

16664. 



,14098, 13830, 
,15242, 15118, 
,17011, 16665. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_02.9C10.C9 
21627 

TBLASTX: Cress 

17222 

333 



,14114, 14138. .14179, 14 139 .. 14 174 , 
,15282, 15271. .15414, . 15454 .. 15552 , 
17012, 17094. .17222, 17114.. 17215 



Seq.' -No. 2436 Seq. ID 

Gene No. 5085 Strand 

Start 18335 End 

Name OJ990713 02 . 9C10 . C9 . o3 . tc Method 



OJ990713_02.9C10.C9 
21627 

TBLASTX: Cress 



2509 



Start 
GI 

Exons 



15559 End 17975 

none Score 96 

15559. .15627, 15625 .. 15690, 15703 .. 15768, 15801 15839, 

15802. .15843, 15856 .. 16032, 15858 16028, 17481 .. 17603, 

17714. .17752, 17715 .. 17783, 17832 .. 17975, 17838. .17975 



Seq. No. 2436 
Gene No. 5085 
Start 18335 

Name OJ990713_02 . 9C10 .C9 .o7 . tm 

Start 15801 
GI none 

Exons 15801. .15845, 15802 .. 15849, 

15856. .16026, 15857 .. 16033, 
17720. .17752, 17721 .. 17789, 
17841. .17990, 17850. .17981 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15849. .16025, 
15867. .16031, 
17789. .17839, 



OJ990713 02.9C10.C9 



21627 

TBLASTX : Maize 
17990 
76 

15850. . 16029, 
15938. . 16033, 
17790. . 17843, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

!fi Seq. No. 

! y Gene No. 

^ Start 

* Name 

~'l Start 

:3 GI 

S |J Exons 



2436 
5085 
18335 

OJ990713_02 .9C10.C9.o3. ts 

18313 

none 

18313. .18390, 18397. . 18573, 
18631. .18729 

2436 
5085 
18335 

OJ990713_02.9C10.C9.o6.gs 

18335 

none 

18335. .18442, 18456. .18713 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_02.9C10.C9 
21627 

TBLASTX : Soybean 

18729 

107 



18402. .18728, 18456 . .18686, 



Seq. ID OJ990713_02.9C10.C9 
Strand 

End 21627 

Method GENS CAN 

End 18713 

Score .86 



Seq. No. 

Gene No. 
^ Start 

Name 
J Start 

= i Exons 



2436 
5085 
18335 

OJ990713_02.9C10.C9.o4.tc 

18337 

none 



Seq. ID OJ990713_02. 9C10.C9 
Strand 

End 21627 

Method TBLASTX: Cress 

End 18729 

Score 105 



18337. .18390, 18402 .. 18728 , 18403 .. 18573, 18453 .. 18701 , 
18631. .18729 



Seq. No. 2436 
Gene No. 5085 
Start 18335 

Name OJ990713_02 . 9C10 . C9 . ol . tc 

Start 19916 

GI none 

Exons 19916. .20137, 19917 

20585. .20854, 20589 
21001. .21252, 21003 
21457. .21627, 21462 



Seq. ID OJ990713_02.9C10.C9 
Strand 

End 21627 
Method TBLASTX : Cress 
End 21627 
Score 306 
20138, 20428. .20508, 20429 20509, 
20852, 20608. .20853, 20663 . .20854 , 
21248, 21231. .21323, 21237 .. 21323, 
21626 



Seq. No. 
Gene No. 
Start 



2436 
5085 
18335 



Seq. ID 

Strand 

End 



OJ990713 02.9C10.C9 



21627 



2510 



Name 

Start 

GI 

Exons 



OJ9907 13_02 . 9C10 . C9 . ol . tm 
19925 
none 
19925 



Method TBLASTX: Maize 
End 21627 
Score 307 

20176, 19926. .20138, 204 18 .. 20507, 20428 20508, 



20429. .20509, 20581 .. 20733, 20589 20852, 20591 . . 20854 , 

20608. .20853, 21001 .. 21252, 21002 21253, 21003 21254 , 

21237. .21323, 21242 .. 21319, 21437 .. 21625, 21457 21627, 

21457. .21624, 21462.. 21626 



Seq. No. 2436 Seq. ID 

Gene No . 5085 Strand 

Start 18335 End 

Name OJ9907 13_02 . 9C10 . C9 . o5 . tw Method 

Start 21001 End 

GI none Score 
Exons 



OJ990713_02.9C10.C9 
21627 

TBLASTX: Wheat 

21293 

360 



21001. .21252, 21001. .21264, 21003 21254 , 21237 .. 21293, 
21248. .21292 



'is? 



Seq. No. 
Gene No. 
Start 
Name 
Start 
1 GI 
Exons 



;;;; Seq. No. 

i k Gene No. 

!-3 Start 

LJ Name 

; ^ Start 

1 ~ Exons 



2436 Seq. ID 

5085 Strand 

18335 End 

OJ9907 13_02 . 9C10 . C9 , olO . tw Method 

21457 End 

none Score 



OJ990713_02. 9C10.C9 
21627 

TBLASTX: Wheat 

21627 

252 



21457. .21627, 21457 21618, 21462. .21626 



2437 Seq. ID 

5086 Strand 

56 End 
OJ9907 13_02 . 9C10 . Cll . ol . gs Method 

56 End 

none Score 

56. .109, 421. .534, 588. .713 



OJ990713_02.9C10.C11 
+ 

769 

GENSCAN 

713 

.56 



Seq. No. 


2437 


Seq. ID 


OJ990713 


Gene No. 


5086 


Strand 


+ 


Start 


56 


End 


769 


Name 


OJ990713 02.9C10.Cll.ol.np 


Method 


AAT/NAP 


•Start 


274 


End 


769 


GI 


5042454 


Score 


221 


Exons 


274..S34, 588. .769 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


2438 


Seq. ID 


OJ990713 


Gene No. 


5087 


Strand 




Start 


275 


End 


537 


Name 


OJ990713 02.9C10.C12.ol.gs 


Method 


GENSCAN 


Start 


275 


End 


537 


GI 


none 


Score 


.51 


Exons 


275. .537 






Seq. No. ■ 


2439 


Seq. ID 


OJ990423_ 


Gene No. 


5088 


Strand 


+ 


Start 


1 


End 


2014 


Name 


OJ990423 03.9C03.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


520 


GI 


6522541 


Score 


181 



2511 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
f5 Name 
^ Start 

!;S GI 

Exons 

Q Seq. No. 

j J Gene No. 

**i Start 

Jf; Name 

i y Start 

is GI 

l!3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..68, 163. .520 

(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



2439 
5088 
1 

OJ990423_03 . 9C03 . CI . ol . gs 
163 
none 

163.. 382, 775.. 907, 1688.. 2014 



Seq. ID OJ990423_03.9C03.C1 

Strand + 

End 2014 

Method GENSCAN 

End 2014 

Score .43 



2439 Seq. ID OJ990423_03. 

5089 Strand + 

10466 End 11899 

OJ990423_03 . 9C03 . CI . o2 . np Method AAT/NAP 

10466 End 11899 

6815109 Score 411 

10466. .10560, 10630. .10760, 10823.. 11899 
(AP001081) hypothetical protein [Oryza sativa] 



9C03.C1 



2439 
5090 
2070 

OJ990423JD3 . 9C03 . CI . ol . tm 

161 . ' .^ ; 

none 

161. .364, 162. .356, 348. .452, 350. .451 



Seq. ID OJ990423_03.9C03.C1 



Strand 
End 

Method 

End 

Score 



14137 

TBLASTX: Maize 

452 

175" 



2439 
5090 
2070 

OJ990423_03 . 9C03 . CI . o2 . gs 

2070 

none 



Seq. ID OJ990423_03. 9C03.C1 



Strand 
End 

Method 

End 

Score 



14137 
GENSCAN 
14137 
.48 



2070.. 2261, 2448.. 2563, 3637.. 3988, 4099.. 4260, 4363.. 4407, 
4S75..4667, 6160.. 6246, 7921.. 8138, 8164.. 8247, 8381.. 8449, 
8660. .8748, 1.0517 .. 10642, 10690 .. 10765, 10951 .. 11080, 
11174. .11244, 11270. .11855, 13778 .. 13968 , 14131. .14137 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423 03.9C03.C1 



2439 
5090 
2070 

OJ990423_03 . 9C03 . CI . ol . gp 
8926 

uC-osflcyp088bl2bl 
8926.. 9034 

1 5257255/dbj IAP000364.1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



■ 14137 
AAT/GAP 
9034 
154 



Seq. No. 2440 Seq. ID 

Gene No. 5091 Strand 

Start 867 * End 

Name OJ990423_03 . 9C03 . C4-. ol . gs Method 

Start 867 End 

GI none Score 

Exons 867.. 1103, 1388.. 3149 



OJ990423_03.9C03.C4 
+ 

3497 
GENSCAN 
3149 
.78 



2512 




Seq. No. 


2440 




Seq. ID 


OJ990423_03. 9C03.C4 


Gene No. 


5091 




Strand 


+ 


Start 


867 




End 


3497 


Name . 


OJ990423_03 


. 9C03.C4 ,o2.tw 


Method 


TBLASTX: Wheat 


Start 


1291 




End 


1677 


GI 


none 




Score 


354 


Exons 


1291. . 1677, 


1302.. 1667, 1474 


. .1674 




Seq. No. 


2440 




Seq. ID 


OJ990423_03. 9C03.C4 


Gene No. 


5091 




Strand 


+ 


Start 


o6 7 




End 


3497 


Name 


OJ990423 03 


. 9C03.C4 .ol.np 


Method 


AAT/NAP 


Start 


1297 




End 


3497 


GI 


6539553 




Score 


3749 


Exons 


1297. .3497 








GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


2440 








Seq. ID 


OJ990423_03.9C03. 


C4 




Gene No. 


5091 








Strand 


+ 






Start 


8 67 








End 


3497 






Name 


OJ990423 03 


. 9C03. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 




**. ~i 


Start 


1426 








End 


1739 






GI 


none 








Score 


363 




1- 1 1 
rli 


Exons 


1426. .1737, 


1434. 


.1739 










P 


Seq. No. 


2440 








Seq. ID 


OJ990423_03.9C03. 


C4 


! :\ 


Gene No. 


5091 








Strand 


+ 




%3 


Start 


867 








End 


3497 




Pi I 


Name 


OJ990423 03 


.9C03. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2238 








End 


2560 




II 


GI 


none 








Score 


267 




r 3 


Exons 


2238. .2492, 


2245. 


.2559, 


2265. 


.2558, 2393. .2560 




H 


Seq. No. 


2440 








Seq. ID 


OJ990423_03.9C03. 


C4 




Gene No. 


5091 








Strand 


+ 




y 


Start 


867 








End 


3497 






Name 


OJ990423 03 


. 9C03. 


C4.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


2587 








End 


2973 






GI 


none 








Score 


85 






Exons 


2587. .2742, 


2749. 


.2973 












Seq. No. 


2440 








Seq. ID 


OJ990423_03.9C03. 


C4 




Gene No. 


5091 








Strand 


+ 






Start 


867 








End 


3497 






Name 


OJ990423 03 


. 9C03. 


C4.o3. 


tm 


Method 


TBLASTX: Maize . 






Start 


2761 








End 


3195 






GI 


none 








Score 


298 






Exons 


2761. .3195, 


2970. 


.3170 












Seq. No. 


2440 








Seq. ID 


OJ990423J33. 9C03. 


C4 




Gene No. 


5091 








Strand 


+. 






Start 


867 








End ■ 


3497 






Name 


OJ990423 03 


.9C03. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


2838 








End 


3030 





2513 



ru 



'-3' 



GI 


none 








Score 


123 


Exons 


2838. .3029, 


2838. 


.2909, 


2839. 


.3030, 2839.. 3030 


Seq. No. 


2440 








Seq. ID 


OJ990423_03.9C03.C4 


Gene No . 


5091 








Strand 


+ 


Start 


867 








End 


3497 


Name 


OJ990423 03. 


9C03. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2983 








End 


3381 


GI 


none 








Score 


194 


Exons 


2983. .3207, 


2991. 


.3203, 


3208. 


.3381, 3210.. 3254, 3297.. 3356 


Seq. No. 


2440 








Seq. ID 


OJ990423 03.9C03.C4 


Gene No . 


5091 








Strand 


+ 


Start 


867 








End 


3497 


Name 


OJ990423 03. 


9C03. 


C4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3016 








End 


3405 


GI 


none 








Score 


109 


Exons 


3016. .3198, 


3211. 


.3405 








Seq. No. 


' 2440 








Seq. ID 


OJ990423_03.9C03.C4 


Gene No. 


5091 








Strand 


+ 


Start 


867 








End 


. 3497 


Name 


OJ990423 03. 


9C03. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3031 








End 


3459 


GI 


none 








Score 


585 


Exons 


3031. .3459, 


3039. 


.3458, 


3040. 


.3459 




Seq. No. 


2441 








Seq. ID 


OJ990423_03.9C03.C5 


Gene No. 


5092 








Strand 


+ 


Start 


1 








End . 


2042 


Name 


OJ990423 03. 


9C03. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2042 


GI 


6539553 








Score 


3388 


Exons 


1. .2042 













Q GI Descrip. 

5 U 



(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


2441 






Seq. ID 


OJ990423_03.9C03.C5 


:a 


Gene No. 


5093 






Strand 


+ 




Start 


3583 






End 


3722 




Name 


OJ990423 03. 


9C03;C5.ol 


• gp 


Method 


AAT/GAP 




Start 


3583 






End 


3722 




GI 


none 






Score' 


223 




Exons 


3583. .3722 












Seq. No. 


2441 






Seq. ID 


OJ990423_03.9C03.C5 




Gene No. 


5094 






Strand 






Start 


1574 






End 


6233 




Name 


OJ990423 03. 


9C03.C5.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


33 






End 


626 




GI 


none 






Score 


380 




Exons ^ 


33.. 335, 35. 


.358, 379. 


. 609, 


387. . 626, 


409. .606, 467. .625 




Seq. No. 


2441 






Seq. ID 


OJ990423_03.9C03.C5 




Gene No. 


5094 






Strand 





2514 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1574 End 

OJ990423_03 . 9C03 .C5.ol.ts Method 

54 6 End 

5509260 Score 



6233 

TBLASTX : Soybean 

1010 

373 



546. .1010, 647. .715, 764. .865, 938. .991 



Seq. No. 2441 

Gene No. 5094 

Start 1574 

Name OJ990423_03 . 9C03 . C5 . o2 . tc 

Start 639 

GI none 

Exons 639.. 899, 641.. 718 



Seq. ID OJ990423_03.9C03.C5 
Strand 

End 6233 

Method TBLASTX : Cress 

End 899 

Score 285 



Seq. No. 2441 

Gene No. 5094 

Start 1574 

Name OJ990423_03. 9C03 .C5 . ol . tm 

Start 680 

GI none 

Exons 680.. 1042, 681.. 1145 



*~ Seq. No. 24 41 

Gene No. 5094 
1574 

OJ990423_03. 9C03 . C5 . o3 . tw 
681 
none 

681. .1025, 1020. .1226 

2441 
5094 
1574 

OJ990423_03.9C03.C5.o3.ts 
1079 
none 

1079. .1279, 1080. .1424 

Seq. No. 2441 

Gene No. 5094 

Start 1574 

Name OJ990423_03 . 9C03 . C5 . o2 . tm 

Start 1235 

GI none 

Exons 1235.. 1573, 1236.. 1574 



;3 Start 
=:T Name 
: U Start 

*"l Exons 

Seq. No. 
*LJ Gene No. 
; Start 
2 Name 

Start 

"1 GI 

*~ Exons 

.1 



Seq. ID OJ990423_03.9C03.C5 
Strand 

End 6233 

Method TBLASTX : Mai ze 

End 1145 

Score 352 



Seq.- ID OJ990423_03. 9C03.C5 
Strand 

End - 6233 

Method TBLASTX : Wheat 

End 1226 

Score 315 



Seq. ID OJ990423_03. 9C03.C5 
Strand 

End 6233 

Method TBLASTX : Soybean 

End 1424 

Score 310 



Seq. ID OJ990423_03.9C03'.C5 
Strand 

End 6233 

Method TBLASTX : Mai ze 

End 1574 

Score 309 



Seq. No. 2441 

Gene No. 5094 

Start 1574 

Name OJ990423_03 . 9C03 . C5 . o2 . tw 

Start 1430 

GI none 

Exons 1430.. 1501, 1431.. 1505, 1519. 
1522.. 1905 



Seq. ID OJ990423_03. 9C03.C5 
Strand 

End 6233 

Method TBLASTX : Wheat 

End 1906 

Score 101 

.1827, 1520.. 1906, 1521.. 1868, 



Seq. No. 



2441 



Seq. ID OJ990423_03.9C03.C5 



2515 




Gene No. 


5094 








Strand 






Start 


1574 








End 6233 






Name 


OJ990423 03 


. 9C03. 


C5.o4 . 


ts 


Method TBLASTX: 


Soybean 


Start 


1437 








End 1778 






GI 


none 








Score 91 






Exons 


1437. .1550, 


1463. 


.1543, 


1569. 


.1778, 1574. .1699 






Seq. No. 


2441 








Seq. ID OJ990423 


03.9C03.C5 


Gene No. 


5094 








Strand 






Start 


1574 








End 6233 






Name 


OJ990423 03 


.9C03. 


C5.o2. 


np 


Method AAT/NAP 






Start 


1574 








End 6233 






GI 


6522592 








Score 1041 






Exons 


1574 . . 1599, 


3838. 


.4866, 


5074. 


.5583, 5728.. 6233 






GI Descrip. 


(AL133292) 


receptor protein kinase-like protein 


[Arabidopsis 




thaliana] 














Seq. No. 


2441 








Seq. ID OJ990423 


03. 9C03.C5 


Gene No. 


5094 








Strand 






Start 


1574 








End 6233 






Name 


OJ990423 03 


.9C03. 


CS.ol. 


tc 


Method TBLASTX: 


Cress 




Start 


3995 








End 6037 






GI 


none 








Score 62 






Exons 


3995. .4273, 


4040. 


.4273, 


4040. 


.4243, 4040. .4387, 


4043. 


.4273, 




4046. .4372, 


4046. 


.4372, 


4046. 


.4372, 4047. .4154, 


4049. 


.4375, 




4049. .4372, 


4050. 


.4193, 


4236. 


.4367, 4242. .4367, 


4322. 


.4372, 




4325. .4378, 


4334. 


.4372, 


4376. 


.4750, 4376.. 4570, 


4379. 


.4570, 




4379. .4735, 


4382. 


.4750, 


4382. 


.4519, 4382.. 4573, 


4388. 


.4528, 




4400. .4528, 


4412. 


.4747, 


4535. 


.4744, 4553. .4750, 


4625. 


.4768, 




4625. .4750, 


4922. 


. 5050, 


4922 . 


.5044, 4925. .5050, 


4999. 


.5037, 




5054 . .5236, 


5057. 


.5239, 


5057. 


.5236, 5057.. 5236, 


5057. 


.5236, 




5060. .5236, 


5060. 


.5233, 


5060. 


.5236, 5069. .5236, 


5286. 


.5390, 




5421. .5657, 


5423. 


.5569, 


5426. 


.5527, 5429.. 5578, 


5429. 


.5983, 




5429. .5767, 


5432. 


.5578, 


5441. 


.5974, 5502.. 5621, 


5633. 


.5986, 




5636. .5971, 


5636. 


.5878, 


5645. 


.5989, 5654.. 5980, 


5705. 


.5995, 




5717. .5971, 


5789. 


.5932, 


5792. 


.6010, 5831.. 5968, 


6002. 


.6037 


Seq. No. 


2441 








Seq. ID OJ990423 


03.9C03.C5 


Gene No. 


5094 








Strand 






Start 


1574 








End 6233 






Name 


OJ990423 03 


. 9C03. 


C5.o2. 


ts 


Method TBLASTX: 


Soybean 


Start 


4040 








End 6010 






GI 


none 








Score 63 






Exons 


4040. .4372, 


4040. 


.4174, 


4043. 


.4375, 4049. .4372, 


4376. 


.4750, 




4379. .4570, 


4379. 


.4681, 


4382. 


.4750, 4382. .4564, 


4392. 


.4649, 




4412. .4747, 


4455. 


.4565, 


4602. 


.4649, 4625. .4756, 


4919. 


.5044, 




5057. .5236, 


5057. 


.5236, 


5057. 


.5188, 5060. .5236, 


5060. 


.5236, 




5060. .5236, 


5072. 


.5239, 


5358. 


.5729, 5424. .5678, 


5429. 


.5578, 




5429. .5971, 


5432. 


.5578, 


5495. 


.5974, 5502. .5678, 


5630. 


.5908, 




5645. .5716, 


5645. 


.5974, 


5654. 


.5980, 5705.. 5995, 


5792. 


.6010 


Seq. No. 


2441 








Seq. ID OJ990423 


03.9C03.C5 


Gene No. 


5094 








Strand 






Start 


1574 








End 6233 






Name 


OJ990423 03 


.9C03. 


C5.o3. 


tm 


Method TBLASTX:: 


Maize 




Start 


4040 








End 5983 






GI 


none 








Score 61 







2516 




Exons 4040.. 4246, 

4049. .4387, 
4373. .4570, 
4832. .4930, 
5429. .5971, 



4040. .4381, 
4067. .4357, 
4376. .4570, 
4919. .5041, 
5429. .5773, 



4040. .4372, 
4251. .4370, 
4379. .4768, 
5057. .5236, 
5432. .5983, 




4046. .4372, 
4318. .4398, 
4388. .4528, 
5057. .5236, 
5645. .5974, 



4046. .4372, 
4373. .4735, 
4625. .4723, 
5159. .5239, 
5738. .5980 



u 



LJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2441 
5094 
1574 

OJ990423_03 . 9C03 . C5 . o5 . tw 

4064 

none 

4064. .4273, 
5069. .5239, 
5516. .5839, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_03.9C03.C5 
6233 

TBLASTX: Wheat 

6103 

88 



4382. .4501, 4925. .5050, 5057. .5179, 
5429. .5578, 5439. .5696, 5511. .5729, 
5660.. 5986, 6002.. 6103 



4133 
5072 



,4378, 
,5236, 



2441 
5094 
1574 

OJ990423_03 . 9C03 . C5 . o4 . tw 

4502 

none 

4502. .4573, 4641. .4922, 4643, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4921, 4676.. 4924 



OJ990423_03.9C03.C5 
6233 

TBLASTX: Wheat 
4924 
227 



OJ990423_03.9C03.C6 
+ 

7751 
AAT/GAP 
7751 
830 



2442 Seq. ID 

5095 Strand 
3855 End 
OJ990423_03 . 9C03 . C6 . ol . gp Method 
3855 End 
uC-osflcypl44hl0bl Score 
3855.. 3981, 7398.. 7751 

, 5852170/emb|AL117265. HOST17804 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 

2442 " Seq. ID OJ990423_03 . 9C03 . C6 

5096 Strand 

2472 End 13439 

OJ990423_03 . 9C03 . C6 . ol . np Method AAT/NAP 

2472 End 6500 

5852179 Score ' 333 

2472.. 2517, 500.4.. 5207, 5282.. 5493, 6480.. 6500 
(AL117265) zhb0009.1 [Oryza sativa] 



2442 Seq. ID 

5096 Strand 

2472 End 

OJ990423_03 . 9C03 . C6 . o2 . gs Method 

5871 End 

none Score 



OJ990423_03.9C03.C6 

13439 
GENSCAN 
13439 
.55 



5871. .6008, 7096. .7176, 7433. .8201, 8288. .8609, 8903. .9269, 
11217. .11419, 11440. .11555, 11957 .. 12089, 13382.. 13439 



Seq. No/ 2442 Seq. ID 

Gene No. * 5097 Strand 

.Start 15153 End 

Name OJ990423_03 . 9C03 . C6 . o3 . gs Method 

Start 15153 End 



OJ990423_03.9C03.C6 

15325 

GENSCAN 

15325 



2517 



GI 


none 


Score 


.49 






Exons 


15153. .15325 










Seq. No. 


2443 


Seq. ID 


OJ990423_03. 


9C03 


.C7 


Gene No. 


5098 


Strand 


+ 






Start 


1 


End 


2136 






Name 


OJ990423 03.9C03.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2136 






GI 


6751696 


Score 


91 






Exons 


1..30, 294. .402, 1802. .2136 










GI Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


2443 


Seq. ID 


OJ990423 03. 


9C03 


.C7 


Gene No. 


5099 


Strand 








Start 


207 


End 


1833 






Name 


OJ990423 03.9C03.C7.ol.gs 


Method 


GENSCAN 






Start 


207 


End 


1833 






GI 


none 


Score 


.59 






Exons 


-207.. 322, 368.. 420, 1699.. 1833 








Seq. No. 


2444 


Seq. ID 


OJ990423_03. 


9C03 


.C8 


Gene No. 


5100 


Strand 


+ 






Start 


85 


End 


916 






Name 


OJ990423 03.9C03.C8.ol.gs 


Method 


GENSCAN 






Start 


85 


End 


. 916 






GI** 


none 


Score 


.51 






Exons 


85. .526, 897. .916 










Seq. No. 


2445 


Seq. ID 


OJ990423_03. 


9C03 


.CI 


Gene No. 


5101 


Strand 


+ 






Start 


298 


End 


418 






Name 


OJ990423 03.9C03.C10.ol.gs 


Method 


GENSCAN 






Start 


298 


End 


418 






GI 


none 


Score 


.42 






Exons 


298. .418 











Seq. No. 2446 

^ Gene No. 5102 

.3 Start 25 

«- s Name OJ990423_03 . 9C03 . Cll . ol . gs 

IZ Start 25 

GI none 

Exons 25. .116, 431. .590 

Seq. No. 2447 

Gene No. 5103 

Start 551 

Name OJ990423_03 . 9C03 . C13 . ol . gs 

Start 551 

GI none 

Exons 551 . . 733 



Seq. ID OJ990423_03.9C03.C11 

Strand 

End 590 

Method GENSCAN 

End 590 

Score . 67 



Seq. ID OJ990423_03.9C03.C13 

Strand 

End 733 

Method GENSCAN 

End 733 

Score .78 



Seq. No. 2448 

Gene No. 5104 

Start 1 

Name OJ990423_03 . 9C03 . C14 . ol . np 

Start 1 



Seq. ID OJ990423_03.9C03.C14 

Strand 

End 779 

Method AAT/NAP 

End 779 



2518 




GI 2130082 Score 362 

Exons 1..779 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi| 1586408 Iprf M2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 


2448 


Seq. ID 


OJ990423_03.9C03.C14 


Gene No. 


5104 


Strand 




Start 


1 


End 


779 


Name 


OJ990423 03.9C03.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


564 


GI 


none 


Score 


197 


Exons 


1..273, 14. .274, 457. .564 






Seq. No. 


2448 


Seq. ID 


OJ990423_03.9C03.C14 


Gene No. 


5104 


Strand 




Start 


1 


End 


779 


Name 


OJ990423 03.9C03.Cl4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


31 


End 


588 


GI 


none 


Score 


69 


Exons 


31. .195, 271. .402, 337. .585, 


410. .577, 


421. .543, 487. .588 


Seq. No. 


2448 


Seq. ID 


OJ990423_03.9C03.C14 


Gene No. 


5104 


Strand 




Start 


1 


End 


779 


Name 


OJ990423 03.9C03.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


214 


End 


588 


GI 


none 


Score 


87 


Exons 


214. .273, 271. .525, 271. .381, 


275. .469, 


409. .549, 485. .586, 




508. .588 






Seq. No. 


2448 


Seq. ID 


OJ990423_03.9C03.C14 


Gene No. 


5104 


Strand 




Start 


1 


End 


779 


Name 


OJ990423 03. 9C03 . C14 . ol . tc 


Method 


TBLASTX: Cress 


Start 


271 


End 


588 


GI 


- none 


Score 


70 


Exons 


271. .402, 334. .585, 410. .586, 


463. .588 




Seq. No. 


2449 


Seq. ID 


OJ990423_03.9C03.C15 


Gene No. 


5105 


Strand 


+ 


Start 


127 


End 


674 


Name 


OJ990423 03.9C03.C15.ol.gs 


Method 


GENSCAN 


Start 


127 


End 


674 


GI 


none 


Score 


.82 


Exons 


127. .286, 601. .674 






Seq. No.. 


2450 


Seq. ID 


OJ990423_03.9C03.C19 


Gene No. 


5106 


Strand 




Start 


1 


End 


831 


Name 


OJ990423 03.9C03.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


831 


GI 


* 6815062 


Score' 


190 


Exons 


1..168, 339. .593, 760. .831 







GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



2519 



F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 2450 

Gene No. 5106 

Start 1 

Name OJ990423_03. 9C03 .C19 . ol . gs 

Start 98 

GI none 

Exons 98. .187, 286. .549 



Seq. ID OJ990423_03.9C03.C19 
Strand 

End 831 

Method GENSCAN 

End 54 9 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2451 
5107 
1 

OJ990423_03.9C03.C20.ol.np 
1 

6815062 



Seq. ID OJ990423_03.9C03.C20 
Strand 

7983 
AAT/NAP 
7983 
2548 



End 

Method 
End 
Score 

1..19, 477. .708, 815. .865, 938. .1036, 1113. .1422, 1481..1721> 

1807.. 2664, 2756.*. 2826, 2998.. 3256, 6737.. 7983 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 

sativa] 



y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2451 
5107 
1 

OJ9904 23_03 . 9C03 . C20 . o3 . tm 

1116 

none 



Seq. ID OJ990423_03.9C03.C20 
Strand 

End 7983 * 

Method TBLASTX: Maize 

End 1721 

Score 101 



1116. .1298, 1338. .1415, 1512. .1721, 1513. .1671 



2451 
5107 
1 

OJ9904 23_03 . 9C03 . C20 . o2 . tm 

1960 

none 



Seq. ID OJ990423_03.9C03.C20 
Strand 

End 7983 

Method TBLASTX: Maize 

End 2464 

Score 183 



1960. .2298, 1964. .2269, 2044. .2298, 2329. .2463, 2339. .2464 



□ Seq. No. 2451 

^ Gene No. 5107 

"~ Start 1 

Name OJ990423_03 . 9C03 . C20 . o4 . tm 

Start 6971 

GI none 

Exons 6971.. 7249 



Seq. ID OJ990423_03.9C03.C20 
Strand 

End 7983 

Method TBLASTX: Maize 

End 724 9 

Score 185 



Seq. No. 2451 

Gene No. 5107 

Start 1 

Name OJ9904 23_03 . 9C03 . C20 . ol . tm 

Start 7376 

GI none 
Exons 



Seq. ID OJ990423_03.9C03.C20 
Strand 

End 7 983 

Method TBLASTX : Mai ze 

End 7 941 

Score 206 



7376. .7765, 7398. .7721, 7792. .7941 



Seq. No. 
Gene No, 



2452 
5108 



Seq. ID OJ990423_03.9C03.C21 
Strand + 



2520 




Start 


3841 








End 


7014 


Name 


OJ990423 03 


.9C03. 


C21.o3. 


gs 


Method 


GEN SCAN 


Start 


3841. 








End 


7014 


GI 


none 






'. 


Score 


.66 


Exons 


3841. .4172, 


4329. 


.4698, 


4784 . . 


5228, 5777.. 6448, 6539.. 7014 


Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 


Gene No. 


5109 








Strand 


+ 


Start 


8650 








End 


12474 


Name 


OJ990423 03 


.9C03.C21.o4. 


gs 


Method 


GENSCAN , 


Start 


8650 








End 


12468 


GI 


none 








Score 


.92 


Exons 


8650. .8718, 


9031. 


.12022, 


12116. .12468 




Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 


Gene No. 


5109 








Strand 


+ 


Start 


8650 








End 


12474 


Name 


OJ990423 03 


.9C03.C21.ol. 


np 


Method 


AAT/NAP 


Start 


8996 








End 


12474 


GI 


6522541 








Score 


1708 


Exons 


8996. .9481, 


9842. 


.11478, 


11509. .12022, 


12116. .12474 


GI Descrip. 


(AL132955) 


receptor-kinase like protein [Arabidopsis thaliana] 


Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 


Gene No. 


5110 








Strand 




Start 


2182 








End 


3138 


Name 


OJ990423 03 


.9C03. 


C21.o2. 


gs 


Method 


GENSCAN 


Start 


2182 








End 


3138 


GI 


none 








Score 


.87 


Exons 


2182. .2306, 


2922. 


.3138 








Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 


Gene No . 


5111 








Strand 




Start 


8699 








End 


9005 


Name 


OJ990423 03 


.9C03. 


C21.ol. 


gp 


Method 


AAT/GAP 


Start 


8699 








End 


9005 


GI 


3761222 








Score 


542 


Exons 


8699. .9005 












Seq. No. 


2452 








Seq. ID. 


OJ990423_03.9C03.C21 


Gene No. 


5112 








Strand 




Start 


14160 








End 


16936 


Name 


OJ990423 03 


.9C03. 


C21.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3929 








End 


11133 


GI 


none 








Score 


61 


Exons 


3929. .4030, 


9181. 


.9396, 


9202. . 


9399, 9207.. 9383, 9208.. 9468, 




9228. .9395, 


9274. 


.9672, 


9340. . 


9822, 9420.. 9671, 9490.. 9744, 




9492. .9599, 


9501. 


.9671, 


9705. . 


9824, 9733.. 9888, 9733.. 9819, 




9798. .9962, 


9850. 


.10113, 


9856. 


.9963, 9937. .10113, 9937. .10116, 




9948. .10109 


, 9949 


. .10104 


, 9994 


. .10116, 


10129. .10254, 



10363. .10638, 10426 .. 10629, 1042 9 .. 10773, 10438 10692, 
10510. .10803, 10570. . 10800, 10801 .. 11133, 10827.. 10901 



Seq. No. 2452 * Seq. ID OJ990423_03.9C03.C21 

Gene No. ' 5112 Strand 

Start 14160 End 16936 

Name OJ990423 03 . 9C03 .C21 . 06. tm Method TBLASTX : Mai ze 



2521 



Start 4401 

GI none 

Exons 4401.. 4580, 4402.. 4686, 4402. 

Seq. No. 2452 

Gene No. 5112 

Start 14160 

Name OJ9904 23_03 . 9C03 . C21 . o2 . tw 

Start 4629 

GI none 

Exons '4629.. 4700, 4630.. 4698, 4780.. 4914, 4784.. 4954 



End 4 686 

Score 260 

.4611, 4635.. 4682, 4639.. 4683 

Seq. ID OJ990423_03.9C03.C21 
Strand 

End 16936 

Method TBLASTX : Wheat 

End 4 954 

Score 114 



Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


Gene No. 


5112 






Strand 




Start 


14160 






End 


16936 


Name 


OJ990423 03. 


9C03 


.C21.o7.tm 


Method 


TBLASTX: Maize 


Start 


5983 






End 


6411 


GI 


none 






Score 


102 


Exons 


5983. .6144, 


6148 


. .6411 









Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 




Gene No. 


5112 








Strand 






Start 


14160 








End 


16936 




Name 


OJ990423 03 


9C03. 


C21.ol. 


tw 


Method 


TBLASTX: Wheat 


U 


Start 


6082 








End 


6451 


! *3 


GI 


none 








Score 


92 


Hi! 


Exons 


6082. .6195, 


6094. 


.6165, 


6166. 


.6450, 6185.". 6451, 6189. .6449, 


I s ! i 




6328. . 6450 












ri 

1 ;j 


Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 


•s X? 


Gene No. 


5112 








Strand 






Start 


14160 








End 


16936 


'y 


Name 


OJ990423 03 


9C03. 


C21.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


6187 








End 


6614 


!3 


GI 


none 








Score 


187 


'~1 


Exons 


6187. .6450, 


6204. 


.6242, 


6297. 


.6449, 6537.. 6614, 6538.. 6612 




Seq. No. 


2452 








Seq. ID 


OJ990423_03.9C03.C21 




Gene No. 


5112 








Strand 






Start ' 


14160 








End 


16936 


3 C 

: 


Name 


OJ990423 03. 


9C03. 


C21.o3. 


tm 


Method 


TBLASTX: Maize 


: sr 


Start 


6568 








End 


6836 




GI 


none 








Score 


426 




Exons 


6568. . 6825, 


6570. 


.6836 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2452 
5112 
14160 

OJ990423_03.9C03.C21.o3.tw 

9067 

none 



OJ990423 03.9C03.C21 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9067. .9171, 9187. .9369, 9190. .9513, 9265. .9585, 9346. .9657, 
9496.. 9798, 9784.. 10089, 9795.. 9887, 10123 10251, 10155 .. 10313, 
10423. .10533, 10426 .. 10677, 10501 .. 10800, 10801 .. 11109, * 
10945.. 11133 



16936 

TBLASTX: Wheat 

11133 

94 



Seq. No. 



2452 



Seq. ID OJ990423 03.9C03.C21 



2522 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



5112 
14160 

OJ990423_03. 

9127 

none 

9127. .9171, 
9202. .9681, 
9253. .10050, 
9379..9672, 
9595. .9888, 
9838. .10104, 
10123. .10308 
10420. .10794 
10426. .10800 
10555. .10791 
10785. .10991 
10801. .11145 
10816. .11076 
10996. .11133 
11668. .11736 



9C03.C21.ol.tc 



16936 

TBLASTX: Cress 

12210 

49 



Strand 
End 

Method 
End 
Score 

9181.. 9318, 9187.. 9399, 9190.. 9609, 9193.. 9396, 
9202.. 9672, 9223.-9468, 9229.. 9978, 9247.. 9528, 

9273. .9599, 9307. .9609, 9318. .9455, 9343.-9453, 
9409.. 10116, 9478.. 9651, 9519.. 9638, 9576.. 9671, ' 
9619. .10116, 9736. .10041, 9754. .10104, 9835. .10020, 
9955. .10104, 10021. .10188, 10123 .. 10254 , 
10129. .10251, 10132. .10251, 10330 .. 10773, 
10791, 10420. .10764, 10423 .. 10638 , 
10773, 10453. . 10701, 
11133, 10675. .10836, 
11127, 10801. . 11127, 
11001, 10807, 
11133, 10858. 
11664, 11637. 
11951, 12115. 



10420. 

10429. .10794, 10429. 

10561. .10743, 10636. 

10798. .10878, 10798. 

10801. .11127, 10801. 

10816. .11133, 10852. 

11080. .11127, 11584. 

11770. .11937, 11793. 



11127, 
10911, 
11735, 
12210 



• 5 _i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



U 

!l£ Seq. No. 

] -~ . Gene No. 
*?Start 
Name 
Start 
GI 

Exons 



2452 

5112 

14160 

OJ9904 

9193 

none 

9193. . 

9229. . 

9289. . 

9516. . 

9850. . 

10009. 

10240. 

10426. 

10429. 

10522. 

10801. 



23 03.9C03.C21.o4.ts 



9672, 9199.. 9675, 9202 
9681, 9229.. 9627, 9235.-9354, 
9888, 9337.-9747, 9385.. 9672, 
9671, 9733.. 10104, 9733.. 10104 
10113, 9852.. 10250, 9937.. 1011 
.10116, 10027. .10116, 10123. ,1 
.10293, 10346. .10393, 10351.. 1 
.10767, 10426. .10563, 10429.. 1 
.11127, 10453. .10791, 10453. .1 
.10800, 10615. .10740, 10687. .1 
.11133, 10801. .11133, 10801.. 1 



Seq. ID OJ990423_03.9C03.C21 
Strand 
End 

Method 
End 
Score 
9678, 



2452 
5112 
14160 

OJ990423_03.9C03.C21.o2.ts 
11398 
none 
11398 
11740 

12114. .12290, 12115 



16936 

TBLASTX : Soybean 
11187 
242 

9208. .9672, 9225. .9383, 
9265.-9675, 9285.. 9455, 
9451.. 9570, 9495.. 9671, 
, 9733. .10251, 9793.. 10104, 
6, 9943. .10110, 9985. 
0251, 10126. . 10251, 
0425, 10423. . 10773, 
0524, 10429. .10773, 
0800, 10464 .. 10691, 
1127, 10798. .11187, 
1127 



OJ990423 03.9C03.C21 



10116, 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 

11487, 11400. .11486, 11536 .. 11733, 11568 .. 11723, 
11982, 11766. .11942, 11977 .. 12021, 11991 .. 12020 , 
,12300 



16936 

TBLASTX: Soybean 

12300 

94 



Seq. No. 2452 

Gene No. 5112 

Start 14160 

Name OJ990423_03 . 9C03 . C21 . o4 . tm 

Start 11568 

GI none 
Exons 



Seq. ID OJ990423_03.9C03.C21 
Strand 
End 

Method 
End 
Score 



16936 

TBLASTX :Maize 

12015 

221 



11568. .11753, 11569. .11754, 117 67 .. 11 943, 11796 .. 11927, 
11974. .12015 



2523 




Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


.C21 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11788 






End 


12212 




GI 


none 






Score 


131 




Exons 


11788. . 


11943, 11856.. 


. 11939, 


11992. .12021, 12114. .12212, 






12115. . 


12204 










Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


. C21 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


12099 






End 


12405 




GI 


none 






Score 


53 




Exons 


12099. . 


12191, 12114. 


. 12317, 


12115. .12345, 12301. . 12405, 






12303. . 


12404 










Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


.C21 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


14139 






End 


14414 




GI 


none 






Score 


211 




Exons 


14139. . 


14414, 14149. 


. 14409 








Seq. No. 


2.452 






Seq. ID 


OJ990423_03.9C03 


.C21 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


14149 






End 


14544 


- 


GI 


none 






Score 


387 




Exons 


14149. . 


14544, 14157. 


. 14543, 


14158. .14538 




Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


.C21 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14152 






End 


.14625 




GI 


none 






Score 


611 




Exons 


14152. . 


14625, 14154. 


. 14624 








Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


- C2 1 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


. o2 . np 


Method 


AAT/NAP 




Start 


14160 






End 


15317 




GI 


4490733 






Score 


1027 




Exons 


14160. . 


15317 










GI Descrip. 


(AL035709) putative ] 


protein 


[Arabidopsis thaliana] 




Seq. No. 


2452 






Seq. ID 


OJ990423_03.9C03 


.C21 


Gene No. 


5112 






Strand 






Start 


14160 






End 


16936 




Name 


OJ990423 03.9C03.C21 


.ol .ts 


Method 


TBLASTX : Soybean 




Start 


14555 






End 


15326 





2524 



m 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No,. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



307 



14555. .14869, 14568 15176, 14569 15060, 14724 .. 1517 6, 
15171. .15326, 15189.. 15317 



2452 
5112 
14160 

OJ9904 23_03 . 9C03 . C21 . ol . tm 

14658 

none 

14658. .14708, 14659 .. 14706, 
14695. .14880, 14696 .. 14887, 
14886. .15317, 14892 .. 15317 , 

2452 
5112 
14160 

OJ990423_03 . 9C03 . C21 . o2 . gp 
14760 

22987_1.R1084 
14760. .15372, 16752. 
1 44 90733/emb | CAB38936 . 1 
[Arabidopsis thaliana] 1 

2453 
5113 
15062 

OJ990423_03 . 9C03 . C22 . o4 . gs 

15062 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14690. .14878, 
14721. .14888, 



OJ990423 03.9C03.C21 



16936 

TBLASTX: Maize 
15330 
60 

14694. .14879, 
14875. .15213, 



15253. .15330 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_03.9C03.C21 

16936 
AAT/GAP 
16936 
1553 



16936 

2.0e- 



38 (AL035709) putative protein 



Seq. ID OJ990423_03.9C03.C22 



Strand 
End 

Method 

End 

Score 



+ 

21527 
GENSCAN 
21527 
.52 



15062. .15227, 15785 .. 16047, 16681 .. 16837 , 1694 1 .. 1704 3, 
18348. .18705, 18786 19227, 21249 .. 21360, 21428.. 21527 



2453 
5113 
15062 

OJ990423_03 . 9C03 . C22 . ol . gp 
18324 

16675_1.R1084 
18324. .18705, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19340. .19383, 19487. .19616 
•4062935/dbj I AB003495 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



OJ990423_ 
+ 

21527 
AAT/GAP 
19616 
1905 



03.9C03.C22 



18786. .19227, 



2453 
5114 
27190 

OJ990423_03.9C03.C22.o6.gs 

27190 

none 

27190. .27210, 27991 28077 , 
29837. .30046 



Seq. ID OJ990423_03.9C03.C22 

Strand + 

End 30082 

Method GENSCAN 

End 30046 

Score .49 
29011. .29127, 29444. .29551, 



Seq. No. 2453 Seq. ID 

Gene No. 5114 Strand 

Start 27190 End 

Name OJ990423_03 . 9C03 . C22 . o2 .np Method 

Start 29433 End 



OJ990423_03.9C03.C22 
+ 

30082 

AAT/NAP 

30082 



2525 



GI 2947063 Score 258 

Exons 29433.. 30082 

GI Descrip. (AC002521) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 2453 Seq. ID 

Gene No. 5115 Strand 

Start 3170 End 

Name OJ990423_03 . 9C03 . C22 . o2 . gs Method 

Start 3170 End 

GI none Score 

Exons 3170.. 3469, 4996.. 5080, 5187.. 5296, 

6805. .6888, 7473. .7491, 7572. .7730, 

8949. .9093, 9186. .9262, 9512. .9815, 



OJ990423_03.9C03.C22 

10605 
GENSCAN 
10605 
.69 

5617. .5817, 6226. .6587, 
8341. .8468, 8565. .8687, 
10519. .10605 



; 3 n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



* GI Descrip. 



2453 
5115 
3170 

OJ990423_03 . 9C03 . C22 . ol . np 

3173 

4741192 



Seq. ID OJ990423_03.9C03.C22 
Strand 

End 10605 

Method AAT/NAP 

End 10590 

Score 1985 



3173. .3469, 3958. .4046, 4171. .4276, 4371. .4499, 4996. .5080, 
5187. .5296, 5617. .5817, 6226. .6587, 6805. .6888, 6984. .7109, 
7192. .7351, 7568. .7730, 8341. .8468, 8565. .8684, 8949. .9093, 
9555. .9890, 10519. .10590 

(AL049746) ABC' transporter-like protein [Arabidopsis thaliana] 



ru 


Seq. No. 


2453 


Seq. ID 


OJ990423_03.9C03 




Gene No. 


5116 


Strand 




Ly 


Start 


12163 


End 


13428 




Name 


OJ990423 03.9C03.C22.o3.gs 


Method 


GENSCAN 




Start 


12163 


End 


13428 




GI 


none 


Score 


.99 




Exons 


12163. .12377, 13365.. 13428 








Seq. No. 


2453 


Seq. ID 


OJ990423_03.9C03 


! B 


Gene No. 


5117 


Strand 




i* = 

sa. 


Start 


22527 


End 


24937 


1 J 


Name 


OJ990423 03.9C03.C22.o2.ts 


Method 


TBLASTX: Soybean 


5 


Start 


3165 


End * 


3352 




GI 


none 


Score 


128 


Exons 


3165.. 3350, 3170.. 3352 







Seq. No. 


2453 








Seq. ID 


OJ990423_03.9C03 


.C22 


Gene No. 


5117 








Strand 






Start 


22527 








End 


24937 




Name 


OJ990423 03 


.9C03, 


.C22.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3170 








End 


3385 




GI 


none 








Score 


"165 




Exons 


3170. .3385, 


3192, 


. .3383 










Seq. No. 


2453 








Seq. ID 


OJ990423_03.9C03 


.C22 


Gene No. 


5117 








Strand 






Start 


22527 








End 


24937 




Name 


OJ990423 03 


.9C03, 


.C22.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3386 








End 


4443 




GI 


. none 








Score 


115 





2526 




Exons 3386.. 3472, 3387.. 3470, 3387.. 3485, 3388.-3489, 3955.. 4044, 





3956. . 4063, 


4166. . 4279, 


4170 


..4277, 4177. .4281, 4368. .4442, 




4369. .4443 










Seq. No. 


2453 






Seq. ID 


OJ990423_03.9C03.C22 


Gene No. 


5117 






Strand 




Start 


22527 






End 


24937 


Name 


OJ990423 03. 


9C03.C22.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4166 






End 


5218 


GI 


none 






Score 


117 


Exons 


4166. .4282, 


4170. . 4295, 


4368 


..4502, 4369. .4503, 5002. .5079, 




5003. .5077, 


5181 . . 5216, 


5186 


. .5218 




Seq. No. 


2453 






Seq. ID 


OJ990423_03.9C03.C22 


Gene No. 


5117 






Strand 




Start 


22527 






End 


24937 


Name 


OJ990423_03. 


9C03.C22 .06 


. tm 


Method 


TBLASTX: Maize 


Start 


5701 






End 


6886 


GI 


none 






Score 


72 


Exons 


5701. . 5829, 


5710 . . 5829, 


6358 


..6582, 6359. .6583, 6806. .6886 


Seq. No. 


2453 






Seq. ID 


OJ990423_03.9C03.C22 


Gene No. 


5117 






Strand 




Start 


22527 






End 


24937 


Name 


OJ990423_03. 


9C03.C22.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6361 






End 


6592 


GI 


none 






Score 


67 


Exons 


6361 . . 6591, 


6410. . 6592, 


6423 


..6557, 6439.-6582 


Seq. No. 


2453 






Seq. ID 


OJ990423_03.9C03.C22 


Gene No. 


5117 






Strand 




Start 


22527 






End 


24937 


Name 


OJ990423_03. 


9C03.C22.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


6791 






End 


7113 


GI 


none 






Score 


79 


Exons 


6791 . . 6883, 


/• ri "7 j Till 

6974 . . 7111, 


6979 


. .7113 




Seq. No. 


2453 






Seq. ID 


OJ990423_03 . 9C03 . C22 


Gene No. 


5117 






Strand 




Start 


22527 






End 


24937 


Name 


OJ990423_03. 


9C03.C22.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


6991 






End 


7320 


GI 


none 






Score 


83 


Exons 


6991. .7110, 


6992 . . 7111, 


7178 


..7300, 7285.. 7320 


Seq. No. 


2453 






Seq. ID 


OJ990423_03.9C03.C22 


Gene No. 


5117 






Strand 




Start 


22527 






End 


24937 


Name 


OJ990423_03. 


9C03.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


16939 






End 


18872 


GI 


none 






Score 


76 


Exons 


16939. .17010 


, 16939. .17016, 


16946. .17020, 16961 .. 17017 , 




17003. .17053 


, 18334. .18384, 


18340. .18384, 18400 .. 18705 , 




18400. .18705 


, 18783. .18872, 


18785. .18871 


Seq. No. 


2453 






Seq. ID 


OJ990423_03 . 9C03 . C22 


Gene No. 


5117 






Strand 





2527 



Start 


22527 


End 


24937 




Name 


OJ990423 03.9C03.C22.o3.tm 


Method 


TBLASTX: Maize 




Start 


18873 


End 


19198 




GI 


none 


Score 


208 




Exons 


18873 .. 19067, 18873 .. 19064, 


18874. .19065, 18931 .. 19068 , 






19054 .. 19107, 19068 .. 19115, 


19071. .19121, 19109. .19198, 






19130 . . 19195 








Seq. No. 


2453 


Seq. ID 


OJ99.0423_03.9C03. 


C22 


Gene No. 


5117 


Strand 




• 


Start 


22527 


End 


24937 




Name 


OJ990423_03.9C03.C22.o5.gs 


Method 


GENSCAN 




Start 


22527 


End 


24937 




GI 


none 


Score 


.71 




Exons 


22527 . .22657 , 23426.-23529, 


23534. .23581, 23754 23882 , 






24819 . .24937 








Seq. No. 


2453 


Seq. ID 


OJ990423_03 . 9C03 . 


C22 


Gene No. 


5118 


Strand 






Start 


29816 


End 


30073 




Name 


OJ990423 03 . 9C03 . C22 . o3 . ts 


Method 


TBLASTX : Soybean 




Start 


29816 


End 


30073 




GI 


none 


Score 


187 




Exons 


29816 . . 30073 








Seq. No. 


2454 


Seq. ID 


OJ990423 03.9C03. 


C23 


Gene No. 


5119 


Strand 


+ 




Start 


1 


End 


3770 




Name 


OJ990423 03.9C03.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1521 




GI 


1076764 


Score 


78 




Exons 


1..210, 1494. .1521 








GI Descrip. 


AWJL236 protein - wheat gi | 551214 | emb | 


CAA57135I (X81370) 


AWJL236 




[Triticum aestivum] 








Seq. No. 


2454 


Seq. ID 


OJ990423 03.9C03. 


C23 


Gene No. 


5119 


Strand 


+ 




Start 


1 


End 


3770 




Name 


OJ990423 03.9C03.C23.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3446 




GI 


2947063 


Score 


740 




Exons 


1..573, 1091. .1215, 2114. .2369, 2461.. 


2652, 3016.. 3113, 






3198. .3446 








GI Descrip. 


(AC002521) putative receptor-iike protein kinase [Arabidopsis 




thaliana] 








Seq. No. 


2454 


Seq. ID 


OJ990423_03,. 9C03. 


C23 


Gene No. 


5119 


Strand 


+ 




Start 


1 


End 


3770 




Name 


OJ990423 03.9C03.C23.ol.gs 


Method 


GENSCAN 




Start 


84 


End 


3443 




GI 


none 


Score 


.84 




Exons 


84. .573, 1106. .1239, 2126.. 


2369, 2461. 


.2669, 2751.. 2800, 






2993.. 3113, 3198.. 3443 








Seq. No. 


2454 


Seq. ID 


OJ990423_03,-9C03. 


C23 


Gene No. 


5119 


Strand 


+ 





2528 



Start 
Name 
Start 
GI 

Exons 



OJ990423_03.9C03-C23.ol.gp 

216 
none 

216.. 573, 1106, 



End 3770 

Method AAT/GAP 

End 2158 

Score 978 
1239, 2126. .2158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2454 
5119 
1 

OJ990423_03.9C03.C23.o2.gp 
2162 

15891 1.R1084 



Seq. ID OJ990423_03.9C03,C23 



Strand 
End 

Method 

End 

Score 



+ 

3770 
AAT/GAP 
3021 
886 



2162. .2369, 2461. .2669, 2751. .2800, 2993. .3021 

•2947063 1.0e-35 (AC002521) putative Ser/Thr protein kinase 

[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990423 03.9C03.C23 



2454 
5119 
1 

OJ990423_03 . 9C03 . C23 . o3 . gp 
3287 

70383_1.R1084 
3287. .3770 

•2947063 8.0e-09 (AC002521) putative Ser/Thr protein kinase, 
[Arabidopsis thaliana] 1 



Strand 
End 

Method 

End 

Score 



+ 

3770 
AAT/GAP 
3770 
929 



2454 Seq. ID 

5120 Strand 

4152 End 
OJ990423_03.9C03.C23.o3.ts Method 

6 End 

none Score 
6. .227 



OJ990423_03.9C03.C23 
5987 

TBLASTX: Soybean 

227 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2454 
5120 
4152 

OJ990423_03 . 9C03 . C23 . o2 . 
75 

none 



Seq. ID OJ990423_03.9C03.C23 



tm 



Strand 
End 

Method 

End 

Score 



5987 

TBLASTX: Maize 

1139 

325 



75. .299, 77. .304, 426. .461, 1083. .1139, 1110. .1139 



2454 Seq. ID 

5120 Strand 
4152 End 
OJ990423_03 . 9C03 . C23 . ol . tm Method 
1156 End 
none Score 

1156. .1239, 1156. .1251, 1161. .1244, 

2127.. 2360, 2128.. 2367, 2129.. 2368, 

2748.. 2798, 2991.. 3119, 2998.. 3120, 

3200.. 3400, 3218.. 3448 



OJ990423_03.9C03.C23 
5987 

TBLASTX: Maize 
3448 
103 ' 

2115.. 2360, 2123.. 2362, 
2459.. 2677, 2460.. 2678, 
3005.. 3124, 3195.. 3401, 



Seq. No. 2454 

Gene No. 5120 

Start 4152 

Name OJ990423 03 . 9C03 . C23 . ol . ts 



Seq. ID OJ990423_03.9C03.C23 
Strand 

End 5987 

Method TBLASTX : Soybean 



2529 



-.1 



ry 



□ 



Start 


2129 








End 


2684 




GI 


5677290 








Score 


171 




Exons 


2129. .2389, 


2459 


. .2683, 


2466. 


.2684 






GI Descrip. 


2947063 2.0e 


-39 


(AC002521) putative Ser/Thr protein kinase 




[Arabidopsis 


thaliana] 










Seq. No. 


2454 








Seq. ID 


OJ990423_03. 9C03 


.C23 


Gene No. 


5120 








Strand 


— 




Start 


4152 








End 


5987 




Name 


OJ990423_03. 


9C03 


.C23.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2129 








End 


2594 




GI 


none 








Score 


148 




Exons 


2129. .2374, 


2481 


. .2594 










Seq. No. 


2454 








Seq. ID 


OJ990423_03.9C03 


-C23 


Gene No. 


5120 








Strand 






Start 


4152 








End 


5987 




Name 


OJ990423_03. 


9C03 


.C23.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2982 








End 


3398 




GI 


none 








Score 


108 




Exons 


2982. .3116, 


2999 


. .3106, 


3189. 


.3398, 3245.. 3397 




Seq. No. 


2454 








'Seq. ID 


OJ990423_03.9C03 


.C23 


Gene No . 


5120 








Strand 






Start 


4152 








End 


5987 




Name 


OJ990423 03. 


9C03 


.C23.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2988 








End 


3400 




GI 


none 








Score 


104 




Exons 


2988. .3116, 


3189 


. .3398, 


3215. 


.3400 






Seq. No. 


2454 








Seq. ID 


OJ990423_03.9C03 


.C23 


Gene No. 


5120 








Strand 






Start 


4152 








End 


5987 




Name 


OJ990423_03. 


9C03 


.C23.o2 


.gs 


Method 


GENSCAN 




Start 


4152 








End 


5987 




GI 


none 








Score 


.83 




Exons 


4152. .4409, 


5119 


. .5337, 


5772. 


.5987 






Seq. No. 


2454 








Seq. ID 


OJ990423_03.9C03 


.C23 


Gene No. 


5120 








Strand 






Start 


4152 








End 


5987 





Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990423_03 . 9C03 . C23 . o3 . np Method AAT/NAP 
4155 . End 5177 

2213871 Score 155 

4155. .4409, 5119. .5177 

(AF003126) poly (A) -binding protein [Mesembryanthemum 
crystallinum] 



2454 
5120 
4152 

OJ990423_03. 9C03 . C23 . ol . tw 

4248 

none 



Seq. ID OJ990423_03.9C03.C23 
Strand 

End 5987 

Method TBLASTX : Wheat 

End 4 4 34 

Score 134 



4248. .4421, 4248.-4427, 4252. .4434 

2454 Seq. ID OJ990423_03.9C03.C23 



2530 




Gene No . 


5120 


Strand 






Start 


4152 


End 


5987 




Name 


OJ990423 03.9C03.C23.o3.tm 


Method 


TBLASTX: Maize 




Start 


4248 


End 


4410 




GI 


none 


Score 


125 




Exons 


4248. .4409, 4248. .4409, 4252. 


.4410 






Seq. No. 


2455 


Seq. ID 


OJ990423_03. 9C03 


.C24 


Gene No. 


5121 


Strand 






Start 


1 


End 


632 




Name 


OJ990423 03.9C03.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


632 




GI 


3894393 


Score 


313 




Exons 


1. .632 








GI Descrip. 


(AF053998) Hcr2-5D [Lycopersicon esculentum] 




Seq. No. 


2455 


Seq. ID 


OJ990423_03.9C03 


.C24 


Gene No. 


5121 


Strand 






Start 


1 


End 


632 




Name 


OJ990423 03.9C03.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


44 


End 


591 




GI 


none 


Score 


55 




Exons 


44. .70, 79. .312, 106. .531, 107. .214, 113. .277, 175. .528 


t 




178. .531, 178. .519, 181. .516, 


181. .423, 


190. .534, 190.. 


516, 




190.. 519, 199. .525, 250.. 540, 


262. .591, 


334 . .477, 337 . . 


555, 




376. .513, 401. .490 








Seq. No. 


2455 


Seq. ID 


OJ990423_03.9C03 


.C24 


Gene No . - 


5121 


Strand 






Start 


1 


End 


632 




Name 


OJ990423 03.9C03.C24.ol.tw 


Method 


TBLASTX :Wheat 




Start 


82 


End 


531 




GI 


none 


Score 


55 




Exons 


82. .384, 86. .274, 122. .241, 205. .531 






Seq. No. 


2455 


Seq. ID 


OJ990423_03.9C03 


-C24 


Gene No . 


5121 


Strand 






Start 


1 


End 


63.2 




Name 


OJ990423 03.9C03.C24.ol.tm 


Method 


TBLASTX: Maize 




Start , 


107 


End 


519 




GI 


none 


Score 


67 




Exons 


107. .214, 175. .495, 178. .519, 


184. .516 






Seq. No. 


2455 


Seq. ID 


OJ990423_03.9C03 


.C24 


Gene No. 


5121 


Strand 






Start 


1 


End 


632 




Name 


OJ990423 03.9C03.C24.ol.ts 


Method 


TBLASTX : Soybean 




Start 


109 


End 


555 




GI 


none 


Score 


68 




Exons 


109. .516, 110. .274, 175. .453, 


178. .519, 


190. .261, 190.. 


519, 




199. .525, 250. .540, 337. .555 








Seq. No. 


2456 


Seq. ID 


OJ990423J)3.9C03 


.C25 


Gene No. 


5122 


Strand 


+ 




Start 


217 


End 


537 




Name 


OJ990423 03.9C03.C25.ol.gs 


Method 


GENSCAN 




Start 


217 


End 


537 





2531 



Co 



ru 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

217. .281, 471. .537 



Score 



.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
:= i GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2456 Seq. ID OJ990423_03.9C03.C25 

5122 Strand + 

217 End 537 

OJ990423_03 . 9C03 . C25 . o2 . np Method AAT/NAP 

349 End 439 

6721561 Score 94 

349. .439 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2456 
5123 
227 

OJ990423_03. 9C03 . C25 . ol . np 
227 

4680183 
227. .316, 594. .617 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990423_03.9C03.C25 
Strand 

End 617 

Method AAT/NAP 

End 617 

Score 87 



2457 Seq. ID 

5124 Strand 
536 End 
OJ990423JD3 . 9C03 . C28 . ol . gs Method 
536 End 
none Score 
536. .555 

2458 Seq. ID 

5125 Strand 
76 End 
OJ990423 J)3 . 9C03 . C2 9 . ol . gs Method 
7 6 End 
none Score 
76. .325 



OJ990423_03.9C03.C28 
+ 

555 

GENS CAN 

555 

.69 



OJ990423_03.9C03.C29 
+ 

325 

GEN SCAN 

325 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



2459 Seq. ID OJ990423_03.9C03.C30 

5126 Strand 

1 End 734 

OJ990423_03. 9C03 . C30 . ol . np Method AAT/NAP 

1 End 734 

6522590 Score 417 

1..292, 386. .734 

(AL133292) receptor kinase-like protein [Arabidopsis thaliana] 



2459 
5126 
1 

OJ990423_03 . 9C03 . C30 . o2 . tm 
4 . 

none 



Seq. ID OJ990423_03.9C03.C30 

Strand 

End 734 

Method TBLASTX : Mai ze 

End . 309 

Score 53 



4. .108, 5. .106, 114. .293, 117. .290, 118. .294, 217. .309 



2532 




Seq. No. 


2459 






Seq. ID 


OJ990423 03.9C03 


.C30 


Gene No. 


5126 






Strand 






Start 


1 






End 


734 




Name 


OJ990423 


03.9C03.C30.ol 


-gs 


Method 


GENSCAN 




Start 


90 






End 


506 




GI 


none 






Score 


.91 




Exons 


90. .292, 


386. .506 










Seq. No. 


2459 






Seq. ID 


OJ990423 03.9C03 


.C30 


Gene No. 


5126 






Strand 






Start 


1 






End 


734 




Name 


OJ990423 


03.9C03.C30.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


114 






End 


642 




GI 


none 






Score 


88 




Exons 


114. .293, 


118.. 294, 387 


. .416, 


388. .417, 


432.. 635, 466.. 


642 


Seq. No. 


2459 






Seq. ID 


OJ990423 03.9C03 


.C30 


Gene No. 


5126 






Strand 






Start 


1 






End 


734 




Name 


OJ990423 


03.9C03.C30.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


196 






End 


620 




GI 


none 






Score 


61 




Exons 


196. .294, 


204.. 293, 387 


. .416, 


465. . 620, 


469. .552 




Seq. No. 


2459 






Seq. ID 


OJ990423 03.9C03 


.C30 


Gene No. 


5126 






Strand 






Start 


1 






End 


734 




Name 


OJ990423 


03.9C03.C30.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


393 






End 


733 




GI 


none 






Score 


99 




Exons 


393. .434, 


465. .641, 481 


. .612, 


664. .732, 


665. .733 




Seq. No. 


2460 






Seq. ID 


OJ990423 03.9C03 


.C31 


Gene No. 


5127 






Strand 






Start 


15 






End 


476 




Name 


OJ990423 


03.9C03.C31.ol 


.gs 


Method 


GENSCAN 




Start 


15 






End 


476 




GI 


none 






Score 


.97 




Exons 


15. . 123, 


226. .270, 438. 


.476 








Seq. No. 


2461 






Seq. ID 


OJ990423 03.9C03 


.C33 


Gene No. 


5128 






Strand 






Start 


62 






End 


227 




Name 


OJ990423 


03.9C03.C33.ol 


.gs 


Method 


GENSCAN 




Start 


62 






End 


227 




GI 


none 






Score 


.58 




Exons 


62. .227 












Seq. No. 


2462 






Seq. ID 


OJ990423_03.9C03 


.C34 


Gene No. 


5129 






Strand 






Start 


234 






End 


627 




Name 


OJ990423 


03.9C03.C34.ol 


.gs 


Method 


GENSCAN 




Start 


234 






End 


627 




GI 


none 






Score 


.81 




Exons 


234. .627 













2533 



□ 



\2 

ru 



Seq. No. 


2462 




Seq. ID 


OJ990423 03.9C03 


.C34 


Gene No. 


5129 




Strand 






Start 


234 




End 


627 




Name 


OJ990423 03.9C03.C34.ol.tm" 


Method 


TBLASTX: Maize 




Start 


263 




End 


612 




GI 


none 




Score 


77 




Exons 


263. .352, 272. .331, 


340. .390, 


346. . 393 


, 354 . .407, 393 . . 


518, 




394. .612, 396. .575, 


397. .603, 


443. . 610 






Seq. No. 


2463 




Seq. ID 


OJ990713 06.9C03 


.CI 


Gene No. 


5130 




Strand 


+ 




Start 


455 




End 


576 




Name 


OJ990713 06.9C03.C1 


. ol . gs 


Method 


GENSCAN 




Start 


455 




End 


576 




GI 


none 




Score 


.77 




Exons 


455. .576 










Seq. No. 


2464 




Seq. ID 


OJ990713_06. 9C03 


. C2 


Gene No. 


5131 




Strand 


+ 




Start 


290 




End 


2098 




Name 


OJ990713_06. 9C03.C2 


.ol . gs 


Method 


GENSCAN 




Start 


290 




End 


2098 




GI 


none 




Score 


.79 




Exons 


290 . . 871, 945 . . 990, 


1055. .1153, 1263.. 


2098 




Seq. No. 


2464 




Seq. ID 


OJ990713_06. 9C03 


.C2 


Gene No. 


5132 




Strand 


+ 




Start 


19612 




End 


28318 




Name 


OJ990713_06. 9C03.C2 


. o2 . np 


Method 


AAT/NAP 




Start 


19612 




End 


28151 




GI 


3894387 




Score 


1103 




Exons 


19612 . .19696, 19788 


..19919, 20016. .20188, 20486 .. 21025, 






22183. .22463, 26335 


..26686, 27128.. 28151 




GI Descrip. 


(AF053995) Hcr2-0B 


[Lycopersicon esculentum] 




Seq. No. 


2464 




Seq. ID 


OJ990713_06. 9C03 


.C2 


Gene No. 


5132 




Strand 


+ 




Start 


19612 




End 


28318 




Name 


OJ990713 06. 9C03.C2 


.o5.gs . 


Method 


GENSCAN 




Start 


25250 




End 


28318 




GI 


none 




Score 


.82 




Exons 


25250. .26411, 27024 


. .28318 








Seq. No. 


2464 




Seq. ID 


OJ990713_06. 9C03 


. C2 


Gene No. 


5133 




Strand 


+ 




Start 


38872 




End 


44293 




Name 


OJ990713 06.9C03.C2 


. o4 .np 


Method 


AAT/NAP 




Start 


38872 




End 


42955 




GI 


1184077 




Score 


559 




Exons 


38872. .38939, 39353 


..39567, 41201.. 42955 




GI Descrip. 


(U42445) Cf-2.2 [Lycopersicon 


pimpinellif olium] 




Seq. No. 


2464 




Seq. ID 


OJ990713J36.9C03 


.C2 


Gene No. 


5133 




Strand 


+ 




Start 


38872 




End 


44293 




Name 


OJ990713 06.9C03.C2 


. 08 . gs 


Method 


GENSCAN 




Start 


39026 




End 


44206 





2534 




GI 


none 


Score 


.51 






Exons 


39026. .39290, 39388. .39503, 


39946. .40352, 40559, 


. .40760,- 






41402. .41660, 42946. .43058, 


43155. .43251, 43986, 


. .44206 




Seq. No. 


2464 


Seq. ID 


OJ990713_ 


06. 9C03. 


C2 


Gene No. 


5133 


Strand 


+ 






Start 


38872 


End 


44293 






Name 


OJ990713 06.9C03.C2.o6.np 


Method 


AAT/NAP 






Start 


40454 


End 


43293 






GI 


6606570 


Score 


337 






Exons 


40454. .40489, 41273. .41419, 


41495. .41817, 42465, 


, .43090, 






43193. .43293 










GI Descrip. 


(AF215729) unknown [Glycine 


max] 








Seq. No. 


2464 


Seq. ID 


OJ990713_ 


06. 9C03. 


C2 


Gene No. 


5133 


Strand 


+ 






Start 


38872 


End 


44293 






Name 


OJ990713 06. 9C03.C2.o5.np 


Method 


AAT/NAP 






Start 


41273 


End 


43217 






GI 


4235641 


Score 


445 






Exons 


41273. .41982, 42423 .. 43059, 


43102. .43217 






GI Descrip. 


(AF119040) NL0D [Lycopersicon esculentum] 






Seq. No. 


2464 


Seq. ID 


OJ990713_ 


_06. 9C03. 


C2 


Gene No. 


5133 


Strand 


+ 






Start 


38872 


End 


44293 






Name 


OJ990713 06.9C03.C2.o3.gp 


Method 


AAT/GAP 






Start 


43348 


End 


43751 






GI 


4968598 


Score 


720 






Exons 


43348. .43751 










Seq. No. 


2464 


Seq. ID 


OJ990713_ 


06. 9C03. 


C2 


Gene No. 


5133 


Strand 


+ 






Start 


38872 


End 


44293 






Name 


OJ990713 06.9C03.C2.o7.np 


Method 


AAT/NAP 






Start 


43927 


End 


44293 






GI 


6539588 


Score 


238 






Exons 


43927. .44293 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2464 


Seq. ID 


OJ990713_ 


06. 9C03. 


C2 


Gene No. 


5134 


Strand 








Start 


2350 


End 


14525 






Name 


OJ990713 06.9C03.C2.o2.gs 


Method 


GENSCAN 






Start 


2350 


End 


14525 






GI 


none 


Score 


.92 






Exons 


2350.. 2433, 2673.. 2784, 3058 


..3191, 3955. .4060, 


4457. .8406, 




8541. .11111, 11319. .13381, 13416. .13602 


!, 13782.. 


14058, 






14428. .14525 










Seq. No. 


2464 


Seq. ID 


OJ990713_ 


06.9C03. 


C2 


Gene No. 


5134 


Strand 








Start 


2350 


End- 


14525 






Name 


OJ990713 06.9C03.C2.ol.np 


Method 


AAT/NAP 






Start 


4435 


End 


7593 






GI 


5902445 


Score 


1526 






Exons 


4435.. 6152, 6180.. 6239, 6275 


. .7593 









2535 




GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5135 










Strand 


— 




Start 


29214 










End 


30128 




Name 


OJ990713 06 


.9C03 


.C2 


.06. 


gs 


Method 


GENSCAN 




Start 


29214 










End 


30128 




GI 


none 










Score 


.9 




Exons 


29214. .29678, 29949 


. .30128 








Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5136 










Strand 


- 




Start 


32517 










End 


42955 




Name 


OJ990713 06 


. 9C03 


.C2 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4450 ~ 










End 


4863 




GI 


none 










Score 


92 




Exons 


4450 . . 4863, 


4511 


. .4660, 


47c 


!1. .4855 






Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5136 










Strand 


- 




Start 


32517 










End 


42955 




Name 


OJ990713 06 


. 9C03 


.C2 


.06. 


ts 


Method 


TBLASTX: Soybean 




Start 


4645 ~~ 










End 


4872 




GI 


none 










Score 


189 




Exons 


4645. .4872 
















Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5136 










Strand 


- 




Start 


32517 










End 


42955 




Name 


OJ990713 06 


. 9C03 


.C2 


.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4894 ~ 










End 


5259 




GI 


none 










Score 


186 




Exons 


4894 . .5259 
















Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5136 










Strand 


— 




Start 


32517 










End 


42955 




Name 


OJ990713 06 


. 9C03 


.C2 


.o4. 


ts* 


Method 


TBLASTX : Soybean 




Start 


5017 ~~ 










End 


5406 




GI 


none 










Score 


116 




Exons 


5017 5406. 


5084 


. .5305 










Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5136 










Strand 


- 




Start 


32517 










End 


42955 




Name 


OJ990713 06, 


.9C03 


.C2, 


.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5248 










End 


5547 




GI 


none 










Score 


208 




Exons 


5248. .5547 
















Seq. No. 


2464 










Seq. ID 


OJ990713_06.9C03 


.C2 


Gene No. 


5136 










Strand 






Start 


32517 










End 


42955 




Name 


OJ990713 06. 


.9C03 


.C2, 


.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


5272 










End 


5547 




GI 


none 










Score 


184 




Exons 


5272. .5547 

















2536 




Seq. No. 


2464 








Seq. ID 


OJ990713_06.9C03 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 


Name 


OJ990713 06 


.9C03. 


C2.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


5962 








End 


6432 


GI 


none 








Score 


66 


Exons 


5962. .6090, 


6035. 


.6088, 


6187. 


.6225, 6289.-6432 


Seq. No. 


2464 








Seq. ID 


OJ990713_06. 9C03 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 . 


Name 


OJ990713 06 


.9C03. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6520 








End 


7050 


GI 


none 








Score 


107 


Exons 


6520. . 6591, 


6571. 


.7050, 


6590. 


.6751, 6914.. 7006 


Seq. No. 


2464 








Seq. ID 


OJ990713_06.9C03 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 


Name 


OJ990713 06 


9C03. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6676 








End 


7092 


GI 


none 








Score 


101 


Exons 


6676. .7092, 


6677. 


.6823, 


6703. 


.6954, 6920. .6991 


Seq. No. 


2464 




- 




Seq. ID 


V_/ U Zs Zi \J 1 J. *J \J \J . Zs \_> \J ~J 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 


Name 


OJ990713 06 


9C03. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6769 








End 


7197 


GI 


none 








Score 


114 


Exons 


6769. .7197, 


6874. 


.7188 








Seq. No. 


. 2464 








Seq. ID 


OJ990713_06.9C03 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 


Name 


OJ990713 06 


9C03. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7267 








End 


7477 


GI 


none 








Score 


131 


Exons 


7267. .7476, 


7295. 


.7477 








Seq. No. 


2464 








Seq. ID 


OJ990713J36.9C03 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 


Name 


OJ990713 06. 


9C03. 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7267 








End 


7641 


GI 


none 








Score 


158 


Exons 


7267. .7641, 


7283. 


.7597 








Seq. No. 


2464 








Seq. ID 


OJ990713_06.9C03 


Gene No. 


5136 








Strand 




Start 


32517 








End 


42955 


Name 


OJ990713 06. 


9C03. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8718 . 








End 


9137 ' 


GI 


none 








Score 


251 


Exons 


8718. .9137 













2537 






Seq. No. 


2464 








Seq. 


ID OJ990713 


06.9C03 




Gene No. 


5136 








Strand 








Start 


32517 








End 


42955 






Name 


OJ990713 06.9C03.C2. 


ol . tm 


Method TBLASTX : Maize 




Start 


20054 








End 


42774 






GI 


none 








Score 72 








Exons 

U Awl 1 k»J 


20054. 


.20233, 


20672. 


.20956, 


20813. 


.20944, 


21485. 


.21562, 






21486. 


.21962, 


21487. 


-.21963, 


21957. 


.22031, 


21961. 


.22032, 






22327. 


.22458, 


26276. 


.26560, 


27103. 


.27213, 


27104. 


.27214, 






27215. 


.27586, 


27230. 


.27589, 


27575. 


.27646, 


27935. 


.28069, 






41300. 


.41512, 


41666. 


.41803, 


41846. 


.41998, 


42349. 


.42495, 






42604. 


.42774 
















Seq. No. 


2464 








Seq. 


ID OJ990713 


06.9C03 




Gene No. 


5136 








Strand 








Start 


32517 








End 


42955 






Name 


OJ990713 06.9C03.C2. 


ol.ts 


Method TBLASTX : Soybean 




Start 


20069 








End 


42955 






GI 


none 








Score 76 








Exons 


20069. 


.20212, 


20093. 


.20212, 


20498. 


.20911, 


20612. 


.20872, 






20639. 


.20947, 


20672. 


.21010, 


20750. 


.21010, 


20888. 


.21031, 






21184. 


.21321, 


21232. 


.21312, 


21421, 


.21492, 


21463. 


.21687, 






21556. 


.21639, 


21667. 


.21729, 


21673. 


.21927, 


21682. 


.21945, 






21685. 


.21951, 


21694. 


.21939, 


21979. 


.22035, 


22129. 


.22458, 






22179. 


.22457, 


22186. 


722290, 


22210. 


.22509, 


22282. 


.22512, 


rr 

i i 




22453. 


.22548, 


22479. 


.22550, 


26066. 


.26236, 


26096. 


.26236, 


u 




26243. 


.26542, 


26276. 


.26614, 


26279. 


.26446, 


26354. 


.26614, 






26474. 


.26686, 


26492. 


.26686, 


26570. 


.26860, 


26882. 


.26935, 






27029. 


.27199, 


27185. 


.27271, 


27221. 


.27322, 


27272. 


.27541, 


y 




27296. 


.27559, 


27296. 


.27529, 


27308. 


.27553, 


27356. 


.27559, 






27389. 


.27592, 


27596. 


.27652, 


27740. 


.28156, 


27754. 


.28167, 


! i 




27797. 


.27913, 


27815. 


.28066, 


27821. 


.28096, 


27836. 


.27994, 






27878. 


.28069, 


27878. 


. 27988, 


27893. 


.28135, 


41237. 


.41485, 






41240. 


.41425, 


41270. 


.41485, 


41315. 


.41494, 


41339. 


.41716, 






41492. 


.41791, 


41666. 


.41935, 


41741. 


.41935, 


41819. 


.42100, 






42128. 


.42184, 


42274. 


.42444, 


42274. 


.42312, 


42337. 


.42477, 


a; 




42538. 


.42780, 


^42610. 


.42780, 


42613. 


.42780, 


42619. 


.42780, 






42634. 


.42780, 


42782. 


.42955, 


42783. 


.42953 








Seq. No. 


2464 








Seq. 


ID OJ990713 


06.9C03 




Gene No. 


5136 








Strand 








Start 


32517 








End 


42955 






Name 


OJ990713 06.9C03.C2. 


ol.tc 


Method TBLASTX : Cress 




Start 


20075 








End 


42950 






GI 


none 








Score 7 9 








Exons 


20075. 


.20185, 


20081. 


.20218, 


20084. 


.20218, 


20102. 


.20218, 






20498. 


.20962, 


20498. 


.21031, 


20555. 


.21010, 


20558. 


.21013, 






20558. 


.21013, 


20564. 


.21028, 


20687. 


.21025, 


20711. 


.21031, 






20711. 


.21043, 


20759. 


.21031, 


20828. 


.21031, 


20831. 


.21046, 






20891. 


.21022, 


21091. 


.21144, 


21421. 


.21489, 


21472. 


.21672, 






21475. 


.21654, 


21517. 


.21666, 


21529. 


.21654, 


21559. 


.21654, 






21667. 


.21945, 


21676. 


.21945, 


21694. 


.21945, 


21694. 


.21954, 






21997. 


.22041, 


22153. 


.22464, 


22159. 


.22512, 


22186. 


.22458, 






22201. 


.22332, 


22201. 


.22542, 


22204. 


.22461, 


22204. 


.22455, 






22204! 


.22509, 


22204. 


.22458, 


22219. 


.22458, 


22273. 


.22458, 






22276. 


.22479, 


22336. 


.22542, 


22459. 


.22554, 


25679. 


.25747, 






25982. 


.26185, 


25985. 


.26236, 


25988. 


.26236, 


25988. 


.26236, 



2538 





26024. 


.26236, 


26066. 


.26686, 


26276. 


.26686, 


26282. 


.26617, 




26309. 


.26686, 


26315. 


.26695, 


27020. 


.27067, 


27020. 


.27148, 




27089. 


.27214, 


27092. 


.27211, 


27092. 


.27271, 


27218. 


.27271, 




27224. 


.27280, 


27227. 


.27271, 


27272. 


.27475, 


27296. 


.27346, 




27299. 


.27574, 


27299. 


.27559, 


27308. 


.27577, 


27380. 


.27604, 




27611. 


.27646, 


27764. 


.28072, 


27794. 


.28102, 


27797. 


.27922, 




27809. 


.28075, 


27812. 


.27943, 


27812. 


.28132, 


27815. 


.28066, 




27815. 


.28066, 


27815. 


.28069, 


27827. 


.28135, 


27884. 


.28132, 




27887. 


.28135, 


27956. 


.28132, 


28004. 


.28183, 


41228. 


.41494, 




41243. 


.41485, 


41243. 


.41425, 


41252. 


.41935, 


41273. 


.41362, 




41306. 


. 41440, 


41378 . 


.41935, 


41558 . 


. 41935, 


41561 . 


. 41935, 




41564. 


.41935, 


41564. 


.41944, 


41681. 


.41956, 


41744. 


.41935, 




41912. 


.42001, 


42577. 


.42780, 


42592. 


.42780, 


42597. 


.42764, 




42610. 


.42780, 


42610. 


.42744, 


42610. 


.42777, 


42613. 


.42780, 




42613. 


.42780, 


42613. 


.42780, 


42613. 


.42780, 


42682. 


.42780, 




42783. 


.42899, 


42783. 


.42914, 


42783. 


.42866, 


42819. 


.42950 


Seq. No. 


2464 








Seq. 


ID OJ990713 


06. 9C03 


Gene No. 


5136 








Strand 






Start 


32517 








End 


42955 




Name 


OJ990713 06.9C03.C2. 


o4 . tw 


Method TBLASTX : Wheat 


Start 


21673 








End 


42780 




GI 


none 








Score 102 




Exons 


21673. 


.21945, 


22147. 


.22536, 


26057. 


.26236, 


27758. 


.28120, 




27940. 


.28068, 


42565. 


...42780 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2464 Seq. ID OJ990713_06 . 9C03 . C2 

5136 Strand 

32517 End 42955 

OJ990713_06. 9C03.C2.ol.gp Method AAT/GAP 

32168 End 32596 

5056024 Score 757 

32168. .32596 

4062935/dbj | AB003495 . 1 | AB003495 3.0e-14 Oryza sativa DNA for 

dihydrof lavonol 4 -reductase, complete cds 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2464 Seq. ID OJ990713_06 . 9C03 . C2 

5136 Strand 

32517 End 42955 

OJ9907 13_06 . 9C03 . C2 . o3 . np Method AAT/NAP 

32511 End 33386 

132577 Score 631 

32511. .32621, 32651.. 33386 

PROTEIN SYNTHESIS INHIBITOR I (RIBOSOME- INACTIVATING PROTEIN I) 
(RRNA N-GLYCOS I DASE ) gi | 100556 | pir | | B38664 30K ribosome 
inactivating protein - barley gi | 167032 (M62905) 
ribosome-inactivating protein [Hordeum vulgare] . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



2464 Seq. ID 

5136 Strand 

32517 End 

OJ990713_06 . 9C03 . C2 . o7 . gs Method 

32517 ' End * 

none Score 



OJ990713_06. 9C03.C2 

42955 
GENSCAN 
34866 
.41 



32517. .33389, 33572 33619, 34474.. 34866 



Seq. No. 



2464 



Seq. ID OJ990713 06.9C03.C2 



2539 



Gene No. 5136 Strand 

Start 32517 End 42955 

Name OJ990713_06.9C03.C2.o2.gp Method AAT/GAP 

Start 32968 End 33429 

GI 12800_1.R1084 Score 874 

Exons 32968. .33429 

GI Descrip. 1 132580/sp | P04399 | RIP2_H0RVU 3.0e-24 PROTEIN SYNTHESIS INHIBITOR 
II {RIBOSOME- INACTIVATING PROTEIN II) ( RRNA" N-GLYCOSIDASE) 

>gi_72360_pir RLBH protein synthesis inhibitor II - barley 

>gi_225420_prf 1303209A translation inhibitor II [Hordeum 

vulgare var. distichum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 

GI Descrip. 



2465 
5137 
1 

OJ990713 06.9C03.C3.ol.np 



1184075 
1..164, 303. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1122, 1564.. 2548, 3491 



OJ990713_06.9C03.C3 
+ 

3529 
AAT/NAP 
3529 
909 
3529 



(U42444) Cf-2.1 [Lycopersicon pimpinellif olium] 

gi 1 1587673 Iprf M2207203A Cf-2 gene [Lycopersicon esculentum] 



i.y 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



2465 
5137 

1 ■ ■ ' * 

OJ990713_06.9C03.C3.ol.ts 

350 

none 



Seq. ID OJ990713_06.9C03.C3 

Strand + 

End 3529 

Method' TBLASTX: Soybean 

End 2532 

Score 99 



350. .550, 362. .493, 440. .610, 464. .694, 509. .601, 664. .780, 
866. .1060, 1166. .1246, 1256. .1312, 1397. .1495, 1562. .1657, 
1595.. 1648, 1601.. 1699, 1658.. 1906, 1658.. 1795, 1664.. 1924, 
1673. .1939, 1685. .1930, 1970. .2080, 2090. .2530, 2128. .2532, 
2171. .2230, 2171. .2287, 2186. .2446, 2189. .2440, 2195. .2449, 
2252. .2362 



Seq. No. 2465 Seq. ID 

Gene No. 5137 Strand 

Start 1 End 

Name OJ990713_06 . 9C03 . C3 . ol . tc Method 

Start 365 End 

GI none Score 
Exons 



OJ990713_06.9C03.C3 
+ 

3529 

TBLASTX: Cress 

2449- 

120 



365. .610, 431. .556, 437. .610, 815. .1057, 1421. .1582, 1577. .1804, 
1595. .1657, 1622. .1942, 1676. .1720, 2162. .2314, 2171. .2443, 
2186. .2443, 2189. .2377, 2203. .2376, 2240. .2374, 2258. .2374, 
2261. .2449, 2315. .2446, 2315. .2449, 2387. .2449 



Seq. No. 2465 

Gene No. 5137 

Start 1 

Name OJ9907 13_0 6 . 9C03 . C3 . ol . tw 

Start 428 

GI none 

Exons 428..694, 2114. .2443, 2296. .2442 



Seq. ID OJ990713_06. 9C03.C3 
Strand 
End 

Method 
End 
Score 



+ 

3529 

TBLASTX: Wheat 

2443 

77 



Seq. No. 
Gene No. 
Start . 



2465 
5137 
1 



Seq. ID OJ990713_06. 9C03.C3 
Strand + 
End 3529 



2540 



Name 

Start 

GI 

Exons 



OJ9907 13_06 . 9C03 . C3 . ol . tm Method TBLASTX : Mai ze 

431 End 2443 

none Score 72 

431. .610, 965. .1060, 1481. .1591, 1481. .1591, 1482. .1592, 

1579. .1701, 1592. .1957, 1613. .1936, 1741. .1956, 1952.. 2023, 

1955. .2023, 2198. .2308, 2312. .2443 



m 



n 



Seq. No. 


2466 




Seq. ID 


OJ990713 


Gene No. 


5138 




Strand 


+ 


Start 


335 




. End 


4 08- : 


Name 


OJ990713_06 


.9C03.C4.ol.gs 


Method 


GENSCAN 


Start 


335 




End 


408 


GI 


none 




Score 


1 


Exons 


335. .408 








Seq. No. 


2467 




Seq. ID 


OJ990713 


Gene No. 


5139 




Strand 


+ 


Start 


1012 




End 


1638 


Name 


OJ990713 06 


.9C03.C5.ol.gs 


Method 


GENSCAN 


Start 


1012 




End 


1638 


GI 


none 




Score 


. 76 


Exons 


1012. . 1066, 


1565. .1638 






Seq. No. 


2467 




Seq. ID 


OJ990713 


Gene No. 


5140 




Strand 


+ 


Start 


2220 




End 


3001 


Name 


OJ990713 06 


. 9C03.C5.o2 .np 


Method 


AAT/NAP 


Start 


2220 




End 


3001 


GI 


6002794 




Score 


1252 


Exons 


2220 . . 3001 








GI Descrip. 


(AF149813) 


unknown [Oryza 


sativa] 




Seq. No. 


2467 




Seq. ID 


OJ990713 


Gene No. 


5141 




Strand 


+ 


Start 


3531 




End 


8038 


Name 


OJ990713 06 


. 9C03.C5.o3.np 


Method 


AAT/NAP 


Start 


3531 




End 


8035 


GI 


4539660 




Score 


4393 


Exons 


3531 . . 4592, 


4680.. 8035 






GI Descrip. 


(AF061282) 


polyprotein [Sorghum bicolor] 


Seq. No. 


2467 




Seq. ID 


OJ990713 


Gene No. 


5141 




Strand 


+ 


Start 


3531 




End 


8038 


Name 


OJyyu/io 06 


. 9C03.C5.o3.gs 


Method 


GENSCAN 


Start 


4331 




End 


8038 


GI 


none 




Score 


. 99 


Exons 


4331. .8038 








Seq. No. 


2467 




Seq. ID 


OJ990713_ 


Gene No. 


5142 




Strand 




Start 


1 




End 


1080 


Name 


OJ990713 06 


. 9C03.C5.ol.np • 


Method 


AAT/NAP 


Start 


1 




End 


1080 


GI . 


6907088 




Score 


564 


Exons 


1..37, 530. 


.767, 943.. 1080 






GI Descrip. 


(AP001129) 1 


hypothetical protein [Oryza 


sativa] 



2541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



2467 
5143 
9380 

OJ990713_06, 

3711 

none 

3711. .4088, 

2467 
5143 
9380 

OJ990713_06, 

3969 

none 

3969. .4127, 

2467 
5143 
9380 

OJ990713_06. 

4678 

none 

4678. .4791, 

2467 
5143 
9380 

OJ990713_06. 

4684 

none 

4684. .4839, 

2467 
5143 
9380 

OJ990713_06. 

5102 

none 

5102. .5299, 

2467 
'5143 
9380 

OJ990713_06. 

5230 

none 

5230. .5685, 

2467 

5143 

9380 ■ 

OJ990713_06. 

5300 

none 

5300. .5767, 



9C03.C5.o8.tw 
3728. .3829 

9C03.C5.o6.tm 
4121. .4369 

9C03.C5.o7.tm 
4679. .5002, 4685. 

9C03.C5.o7.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_06.9C03.C5 
10123 

TBLASTX: Wheat 

4088 

255 



OJ990713_06.9C03.C5 
10123 

TBLASTX: Maize 

4369 

127 



OJ990713__06.9C03.C5 
10123 

TBLASTX: Maize 

5004 

206 



,4819, 4921. .5004 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_06.9C03.C5 
10123 

TBLASTX: Wheat 

5083 

162 



4685. .4906, 4915. .5034, 4919. .5083 



9C03.C5.o8.tm 
5152.. 5298 

9C03.C5.o4.tw 
5231.. 5713, 5258. 

9C03.C5.o3. tm 
5371. .5730 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5704 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_06.9C03.C5 
10123 

TBLASTX: Maize 

5299 

199 



OJ990713_06.9C03.C5 
10123 

TBLASTX: Wheat 

5713 

542 



OJ990713_06.9C03.C5 
10123 

TBLASTX: Maize 

5767 

381 



2542 






Seq. No. 


2467 










Seq. ID 


OJ990713_06. 9C03 


.C5 




Gene No. 


5143 










Strand 








Start 


9380 










End 


10123 






Name 


OJ990713 06. 


9C03. 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


5654 










End 


6049 






GI 


none 










Score 


56 






Exons 


5654. 


.5686, 


5654 , 


. .5686, 


5671. 


.5763, 5690.. 6049, 5690.. 5998 






5821. 


.6021 
















Seq. No. 


2467 










Seq. ID 


OJ990713_06. 9C03 


.C5 




Gene No. 


5143 










Strand 








Start 


9380 










End 


10123 






Name 


OJ990713 06. 


9C03, 


,C5.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


5762 










End 


6058 






GI 


none 










Score 


357 






Exons 


5762. 


.6058, 


5812 . 


. . 6021 












Seq. No. 


2467 










Seq. ID 


OJ990713_06. 9C03 


.C5 




Gene No. 


5143 










Strand 








Start 


9380 










End 


10123 






Name 


OJ990713 06. 


9C03. 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 






Start 


5783 










End 


6130 






GI 


none 










Score . 


300 






Exons 


5783. 


.6130, 


5809. 


. . 5985 












Seq. No. 


2467 










Seq. ID 


OJ990713_06 . 9C03 


.C5 


! t ; * 


Gene No. 


5143 










Strand 






ru 


Start 


9380 










End 


10123 






Name 


OJ990713 06. 


9C03, 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




i.U 


Start 


6064 










End 


6490 






GI 


none 










Score 


606 






Exons 


6064 . 


.6453, 


6065, 


. . 6490, 


6122. 


.6475 








Seq. No. 


2467 










Seq. ID 


OJ990713_06. 9C03 


.C5 


I"! 

! :=i 


Gene No. 


5143 










Strand 






'"J 


Start 


9380 










End 


10123 






Name 


OJ990713 06. 


9C03 . 


. C5.o3. 


ts 


Method 


TBLASTX : Soybean 




St 


Start 


6071 










End 


6316 




M 


GI 


none 










Score 


213 






Exons 


6071. 


.6316 
















Seq. No. 


2467 










Seq. ID 


OJ990713_06. 9C03 


.C5 




Gene No. 


5143 










Strand 


~ 






Start 


9380 










End 


10123 






Name 


OJ990713 06. 


9C03. 


, C5.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


6137 










End 


6490 






GI 


none 










Score 


474 






Exons 


6137. , 


.6490, 


6139. 


, .6438 












Seq. No. 


2467 










Seq. ID 


OJ990713_06.9C03 


.C5 




Gene No. 


5143 










Strand 








Start 


9380 










End 


10123 ■ 






Name 


OJ990713 06. 


9C03. 


,C5.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


. 6533 










End 


7057 






GI 


none 










Score 


581 






Exons 


6533. , 


.7057, 


6685. 


. .7053 











2543 



■1.3 

W 
! y 



Seq. No. 


2467 








Seq. ID 


OJ990713_06.9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713 06 


.9C03. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6764 








End 


7081 




GI . . 


none 








Score 


101 




Exons 


6764. .6937, 


6785. 


. 6937, 


6938. 


.7081, 6940.. 7065 




Seq. No. 


2467 








Seq. ID 


OJ990713 06.9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713 06 


9C03. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6850 








End 


7105 




GI 


none 








Score 


301 




Exons 


6850. .7095, 


6857. 


.7105, 


6977. 


.7105 






Seq. No. 


2467 








Seq. ID 


OJ990713_06.9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713 06 


9C03. 


C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


6903 








End 


7195 




GI 


none 








Score 


75 




Exons 


6903. .7037, 


6905. 


.7195, 


6916. 


.7095, 7147.. 7191 




Seq. No. • 


.24 67 








Seq. ID 


OJ990713_06.9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713 06 


9C03. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7064 








End 


7690 




GI 


none 








Score 


675 




Exons 


7064. .7690, 


7127. 


.7405, 


7159. 


.7566 






Seq. No. 


2467 








Seq. ID 


OJ990713_06.9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713_06. 


9C03. 


CS.ol. 


tm 


Method 


" TBLASTX: Maize 




Start 


7247 








End 


7840 




GI 


none 








Score 


221 




Exons 


7247. .7405, 


7252. 


.7398, 


7402. 


.7545, 7403. .7840, 7621. .7830, 




7745. .7840 














Seq. No. 


2467 








Seq. ID 


OJ990713_06. 9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713 06. 


9C03. 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7691 








End 


8023 




GI 


none 








Score 


360 




Exons 


7691. .8023, 


7730. 


.8002 










Seq. No. 


2467 








Seq. ID 


OJ990713_06.9C03. 


C5 


Gene No. 


5143 








Strand 






Start 


9380 








End 


10123 




Name 


OJ990713 06. 


9C03 . 


C5.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


7847 








End 


8008 




GI 


none 








Score 


183 




Exons 


7847. .8005, 


7850. 


.8008 











2544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

: _ Exons 

GI Descrip. 

EL 

!'! f 

Seq. No. 
^ Gene No. 
j «y Start 
Q Name 
ry Start 

a GI 

Exons 

^ Seq. No. 
i : - Gene No. 
;.1 Start 

5 ST 

Name 
!li Start 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 
Gene No . 
Start 
Name 



2467 Seq. ID 

5143 Strand 
9380 End 10123 

OJ9907 13_06 . 9C03 . C5 . o4 . np Method AAT/NAP 

8230 End 10123 

6907086 Score 1173 

8230.. 8380, 8516.. 8671, 8710.. 8817, 9049.. 9290, 
(AP001129) hypothetical protein [Oryza sativa] 



OJ990713 06.9C03.C5 



9352. .10123 



2467 Seq. ID 

5143 Strand 

9380 End 

OJ9907 13_06 . 9C03 . C5 . o4 . gs Method 

9380 End 

none Score 

9380.. 9531, 9539.. 9820 



OJ990713_06.9C03..C5 

10123 
GENSCAN 
9820 
.73 



2468 Seq. ID 

5144 Strand 
1 End 
OJ990713_06. 9C03.C6.ol.np Method 
1 End 
6630696 Score 
1..1377 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990713_06.9C03.C6 
+ 

1574 
AAT/NAP 
1377 
2227 



2468 Seq. ID 

5144 Strand 

1 End 

OJ990713_06.9C03.C6.ol.tc Method 

12 End 

none Score 
12. .224, 13. .174 



OJ990713_06.9C03.C6 
+ 

1574 

TBLASTX: Cress 

224 

228 



2468 Seq. ID 

5144 Strand 

1 End 

OJ990713_06. 9C03.C6.ol.ts Method 

14 End 

5509260 Score 
14. .196, 15. .311 



OJ990713_06.9C03.C6 
+ 

1574 

TBLASTX: Soybean 

311 

265 



2468 
5144 
1 

OJ990713_06. 9C03.C6.ol.tm 
15 

none 

15. .311, 28. .87, 150. .230, 

2468 
5144 
1 

OJ990713 06. 9C03.C6.o2.tw 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method TBLASTX : Maize 

End 478 

Score 280 
66. .358, 317. .478 

Seq. ID OJ990713_06.9C03.C6 

Strand + 

^End 1574 

Method TBLASTX : Wheat 



2545 



Start 
GI 

Exons 



15 End 765 

none Score 265 

15. .308, 32. .196, 317. .358, 353. .553, 496. .549, 712. .765 



Seq. No. 2468 

Gene No. 5144 

Start 1 

Name OJ9907 1 3_0 6 . 9C03 . C6 . ol . gs 

Start 145 

GI none 

Exons 145.. 252, 354.. 478, 829.. 1380 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method GEN SCAN 

End 1380 

Score . 65 



Seq. No. 2468 

Gene No. 5144 

Start 1 

Name OJ9907 13_06 . 9C03 . C6 . o3 . ts 

Start 412 

GI none 
Exons 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method TBLASTX : Soybean 

End 750 

Score 139 



412. .576, 413. .571, 572. .646, 645. .743, 649. .750 



Seq. No. 

Gene No. 

Start 
:== Name 
^ Start 

if gi 

Exons 



<:=f 

j ;! 



2468 
5144 
1 

OJ990713_06.9C03.C6.o2.tm 

562 

none 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method TBLASTX: Maize 

End ' 910 

Score 299 



562. .645, 648. .908, 649. .909, 662. .910 



Seq. No. 2468 

Gene No. 5144 

Start 1 

Name OJ990713_06. 9C03.C6.o2. ts 

Start 754 

GI none 

Exons 754.. 885, 903.. 1034, 904.. 1128 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method TBLASTX : Soybean 

End 1128 

Score 117 



Seq. No. 2468 

Gene No. 5144 
Start " r 1 

Name OJ9907 13_06 . 9C03 . C6 . ol . tw 

Start 766 

GI none 
Exons 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method TBLASTX : Wheat 

End 1239 

Score 98 



766. .840, 767. .826, 771. .839, 849. .1229, 855. .1235, 856.. 1239 



Seq. No. 2468 

Gene No. 5144 

Start 1 

Name 0 J9907 13_06 . 9C03 . C6 . o3 . tm 

Start 1251 

GI none 
Exons 



Seq. ID OJ990713_06.9C03.C6 

Strand + 

End 1574 

Method TBLASTX: Maize 

End 1574 

Score 87 



1251. .1340, 1251. .1340, 1252. .1341, 1253. .1342, 1380. .1544, 
1386. .1475, 1390. .1482, 1391. .1483, 1530. .1574, 1537. .1572 



Seq. No. 2469 
Gene No. 5145 
Start 8542 

Name . OJ9907 13_06 . 9C03 . C7 . ol . gp 



Seq. ID OJ990713_06.9C03.C7 

Strand + 

End 8639 

Method AAT/GAP 



2546 



Start 8542 End 8639 

GI 5867_1.R1084 Score 138 

Exons 8542.. 8639 

GI Descrip. 1 464986/sp I P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CON JUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2469 
5146 
170 

OJ990713_06.9C03.C7.ol.gs 

170 

none 



Seq. ID OJ990713_06.9C03.C7 
Strand 
End 

Method 
End 
Score 



170. .499, 805. .1122, 2725. .2911, 2954, 
5735. .7034 



7034 
GENSCAN 
7034 
.68 

.3366, 3747.. 5627, 



Seq. No. 

Gene No. 

Start 
_ * Name 
3 Start 
3 GI 
fi Exons 



Jibi GI Descrip. 

i . E 
■.3 

ru 

Seq. No. 

Gene No. 
H Start 
'^J Name 
i* 4 Start 
a GI 
s Exons 



□ 



2469 Seq. ID OJ990713JD6 . 9C03 . C7 

5146 Strand 

170 End 7034 

OJ990713_06.9C03.C7.ol.np Method AAT/NAP 

2602 End ' 7019 

1076581 Score 992 

2602. .2656, 3789. .4931, 5007. .5104, 5342. .5598, 5709. .5945, 
6153. .6293, 6460. .7019 

cf-9 protein precursor - tomato gi 1563233 (U15936) Cf-9 
precursor [Lycopersicon pimpinellif olium] 
gi I 2792186 | emb | CAA05274 | (AJ002236) Cf-9 [Lycopersicon 
pimpinellif olium] 



2469 
5147 
9169 

OJ990713_06. 

3919 

none 

3919. .4335, 
4378. .4479, 
4738. .4974, 
5401. .5508, 
5733. .5885, 



Seq. ID OJ990713_06.9C03.C7 
Strand 

End 9315 
Method TBLASTX : Soybean 
End 6380 
Score 174 
4285, 4003. .4110, 4006. .4263, 4009. .4275, 
4776, 4516. .4965, 4516. .4773, 4522. .4635, 
4848, 4810. .4914, 5077. .5517, 5386. .5517, 
5628, 5709. .5915, 5733. .5846, 5733. .5915, 
6128, 5982.. 6113, 6297.. 6380 



9C03.C7.ol.ts 



3920, 
4513, 
4783. 
5545. 
5931. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



2469 
5147 
9169 

OJ990713_06. 9C03.C7.ol.tw 

3931 

none 



Seq. ID OJ990713_06. 9C03.C7 
Strand 
End 

Method 
End 
Score 



9315 

TBLASTX: Wheat 

5622 

67 



3931. .3969, 3944. .4192, 3958. .4335, 4729. .4983, 5164. .5250, 
5401. .5517, 5509. .5622 



Seq. No. 
Gene No. 
Start 



2469 
5147 
9169 



Seq. ID 

Strand 

End 



OJ990713 06.9C03.C7 



9315 



2547 



Name 

Start 

GI 

Exons 



OJ9907 13_0 6 . 9C03 . C7 . ol . tm Method TBLASTX : Mai ze 
4003 End 5906 

none Score 140 

4003. .4125, 4006. .4197, 4006. .4134, 4147. .4311, 4213. .4275, 
4420.. 4779," 4433.-4768, 4783.. 4971, 5092.. 5253, 5793.. 5906 



Seq. No. 2469 
Gene No. 5147 
Start 9169 

Name OJ990713_06 . 9C03 . C7 . ol . tc 

Start 4057 
GI none 
Exons 4057.. 4179, 

4555. .4632, 

5161. .5289, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 06.9C03.C7 



4150.. 4251, 4153. 
4576.. 4695, 4726. 
5479. .5631 



9315 

TBLASTX: Cress 
5631 
74 

.4203, 4165.. 4293, 4213. 
.4851, 4792.. 4920, 5017. 



4263, 
5127, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



m Name 



Start 
GI 

Exons 

GI Descrip. 



2469 
5147 
9169 

OJ990713_06. 9C03.C7.o2.gs 

9169 

none 

9169. .9315 



Seq. ID OJ990713_06.9C03.C7 
Strand 

End 9315 

Method GENSCAN 

End 9315 

Score .73 



2470 
5148 
2035 

OJ990713_06.9C03.C8.o2.np 

2035 

6635236 



Seq. ID OJ990713_06.9C03.C8 
Strand + 
End 6662 . 

Method AAT/NAP 
End 6662 
Score 274 
2035. .2061, 3312. .4158, 5872. .6018, 6606. .6662 
(AB029327) elicitor-inducible receptor-like protein EIR 
[Nicotiana tabacum] 



i»« Seq. No. 
H Gene No. 

Start 
I s A Name 
hi Start 

□ GI 
^Z • Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2470 Seq. ID 

5148 Strand 

2035 End 

OJ990713_06 . 9C03 . C8 . o2 . gp Method 

5287 . End 

2311554 Score 
5287. .5439 



OJ990713_06.9C03.C8 
+ 

6662 
AAT/GAP 
5439 
271 



OJ990713 06.9C03.C8 



2470 Seq. ID 

5149 Strand 
1 End 1928 

OJ990713_06. 9C03.C8.ol.np Method AAT/NAP 

1 End 1928 

6630696 Score 3165 

1..1928 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 2470 Seq. ID- 
Gene No. 514 9 Strand 
Start 1 End 
Name OJ990713 06 . 9C03 . C8 . ol . gp Method 



OJ990713_06.9C03.C8 

1928 
AAT/GAP 



2548 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
C3 Gene No. 
hi Start 
lf\ Name 
!>ji Start 

Exons 

j . i 

hi Seq. No. 
r [J Gene No. 

Start 

Name 
^ Start 
N GI 
!=£ Exons 



Seq 



No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



998 End 1886 

101595_1.R1084. Score 1345 

998. .1072, 1188. .1886 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



2470 
5150 
6516 

OJ9907 13_06 . 9C03 . C8 . ol . tw 
92 

none 



Seq. ID OJ990713_06.9C03.C8 
Strand 

End 6744 

Method TBLASTX: Wheat 

End 4 95 

Score 172 



92. .274, 94.-273, 247. .495, 274.-495 



2470 
5150 
6516 

OJ990713_06 . 9C03 -C8.ol.ts 

130 

none 

130. .351, 134. .349 

2470 
5150 
6516 

OJ990713_06 . 9C03 . C8 . o2 .tm 

139 

none 

139. .603, 164. .322 

2470 
5150 
6516 

OJ990713_06 . 9C03 -C8.o2.ts 

361 

none 

361. .609, 592. .741 

2470 
5150 
6516 

OJ9907 13_06 .9C03.C8.ol. tm 

689 

none 



Seq. ID OJ990713_06.9C03.C8 
Strand 

End 674 4 

Method TBLASTX : Soybean 

End 351 

Score 110 



Seq. ID OJ990713_06.9C03.C8 
Strand 

End 674 4 

Method TBLASTX : Mai ze 

End 603 

Score 75 



Seq. ID OJ990713_06. 9C03.C8 
Strand 

End 6744 

Method TBLASTX : Soybean 

End 741 

Score 80 



Seq. ID OJ990713_06.9C03.C8 
Strand 

End 6744 

Method TBLASTX: Maize 

End 1096 

Score 4 6 



689. .781, 691. .774, 718. .783, 748. .909, 785. .907, 786.-953, 
787. .954, 870. .1073, 888. .10.76, 914. .1096, 916. .1077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2470 
5150 
6516 

OJ990713_06 . 9C03 . C8 - o3 . tm 

1577 

none 



Seq. ID OJ990713_06. 9C03.C8 
Strand 

End 6744 

Method TBLASTX : Maize 

End 1886 

Score 64 



1577. .1678, 1579. .1677, 1677. .1886, 1678. .1839 



2470 
5150 



Seq. ID OJ990713_06.9C03.C8 
Strand 



2549 



Start 
Name 
Start 
GI 

Exons 



6516 

OJ9907 13_0 6 . 9C03 . C8 . o2 . tw 

1639 

none 

1639. .1674, 
1936. .2034 



End 

•Method 
End 
Score 



6744 

TBLASTX: Wheat 

2034 

34 



1640. .1675, 1674. .1898, 1678. .1848, 1899. .2033, 



Seq. No. 2470 Seq. ID 

Gene No. 5150 Strand 

Start 6516 End 

Name OJ9907 13_06 . 9C03 . C8 . o2 . gs Method 

Start 6516 End 

GI none Score 

Exons 6516.. 6744 



OJ990713_06.9C03.C8 

6744 
GENSCAN 
6744 
.98 



fy 



1.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. ■ No . 
Gene No. 
Start 
Name 
Start 



hi GI 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i!3 GI Descrip. 



2471 
5151 
1 

OJ9907 13_06 . 9C03 . C9 . ol . np 
1 

1184077 



Seq. ID OJ990713_06.9C03.C9 

Strand + 

End 34 60 

Method AAT/NAP 

End 34 60 

Score 766 



1..27, 971. .1264, 1343. .2803, 3320. .3460 
(U42445) Cf-2.2 [Lycopersicon pimpinellif olium] 



2471 
5152 
10304 

OJ9907 13_0 6 . 9C03 . C9 . o3 . gs 

10304 

none 

10304. .11774, 14246. .14349 

2471 
5152 
10304 

OJ9907 13_06 . 9C03 . C9 . o4 . np 

10304 

6682625 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
■ End 
Score 



OJ990713_06.9C03.C9 
+ 

23629 
GENSCAN 
14349 
.85 



OJ990713_06.9C03.C9 
+ 

23629 
AAT/NAP 
23629 
965 



10304. .10638, 11686. .11741, 16369 .. 16613, 19578 .. 19959, 
20109. .21411, 23605. .23629 

(AC016163) putative disease resistance protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



2471 
5152 
10304 

OJ990713_06.9C03.C9.ol.gp 
15175 • 

LIB3431-008-P1-K1-B7 
15175. .15648 

'2924785 2.0e-10 (AC002334) 



Seq. ID OJ990713_06.9C03-C9 

Strand + 

End 23629 

Method AAT/GAP 

End 15648 

Score 919 

similar to disease resistance 



protein [Arabidopsis thaliana] ' 

2471 Seq. ID 

5152 Strand 

10304 End 

OJ990713_06 . 9C03 . C9 . o4 . gs Method 



OJ990713_06.9C03.C9 
+ 

23629 
GENSCAN 



2550 



n 

■»5 



ru 



KJ 

Q 



Start 


15513 


End 


17676 




GI 


none 


Score 


.47 




Exons 


15513. . 16752, 16773. . 16954, 


17158.. 17676 




Seq. No. 


2471 


Seq. ID 


OJ990713_ 


_06.9C03.C9 


Gene No. 


5152 


Strand 


+ 




Start 


10304 


End 


23629 




Name 


OJ990713 06.9C03.C9.o5.gs 


Method 


GENSGAN 




Start 


18591 


End 


21553 




GI 


none 


Score 


.52 




Exons 


18591. .19156, 19984. .20131, 


20426. .21553 




Seq. No. 


2471 


Seq. ID 


OJ990713_ 


06. 9C03.C9 


Gene No. 


5153 


Strand 


+ 




Start 


31936 


End 


33312 




Name 


OJ990713 06. 9C03.C9.o8 .gs 


Method 


GENSCAN 




Start 


31936 


End 


33312 




GI 


none 


Score 


.82 




Exons 


31936. .33312 








Seq. No. 


2471 


Seq. ID 


OJ990713_ 


_06.9C03.C9 


Gene No. 


5154 


Strand 






Start* 


3938 


End 


9518 




Name 


OJ990713 06. 9C03.C9.o2 .gs 


Method 


GENSCAN 




Start 


3938 


End 


9518 




GI 


none 


Score 


.68 




Exons 


3938.. 3996, 4094.. 4294, 4396 


..4538, 4747. .4834, 


4944. .5132 




5643.. 5778, 6381.. 6580, 7068 


..7198, 7486. .8425, 


8505. .8739 




8907-. .9042, 9319. .9518 








Seq. No. 


2471 


Seq. ID 


OJ990713_ 


06. 9C03.C9 


Gene No. 


5154 


Strand 






Start 


3938 


End 


9518 




Name 


OJ990713 06.9C03.C9.o2.np 


Method 


AAT/NAP 




Start 


3963 


End 


6964 




GI 


4836944 


Score 


238 ' 




Exons 


3963. .4014, 4112. .4294, 4396 


..4573, 6915. .6964 




GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


2471 


Seq. ID 


OJ990713_ 


_06.9C03.C9 


Gene No. 


5154 • 


Strand 






Start 


3938 ■ 


End 


9518 




Name 


OJ990713 06.9C03.C9.o3.np 


Method 


AAT/NAP 




Start 


6111 


End 


8719 




GI 


6815107 


Score 


1980 




Exons 


6111.. 6293, 6381.. 6574, 6654 


..6837, 7075.. 7302, 


7420. .8425, 




8505. .8719 








GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome < 




clone F20D10;hypothetical protein (AL035538) [Oryza sativa; 


Seq. No. 


2471 


Seq. ID 


OJ990713_ 


_06.9C03.C9 


Gene No. 


5155 


Strand 






Start 


16667 


End 


16987 




Name 


OJ990713 06.9C03.C9.o2.gp 


Method 


AAT/GAP 




Start 


16667 


End 


16987 




GI 


none 


Score 


638 




Exons 


16667. .16987 









BAC 



2551 



ru 



C3 



Seq. No. 


2471 






Seq. 


ID OJ990713 


06. 9C03.C9 


Gene No. 


5156 






. Strand 






Start 


22456 






End 


22908 




Name 


OJ990713 06.9C03.C9. 


o6.gs 


Method GENSCAN 




Start 


22456 






End 


22908 




GI 


none 






Score 


! .6 






Exons 


22456 


..22697, 22869. 


.22908 










Seq. No. 


2471 






Seq. 


ID OJ990713 


_06.9C03.C9 


Gene No. 


5157 






Strand 






Start 


25842 






End 


34638 




Name 


OJ990713 06.9C03.C9. 


ol . tc 


Method TBLASTX: Cress 


Start 


971 






End 


34635 




GI 


none 






Score 


s 93 






Exons 


971. . : 


1216, 977.. 1180, 1352.. 


1426, 1457. .1579, 1511. .1606, 




1511. 


.1579, 1610.. 1792, 1610 


l. .1750, 


1610. . 


.1756, 


1670. .2008, 




1757. 


.1864, 1814.. 1867, 1898 


!. .2020, 


1961. . 


.2077, 


14958. .15080, 




15099 


..15227, 15105. 


.15227, 


15381. . 


15455, 


15387 


. .15458, 




15486 


..15608, 15540. 


.15635, 


15639. . 


15821, 


15639 


. .15779, 




15639 


..15785, 15699. 


.16037, 


15786. . 


15893, 


15843 


. .15896, 




15927 


..16049, 15990. 


.16106, 


16344. . 


16496, 


16353 


. .16559, 




16353 


..16481, 16371. 


.16625, 


16431. . 


16625, 


16479 


. .16625, 




16491 


. .16625, 20093. 


.20320, 


20207. . 


20320, 


20348 


. .20686, 




20435 


. .20545, 20552. 


.20830, 


20852. . 


20938, 


21059 


. .21211, 




21068 


. .21196, 21086. 


.21340, 


21086. . 


21268, 


21088 


. .21339, 




21143 


. .21346, 21194. 


.21346, 


21212. . 


21355, 


32320 


. .32454, 




32347 


. .32454, 33577. 


.33804, 


33583. . 


33870, 


33604 


. .33681, 




33676 


. .33813, 33682. 


.33804, 


33949. . 


34047, 


34111 


. .34329, 




34273 


. .34338, 34345. 


.34479, 


34423. . 


34635, 


34471 


. .34632 


Seq. No. 


2471 






Seq. 


ID OJ990713 


_06.9C03.C9 


Gene No. 


5157 






Strand 






Start 


25842 






End 


34638 




Name 


OJ990713 06.9C03.C9. 


ol . tm 


Method TBLASTX : Mai ze 


Start 


1106 






End 


34638 




GI 


none 






Score 


72 






Exons 


1106. 


.1198, 1622.. 1801, 1814 


. .2161, 


1838. . 


,2008, 


1918. .2070, 




11054 


..11173, 14997. 


.15242, 


15651. . 


15830, 


15843 


. .16190, 




15867 


..16037, 15947. 


.16099, 


16020. . 


16190, 


16362 


. .16565, 




16497 


..16625, 19536. 


.19829, 


19551. . 


19670, 


19599 


. .19736, 




19677 


. .19814, 20359. 


.20457, 


20360. . 


20845, 


20378 


. .20848, 




20436 


. .20849, 20837. 


.20911, 


20840. . 


20905, 


21239, 


. .21340, 




34069 


. .34182, 34231. 


.34425, 


34294. . 


34425, 


34410, 


. .34547, 




34423 


..34638, 34516. 


.34617 











Seq. No. 2471 
Gene No. 5157 
Start 25842 

Name OJ9907 13_06 . 9C03 . C9 . ol . ts 

Start 1304 
GI none 
Exons 1304. 

1511. 

1664.. 1876, 1679.. 2077, 1820. 



1468, 1349.. 1426, 1370. 
1579, 1532.. 1585, 1610. 



Seq. ID OJ990713_06.9C03.C9 
Strand 

End 34638 

Method TBLASTX : Soybean 

End 34635 

Score 110 

.1429, 1511. .1579, 1511. .1612, 
.1735, 1610. .1717, 1631. .1909, 
.2077, 1961. .2071, 2264. .2392, 



2387. .2563, 2388. .2522, 2540 .. 2734 ,' 11045 .. 11173, 11066, - 11341, 
11621. .11761, 15105. .15227, 15105 .. 15224 , 15105 .. 15227 , 



2552 




15108. 


.15254, 


15120. 


.15227 


15540. 


. 15641, 


15543. 


.15614 


15639. 


.15764, 


15660. 


.15938 


15849. 


.16106, 


15990. 


. 16100 


16326. 


.16622, 


16353. 


. 16484 


19509. 


.19802, 


19536. 


.19874 


19787. 


. 19939, 


19827. 


.20012 


20099. 


.20185, 


20279. 


.20326 


20408. 


.20539, 


20540. 


.20668 


20549. 


.20821, 


20555. 


.20812 


20675. 


.20761, 


20849. 


.20932 


20999. 


.21427, 


21056. 


.21172 


21074. 


.21337, 


21092. 


.21343 


21203. 


.21268, 


32181. 


.32201 


32668. 


.32838, 


32695. 


.32838 


33682. 


.33804, 


33685. 


.33798 


33907. 


.34044, 


34117. 


.34215 


34276. 


.34470, 


34282. 


.34542 


34567. 


.34617 








15333. 


. 15470, 


15378 . 


. 15467, 


15549. 


. 15605, 


15639. 


. 15746, 


15693. 


. 15905, 


15708. 


.16106, 


16296. 


. 16625, 


16301. 


. 16732, 


16377. 


. 16625, 


16680. 


.16712, 


19674 . 


. 19946, 


19752. 


. 19946, 


20021. 


.20086, 


20048 . 


. 20188, 


20357. 


.20530, 


20387 . 


.20530, 


20546. 


.20800, 


20546. 


. 20680, 


20567. 


.20812, 


20626. 


.20811, 


20861. 


.20989, 


20998 . 


.21429, 


21068. 


.21265, 


21068 . 


.21127, 


21092 . 


. 21346, 


21149 . 


. 21265, 


32332. 


.32454, 


32338. 


.32454, 


32884. 


.32976, 


33577. 


.33714, 


33697. 


.33804, 


33742. 


.33783, 


34219. 


.34479, 


34276. 


.34635, 


34354. 


.34602, 


34369. 


.34617, 



ru 



■• L,e l 



Seq. No. 


2471 






Seq. ID OJ990713 


_06.9C03.C9 


Gene No. 


5157 






Strand 




Start 


25842 






End 34638 




Name 


OJ990713 06.9C03.C9. 


o2.tw 


Method TBLASTX : 


Wheat 


Start 


1349 






End 34635 




GI 


none 






Score 61 




Exons 


1349. . 


1480, 1610.. 1792, 2264 


..2386, 2394.. 2522, 


2552. .2656, 




15120. 


.15227, 15378. 


.15464, 


15639. . 15821, 16295 


. . 16636, 




16296. 


.16625, 20348. 


.20539, 


21029. .21388, 21371 


. .21418, 




33697. 


.33795, 33697. 


.33804, 


34315. .34617, 34498 


. .34635 


Seq. No. 


2471 






Seq. ID OJ990713 


_06.9C03.C9 


Gene No. 


5157 






Strand 




Start 


25842 






End 34638 




Name 


OJ990713 06.9C03.C9. 


o3.tc 


Method TBLASTX : 


Cress 


Start 


2321 






End 32871 




GI. 


none 






Score 56 




Exons 


2321. . 


2386, 2358.. 2450, 2388 


..2522, 2555.. 2593, 


10916. .11029, 




10916. 


.11026, 11216. 


.11347, 


11408. .11518, 11426 


..11626, * 




11486. 


.11563, 11540. 


.11761, 


11630. .11761, 11633 


. .11761, 




11633. 


.11761, 18822. 


.18980, 


18960. .19061, 19500 


..19955, 




19518. 


.19733, 19521. 


.19946/ 


19533. .19946, 19533 


. .19946, 




19536. 


.19826, 19539. 


.19895, 


19551. .19823, 19580 


. .19744, 




19581. 


.19877, 19647. 


.19946, 


19677. .19865, 19772 


. .19879, 




32593. 


.32838, 32593. 


.32814, 


32644. .32838, 32659 


. .32871 


Seq. No. * 


2471 






Seq. ID OJ990713 


_06. 9C03.C9 


Gene No. 


5157 






Strand 




Start 


25842 






End 34 638 




Name 


OJ990713 06.9C03.C9. 


06 . tm 


Method . TBLASTX: 


Maize 


Start 


3953 






End 4543 




GI 


none 






Score 63 




Exons 


-3953. . 


4015, 3964. .4014, 4113 


..4241, 4396. .4542, 


4400. .4543 


Seq. No. 


2471 






Seq. ID OJ990713_ 


JD6.9C03.C9 


Gene No. 


5157 






Strand 




Start 


25842 






End 34 638 





2553 




Name 


OJ990713 06, 


. 9C03. 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3964 








End 


4543 




GI 


none 








Score 


146 




Exons 


3964. .4014, 


4396. 


. 4542, 


4400. 


.4543 






Seq. No. 


2471 








Seq. ID 


OJ990713_06.9C03. 


C9 


Gene No . 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


OJ990713 06. 


. 9C03. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


.6673 








End 


6900 




GI 


none 








Score 


179 




Exons 


6673. . 6900, 


6674 . 


. 6898 










Seq. No. 


2471 








Seq. ID 


OJ990713_06. 9C03. 


C9 


Gene No. 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


OJ990713 06. 


, 9C03. 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6908 








End 


7356 




GI 


none 








Score 


76 




Exons 


. 6908. .7114, 


6910. 


.7212, 


7157. 


.7207, 7222.. 7356, 7223.. 7327 


Seq. No. 


2471 








Seq. ID 


OJ990713 06.9C03. 


C9 


Gene No . 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


- OJ990713 06. 


. 9C03. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


'^336 


- 






End 


7769 




GI 


none 








Score 


210 




Exons 


7336. .7449, 


7434. 


.7769 










Seq. No. 


2471 








Seq. ID 


OJ990713 06.9C03. 


C9 


Gene No. 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


OJ990713 06. 


. 9C03. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7357 








End 


7790 




GI 


none 








Score 


145 




Exons 


7357. .7440, 


7434. 


.7790, 


7476. 


.7787 






Seq. No. 


2471 








Seq. ID 


OJ990713_06.9C03. 


C9 


Gene No . 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


OJ990713 06, 


. 9C03. 


C9.o2. 


ts. 


Method 


TBLASTX : Soybean 




Start 


7437 








End 


7943 




GI 


none 








Score 


129 




Exons 


7437. .7943, 


7740. 


.7904 










Seq. No. 


2471 








Seq. ID 


OJ990713_06.9C03. 


C9 


Gene No . 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


OJ990713 06. 


. 9C03. 


C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7689 








End 


8030 




GI 


none 








Score 


220 




Exons 


7689. .8030 














Seq. No. 


2471 








Seq. ID 


OJ990713_06.9C03. 


C9 


Gene No. 


5157 








Strand 






Start 


25842 








End 


34638 




Name 


OJ990713 06. 


9C03. 


C9.o4. 


tm 


Method 


TBLASTX: Maize 





2554 




Start 


7791 


End 


8060 






GI 


none 


Score 


97 






Exons 


7791.. 8048, 7797.. 8060 










Seq. No. 


2471 


Seq. ID 


OJ990713_ 


06.9C03 


.C9 


Gene No. 


5157 


Strand 








Start 


25842 


End 


34638 






Name 


OJ990713 06.9C03.C9.o5.np 


Method 


AAT/NAP 






Start 


25842 


End 


27434 






gi ;• 


6721516 


Score 


589 






Exons 


25842. .26015, 26452 .. 26791, 


27202. .27434 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2472 


tuf ^ \A * J. U 


OJ990503_ 


06.9C10 


.C2 


Gene j^o . 


5158 


Strand 


+ 






Start 


47 


End 


267 






Name 


OJ990503 06 9C10 C2 ol as 


Mel - hod 


GENSCAN 






Start 


47 


End 


267 






GI 


none 


Score 


.47 






Exons 


47 . .267 










Seq. No. 


2473 


Sea ID 


OJ990503_ 


06.9C10 


.C3 


Gene No. 


5159 


Strand 


+ 






Start 


221 


End 


319 






Name 


OJ990503 06 9C10 C3 ol as 


Mpthod 


GENSCAN 






Start 


221 


End 


319 






GI 


none 


Score 


.99 






Exons 


221 . . 319 










Seq. No. 


2474 


Seq. ID 


OJ990503_ 


06. 9C10 


.C6 


Gene No . 


5160 


Strand 


+ 






Start 


745 


End 


2457 






Name 


OJ990503 06 9C10 C6 ol as 




GENSCAN 






Start 


745 ~~ 


End 


2457 






GI 


none 


Score 


.52 






Exons 


745. .861, 1016. .1231, 2109. 


.2457 








Seq. No. 


2475 


Seq. ID 


OJ990503_ 


06.9C10 


.C7 


Gene No . 




Strand 








Start 


83 


End 


2035 






Name 


OJ990503 06.9C10.C7.ol.gs 


Method 


GENSCAN 






Start 


83 


End 


2035 






GI 


none 


Score 


.53 






Exons 


83. .331, 1248. .1468, 1480.. 


2035 








Seq. No. 


2476 


Seq. ID 


OJ990503_ 


06. 9C10 


.C8 


Gene No. 


5162 


Strand 








Start 


3231 


End 


'3613 






Name 


OJ990503 06.9C10.C8.ol.np 


Method 


AAT/NAP 






Start 


1249 


End 


1333 






GI 


6721547 


Score 


84 






Exons 


1249. .1333 










GI De scrip-. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


2476 


Seq. ID 


OJ990503_ 


06.9C10 


.C8 


Gene No. 


5162 


Strand 








Start 


3231 


End 


3613 







2555 



Name 


OJ990503 06.9C10.C8.ol.gs 


Method 


GENSCAN 


Start 


3231 


End 


3613 


GI 


none 


Score 


.68 


Exons 


3231.. 3509, 3527.. 3613 






Seq. No. 


2477 


Seq. ID 


OJ990503 


ucnc v*\j . 




91- rand 




Start 


33 


End 


319 


Name 


OJ990503 06.9C10.C9.ol.gs 


Method 


GENSCAN 


Start 


'33 


End 


319 


GI 


none 


Score 


.93 


Exons 


33. .95, 260. .319 






Seq. No. 


2477 


Seq. ID 


OJ990503 


Gene No. 


5164 


Strand 


+ 


Start 


823 


End 


5315 


Name 


OJ990503 06.9C10.C9.o2.np 


Method 


AAT/NAP 


Start 


823 


■ End 


. 5315 


GI 


81286 


Score 


125 


Exons 


823.. 886, 3224.. 3316, 4820 


. .5315 




GI Descrip. 


extensin - Volvox carteri 


(fragment) 


gi 121992 |ei 




(X65165) extensin [Volvox 


carteri] 





y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
3 Gene No. 
J Start 
jl Name 
a Start 

i GI 

Exons 



2477 
5165 
577 

OJ990503_06.9C10.C9.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990503 06.9C10.C9 



909 

AAT/NAP 
879 
141 



553 

2501448 
553. .879 

UBIQUITIN-LIKE PROTEIN SMT3 gi | 1707372 | emb | CAA67923 | 
ubiquitin-like protein [Arabidopsis thaliana] 



(X99609) 



2477 Seq. ID 

5165 Strand 

577 End 

OJ990503_06. 9C10 . C9 . o2 . gs Method 

577 End 

none Score 
577. .909 



OJ990503_06.9C10.C9 
909 

GENSCAN 

909 

.99 



Seq. No. 2477> 

Gene No. 5166 

Start 1594 

Name OJ990503_06 . 9C10 . C9 . o3 . gs 

Start 1594 

GI none 

Exons 1594.. 1602, 1899.. 2069, 2401. 
5029.. 5241 



OJ990503_06. 9C10.C9 

5241 
GENSCAN 
5241 
.81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2444, 2560. .2632, 4295. .4396, 



Seq. No. 2478 Seq. ID 

Gene No. 5167 Strand 

Start 77 End 

Name OJ990503_06 . 9C10 . CIO . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 225 



OJ990503_06.9C10.C10 
+ 

225 

GENSCAN 

225 

.81 



2556 





Seq. No. 


2479 




Gene No. 


5168 




Start 


41 




Name 


OJ990503 06.9C10.C13.ol. 




Start 


41 




GI 


286502 




Exons 


41. . 177 




Seq. No. 


2479 




Gene No. 


5169 




Start 


92 




Name 


OJ990503 06.9C10.C13.ol. 




Start 


40 




GI 


none . 




Exons 


40. .189, 975. .1037, 977. 






1321. .1395, 1331. .1396 




Seq. No. 


2479 




Gene No. 


5169 




Start 


92 




Name 


OJ990503_06.9C10.C13.ol. 




Start 


40 


1 


GI 


none 


= 


Exons 


40. .69, 42. .107, 75. .167 






965.. 1039, 966.. 1067, 97 


n 

i : 




1119. .1250, 1321. .1395, 




Seq. No. 


2479 




Gene No. 


5169 


=% 


Start 


92 




Name 


OJ990503 06.9C10.C13.ol.- 


i i 


Start 


92 




GI 


none 


«J 


Exons 


92.. 186, 980.. 1036, 1119 


J 


Seq. No. 


2480 




Gene No. 


5170 


3 


Start 


135 




Name 


OJ990503 06.9C10.C14.ol.: 




Start 


135 




GI 


4726116 




Exons 


135. . 647 




GI Descrip. 


(AC006436) hypothetical ] 




Seq. No. 


2480 




Gene No. 


5170 




Start 


135 




Name 


OJ990503 06.9C10.C14.ol." 




Start 


225 




GI 


- none 




Exons 


225.-428, 225. .542, 253. 




Seq. No. 


2480 




Gene No. 


5170 




Start 


135 




Name 


OJ990503 06.9C10.C14.ol." 



516 



Seq. ID OJ990503_06.9C10.C13 

Strand 

End 177 

Method AAT/GAP 

End 177 

Score 248 



Seq. ID OJ990503_06.9C10.C13 
Strand 

End 1398 

Method TBLASTX : Cress 

End 1396 

Score 4 4 



Seq. ID OJ990503_06.9C10.C13 
Strand 

End 1398 

Method TBLASTX: Maize . 

End 1398 

Score 111 



Seq. ID OJ990503_06.9C10.C13 
Strand 

End 1398 

Method GENSCAN 

End 1244 

Score .85 



Seq. ID OJ990503_06.9C10.C14 

Strand 

End 647 

Method AAT/NAP 

End 64 7 

Score 355 - 



Seq. ID OJ990503_06.9C10.C14 

Strand 

End 64 7 

Method TBLASTX : Wheat 

End 542 

Score 104 



Seq. ID OJ990503_06.9C10.C14 

Strand 

End 647 

Method TBLASTX : Maize 



2557 



Start 


252 


End 


590 


GI 


none 


Score 


40 


Exons 


252.. 314, 253.. 288, 25*5.. 311, 


351 . .407, 

?- ■ 


357 . . 590, 358 . . 498 


Seq. No. 


2480 


Seq. ID 


OJ990503_06. 9C10.C14 


Gene No . 


5170 


Strand 




Start 


135 


End 


647 


Name 


OJ990503 06. 9C10.C14 .ol.gs 


Method 


GENSCAN 


Start 


283 


End 


553 


GI 


none 


Score 


. 73 


Exons 


283. . 553 






Seq. No. 


2481 


Seq. ID 


OJ990503_06. 9C10.C15 


Gene No. 


5171 


Strand 


+ 


Start 


1 


End 


4 7 3 


Name 


OJ990503 06.9C10.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


473' 


GI 


401161- 


Score 


240 


Exons 


1. .473 






GI Descrip. 


TUBULIN ALPHA- 5 CHAIN gi | 322879 | pir | \S2 


18982 tubulin alpha-5 



chain - maize gi | 22156 1 emb | CAA4 4862 | (X63177) alpha-tubulin #5 
[Zea mays] gi 1450293 (L27815) alpha-tubulin [Zea mays] gi 1452474 
(U05258) alpha-tubulin [Zea mays] 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2481 ' Seq. ID 

5171 Strand 
1 End 
OJ990503_06 . 9C10 . C15.ol.gp Method 
39 End 
333_1.R1084 Score 
39. .205 

, 135399/sp|P28752|TBAl_ORYSA 0.0e+00 TUBULIN ALPHA- 1 CHAIN 

>gi_100716_pir S20758 tubulin alpha-1 chain - rice 

>gi_20379_emb_CAA77988_ (Z11931) alpha 1 tubulin [Oryza sativa] 
>gi_1136124_emb_CAA62918_ (X91808) alfa-tubulin [Oryza sativa]' 



OJ990503_06.9C10.C15 
+ 

473 

AAT/GAP 

205 

273 



Seq. No. 


2481 


Gene No. 


5171 


Start 


1 


Name 


OJ990503 


Start 


39 


GI 


none 


Exons 


39. .176, 


Seq. No. 


2481 


Gene No. 


5171 


Start 


1 


Name 


OJ990503 


Start 


39 


GI 


none 


Exons 


39. .164, 


Seq. No. 


2481 


Gene No. 


5171 


Start 


1 


Name 


OJ990503 


Start 


41 



Strand 
End 

i . 9C10.. C15 . ol . tc Method 

End 
Score 

39. .176, 39. .164, 40. .201, 41. .199, 160 



Seq. ID OJ990503_06.9C10.C15 
+ 

473 

TBLASTX: Cress 
201 
111 
201 



Seq. ID OJ990503_06.9C10.C15 

Strand + 

End 473 

9C10.C15.ol.tm Method TBLASTX: Maize 

End 214 

Score 96 

39. .164, 40. .120, 40.. 201, 41. .199, 44. .214, 160. .201 

Seq. ID OJ990503_06.9C10.C15 
Strand + , 
End ■ 473 

i. 9C10.C15.ol.tw Method TBLASTX : Wheat 

End 201 



2558 




GI 


none 








Score 


280 






Exons 


41. .199, 41. 


. 199, 


46. .201, 160. .201 








Seq. No. 


2481 








Seq. ID 


OJ990503_06. 


9C10 


. C15 


Gene No. 


5171 








Strand 


+ 






Start 


1 








End 


473 






Name 


OJ990503 06. 


9C10. 


C15.ol 


.ts 


Method 


- TBLASTX : Soybean 




Start 


47 








End 


201 






GI 


none 








Score 


273 






Exons 


47. .199, 47. 


. 199, 


49. .201 










Seq. No. 


2481 








Seq. ID 


OJ990503_06. 


9C10 


. C15 


Gene No. 


5171 








Strand 


+ 






Start 


1 








End 


473 






Name 


OJ990503 06. 


9C10. 


CIS.ol 


. gs 


Method 


GENSCAN 






Start 


65 








End 


198 






GI 


none 








Score 


. 64 






Exons 


65. .198 
















Seq. No. 


2482 








Seq. ID 


OJ990503_06. 


9C10 


.C17 


Gene No. 


5172 








Strand 








Start 


696 








End 


1149 






Name 


OJ990503 06. 


9C10. 


C17.ol 




Method 


AAT/GAP 






Start 


696 








End 


1149 






GI 


2311927 








Score,. 


737 






Exons 


696. . 1149 
















Seq. No. 


2483 








Seq. ID 


OJ990503 06. 


9C10 


.C18 


Gene No . 


5173 








Strand 








Start 


1633 








End 


2480 






Name 


OJ990503_06. 


9C10. 


C18.o2 


. gs 


Method 


GENSCAN 






Start 


1633 








End 


2480 






GI 


none 








Score 


. 5 






Exons 


1633. .1973, 


2042 . 


.2388, 


2410. 


.2480 








Seq. No. 


2484 








Seq. ID 


OJ990503_06. 


9C10 


. C19 


Gene No. 


5174 








Strand 


+ 






Start. 


867 








End 


1374 






Name 


OJ990503 06. 


9C10. 


C19.ol 


. QS 


Method 


GENSCAN 






Start 


867 








End 


1374 






GI- 


none 








Score 


.43 






Exons 


867. .996, 1118. .1374 ' 












Seq. No. 


2484 








Seq. ID 


OJ990503_06. 


9C10 


.C19 


Gene No . 


5175 








Strand 


+ 






Start 


3244 








End 


4978 






Name 


OJ990503 06. 


9C10. 


C19.o2 


.gs 


Method 


GENSCAN 






Start 


3244 








End 


4978 






GI 


none 








Score 


.45 






Exons 


3244. .3551, 


3716. 


.3865, 


4050. 


.4190, 4813. .4978 






Seq. No. 


2484 








Seq. ID 


OJ990503_06. 


9C10 


-C19 


Gene No. 


5176 








Strand 


+ 






Start 


9569 








End 


14247 






Name 


OJ990503 06, 


9C10. 


C19.o5 


.gs 


Method 


. GENSCAN 






Start 


9569 








End 


13950 






GI 


none 








Score 


.82 







2559 



Exons 



9569. .9775, 9796.-9858, 9909. .9974, 1084 4 .. 10930, 11018 .. 11116, 
11423. .11504, 12134. .12201, 13128 .. 13262, 13673 .. 13737 , 
13884. .13950 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



2484 
5176 
9569 

OJ990503_06.9C10.C19.o3.gp 
9613 

10634_1.R1084 

9613.. 9775, 9909.. 9974, 10844 



Seq. ID OJ990503_06.9C10.C19 
Strand + 
End • 14247 
Method AAT/GAP 
End 14247 
Score 2558 
.10930, 11018. .11116, 
11423. .11708, 11796. .11886, 12134 .. 12201 , 12300 .. 12365, 
13212. .13262, 13673 .. 13737, 13884. .14247 

, 6006853/gb|AAF00629.1|AC009540_6 1.0e-62 (AC009540) unknown 
protein [Arabidopsis thaliana] ' 



'is? 



I z 



ry 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2484 Seq. ID 

5176 Strand 

9569 End 
OJ990503_06 . 9C10 . CI 9 . o2 . np Method 

9877 End 

6006853 Score 
9877. .9974, 



OJ990503_06.9C10.C19 
+ 

14247 
AAT/NAP 
12204 
473 



10844. .10930, 11018. .11116, 11423 .. 11518 , 
11643. .11708, 11796. .11886, 12134 .. 12204 
(AC009540) unknown protein [Arabidopsia thaliana] 



Seq. ID OJ990503_06.9C10.C19 



2484 

5177 Strand + 

15446 End 17635 

OJ990503_06 . 9C10 . C19 . 06 . gs Method GENSCAN 

15446 End 17354 

none Score .61 

15446. .15528, 16185 .. 16350, 17291.. 17354 



2484 
5177 
15446 

OJ990503_06.9C10.C19.o4.gp 

16255 

1944248 



Seq. ID OJ990503_06.9C10.C19 



Strand 
End 

Method 

End 

Score 



* + 

17635 
AAT/GAP 
17635 
432 



16255. .16350, 17291 .. 17354 , 17440 .. 17502, 17586. .17635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2484 
5178 
3472 

OJ990503 
3472 
5732634 
3472.-3932, 
(AF121009) 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5436.. 5923, 16254. .16354 
hypothetical protein Jv0534 



06.9C10.C19.ol.np 



OJ990503_06.9C10.C19 

16354 
AAT/NAP 
16354 
163 

[Mycobacterium 



tuberculosis H37Rv] 



Seq. No. 2484 

Gene No. 5178 

Start 3472 

Name OJ990503_06 . 9C10 . C19 . ol . gp 

Start 5225 



Seq. ID OJ990503_06.9C10.C19 
Strand 

End 16354 

Method AAT/GAP 

End 5695 



2560 



GI 


2799048 




Score 


625 






Exons 


5225. .5695 












GI Descrip. 


3402815/emb|AJ007829|CVE7829 


1 9.0e-19 Cloning Vector pGreen 


Seq. No. 


2484 




Seq. ID 


OJ990503 


06. 9C10. 


C19 


Gene No . 


5178 




Strand 








Start 


3472 




End 


16354 






Name 


OJ990503 06.9C10.C19 


.o3 .gs 


Method 


GENSCAN 






Start 


5474 




End 


5969 






GI 


none 




Score 


..68 






Exons 


5474.. 5695, 5862.. 5969 










Seq. No. 


2484 




Seq. ID 


OJ990503 


06. 9C10. 


C19 


Gene no # 


5178 




Strand 








Start 


3472 




End 


16354 






Name 


OJ990503 06.9C10.C19 


. 02 . QD 


Method 


AAT/GAP 






Start • 


5496 ~ 




End 


5709 






GI 


2280866 




Score 


348 






Exons 


5496. . 5709 












Seq. No. 


2484 




Seq. ID 


OJ990503 


J)6. 9C10. 


C19 


Gene No. 


5178 




Strand 








Start 


3472 




End 


16354 






Name 


OJ990503 06.9C10.C19 


. ol . tc 


Method 


TBLASTX: < 


Cress 




Start 


10843 




End 


11482 






GI 


none 




Score. 


97 ■'■ 






Exons 


10843. .10929, 10844. 


. 10936, 


11015. .11116, 11015 


. . 11110, 






11023. .11157, 11029. 


. 11124, 


11420. .1141 


32 






Seq. No. 


2484 




Seq. ID 


OJ990503 


06. 9C10. 


C19 


Gene No. 


5178 




Strand 








Start 


3472 




End 


16354 






Name 


OJ990503 06.9C10.C19 


.ol . ts 


Method 


TBLASTX: , 


Soybean 




Start 


10843 




End 


13917 






GI 


none 




Score 


121 






Exons 


10843. .10926, 10844. 


. 10936, 


11023. .11157, 11027 


. . 11116, 






11420. .11521, 11425. 


. 11529, 


11642. .11710, 11643 


. . 11723, 






11795. .11884, 11796. 


. 11873, 


12126. .12194, 12127 


. . 12198, 






12300. .12362, 12305. 


.12361, 


13212. .13262, 13667 


. .13756, 






13882.. 13917 












Seq. No. 


2485 




Seq. ID 


OJ990503 


06. 9C10- 


C20 


fianp No 


5179 




Strand 








Start 


107 




End 


717 






Name 


OJ990503 06.9C10.C20 


. ol . gs 


Method 


GENSCAN 






Start 


107 




End 


717 






GI 


none 




Score 


.78 






Exons 


107. .168, 642. .717 












Seq. No. 


2486 




Seq. ID 


OJ990503 


_06.9C10- 


C23 


Gene No. 


5180 




Strand 


+ 






Start 


221 




End 


514 






Name 


OJ990503 06.9C10.C23 


. ol .gs 


Method 


GENSCAN 






Start 


221 




End 


514 






GI 


none 




Score 


.87 






Exons 


221. .339, 502. .514 













2561 



Seq. No. 2486 

Gene No. 5181 

Start 1021 

Name OJ990503_06 . 9C10 . C23 . ol . gp 

Start 1021 

GI none 

Exons 1021.. 1343 

Seq. No. 2486 

Gene No. 5182 

Start 1133 . 

Name OJ990503_06 . 9C10 . C23 . o2 . gs 

Start 1133 

GI none 

Exons 1133.. 1308 



Seq. ID OJ990503_06.9C10.C23 

Strand + 

End 1343 

Method - AAT/GAP 

End 1343 

Score 642 



Seq. ID OJ990503_06.9C10.C23 
Strand 

End 137 5 

Method GENSCAN 

End 1308 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2486 Seq. ID 

5182 Strand 

.1133 End 
OJ990503_06 . 9C10 . C23 . ol . tm Method 

1178 End 

none Score 

1178.. 1375, 1192.. 1374 



OJ990503__06.9C10.C23 
1375 

TBLASTX: Maize 

1375 

249 



OJ990503 06.9C10.C23 



2486 Seq. ID _ 

5182 Strand 

1133 End 1375 

OJ990503_06 . 9C10 .C23 . ol . np Method AAT/NAP 
1192 End 1375 

6091728 Score 100 

1192.. 1375 

(AC010797) hypothetical protein [Arabidopsis thaliana] 

gi| 6513943|gb|AAF14847.1|AC011664_29 (AC011664) hypothetical 

protein [Arabidopsis thaliana] 

2487 Seq. ID OJ990503_06.9C10.C24 

5183 Strand 

1 * End 2937 

OJ990503JD6 . 9C10 . C24 . ol . np Method AAT/NAP 
1 End 1874 

.3128170 Score 738 

1..871, 1778. .1874 

(AC004521) hypothetical protein [Arabidopsis thaliana] 



2487 Seq. ID 

5183 Strand 

1 End 
OJ990503_06 . 9C10 . C24 . ol . tc Method 

2 End 
none Score 
2. .283, 27. .284, 323. .508, 351. .506 

2487 Seq. ID 

5183 Strand 

1 End 
OJ990503_06.9C10.C24.ol.-ts Method 

2 End 



OJ990503_06.9C10.C24 
2937 

TBLASTX: Cress 

508 

150 



OJ990503_06.9C10.C24 
2937 

TBLASTX: Soybean , 
698 



2562 




GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 138 

2. .283, 27. .269, 308. .445, 467. .610, 492. .605, 666. .698 



2487 
5183 
1 

OJ990503_06.9C10.C24.ol.gs 
8 

none 

8. .803, 1778. .1960, 2768. .2937 



Seq. ID OJ990503_06.9C10.C24 
Strand 

End 2937 

Method GENSCAN 

End- 2937 

Score .64 





Seq. No. 


2487 


Seq. ID 


OJ990503_06.9C10. 


C24 




Gene No. 


5183 


Strand 








Start 


1 


End 


2937 






Name 


OJ990503 06.9C10.C24.ol.tm 


Method 


TBLASTX: Maize 






Start 


53 


End 


311 






GI 


none 


Score 


158 






Exons . 


53. .283, 57. .311 










Seq. No. 


2488 


Seq. ID 


OJ990503_06. 9C10. 


C25 




. OCUC Vi\J . 


5184 


Strand 


+ 






Start 


5716 


End 


7018 






Name 


OJ990503 06. 9C10 . C25 . o2 . np 


Method 


AAT/NAP 






Start 


5716 


End 


7018 




*i sr 


GI 


4972051 


Score 


1022 




L: I 


Exons 


5716.. 7018 








:s: : 

i y 


GI Descrip. 


(AL078470) serine/threonine-specif ic kinase like protein 






[Arabidopsis thaliana] 








: i i 


Seq. No. 


2488 


Seq. ID 


OJ990503_06. 9C10. 


C25 




Gene No. 


5185 


Strand 






ru 


Start 


739 


End 


4021 






Name 


OJ990503 06.9C10.C25.ol.gs 


Method 


GENSCAN 






Start 


739 


End 


4021 






GI 


none 


Score 


.61 






Exons 


739. .798, 915. .1040, 1140. .1286, 1570. 


.1642, 1777. .1849, 








2560.. 2666, 3102.. 3194, 3330. 


.3663, 3997.. 4021 




% J 


Spo No 


2488 


Seq. ID' 


OJ990503_06. 9C10. 


C25 




Gene No. 


5185 


Strand 








Start 


• 739 


End 


4021 






Name 


OJ990503 06.9C10.C25.o2.tm 


Method 


TBLASTX :Maize 






Start 


739 


End 


1289 






GI 


none 


Score 


43 






Exons 


739. .801, 739. .801, 915. .1046 


, 919. .1038, 1143. .1289, 1150. 




Seq. No. 


2488 


Seq. ID 


OJ990503_06. 9C10. 


C25 




Gene No. 


5185 


Strand 








Start 


739 


End 


4021 






Name 


OJ990503 06. 9C10 . C25 . ol . np 


Method 


AAT/NAP 






Start 


742 


End 


3699 






GI 


1652217. 


Score 


552 






Exons 


742. .798, 915. .1040, 1140. .1286, 1570. 


.1642, 1722.. 1866, 








2458.. 2666, 3102.. 3194, 3647. 


.3699 








GI Descrip. 


(D90903) hypothetical protein 


[Synechocystis sp. ] 






Seq. No. 


2488 


Seq. ID 


OJ990503J36.9C10. 


C25 



2563 




Gene No. 


5185 








Strand 




Start 


739 








End 


4021 


Name 


OJ990503 06. 


. 9C10 


.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


1243 








End 


1805 


GI 


none 








Score 


1082 


Exons 


1243. .1805 












Seq. No. 


2488" 








Seq. ID 


OJ990503_06.9C10.C25 


Gene No. 


5185 








Strand' 




Start 


739 








End 


4021 


Name 


OJ990503 06. 


■ 9C10 


.C25.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1769 








End 


3199 


GI 


none 








Score 


76 


Exons 


1769. .1867, 


1770 


. .1868, 


1776. 


.1892, 2450. .2554, 2457. .2552, 




2555. .2680, 


2556 


. .2669, 


3104. 


.3199, 3104. .3196 


Seq. No. 


2488 








Seq. ID 


OJ990503_06.9C10.C25 


Gene No. 


5186 








Strand 




Start 


5734 








End 


7017 


Name 


OJ990503 06, 


.9C10 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5734 








End 


6261 


GI 


none 








Score 


212 


Exons 


5734. .5994, 


5748 


. .6014, 


6010. 


.6261, 6010.. 6177, 6027.. 6260 


Seq. No. 


2488 








Seq. ID 


OJ990503_06.9C10.C25 


Gene No . 


5186 








Strand 




Start 


5734 








End 


7017 


Name 


OJ990503 06. 


■ 9C10 


.C25.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


5800 








End 


6357 


GI 


none 








Score 


120 


Exons 


5800. .5964, 


6004 


. .6066, 


6073. 


.6267, 6084.. 6266, 6235.-6357 


Seq. No. 


2488 








Seq. ID 


OJ990503_06.9C10.C25 


Gene No. 


5186 








Strand 




Start 


5734 








End 


7017 


Name 


OJ990503 06. 


. 9C10 


.C25.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5814 








End 


7017 


GI 


none 








Score 


111 


Exons 


5814. .5879, 


5815 


. .5955, 


5952. 


.5990, 6028.. 6255,' 6030.. 6248, 




6253. .6357, 


6258 


. .6536, 


6412. 


.6531, 6526.. 6621, 6627.. 6926, 




6628. .6999, 


6657 


. .6752, 


6670. 


.7017, 6953. .7012 


Seq. No. 


2488 








Seq. ID 


OJ990503_06.9C10.C25 


Gene No . 


5186 








Strand 




Start 


5734 








End 


7017 


Name 


OJ990503 06, 


.9C10 


.C25.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6174 








End 


6415 


GI 


none 








Score 


210 


Exons 


6174. .6401, 


6175 


. .6357, 


6245. 


.6415 




Seq. No. 


2488 








Seq. ID 


OJ990503_06.9C10.C25 


Gene No. 


5186 








Strand 




Start 


5734 








End 


7017 


Name 


OJ990503 06. 


9C10 


,C25.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6264 








End 


6567 


GI 


none 








Score 


86 


Exons 


6264. .6536, 


6265 


. .6357, 


6412. 


.6525, 6520.. 6567 



2564 



Seq. No. 


2488 


Seq. ID 


OJ990503_06.9C10.C25 


Gene No. 


5186 


Strand 




Start 


5734 


End 


7017 


Name 


OJ990503 06.9C10.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6417 


End 


6753 


GI 


none 


Score 


132. 


Exons 


6417.. 6536, 6424.. 6531, 6513. 


.6641, 6520.. 6621, 6682.. 6708, 




6683.. 6709, 6696.. 6746, 6712. 


. 6753 




Seq. No. 


2488 


Seq. ID 


OJ990503_06. 9C10.C25 


Gene No. 


5186 


Strand 




Start 


5734 


End 


7017 


Name 


OJ990503 06.9C10.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6756 


End 


7017 


GI 


none 


Score 


338 


Exons 


6756. .6938, 6757. .7017 






Seq. No. 


2488 


Seq. ID 


OJ990503_06. 9C10.C25 


Gene No. 


5186 


Strand 




Start 


5734 


End 


7017 


Name 


OJ990503 06.9C10.C25.o3.tw 


Method 


TBLASTX: Wheat 


Start 


6778 


End 


7017 


GI 


none 


Score 


195 . 


Exons 


,6778.. 7017, 6789.-6938, 6926. 


.7015 




Seq. No. 


2488 


Seq. ID 


OJ990503_06.9C10.C25 


Gene No. 


5186 


Strand 




Start 


5734 


End 


7017 


Name 


OJ990503 06.9C10.C25.o3.tm 


Method 


TBLASTX: Maize 


Start 


6807 


End 


7017 


GI 


none 


Score 


122 


Exons 


6807.. 6986, 6807.. 6941, 6808. 


.7017, 6811.. 7017 


Seq. No. 


2489 


Seq. ID 


OJ990503_06.9C10.C26 


Gene No. 


5187 


Strand 


+ 


Start 


1 


End 


2027 


Name 


OJ990503 06.9C10.C26.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2027 


GI 


3193290 


Score 


339 


Exons 


1..435, 1962. .2027 






GI Descrip. 


(AF069298) contains similarity to a protein kinase domain (Pfam: 




pkinase.hmm, score: 165.48), 


to legume 


lectins beta domain 




(Pfam: lectin_legB . hmm, score 


: 125.64) 


and legume lectins alpha 




domain (Pfam: lectin legA.hmm 


, score: 


16.72) [Arabido. . . 


Seq. No. 


2489 


Seq. ID 


OJ990503_06.9C10.C26 


Gene No. 


5187 


Strand 


+ 


Start 


1 


End 


2027 


Name 


OJ990503 06.9C10.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


402 


GI 


none 


Score 


80 


Exons 


1..48, 2. .82, 45. .188, 46. .153, 177. .389, 178. .402 


Seq. No. 


2489 


Seq. ID 


OJ990503_06.9ClO.C26 


Gene No. 


5187 


Strand 


+ 


Start 


1 


End 


2027 



2565 



Name 

Start 

GI 

Exons 



OJ990503_06 . 9C10 . C26 . ol . ts Method 

58 End 

none — Score 

58. .186, 171. .380, 172. .372 



Seq. No. 2489 

Gene No. 5187 

Start 1 

Name OJ990503_06 . 9C10 . C26 . ol . gs 

Start 67 

GI none 

Exons 67.. 528 



TBLASTX: Soybean 

380 

106 



Seq. ID OJ990503_06.9C10.C26 

Strand + 

End 2027 

Method GENS CAN 

End 528 

Score .58 



Seq. No. 2489 

Gene No. 5187 

Start 1 

Name OJ990503_06 . 9C10 . C26 . ol . tm 

Start 124 

GI none 

Exons 124.. 186, 169.. 453, 186.. 452 



Seq. ID OJ990503_06.9C10.C26 
Strand 
End 

Method 
End 
Score 



+ 

2027 

TBLASTX: Maize 

453 

56 



Seq. No. 
Gene No. 
U Start 
1.3. Name 
ff\ Start 
GI 



Exons 



GI Descrip. 



ry 



;==? Seq. No. 

k 4 Gene No. 

\*& Start 

j. 2 Name 

: := Start 

^ GI 

Exons 



OJ990503_06.9C10.C27 
+ 

2374 
AAT/GAP 
2374 
634 



2490 Seq. ID 

5188 Strand 
2046 End 
OJ990503_06 . 9C10 . C27 . ol . gp Method 
204 6 ' End 
LIB3431-015-P1-K1-B9 Score 
2046. .2374 

•3193290 3.0e-17 (AF069298) contains similarity to a protein 
kinase domain (Pfam: pkinase.hmm, score: 165.48), to legume 
lectins beta domain (Pfam: lectin_legB. hmm, score: 125.64) and 
legume lectins alpha domain (Pfam: lectin_legA. hmm, score: 
16.72) [Arabido' 



.2490 
5189 
4330 

OJ990503_06 . 9C10 . C27 . o4 . tw 

461 

none 



Seq. ID OJ990503_06.9C10.C27 
Strand 
End 

Method 
End 
Score 



+ 

10825 

TBLASTX: Wheat 

4542 

■142 



461. .601/ 463. .597, 4383. .4541, 4387. .4542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2490 
5189 
4330 

OJ990503 
472 
none 
472. 
773. 
4354 
4761 



06.9C10.C27.o3.tm 



606, 473.-622, 616.!702, 
898, 808. .879, 901. .933, 
.4557, 4419.. 4559, 4626. 
.4862 



Seq. ID OJ990503_06.9C10.C27 
Strand + 
End 10825 
Method TBLASTX : Maize 
End 4914 
Score 179 
617. .691, 734. .757, 736. 
4345. .4404, 4353.-4565, 
.4760, 4627. .4764, 4759.. 



.762, 
4914, 



Seq. No. 2490 Seq. ID 

Gene No. 5189 Strand 

Start ^4330 End 

Name OJ990503 06 . 9C10 . C27 . o4 . ts Method 



OJ990503_06.9CiO-.-C27 
+ 

10825 

TBLASTX : Soybean 



2566 



Start 
GI 

Exons 



482 End 5010 

none Score 114 

482. .607, 620. .691, 803. .895, 805. .894, 916. .1041, 945. .1025 
1039.. 1092, 4426.. 4557, 4621.. 4728, 4771.. 4935, 4785.. 4898, 
4903. .5010 



Seq. No. 2490 
Gene No. 5189 
Start 4330 

Name OJ990503_06 . 9C10 . C27 . ol . tc 

Start 503 
GI none 

Exons 503,-604, 608.. 691, 776.. 901, 

1330.. 1941, 1361. .1510, 1366. 
2060.. 2098, 2064.. 2273, 4447. 
4627.. 4770, 4752.-4898, 4768. 
5065.. 5265, 5215.. 5685, 5350. 
6081. .6227 



Seq. ID OJ990503_06.9C10.C27 

Strand + 

End 10825 

Method TBLASTX : Cress 

End 6243 

Score 92 

802. .897, 919. .1182, 924. .1241 
.2034, 1869.. 2036, 2038.. 2286, 
.4557, 4461. .4511, 4626. .4769, 
.4914, 4906.. 5010, 4938.. 5225, 
.6057, 5475.. 6020, 6031.. 6243, 



Seq. No. 2490 

Gene No. 5189 

Start 4330 

Name OJ990503_0 6 . 9C10 . C27 . o3 . tw 

Start 841 

GI none 
Exons 



Seq. ID OJ990503_06.9C10.C27 

Strand + 

End 10825 

Method TBLASTX : Wheat 

End 5054 

Score 72 



841. .897, 842. .898, 889. .1083, 900. .1082, 4827. .4889, 
4828.. 5010, 4897. .5004, 4923.. 5054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 



2490 
5189 
4330 

OJ990503_06. 9C10 . C27 . 06 . tm 

933 

none 



Seq. ID OJ990503_06.9C10.C27 

Strand + 

End 10825 

Method TBLASTX : Mai ze 

End 5235 

Score 238 



933. .1136, 934. .1185, 1155. .1229, 4917. .5216, 4918. .5010, 
5065.. 5235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2490 
5189 
4330 ' 

OJ990503_06.9C10.C27.o2. tw 
1083 



none 
1083. 



Seq. ID OJ990503_06.9C10.C27 

Strand + 

End - 10825 

Method TBLASTX: Wheat • 

End 5400 

Score 182 

1274, 1090. .1284, 1378. .1413, 1379. .1411, 5070. .5261, 



5077.. 5271, 5186. .5272, 5362.. 5400, 5364.. 5393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2490 
5189 
4330 

OJ990503_06. 9C10 . C27 . ol . ts 

1413 

none 



Seq. ID OJ990503_06.9C10.C27 

Strand + 

End 10825 

Method TBLASTX : Soybean 

End 5910 

Score 647 



1413. .1667, 1417. .1923, 1585. .1914, 5401. .5910, 5414. .5674, 
5472.. 5909 



Seq. No. 
Gene No. 



2490 
5189 



Seq. ID OJ990503_06.9C10.C27 
Strand + 



2567 



Start 


4330 








End 


10825 


Name - 


OJ990503 06 


.9C10. 


C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1438 






- 


End 


5855 


GI 


none 








Score 


358 


Exons 


1438. .1866, 


1446. 


.1604, 


1540 


..1836, 5491. .5853, 5526. .5855 


Seq. No. 


2490 








Seq. ID 


OJ990503_06.9C10.C27 


Gene No. 


5189 








Strand 


+ 


Start 


4330 








End 


10825 


Name 


OJ990503 06 


. 9C10. 


C27 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1467 








End 


6024 


GI 


none 








Score 


334 


Exons 


1467. .1604, 


1468. 


.1692, 


1471 


. .1692, 1484. .1693, 1693. .2040, 




1710. .1799, 


1715. 


.1951, 


1717 


..2013, 1869. .2039, 5453. .5671, 




5454. .5672, 


5472. 


.5675, 


5476 


..5688, 5679. .6017, 5680. .6024 


Seq. No. 


2490 








Seq. ID 


OJ990503_06.9C10.C27 


Gpne No 


5189 








Strand 


+ 


Start 


4330 








End 


10825 


Name 


OJ990503 06 


. 9C10. 


C27.o3 


. ts 


Method 


TBLASTX : Soybean 


Start • 


1939 








End 


6228 


GI 


none 








Score 


249 


Exons 


1939. .2250, 


1941. 


.2249, 


5926 


..6228, 5961. .6227 


Seq. No. 


2490 








Seq. ID 


-OJ990503_06 . 9C10 . C27 


Gene No. 


5189 








Strand 


+ 


Start 


4330 








End 


10825 


Name 


OJ990503 06 


. 9C10. 


C27.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2052 








End 


6369 


GI 


none 








Score 


279 


Exons 


2052. .2087, 


2053. 


.2316, 


2062 


..2292, 2139.. 2306, 6037.. 6231, 




6044. .6271, 


6059. 


.6220, 


6105 


..6230, 6230.. 6331, 6235.. 6369, 




6251. .6331 












Seq. No. 


2490 








Seq. ID 


OJ990503_06.9C10.C27 


Gene No. 


5189 








Strand 


+ 


Start 


4330 








End 


10825 


Name 


OJ990503 06 


.9C10. 


C27.o2 


.gp 


Method 


AAT/GAP 


Start 


4330 








End 


4636 


GI 


34866 1.R1084 






Score 


584 


Exons 


4330. .4636 












GI Descrip. 


'3236253 1. 


0e-58 


(AC004684) 


receptor- 


like protein kinase 




[Arabidopsis thaliana] ' 








Seq. No. 


2490 








Seq. ID 


OJ990503_06.9C10.C27 


Gene No. 


5189 








Strand 


+ 


Start 


4330 








End 


10825 


Name 


OJ990503 06 


.9C10. 


C27.ol 


.np 


Method 


AAT/NAP 


Start 


4342 








End 


6285 


GI 


1418331 








Score 


1722 


Exons 


4342. .4570, 


4613. 


.6285 








GI Descrip. 


(X95909) receptor 


like 


protein kinase 


[Arabidopsis thaliana 


Seq. No. 


2490 








Seq. ID 


OJ990503_06.9C10.C27 


Gene No. 


5189 








Strand 


+ 


Start 


4330 








End 


10825 


Name 


OJ990503 06 


-9C10. 


C27.o2 


.np 


Method 


AAT/NAP 



2568 




Start 


5527 








End 


9926 






GI 


4063770 








Score 


82 






Exons 


5527. .5556, 


7670 


. .7896, 


9878. 


.9926 








GI Descrip. 


(AB004 906) transposase 


[Ipomoea purpurea] 






Seq. No. 


2490 








Seq. ID 


OJ990503_06 


9C10 


.C27 


Gene No. 


5189 








Strand 


+ 






Start 


4330 








End 


10825 






Name 


OJ990503 06 


9C10 


.C27.o3 


• gp 


Method 


AAT/GAP 






Start 


5581 ~ 








End 


6042 






GI 


2317474 








.Score 


910 






Exons 


5581. .6042 
















GI Descrip. 


3236253 l.Oe 


-58 


(AC004684) receptor-like protein kinase 






f ArabidoDsis 


thaliana] 












Seq. No. 


2490 








Seq. ID 


OJ990503_06 


9C10 


.C27 


Gene No. 


5189 








Strand 


+ 






Start 


4330 








End 


10825 






Name 


OJ990503 06. 


9C10 


.C27.o4 


.gp 


Method 


AAT/GAP 






Start 


6375 








End 


6808 






GI 


2317475 








Score 


765 






Exons 


6375. . 6808 
















Seq. No. 


2490 








Seq. ID 


OJ990503_06 


9C10 


.C27 


Gene No . 


5189 








Strand 


+ 






Start 


4330 








End 


10825 






Name 


OJ990503 06 


9C10 


.C27.o2 


. gs 


Method 


GENSCAN 






Start 


8688 ~ 








End 


10810 






GI 


none 








Score 


.58 






Exons 


8688. .9525, 


9816 


. .10347 


, 10612.. 10810 








Seq. No. 


2490 








Seq. ID 


OJ990503_06 


9C10 


.C27 


Gene No. 


5189 








Strand 


+ 






Start 


4330 








End 


10825 






Name 


OJ990503 06. 


9C10 


.C27.63 


.np 


Method 


AAT/NAP 






Start 


8688 








End 


10825 






GI 


4836910 








Score 


1518 






Exons 


8688. .8984, 


9015 


. . 9526, 


9868. 


10825 








GI Descrip. 


(AC007153) 51396 


[Arabidopsis 


thaliana] 








Seq. No. 


2490 








Seq. ID 


OJ990503_06 


9C10 


.C27 


Gene No . 


5189 








Strand 


+ 






Start 


4330 








End 


10825 






Name 


OJ990503 06. 


9C10 


.C27.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


9147 








End 


9386 






GI 


none 








Score 


64 






Exons 


9147. .9182, 


9210 


. .9386 












Seq. No. 


2490 








Seq. ID 


OJ990503_06. 


9C10 


.C27 


Gene No . 


5189 








Strand 


+ 






Start 


4330 








End 


10825 






Name 


OJ990503 06. 


9C10 


.C27.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


9252 








End 


9529 






GI 


none 








Score 


290 






Exons 


9252. .9527, 


9252 


. .9368, 


9290. . 


9382, 9437.. 9529 






Seq. No. 


2490 








Seq. ID 


OJ990503_06. 


9C10 


.C27 



2569 




Gene No. 


5189 


Strand 


+ 


Start 


4330 


End 


10825 


Name 


OJ990503 06.9C10.C27.o2.tm 


Method 


TBLASTX: Maize 


Start 


9958 


End 


10384 


GI 


none 


Score 


248 


Exons 


9958. .10200, 9959. .10201, 


10193. .10384 


, 10207.. 10374 


Seq. No. 


2490 


Seq. ID 


OJ990503_06.9C10.C27 


Gene No. 


5189 


Strand 


+ 


Start 


4330 


End 


10825 


Name 


OJ990503 06.9C10.C27.o5.gp 


Method 


AAT/GAP 


Start 


10295 


End 


10650 


GI 


62468 1.R1084 


Score 


596 


Exons 


10295. .10650 






GI Descrip. 


' 3402815/emb|AJ007829 ICVE7829 9.0e-19 Cloning Vector pGreen 


Seq. No. 


2490 


Seq. ID 


OJ990503 06.9C10.C27 


Gene No . 


5189 


Strand 


+ 


Start 


4330 


End 


10825 


Name 


OJ990503 06.9C10.C27.o2.ts 


Method 


TBLASTX : Soybean 


Start 


10544 


End 


10795 


GI 


none 


Score 


270 


Exons 


10544 . . 10795 






Seq. No. 


2491 


Seq. ID 


OJ990503 06.9C10.C28 


Gene No. 


5190 


Strand 


+ 


Start 


228 


End 


1227 


Name 


OJ990503 06.9C10.C28.ol.gs 


Method 


GENSCAN 


Start 


228 


End 


1227 


GI 


none 


Score 


. 55 


Exons 


228 . . 367, 1064 . . 1227 






Seq. No. 


2492 


Seq. ID 


OJ990503 06.9C10.C29 


Gene No. 


5191 


Strand 


+ — 


Start 


815 


End • 


3058 


: Name 


OJ990503 06.9C10.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


. 605 


End 


1261" " - 


GI 


none 


Score 


351 


Exons 


605.. 1060, 658.. 1035, 683. 


.1036, 1064. 


.1096, 1114. .1173, 




1115. .1168, 1169. .1261 






Seq. No. 


2492 


Seq. ID 


OJ990503_06 . 9C10 . C29 


Gene No. 


5191 


Strand 


+ 


Start 


815 


End 


3058 


Name 


OJ990503 06.9C10.C29.o2.tw 


Method 


TBLASTX: Wheat 


Start 


605 


End 


981 


GI 


none 


Score 


300 


Exons 


605. .979, 655. .981 






Seq. No. 


2492 


Seq. ID 


OJ990503_06.9C10.C29 


Gene No. 


5191 


Strand 


+ 


Start 


815 


End 


3058 


Name 


OJ990503 06. 9C10 . C29 . ol . np 


Method 


AAT/NAP 


Start 


815 


End 


3058 


GI 


2213632 


Score 


709 


Exons 


815. .1561, 3009. .3058 







GI Descrip. (AC000103) F21J9.24 [Arabidopsis thaliana] 



2570 



Seq. No. 


2492 








Seq. ID 


OJ990503_06.9C10.C29 


Gene No. 


5191 








Strand 


+ 


Start 


815 








End 


3058 


Name 


OJ990503 06. 


, 9C10 


.C29.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1104 








End 


1525 


GI 


none 








Score 


57 


Exons 


1104. .1229, 


1111 


. .1278, 


1112. 


.1288, 1280.. 1525, 1325.. 1525 


Seq. No. 


2492 








Seq. ID 


OJ99.0503_06 . 9C10 . C29 


Gene No. 


5191 








Strand 


+ 


Start 


815 








End 


3058 


Name 


OJ990503 06. 


, 9C10 


.C29.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1265 








End 


1537 


GI 


none 








Score 


181 


Exons 


1265. .1432, 


1291 


. .1431, 


1382. 


.1438, 1475. .1537, 1478. .1534, 



1501. .1536 



U 

'id 

cn 
ru 

: E 

LLi 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2493 
5192 
1 

OJ990503_06. 9C10 . C31 . ol . np 
1 

3395584 



Seq. ID OJ990503__06.9C10.C31 

Strand + 

End 2125 

Method AAT/NAP 

End 2108 

Score 362 



1..709, 1039. .1242, 1838. .1942, 2043. .2108 

(AL031179) importin beta subunit [Schizosaccharomyces pombe] 



2493 
5192 
1 

OJ990503_06 . 9C10 . C31 . ol . gs 
26 

none 



Seq. ID OJ990503_06.9C10.C31 



Strand 
End 

Method 

End 

Score 



+ 

2125 
GENSCAN 
2108 
.98 



26. .709, 1039. .1242, 1838. .1942, 2043. .2108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2493 
5192 
1 

OJ990503_06.9C10.C31.o2.tm 
98 

none 



Seq. ID OJ990503_06.9C10.C31 



Strand 
End 

Method 

End 

Score 



+ 

2125 

TBLASTX: Maize 

340 

165 



98. .268, 107. .202, 111. .266, 112. .267, 272. .340, 272. .337 



Seq. No. 2493 

Gene No. 5192 

Start 1 

Name OJ990503_06 . 9C10 . C31 . ol . tc 

Start 233 

GI none 

Exons 233.. 490, 266.. 490 



Seq. ID OJ990503_06.9C10.C31 

Strand + 

End 2125 

Method TBLASTX : Cress 

End 4 90 

Score 290 



Seq. No. 2493 Seq. ID 

Gene No. 5192 Strand 

Start 1 End 

Name OJ990503_06 . 9C10 . C31 . ol . tm Method 

Start 596 - End 

GI none Score 



OJ990503_06.9C10.C31 
+ 

2125 

TBLASTX: Maize 

2063 

179 



2571 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



596. .712, 598. .714, 631.. 726, 993.. 1238, 1036.. 1269, 1036.. 1242, 
1037. .1252, 1835. .1915, 1837. .1941, 2034. .2063, 2039. .2062 



2493 
5192 
1 

OJ990503_06.9C10.C31.bl.ts 

1087 

none 



Seq. ID OJ990503_06.9C10.C31 

Strand + 

End 2125 

Method TBLASTX : Soybean 

End 2125 

Score 235 



1087. .1269, 1104. .1241, 1821. .1940, 1834. .1941, 1835. .1915, 
2025.. 2102, 2039.. 2125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
' s f{ Start 
: ;f Name 
CH start 

ru GI 

Q Exons 

\ t \ GI Descrip. 



LJ Seq. No. 

Gene No, 
3 Start 
" Name 

Start 

3 Exons 



2494 Seq. ID 

5193 Strand 
181 End 
OJ990503_06 . 9C10 . C32 . ol . gp Method 
181 End 
10634_1.R1084 Score 
181. .262 

'6006853/gb|AAF00629.1|AC009540_6 1.0e-62 (AC009540 
protein [Arabidopsis thaliana] 1 



OJ990503_06.9C10.C32 
+ 

262 

AAT/GAP 
262 
82 



unknown 



2495 Seq. ID 

5194 Strand 
595 End 
OJ990503_06 . 9C10 . C33 . ol . gp Method 
595 End 
10634_1.R1084 Score 
595.-674 

■ 6006853/gb | AAF00629. 1 | AC009540_6 
protein [Arabidopsis thaliana] 1 



OJ990503_06.9C10.C33 
674 

AAT/GAP - 

674 

145 



1. 0e-62 (AC009540) unknown 



2496 Seq. ID 

5195 Strand 

1087 End 
OJ990503_06 . 9C10 . C36 . ol . gs Method 

1087 End 

none Score 

1087.. 1362, 1668. .1722, 2032.. 2471 



OJ990503_06.9C10.C36 
+ 

2471 
GENSCAN 
2471 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2496 Seq. ID OJ990503_06.9C10.C36 

5195 Strand + 

1087 End 2471 

OJ990503_06 . 9C10 . C36 . ol . np Method AAT/NAP 

2143 End 2459 

2501448 ' Score 151 

2143. .2459 

UBIQUITIN-LIKE PROTEIN SMT3 gi | 1707372 | emb I CAA67923 | (X99609) 
ubiquitin-like protein [Arabidopsis thaliana] 



2497 Seq. ID 

5196 Strand 

1 End 
OJ990503_06 . 9C10 ,C37 . ol . np Method 

1 End 

3153821 . .Score 
1..130, 192. .764 



OJ990503_06.9C10.C37 
+ 

764 

AAT/NAP 

764 

94 



2572 




GI Descrip. (AF062655) plenty-of-prolines-101 ; POP101; SH3-philo-protein 
[Mus musculus] 



Seq. No. 


2498 




Seq. ID 


OJ990503 06.9C10.C39 


Gene No. 


5197 




Strand 


+ 


Start 


288 




End 


317 


Name 


OJ990503_06 . 9C10 . C39 


.ol . gs 


Method 


GENSCAN 


Start 


288 




End 


317 


GI 


none 




Score 


. 83 


Exons 


288. .317 








Seq. No. 


2499 




Seq. ID 


OJ990503_06. 9C10.C4 0 


Gene No. 


5198 




Strand 


+ 


Start 


287 




End 


436 


Name 


OJ990503_06 . 9C10 . C40 


.ol.gs 


Method 


GENSCAN 


Start 


. 287 




End 


436 


GI 


none 




Score 


. 7 


Exons 


287. .436 








Seq. No. 


2500 




Seq. ID 


OJ990503_06. 9C10.C41 


Gene No. 


5199 




Strand 


+ 


Start 


57 




End 


321 


Name 


OJ990503_06.9C10.C41 


. ol . gp 


Method 


AAT/GAP 


Start 


57 




End 


321 


GI 


none 




Score 


500 


Exons 


' 57. . 321 








Seq. No. 


2500 




Seq. ID 


OJ990503_06. 9C10.C41 


Gene No. 


5200 




Strand 




Start 


164 




End 


701 


Name 


OJ990503_06.9C10.C41 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


156 




End 


371. 


GI 


none 




Score 


271 


Exons 


156. .371, 170. .370 








Seq. No. 


2500 




Seq. ID 


OJ990503 06. 9C10.C41 


Gene No. 


5200 




Strand 




Start 


164 




End 


701 


Name 


OJ990503_06. 9C10.C41 


.ol .gs 


Method 


GENSCAN 


Start 


164 




End 


513 


GI 


none 




Score 


.49 


Exons 


164 . . 513 








Seq. No. 


2500 




Seq. ID 


OJ9.90503_06.9C10.C41 


Gene No. 


5200 




Strand 




Start 


164 




End 


701 


Name 


OJ990503 06.9C10.C41 


.ol.np 


Method 


AAT/NAP 


Start 


173 




End 


701 


GI 


3142300 




Score 


210 


Exons 


173. .701 








GI Descrip. 


(AC002411) -Contains 


similarity to pre-mRNA processing protein 



PRP39 gb|L2 9224 from S. cerevisiae. ESTs gb|R64 908 and 
gb|T88158, gb|N38703 and gb|AA651043 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 2501 Seq. ID OJ990503_06.9C10.C42 

Gene No. 5201 Strand + 



2573 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990503_06 . 9C10 . C42 . ol . np 
1 

3064245 



End 

Method 

End 

Score 



1029 
AAT/NAP 
1029 
228 



1..261, 346. .420, 497. .644, 1011. .1029 

(AF039023) Ran-GTP binding protein; RanBP6 [Homo sapiens] 



2501 
5201 
1 

OJ990503_06 . 9C10 . C42 . o2 . ts 
94 

none 

94. .231, 94. .225, 96. .230 

2501 
5201 
1 

OJ990503_06.9C10.C42.ol.gs 
97 

none 

97. .261, 346. .420, 530. .648- 

2501 
5201 

1- • 

OJ990503_06 . 9C10 . C42 . ol . tc 
98 

none 



Seq. ID OJ990503_06.9C10.C42 

Strand + 

End 1029 

Method TBLASTX : Soybean 

End 231 

Score 219 



Seq. ID OJ990503_06.9C10.C42 



Strand 
End 

Method 

End 

Score 



+ 

1029 
GEN SCAN 
648 
-.7 



Seq. ID OJ990503_06.9C10.C42 

Strand + - 

End 1029 ' 

Method TBLASTX : Cress 

End 613 

Score 101 



98. .244, 102. .248, 102. .269, 103. .267, 340. .414, 345. .416, 
346/.420, 476. .613, 487. .612 



2501 
5201 
1 

OJ990503_06.9C10.C42.ol.tm 

129 

none 



Seq. ID OJ990503_06.9C10.C42 

Strand + 

End 1029 

Method TBLASTX: Maize 

End 613 * ■*- , 

Score 192 



129. .269, 130. .267, 343. .420, 346. .420, 476. .613, 488. .607, 
493.1612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2501 
5201 
1 

OJ990503_06.9C10.C42.ol.ts 

232 

none 



Seq. ID OJ990503_06.9C10.C42 

Strand + 

End - 1029 

Method TBLASTX : Soybean 

End 613 

Score 4 6 



232. .267, 343. .414, 345. .416, 346. .420, 453. .572, 482. .613, 
488. .595, 493. .612 



2502 
5202 
85 

OJ990503_06. 9C10 . C43 . ol . tm 
81 

none 



Seq. ID OJ990503_06.9C10.C43 

Strand + 

End 2989 

Method TBLASTX : Maize 

End 2 98 6 

Score 91 - 



81. .152, 82. .153, 82. .177, 104. .196, 164. .277, 440. .547, 



2574 



450. .551, 451. .564, 451. .546, 453.-572, 1118. .1255, 1165. .1254, 
1167. .1256, . 1324. .1407, 1329. .1394, 1479. .1544, 1491. .1556, 
1631. .1789, 1650. .1790, 2724. .2837, 2730. .2837, 2735. .2851, 
2905.. 2982, 2912.. 2986 



Seq. No. 2502 Seq. ID 

Gene No. 5202 " Strand 

Start 85 End 

Name OJ990503_06. 9C10.C43.ol.ts Method 

Start 81 End 

GI none Score 
Exons 



OJ990503_06.9C10.C43 
+ 

2989 

TBLASTX : Soybean 

2950 

94 



81. .152, 82. .216, 456.-572, 466. .543, 474.-563, 1118. .1255, 

1165. .1254, 1167. .1262, 1323. .1394, 1324.. 1407, 1325. .1399, 

1491. .1556, 1648. .1773, 1649. .1789, 1650. .1790, 1668. .1790, 
1699. .1791, 2744.-2836, 2745. .2837, 2912. .2950 



i 5 n 
m 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2502 
5202 
85 

OJ990503_06. 9C10 . C43 . ol . tc 
82 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

82. .273, 104. .277, 451. .543, 453. .551, 1118. .1255, 1165. .1254, 
1326. .1394, 1327. .1407, 1479. .1556, 1491. .1556, 1649. .1789, 
1650..1790> 1714. .1791, 2724. .2840, 2745. .2837, 2905. .2982, 
2912. .2989 



OJ990503_06.9C10.C43 
+ 

2989 

TBLASTX: Cress 

2989 

95 



2502 
5202 
85 

OJ990503_0 6 . 9C10 . C4 3 . ol . gs 
85 

none 



Seq. ID OJ990503_06.9C10.C43 

Strand + 

End 2989 

Method GEN SCAN 

End 2980 

Score .93 



85. .270, 454. .546, 1166. .1251, 1329. .1395, 1491. 
1651. .1787, 2745.-2836, 2914. .2980 



1557, 





Seq. No. . 


2502 






Seq. ID 


OJ990503_06.9C10.C43 


: sis 


Gene No.' 


5202 






Strand 


+ 


: si 


Start 


85 






End 


2989 


: =i 
: s5 


Name 


OJ990503 06. 


9C10.C43.ol, 


,gp 


Method 


AAT/GAP 


5 


Start 


94 






End 


1225 


: =r 


GI 


286502 






Score 


620 




Exons 


94. .270, 454 


..546, 1166, 


, .1225 








Seq. No. 


2502 






Seq. ID 


OJ990503_06.9C10.C43 




Gene No. 


5202 






Strand 


+ 




Start 


85 






End 


2989 




Name 


OJ990503 06. 


9C10.C43.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


1491 






End 


2837 




GI 


none 






Score 


86 




Exons 


1491. .1556, 


1649. .1792, 


1650. 


.1790, 2724. .2828, 2730. .2837, 






2735. .2833 












Seq. No. 


2503 






Seq. ID 


OJ990503_06.9C10.C45 




Gene No. 


5203 






Strand 


+ ' " 




Start 


477 






End 


1147 




Name 


OJ990503 06. 


9C10,.C45.ol. 


.gs 


Method 


GENSCAN 



2575 



Start 
GI 

Exons 



477 
none 

477. .1106 



End 
Score 



1106 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 
. Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'2503 Seq. ID 

5203 Strand 

477 End 
OJ990503_06 . 9C10 . C45 . ol . np Method 

556 End 

2281647 Score 
556. .999, 1107. .1147 

(AF003104) AP2 domain containing protein RAP2.11 [Arabidopsis 
thaliana] 



OJ990503_06.9C10.C45 
+ 

1147 
AAT/NAP 
1147 
301 



2503 Seq. ID 

5203 Strand 

477 End 
OJ990503_06. 9C10 . C45 . ol . tc Method 

585 End 

none Score 

585. .851, 596. .721 



2504 
5204 
3983 

OJ990503_06.9C10.C46.ol.gp 
3705 

333 1.R1084 



OJ990503_06.9C10.C45 
+ 

1147 

TBLASTX: Cress 

851 

192 



OJ990503 06.9C10.C46 



Seq. ID _ 
Strand 

■End 7161 
Method AAT/GAP 
End 7119 
Score 3383 

3705. .4298, 4418. .4926, 5484. .5683, 5765. .5979, 6890. .7119 
, 135399/sp|P28752|TBAl_ORYSA 0.0e+00 TUBULIN ALPHA- 1 CHAIN 

>gi_100716_pir S20758 tubulin alpha-1 chain - rice 

>gi_20379_emb_CAA77988_ (Z11931) alpha 1 tubulin [Oryza sativa] 
>gi 1136124 emb CAA62918 (X91808) alfa-tubulin [Oryza sativa] * 



2504 
5204 
3983 

OJ990503_06 . 9C10 . C4 6 . ol . tm 

3806 

none 



Seq. ID OJ990503_06.9C10.C46 
Strand 

End 7161 , 

Method TBLASTX : Maize 

End * 7161 

Score 38 



3806.. 3844, 3817.. 3849, 3840.. 3926, 3842.. 3925, 3922.. 3984, 

3985. .4143, 4016. .4321, 4046. . 4297/ 4415 .. 4930, 4417. .4929, 

5479. .5682, 5481. .5684, 5482. .5685, 5483. .5797, 5766. .5981, 

5767. .5982, 5767. .5982, 6877. .7002, 6895. .7005, 7132. .7161 



2504 
5204 
3983 

OJ990503_06.9C10.C4 6.ol.tc 

3976 

none 

3976.. 4143, 4046. 
4415. .4456, 4417. 
5481. .5684, 5482. 
5766.. 5981, 5767. 



,4297, 4080 

.4941, 4417 

.5685, 5493.. 5690, 

.5982, 6877. .7002, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4298, 
4929, 



OJ990503 06.9C10.C46 



7161 

TBLASTX: Cress 
7005 
322 

4219. .4317, 4415, 
4496. .4930, 4749, 
5765. .5929, 5766. 
6895.". 7005 



.4927, 
.4940, 
.5981, 



Seq. No. 



2504 



Seq. ID OJ990503_06.9C10.C46 



2576 




Gene No 


5204 










Strand 




Start 


3983 










End 


7161 


Name 


OJ990503 06. 


9C10 


.C4 6.o2 


.gs 


Method 


GENSCAN 


Start 


3983 










End 


7002 


GI 


none 










Score 


.98 


Exons 


3983. . 


4298, 


4418 


. .4926, 


5484 . 


.5683, 


5765.. 5979, 6890.. 7002 


Seq. No. 


2504 










Seq. ID OJ990503 06.9C10.C46 


Gene No. 


5204 










Strand 




Start 


3983 










End 


7161 


Name 


OJ990503 06. 


9C10 


.C46.ol 


. np 


Method 


AAT/NAP 


Start 


3986 










End 


7002 


GI 


135399 








Score 


2246 


Exons 


3986. . 


4298, 


4418 


. .4926, 


5484. 


.5683, 


S765..5979, 6890.. 7002 


GI Descrip. 


TUBULIN ALPHA- 1 


CHAIN gi|100716|pir( 


IS20758 tubulin alpha-1 




chain 


- rice gi| 


203791 emb ICAA77988I 


(Z11931) alpha 1 tubuli 




[Oryza 


sativa] gi | 1136124 | emb | CAA62918 | (X91808) alfa-tubul 




[Oryza 


sativa] 










.Seq. No. 


2504 










Seq. ID OJ990503 06.9C10.C46 


Gene No. 


5204 










Strand 




Start 


3983 










End 


7161 


Name 


OJ990503 06. 


9C10 


.C46.ol 


.ts ■ 


Method 


TBLASTX : Soybean 


Start 


4022 










End 


6984 


GI 


none 










Score 


270 


Exons 


4022. . 


4303, 


4033 


. .4143, 


4046. 


.4297, 


4415. .4456,' 4417. .4482, 




4465. . 


4524, 


4479 


. .4520, 


4522 . 


.4713, 


4523. .4702, 4711. .4929, 




4715. . 


4927, 


4718 


. .4930, 


4770. 


.4949, 


4779. .4928, 5479. .5655, 




' 5481. . 


5684, 


5482 


. .5682, 


5779. 


.5832, 


5781. .5834, 5782. .5835, 




5832. . 


5933, 


5833 


. .5928, 


5836. 


.5940, 


6890. . 6934, 6895. .6933, 




6934. . 


6984, 


6935 


. .6982 








Seq. No. 


2504 










Seq. ID OJ990503 06.9C10-C46 


Gene No. 


5204 










Strand 




Start 


3983 










End 


7161 


Name 


OJ990503 06. 


9C10 


.C46.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4046 










End 


5826 


GI 


none 










Score 


307 


Exons 


4046. . 


4297, 


4080 


. .4298, 


4096. 


.4299, 


4415. .4726, 4417. .4728, 




4417. . 


4725, 


5761 


. .5826 








Seq. No. 


2504 










Seq. ID OJ990503 06.9C1O.C46 


Gene No. 


5204 










Strand 




Start 


3983 










End 


7161 


Name 


OJ990503 06. 


9C10 


.C46.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4730 










End 


5583 


GI 


none 










Score 


213 


Exons 


4730. . 


4927, 


4751 


. .4927, 


4753. 


.4929, 


4768. .4929, 5479.-5583, 




5482. . 


5562 












Seq. No. 


2504 










Seq. ID OJ990503 06.9C1O.C46 


Gene No. 


5204 










Strand 




Start 


3983 










End 


7161 


Name 


OJ990503 06. 


9.C10 


.C46.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


5583 










End 


7002 


GI 


none 










Score 


119 


Exons 


5583. . 


5684, 


5584 


. .5682, 


5586. 


.5699, 


5826. .5978, 5827. .5979, 



2577 





5829.. 5981, 6893.-6982, 


6895. 


.7002 










Seq. No. 


2505 




Seq. ID 


OJ990503_ 


06. 


9C10 


.C47 


Gene No. 


5205 




Strand 


+ 








Start 


60 




End 


440 








Name 


OJ990503 06.9C10.C47.ol 


. gs 


Method 


GENSCAN 








Start 


60 




End 


440 








GI 


none 




Score 


. 65 








Exons 


60. .195, 272. .440 














Seq. No. 


2506 




Seq. ID 


OJ990503_ 


06. 


9C10 


.C51 


Gene No. 


5206 




Strand 


+ 








Start 


124 




End 


1249 








Name 


OJ990503 06.9C10.C51.ol 


.gs 


Method 


GENSCAN 








Start 


124 




End 


1249 








GI 


none 




Score 


.94 








Exons 


124. .288, 345. .1249 















Seq. No. 2507 . Seq. ID 

Gene No. 5207 Strand 

Start 145 End 

Name OJ990503_06 . 9C10 . C53 . ol . gs Method 

Start 145 End 

» GI none Score 

Exons 145. .280 



OJ990503_06 . 9C10 . C53 
280 

GENSCAN 

280 

.7 



iin Seq. No. 2508 Seq. ID 

: 5 y Gene No. .5208 Strand 

Start 58 ' End 

Name OJ990503_06. 9C10 .C56.ol .gp Method 

''Z Start 58 End 

GI none Score 

: LJ Exons 58.. 267 



OJ990503_06.9C10.C56 
267 

AAT/GAP 

267 

394 



: a. 


Seq. No. 


2509 












Seq. ID 


OJ990503 




Gene No. 


5209 












Strand 


+ 


'''4 

a 


Start 


163 












End 


251 


: cs 


Name 


OJ990503 


06. 


9C10 


.C59 


.ol, 


.gs 


Method • 


GENSCAN 


>3 


Start 


163 












End 


251 


! =* 

. -I 


GI 


none 












Score 


.68 


: 

■J 


Exons 


163. .251 


















Seq. No. 


2510 












Seq. ID 


OJ990503 




Gene No. 


5210 












Strand 






Start 


217 












End 


326 




Name 


OJ990503 


06. 


9C10, 


.C61 


.ol. 


.gs 


Method 


GENSCAN 




Start 


217 












End 


326 




GI 


none 












Score 


.73 




Exons 


217. .326 


















Seq. No. 


2511 












Seq. ID 


OJ990503 




Gene No. 


5211 












Strand 






Start 


88 












End" 


168 




Name 


OJ990503 


06. 


9C10, 


.C63 


.01. 


.gs 


Method 


GENSCAN 




Start 


88 












End 


168 




GI 


none 












Score 


.92 




Exons 


88. .168 

















2578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2512 Seq. ID 

5212 Strand 

1 End 

OJ990423_05.9C10.Cl.ol.np Method 

1 End 

3913425 Score 



OJ990423_05.9C10.C1 
+ 

2102 
AAT/NAP 
1523 
1229 



1..291, 669.-794, 873. .1111, 1194. .1312, 1400. .1523 
PUTATIVE PRE-MRNA SPLICING FACTOR ATP-DEPENDENT RNA HELICASE 
gi I 2275203 igb I AAB63825.il (AC002337) putative pre-mRNA splicing 
factor RNA helicase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 

GI Descrip. 



2512 
5212 . 
1 

OJ990423_05 . 9C10 . CI . ol . gp 
58 

9564_2.R1084 
58. .291, 669.-794, 873. .1010 

, 3913425/sp|022899|DD15_ARATH 1.0e-113 PUTATIVE PRE-MRNA 
SPLICING FACTOR ATP-DEPENDENT RNA HELICASE >gi_2275203 
(AC002337) RNA helicase isolog [Arabidopsis thaliana]' 



Seq. ID OJ990423_05.9C10.C1 

Strand + 

End 2102 

Method AAT/GAP 

End 1010 

Score 926 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



2512 
5212 
1 

OJ990423_05 . 9C10 . CI . ol . gs 

106 

none 



Seq. ID OJ990423_05.9C10.C1 



Strand 
End 

Method 

End 

Score 



106.. 291, 669. 
2026. .2102 



.794, 873. .1111, 1194. 



+ 

2102 
GENSCAN 
2102 
. 63 

1312, 1549. 



1655, 



"jj Seq. No. 

Gene No. 
^ Start 
! r= : Name 

Start 
M GI 
y Exons 

Q 



2512 Seq. ID 

5213 Strand 

1425 End 

OJ990423_05. 9C10 . CI . ol . tm Method 

57 End 

none Score 



OJ990423_05.9C10.C1 
1930 

TBLASTX: Maize 

1530 

379 



57. .290, 58. .294, 60. .290, 92. .295, 538. .693, 556. .579, 
571. .795, 593. .799, 594. .797, 866. .904, 872. .1114, 874. .1113, 
1170. .1325, 1191. .1319, 1193. .1324, 1226. .1330, 1398. .1526, 
1399.. 1530, 1401.. 1487 



Seq. No. 2512 Seq. ID 

Gene No. 5213 Strand 

Start 1425 - End 

Name OJ990423_05 . 9C10 . CI . o3 . tc Method 

Start 57 End 

GI none Score 

Exons 57.. 170, 58.. 183, 60.. 185 



OJ990423_05.9C10.C1 
1930 

TBLASTX: Cress 

185 

210 



Seq. No. 2512 Seq. ID 

Gene No". 5213 Strand 

Start 1425 End 

Name OJ990423JD5 . 9C10 . CI . o2 . ts Method 

Start 60 End 

GI none Score 



OJ990423_05.9C10.C1 
1930 

TBLASTX : Soybean 

277 

350 



2579 



Exons 



60. .275, 63. .272, 92. .277, 124. .276 



i y 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2512 
5213 
1425 

OJ990423_05. 9C10 . CI . ol . tc 

188 

none 



Seq. ID OJ990423_05.9C10.C1 
Strand 

End 1930 

Method TBLASTX : Cress 

End 1030 

Score 14 9 



188.. 289, 189.. 290, 570.. 629, 582.. 602, 630.. 650, 655.. 795, 
656.^.799, 846. .992, -860. .1030, 873. .992, 874. .1029 



2512 
5213 
1425 

OJ990423_05.9C10.Cl.ol.ts 

548 

none 



Seq. ID OJ990423_05.9C10.C1 
Strand 

End 1930 

Method TBLASTX : Soybean 

End 1585 

Score 63 



548. .799, 549. .629, 554. .679, 583. .693, 657. .728, 659. .793, 
916. .1113, 917. .1114, 1170. .1319, 1193. .1318, 1398. .1499, 
1401. .1487, 1532. .1585 



2512 
5213 
1425 

OJ990423_05 . 9C10 . CI . o2 . tc 

1078 

none 



Seq. ID OJ990423_05.9C10.C1 
Strand 

End 1930 

Method TBLASTX: Cress 

End 1500 

Score 65 



1078. .1113, 1079. .1114, 1170. .1331, 1193. .1318, 1398. .1499, 
1401.. 1487, 1405.. 1500 



2512 
5213 
1425 

OJ9904 23_05 . 9C10 . CI . o2 . gp 

1425 

none 

1425. .1930 



Seq. ID OJ990423_05.9C10.C1 
Strand 

End 1930 

Method AAT/GAP 

End 1930 

Score 909 



W Seq. No. 2513 

l|3 Gene No. 5214 

I s 3 Start 178 

Name OJ9904 23_05 . 9C10 . C2 . ol . tm 

Start 119 

GI none 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_05.9C10.C2 
3706 

TBLASTX: Maize 
2064 
210 

119. .337, 161. .337, 172. .348, 409. .513, 413. .520, 414. .515, 
416. .520, 611. .670, 612. .668, 613. .681, 765*.. 836, 773. .838, 
776. .841, 928. .1017, 929. .1033, 930. .1031, 930. .1034, 
1099. .1185, 1104. .1187, 1116. .1187, 1455. .1589, 1456. .1590, 
1662. .1751, 1663. .1752, 1734. .1922, 1753. .1920, 1759. .1923, 
1760.. 1930, 1996.. 2064, 1996.. 2064 



Seq. No. 2513 Seq. ID 

Gene No. 5214 Strand 

Start ■ 178 End 

Name OJ990423_05 . 9C10 . C2 . ol . gs Method 

Start 178 • End 

GI none Score 



OJ990423_05.9C10.C2 

3706 
GEN SCAN 
3379 
.87 



2580_ 




Exons 178.. 336, 612.. 668, 1101.. 1187, 1458.. 1573, 1664.. 1919, 

1999.. 2148, 2586.. 2744, 3094.. 3118, 3245.. 3379 



Seq. No. 


2513 


Seq. ID 


OJ990423_05.9C10.C2 


Gene No. 


5214 


Strand 


— 


Start 


178 


End 


3706 


Name 


OJ990423 05.9C10.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


190 


End 


1520 


GI 


none 


Score 


117 


Exons 


190. .348, 409. .513, 413. .520, 


419. .529, 


611. . 670, 773. .838, 




928. .1023, 929. .1018, 1455. .1520, 1455. 


. 1520 


Seq. No. 


2513 


Seq. ID 


OJ990423_05.9C10.C2 


Gene No. 


5214 


Strand 


— 


Start 


178 


End 


3706 


Name 


OJ990423 05.9C10.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


190 


End 


958 


GI 


none 


Score 


94 


Exons 


190. .360, 206. .343, 409. .513, 


425. .520, 


431. .520, 611. .670, 




612. .683, 773. .838, 785. .838, 


931. .957, 


932. .958 


Seq. No. 


2513 


Seq. ID 


OJ990423_05.9C10.C2 


Gene No 


5214 


Strand 




Start 


178 


End 


3706 


Name 


OJ990423 05.9C10.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start" 


301 


End 


2062 


GI 


none 


Score 


114 


Exons 


301. .348, 409. .513, 413. .520, 


611. .736, 


612. .683, 768. .842, 




773. .838, 928. .1014, 929. .1015, 1098. .1187, 1455. .1589, 




1456.. 1590, 1662.. 1922, 1663. 


.1920, 1679. .1921, 1996. .2061, 




2000. .2062 






Seq. No. 


2513 


Seq. ID 


OJ990423_05.9C10.C2 


Gene No. 


5214 


Strand 




Start 


178 


End 


3706 


Name 


OJ990423 05.9C10.C2.ol.np 


Method 


AAT/NAP 


Start 


1050 


End 


2687 


GI 


3128234 


Score 


776 


Exons 


1050.. 1187, 1616.. 1919, 1999. 


.2148, 2586. .2687 


GT Dp^rr i d 


(AC004077) hypothetical" protein [Arabidopsis thaliana] 


Seq. No. 


2513 


Seq. ID 


OJ990423_05.9C10.C2 


Gene No. 


5214 


Strand 




Start 


178 


End 


3706 


Name 


OJ990423 05.9C10.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1455 


End 


1770 


GI 


none 


Score 


139 


Exons 


1455.. 1565, 1456.. 1566, 1659. 


.1769, 1662. .1769, 1663. .1770 


Seq. No. 


2513 


Seq. ID 


OJ990423_05.9C10.C2 


Gene No. 


5214 


Strand 




Start 


178 


End 


3706 


Name 


OJ990423 05.9C10.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


1521 


End 


2126 


GI 


none ' 


Score 


77 


Exons 


1521. .1586, 1522. .1587, 1659. 


.1766, 1662. .1781, 1663. .1788, 



1780. .1923, 1782. .1922, 1796. .1927, 1996. .2112, 1996. .2124, 



2581 



1998.. 2126, 2003.. 2125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2513 - 

5214 

178 

OJ990423_05.9C10. 
1683 

13350JL.R1084 
1683. .1919, 1999. 
•3128234 6.0e-81 
thaliana] 1 



C2.ol.gp 



Seq. ID OJ990423_05.9C10.C2 
Strand 

End 3706 

Method AAT/GAP 

End 2705 



Score 927 
.2148, 2586. .2705 

(AC004077) hypothetical protein [Arabidopsis 



2513 
5214 
178 

OJ990423_05 . 9C10 . C2 . o2 . ts 

2062 

none 

2062.. 2154, 2063.. 2149, 2065. 
2828.. 2863, 2944.. 3015, 2951. 



Seq. ID OJ990423_05.9C10.C2 
Strand 

End 3706 

Method TBLASTX : Soybean 

End 3704 

Score 101 

.2154, 2574.. 2747, 2575.-2697, 
.3013, 3630.. 3704 



Seq. No. 2513 

Gene No. 5214 

□ Start 178 

y Name OJ990423_05 . 9C10 . C2 .o2 . tm ■ 

ff\ Start 2065 

GI none 

Exons 2065.. 2154, 2065.. 2154, 2541. 

2690. .2749, 2944. .2997 



iu 



Seq. ID OJ990423_05.9C10.C2 
Strand 

End 37 06 

Method TBLASTX : Maize 

End 2997 

Score 114 

.2645, 2542. .2742, 2574. .2747, 



i a j Seq. No. 2513 

I s jj Gene No. 5214 

! " Start 178 

L Name OJ990423_05 . 9C10 . C2 ,o3 . tc 

H Start 2592 

"~4 GI ' none 

U Exons 2592.. 2747, 2596.. 2697, 2678, 



Seq. ID OJ990423_05.9C10.C2 
Strand 

End 3706 

Method TBLASTX : Cress 

End 3015 

Score 86 

.2746, 2944.. 3015, 2945.. 3013 



Seq. No. 2513 

Gene No. 5214 

Start 178 

Name OJ990423_05 . 9C10 . C2 . o2 . gp 

Start 3076 

GI 23109*41 

Exons 3076.. 3149, 3245.. 3382, 3610. 



Seq. ID OJ990423_05.9C10.C2 
Strand 

End 3706 

Method AAT/GAP 



End 
Score 
.3706 



3706 
447 



Seq. No. fc 2514 
Gene No. 5215 
Start 1368 

Name OJ990423JD5 . 9C10 . C3 . ol . gs 

Start 1368 
GI none 

Exons ■ 1368.. 1523 



Seq. ID OJ990423_05.9C10.C3 

Strand + - 

End 1523 

Method GENSCAN 

End 1523 

Score .69 



Seq. No*. 
Gene No. 
Start 



2514 
5216 
3229 



Seq. ID OJ990423_05. 9C10.C3 
Strand 

End 3702 



2582 



Name 

Start 

GI 

Exons 



OJ990423_05 . 9C10 . C3 . o2 . gs Method GEN SCAN 

3229 - End 3702 

none ' Score .85 
3229.. 3357, 3670.. 3702 



Seq. No. 2515 Seq. ID 

Gene No. 5217 Strand 

Start 1 End 

Name OJ990423_05. 9C10.C4 .ol .np Method 

Start 1 End 

GI 5262797 Score 

Exons 1..832 

GI Descrip. (AL080282) putative protein (fragment) [Arabidopsis thaliana] 



OJ990423_05.9C10.C4 
+ 

832 

AAT/NAP 

832 

583 





Seq. No. 


2515 










Seq. ID 


OJ990423_05.9C10.C4 




Gene No. 


5218 










Strand 






Start 


2659 










End 


6889 




Name 


OJ990423 


05 


.9C10. 


C4.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


15 










End 


575 




GI 


none 










Score 


333 




Exons 


15. .473, 


63 


. .344, 


132. 


.392, 


179. .451, 


474. .575, 486. .575 




Seq. No. 


2515 










Seq. ID 


OJ990423_05. 9C10.C4 




Gene No. 


5218 










Strand 




i ™ 


Start 


2659 










End 


6889 


Li! 


' Name 


OJ990423 


_05 


;9C10. 


C4.ol 


.tw 


Method 


TBLASTX: Wheat 




•Start 


15 










End 


494 


m 


GI 


none 










Score 


81 


3 


Exons 


15. .128, 


17 


. .361, 


18. . 


455, 


351. .461, 


365. .430, 366. .494 





Seq. No. 


2515 








Seq. ID 


OJ990423_05. 9C10 


.C4 




Gene No. 


5218 








Strand 








Start 


2659 








End 


6889 






Name 


OJ990423 


05.9C10.C4 


.o2. 


ts 


Method 


TBLASTX : Soybean 




: ; » 


Start 


50 








End 


356 




J 


GI 


none 








Score 


202 ■ 






Exons 


50. .307, 


51. .356 












i : 


Seq. No. 


2515 








Seq. ID 


OJ990423_05. 9C10 


.C4 


IJ 


Gene No. 


5218 








Strand 






*z 


Start 


2659 








End 


6889 






Name 


OJ990423 


05.9C10.C4 


.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


54 








End 


779 






GI 


none 








Score 


158 






Exons 


54. .353, 


186. .350, 


333. 


.779, 


353. .616 








Seq. No. 


2515 








Seq. ID 


OJ990423_05. 9C10 


.C4 




Gene No. 


5218 








Strand 








Start 


2659 








End 


6889 






Name 


OJ990423 


05.9C10.C4 


.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


363 








End 


722 






GI 


none 








Score 


283 






Exons 


363. .650, 


365. .598, 


441 


. .653, 


654. .722 







Seq. No. 2515- Seq. ID OJ9904 23_05.9C10.C4 

Gene No. 5218 Strand 

Start 2659 End 6889 



2583 



'"-4 



Name 


OJ990423 05.9C10.C4 .o2.np 




Method 


AAT/NAP 


otart 


2659 




End 


do 0 y 


bl 


5042454 




Score 


O A n 


Exons 


2659.. 2712, 2959.. 3134, 6853. 


.6889 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa j 


Seq. No. 


2516 




Seq. ID 




Gene No. 


5219 




Strand 


+ 


Start 


3883 




End 


7282 


Name 


OJ990423 05.9C10.C5.o2.gs 




Method 


PCMOPJ\M 

bLlNbbAN 


C 4_ _ 4_ 

otart 


3883 




End 


*7 O O O 


bl 


none 




Score 


A Q 

. h y 


Exons 


3883.. 3956, 6666.. 7032, 7094. 


.7282 




Seq. No. 


2516 




Seq. ID 




Gene No. 


5219 




Strand 


+ 


Start 


3883 




End 


7282 


Name 


OJ990423 05.9C10.C5.ol.tm 




Method 


TBLASTX: Maize 


Start 


6702 




End 


6963 


GI 


none 




Score 


139 


Exons 


6702.. 6875, 6706.. 6891, 6706. 


.6774, 6750. .6875, 6907. .6963 


Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10.C6 


Gene No . 


5220 




Strand 


+ 


btart 


200 




End 


2764 


Name 


OJ990423 05.9C10.C6.ol.np 




Method - 


AAT/NAP 


otart 


200 




End 


2764 


GI 


5263319 




Score 


527 


Exons 


200. .784, 971. .1120, 1272. 


.1458, 1547. 


.1759, 1790.. 2038, 




2066.. 2124, 2663.. 2764 








GI Descrip. 


(AC007727) ESTs gb|N96028, 


gb 


IF14286, 


gb|T20680, gb|F14443, 




gb|AA657300 and gb|N65244 


come from this gene. [Arabidopsis 




thaliana] 








beq. wo. 


2517 




Seq. ID 


OJ990423_05.9C10.C6 


Gene No. 


5220 




Strand 


+ 


Start 


200 




End 


2764 


Name 


OJ990423 05.9C10.C6.ol.gs 




Method 


GENSCAN 


btart 


203 




End 


2253 


bl 


none 




Score 


.93 


Exons 


203. .753, 938. .1120, 1260. 


.1458, 1547. 


.2253 


oeq. no. 


2517 




Seq. ID 


OJ990423_05.9C10.C6 


Gene No. 


5221 




Strand 


+ 


Start 


3177 




End 


8779 


Name 


OJ990423 05.9C10.C6.o2.gs 




Method 


GENSCAN 


Start 


3177 




End 


3482 


GI 


none 




Score 


.69 


Exons 


3177. .3482 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2517 



Seq. ID OJ990423_05. 9C10.C6 



5221 
3177 

OJ990423_05. 9C10 . C6 . o2 . np 
3282 * 
4558563 

3282. .3428, 4437. .4665, 4797. .4912, 5831. .5854 



Strand + 

End 8779 

Method AAT/NAP 

End;: 5854 

Score - 257 



2584 



GI Descrip. (AC007138) putative NifU-like metallocluster assembly factor 
[Arabidopsis thaliana] 



5 !I 



Seq. * No. 


2517 






Seq. ID 


OJ990423 05.9C10.C6 


Gene No. 


5221 






Strand 


+ . 


Start 


3177 






End 


8779 


Name 


OJ990423 05. 


9C10.C6.o3. 


gs 


Method 


GENSCAN 


Start 


4308 






End 


8606 


GI 


none 






Score 


.76 


Exons 


4308 . .4650, 


4782. .4882, 


4998 . 


.5182, 8336.. 8390, 8505.. 8606 


Seq. No. 


2517 






Seq. ID 


OJ990423_05.9C10.C6 


Gene No. 


5221 






Strand 


+ 


Start 


3177 






End 


8779 


Name 


OJ990423_05. 


9C10.C6.o2. 


gp 


Method 


AAT/GAP 


Start 


8072 






End 


8779 


GI 


2311721 






Score 


865 


Exons 


8072. .8207, 


8336. .8390, 


8505. 


.8779 




GI Descrip. 


5672526/dbj | 


AP000384.il 


AP000384 9.0e-i 


09 Arabidopsis thaliana 




genomic DNA, 


chromosome 


; 3, PI 


clone :MCE21, complete sequence 


Seq. No. 


2517 






Seq. ID 


OJ990423_05.9C10.C6 


Gene No. 


5222 






Strand 




Start 


5027 






End 


5395 


Name 


OJ990423 05. 


9C10.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


5027 






End 


5395 


GI 


13164 1.R1084 




Score 


705 


Exons 


5027. .5395 











[J GI Descrip. 



ir s Seq. No. 

^ Gene No. 

L Start 

I J Name 

Start 

.£ GI 

= Exons 



'5672526/dbj | AP000384 . 1 | AP000384 9.0e-09 Arabidopsis thaliana 
genomic DNA, chromosome 3, PI clone:MCE21, complete sequence 1 



2517 
5223 
11301 

OJ990423_05. 9C10 . C6 . ol . tm 
666 
none 



Seq. ID OJ990423_05.9C10.C6 
Strand 

20247 

TBLASTX: Maize 
2286 
67 



End 

Method 
End 
Score 

666. .743, 669. .743, 670. .753, 944. .1120, 950. .1099, 958. .1113, 
1259. .1315, 1260. .1310, 1295. .1465, 1296. .1466, 1542. .1610, 
1545. .1610, 1546. .1665, 1621. .1815, 1642. .1674, 1656. .1871, 
1833. .2255, 1855. .2286 



Seq. No. 2517 

Gene No. 5223 

Start 11301 

Name OJ9904 23_05 . 9C10 . C6 . o3 . tm 

Start 4298 

GI none 

Exons 4298.-4447, 4362.. 4652, 4530. 

4798. .4887, 4995. .5177, 4995. 



Seq. ID OJ990423_05.9C10.C6 
Strand 

End ' 20247 
Method TBLASTX: Maize 
End 5215 
Score 302 

.4652, 4574. .4654, 4757. .4897, 
.5177, 5114. .5215 



Seq. No. 2517 Seq. ID 

Gene No.. 5223 Strand 

Start 11301 End 

Name OJ990423_05 . 9C10 . C6 . o2 . ts Method 

Start 4509 . End 

GI none Score 



OJ990423_05.9C10.C6 
20247 

TBLASTX : Soybean 

5177 

189 



2585 




Exons 


4509.. 4652, 4509.. 4652, 4511 


..4654, 4757. .4888, 4798. .4884 




4992.. 5177, 4995.. 5177 








Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 




Strand 






Start 


11301 




End 


20247 




Name 


OJ990423 05.9C10.C6. 


,o3 . tc 


Method 


TBLASTX: Cress 




Start 


4509 




End 


5177 




GI 


none 




Score 


178 




Exons 


4509.. 4652, 4509.. 4679, 4574 


..4654, 4757.. 4897, 4777.. 4884 




4992.. 5105, 4995.. 5126, 5108 


..5170, 5109.. 5177 




Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 




Strand 






Start 


11301 




End 


20247 




Name 


OJ990423 05.9C10.C6. 


o3.tw 


Method 


TBLASTX: Wheat 




Start 


5049 




End 


5201 




GI 


none 




Score 


185 




Exons 


5049.. 5201, 5049.. 5186, 5084 


. .5191 






Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 




Strand 






Start 


11301 




End 


20247 




Name 


OJ990423 05.9C10.C6. 


o4 ,gs 


Method 


GENSCAN 




Start 


11301 




End 


20247 




GI 


none 




Score 


.82 




Exons 


11301. .11308, 14724. 


. 14805, 


16440. .16488, 16652 .. 16796, 






16887. .17145, 17276. 


. 17487, 


17578. .17743, 19520 .. 20022, 






20125. .20247 










Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 




Strand 






Start 


11301 




End 


20247 




Name 


OJ990423 05.9C10.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16000 




End 


17405 




GI 


none 




Score 


69 




Exons 


16000. .16062, 16020. 


.16064, 


16048. .16344, 16071 .. 16295, 






16071. .16355, 16087. 


.16356, 


16440. .16487, 16441 .. 16494 , 






16457. .16510, 17276. 


.17404, 


17277. .17405 




Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 . . 




Strand 






Start 


11301 




End 


. 20247 




Name 


OJ990423 05.9C10.C6. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


16015 




End 


16806 




GI 


none 




Score 


270 




Exons 


16015. .16344, 16015. 


.16344, 


16017. .16355, 16211. .16351, 






16440. .16484, 16440. 


.16487, 


16441. .16494, 16651 .. 16806, 






16652. .16804 










Seq. No. 


2517 




Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 




Strand 






Start 


11301 




End 


20247 




Name 


OJ990423 05.9C10.C6. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


16020 




End 


16301 . 




GI 


none 




Score 


104 




Exons 


16020. .16277, 16020. 


.16091, 


16021. .16296, 16131.. 16301 





2586 



Seq. No. 2517 

Gene No. 5223 

Start 11301 

Name OJ990423_05 . 9C10 . C6 . o3 . np 

Start 16023 

GI 4200165 

Exons 16023. .16343, 164 40 16488, 
17578. .17743, 19520.. 19822 

GI Descrip. (Y16262) neutral invertase [Daucus carota] 



Seq. ID 
Strand * 
End 

Method 

End 

Score 



OJ990423_05.9C10.C6 

20247 
AAT/NAP 
19822 
1949 



16652. .17145, 1727 6. .17487, 



Seq. No. 2517 

Gene No. 5223 

Start 11301 

Name OJ990423 J)5 . 9C10 . C6 . o2 . tc 

Start 16302 

GI none 

Exons 16302. .16355, 16303 .. 16344 , 
16651. .16983, 16651 .. 16986, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16440. .16487, 
16652. .16987 



OJ990423 05.9C10.C6 



20247 

TBLASTX: Cress 
16987 
45 

16441. .16494, 



Seq. No. 

Gene No, 

Start 
a Name 
i Start 
3 GI 
fl Exons 

y 

Seq. No. 
~ Gene No. 
y Start 
3 Name 
l| Start 

GI 

Exons 



2517 
5223 
11301 

OJ990423_05 . 9C10 . C6 . o2 . tm 

16675 

none 

16675. .17151, 16676. .17140 



2517 
5223 
11301 
OJ990423 
16807 
none 
16807 
17328 
17361 
19527 



05.9C10.C6.ol.ts 



17151, 
17360, 
17489, 
19634, 



16811. .17143, 
17330. .17359, 
17571. .17744, 
19661. .19792, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_05.9C10.C6 
20247 

TBLASTX: Maize 

17151 

575 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17276. .17323, 
17358. .17489, 
17576. .17770, 



OJ990423 05.9C10.C6 



20247 

TBLASTX : Soybean 
19792 
261 

17276. .17332, 
17360. .17464, 
19526. .19639, 



19662. .19790 



g Seq. No. 
5 Gene No. 
* Start 

Name 

Start 

GI* 

Exons 



2517 
5223 
11301 

OJ990423_05. 9C10 . C6 . o2 . tw 

16897 

none 



Seq. ID OJ990423_05.9C10.C6 
Strand 
End 

Method 
End 
Score 



20247 

TBLASTX: Wheat 

17151 

68 



16897. .17151, 16898. .16987, 16971.. 17051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2517 
5223 
11301 

OJ990423_05.9C10.C6.ol.tc 
17035 



none 
17035. 
17571. 
19524. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,17151, 17039. .17143, 17276 
,17744, 17572. .17745, 17576 
,19637, 19652. .19768, 19653.. 19739 



OJ990423 05.9C10.C6 



20247 

TBLASTX: Cress 
19768 
102 

17464, 17277. . 17489, 
17770, 19520. . 19639, 



2587 



4 

.iss. 
W 



Seq. No. 


2517 


Seq. ID 


OJ990423_05 . 9C10 


. C6 


Gene No. 


5223 


Strand 






Start 


11301 


End 


2Q247 




Name 


OJ990423_05.9C10.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


17280 


End 


17732 




GI 


none 


Score 


176 




Exons 


17280. .17489, 17282. .17464, 


17304. .17483, 17574 .. 17 639, 






17576. .17 674, 17 678. .17728, 


17679. .17732 




Seq. No. 


2517 


Seq. ID 


OJ990423_05.9C10 


.C6 


Gene No. 


5223 


Strand 






Start 


11301 


End 


20247 




Name 


OJ990423_05 . 9C10 . C6 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


17405 


End 


17747 




GI 


none 


Score 


70 




Exons 


17405. .17464, 17406 .. 17489, 


17571. .17747, 17576. .17746 




Seq. No. 


2517 


Seq. ID 


OJ990423_05.9C10 


. C6 


Gene No. 


5223 


Strand 






Start 


11301 


End 


20247 




Name 


OJ990423_05 . 9C10 . C6 . 06 . tm 


Method 


TBLASTX: Maize 




Start 


19520 


End 


19863 




GI 


none 


Score 


83 




Exons 


19520. .19639, 19524. .19637, 


19652. .19813, 19655 .. 19720, 






19801. .19863 








Seq. No. 


2518 


Seq. ID 


OJ990423_05.9C10 


-C7 


Gene No. 


5224 


Strand 


+ 




Start 


1070 


End 


12634 




Name 


OJ990423 05. 9C10 . C7 . ol . gs 


Method 


GENSCAN 




Start 


1070 


End 


8890 




GI 


none 


Score 


.5 




Exons 


1070. .1111, 1448. .1576, 2303 


..2416, 5648.. 5781, 5860.. 5908, 




5914.. 6289, 6696.-6938, 6966 


..7225, 7242. .7529, 7664. .8247, 




8356. .8512, 8564. .88 90 








Seq. No. . 


2518 


Seq. ID 


OJ990423_05.9C10 


.C7 


Gene No. 


5224 


Strand 


+ 




Start 


1070 


End 


12634 




Name 


OJ990423 05.9C10.C7.ol.np 


Method 


AAT/NAP 




Start 


786.8 


End 


12634 




GI 


4206306 


Score 


2678 




Exons 


7868. .7956, 8965. .12293, 12611.. 12634 






GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


2518 


Seq. ID 


OJ990423_05.9C10 


.C7 


Gene No . 


5225 


Strand 






Start 


13253' 


End 


15573 




Name 


OJ990423 05.9C10.C7.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7907 


End 


8266 




GI 


none 


Score 


185 




Exons 


7907. .8266, 8086. .8247 








Seq. No. • 


2518 


Seq. ID 


OJ990423_05.9C10 


• C7 


Gene. "No . 


5225 


Strand 






Start 


13253 


■ End 


15573 




Name 


OJ990423 05.9C10.C7.o5.tw 


Method 


TBLASTX: Wheat 





2588 






Start' 


9113 






End 


9472 






GI 


none 






Score 


86 






Exons 


9113. .9244, 


9250.. 9471, 9251 


. .9472 








Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


.C7 




Gene No . 


5225 






Strand 








Start 


13253 






End 


15573 






Name 


OJ990423 05. 


9C10 .C7 


.o3. tw 


Method 


TBLASTX: Wheat 






Start 


9763 






End 


10029 






GI 


none 






Score 


301 






Exons 


9763. .10029, 


9768. . 


10025, 9847.. 10029 








Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


.CI 




Gene No . 


5225 






Strand 








Start 


13253 






End 


15573 






Name 


OJ990423 05. 


9C10.C7 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


9804 






End 


10161 






GI 


none 






Score 


406 






Exons 


9804. .10160, 


9805. . 


10161 










Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


.C7 




QAnp No 


5225 






Strand 








Start 


13253 






End 


15573 




— 

3 


Name 


OJ990423 05. 


9C10 .C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10030 






End 


10449 




3 


GI 


none 






Score 


4 42 ' 




n 


Exons 


10030. .10449 


, 10032 


. .10199, 


10042. .10302, 10233.. 10448 




! i 


Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


.C7 


j 


Gpnp No 


5225 






Strand 






y 


Start 


13253 






End 


15573 






Name 


OJ990423 05. 


9C10.C7 


.o2.tm 


Method 


TBLASTX: Maize 




1 \ 


Start 


10189 






End 


10572 






GI 


none 






Score 


393 




~i 


Exons 


10189. .10572 


, 10302 


. .10559 










Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


-C7 


& 


Gene No . 


5225 






Strand 






SO, 


Start 


13253 






End . 


15573 






Name 


OJ990423 05. 


9C10.C7 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


10291 






End 


10709 






GI 


none 






Score 


273 






Exons 


10291. .10674 


, 10341 


. .10484, 


10599. .10709 






Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


.CI 




Qgne No . 


5225 






Strand 








Start 


13253 






End 


15573 






Name • 


OJ990423 05. 


9C10 . C7 


.06. tw 


Method 


TBLASTX: Wheat 






Start 


10450 






End 


10665 






GI 


none 






Score 


209 






Exons 


10450. .10665 


, 10455 


. .10559 










Seq. No. 


2518 






Seq. ID 


OJ990423_05.9C10 


.CI 




Gene No. 


5225 






Strand 








Start 


13253 






End 


15573 






Name 


OJ990423 05. 


9C10.C7 


.o3 . ts 


Method 


TBLASTX: Soybean 






Start 


10939 






End 


11298 





2589 






GI 


none 




Score 


69 




Exons 


10939. .11037, 10947 


. .11036, 


11077. .11298, 11079.. 11297 




Seq. No. 


2518 




Seq. ID 


OJ990423_05.9C10 




Gene No. 


5225 




Strand 






Start 


13253 




End 


15573 




Name 


OJ990423 05.9C10.C7 


,o2. tw 


Method * 


TBLASTX: Wheat 




Start 


10941 




End 


11373 




GI 


none 




Score" 


329 




Exons 


10941. .11057, 10942 


. .11373, 


11082. .11366 




Seq. No. 


2518 




Seq. ID 


OJ990423_05.9C10 




Gene . 


5225 




Strand 






Start 


13253 




End 


15573 




Name 


OJ990423 05.9C10.C7 


. o4. tm 


Method 


TBLASTX: Maize 




Start 


11574 




End 


11839 




GI 


none 




Score 


217 




Exons 


11574. .11837 r 11681 


. .11839 








Seq. No. 


2518 




Seq. ID 


OJ990423_05.9C10 




Gene No . 


5225 




Strand 






Start 


13253 




End 


15573 




Name 


OJ990423 05.9C10.C7 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11682 




End 


12071 




GI 


none - 




Score 


273 




Exons 


. 11682. .12071, 11726 


. . 11893, 


11948. .11989 




Seq. No. 


2518 




Seq. ID 


OJ990423_05.9C10 




Gene No. 


5225 




Strand. 




*=* 

. s 


Start 


13253 




End 


15573 


; w 


Name 


OJ990423 05.9C10.C7 


. o3. tm 


Method 


TBLASTX: Maize 


: :s? 


Start 


11840 




End 


12203 


: 

1 r 


GI 


none 




Score 


379 




Exons 


11840. .12202, 11841 


. .12203 







Seq. No. 


2518 




Seq. ID 


OJ990423_05.9C10 


.C7 


Gene No. 


5225 




Strand 






Start 


13253 




End 


15573 




Name 


OJ990423 05.9C10.C7 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


11844 




End 


12218 




GI 


none 




Score 


104 




Exons 


- 11844. .11987, 11994 


. .12218 








Seq. No. 


2518 




Seq. ID 


OJ990423_05.9C10 


.C7 


Gene No. 


5225 




Strand 






Start 


13253 




End 


15573 • 




Name 


OJ990423 05.9C10.C7 


. o3.gs 


Method 


GENSCAN 




Start 


13253 




End 


1557,3 




GI 


none 




Score 


.59 




Exons 


13253. .13660, ,13924 


. .14061, 


14070. .14732, 14803 15323, 






15392. .15573 










Seq. No. 


2519 




Seq. ID 


OJ990423_05.9C10 


.C8 


Gene No. 


5226 




Strand 






Start 


12 




. End 


1387 




Name 


OJ990423 05.9C10.C8 


.ol.gs 


Method 


GENSCAN ' ' 




Start 


12 




End 


1387 





2590 




GI 


none 




Score 


.78 






Exons 


12. .460, 549. .777, 832. .1089, 


1112. .1387 






Seq. No. 


2520 




Seq. ID 


OJ990423J35. 


9C10 


.C10 


Gene No. 


5227 




Strand 


+ 






Start 


490 




End 


2322 






Name 


OJ990423 05.9C10.C10.ol.np 




Method 


AAT/NAP 






Start 


490 




End 


786 






GI 


5777617 




Score 


97 






Exons 


490.. 786 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






Seq. No. 


2520 




Seq. ID 


OJ990423_05. 


9C10 


.C10 


Gene No. 


5227 




Strand 


+ 






Start 


490 




End 


2322 






Name 


OJ990423 05.9C10.C10.ol.gs 




Method 


GENSCAN 






Start 


657 




End 


2307 






GI 


none 




Score 


.56 






Exons 


657.^705, 946.. 1223, 1388.. 


1550, 1621. 


.1698, 1772.. 


2307 




Seq. No. 


2520 




Seq. ID 


OJ990423JD5. 


9C10 


.C10 


Gene No. 


5227 




Strand 


+ 






Start 


490 




End 


2322 






Name 


OJ990423 05.9C10.C10.o2.np 




Method 


AAT/NAP 






Start 


1621 




End 


2322 






GI 


3153821 




Score 


73 






Exons 


1621. .2322 












GI Descrip. 


(AF062655 ) plenty-of-prolines 


-101; POP101; SH3-philo-protei 




[Mus musculus] 












Seq. No. 


2521 




Seq. ID 


OJ990423JD5. 


9C10 


.C12 


Gene No. 


5228 




Strand 








Start 


791 




End 


2750 






Name 


OJ990423 05.9C10.C12.ol.np 




Method 


AAT/NAP 






Start 


791 




End 


2750 






GI 


2586082 




Score 


2152 






Exons 


791. .2750 












GI Descrip. 


(U72725) .retrofit [Oryza longistaminata] 






Seq. No. 


2521 




Seq. ID 


OJ990423_05. 


9C10 


.C12 


Gene No . 


5228 




Strand 








Start 


791 




End 


2750 






Name 


OJ990423 05.9C10.C12.o3.tc 




Method 


TBLASTX: Cress 




Start 


815 




End 


1264 






GI 


none 




Score 


88 






Exons 


815.. 1009, 1008.. 1166, 1043 


..1165, 1175. .1264 






Seq. No. 


2521 




Seq. ID 


OJ990423_05. 


9C10 


-C12 


Gene No . 


5228 




Strand 








Start 


791 




End 


2750 






Name 


OJ990423 05.9C10.C12.o3.tw 




Method 


TBLASTX: Wheat 




Start 


839 




End 


1165 






GI 


none 




Score 


40 






Exons 


839. .1021, 840. .1010, 1040. 


.1165, 1064 


. . 1159 






Seq. No. 


2521 




Seq. ID 


OJ990423_05. 


9C10 


-C12 


Gene No. 


5228 




Strand 









2591 




Start 


791 








End 


2750 




Name 


OJ990423 05 


.9C10 


.C12.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


842 








End 


1438 




GI 


none 








Score 


207 




Exons 


842. .1438, 


852. . 


1250, 1305.. 


1436 






Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10 


.C12 


Gene No. 


5228 








Strand 






Start 


791 








End 


2750 




Name 


OJ990423 05 


.9C10 


.C12.ol 


. tm 


Method 


.TBLASTX: Maize 




Start 


848 








End 


1312 




GI 


none 








Score 


193 




Exons 


848. .1135, 


858. . 


1136, 1137.. 


1268, 1142 


..1270, 1250.. 1312 


Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10 


.C12 


Gene No . 


5228 








Strand 






Start 


791 








End 


2750 




Name 


OJ990423 05 


.9C10 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1202 








End 


1639 




GI 


none 








Score 


42 




Exons 


1202. .1639, 


1203 


. . 1244, 


1307 


. .1474, 1317. .1634 




Seq. No. 


2521 








Seq. ID 


OJ990423 05.9C10 


.C12 


Gene No. 


5228 








Strand 






Start 


791 . 








End 


2750 




Name 


OJ990423 05 


. 9C10 


.C12.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1313 








End 


1507 




GI 


none 








Score 


171 




Exons 


1313. .1507, 


1314 


. . 1505 










Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10 


.C12 


Gene No . 


5228 








Strand 






Start 


791 








End 


2750 




Name 


OJ990423 05 


. 9C10 


.C12.o2 


tc 


Method 


TBLASTX: Cress 




Start 


1511 








End 


1753 




GI 


none 








Score 


87 




Exons 


1511. .1753, 


1512 


. . 1691 










Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10 


.C12 


Gene No. 


5228 








Strand 






Start 


■ 791 








End 


2750 




Name 


OJ990423 05 


. 9C10 


.C12.o2 


tm 


Method 


TBLASTX: Maize 




Start 


1574 








End 


2021 




GI 


none 








Score 


141 




Exons 


1574. .2020, 


1701 


. .2021 










Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10 


.C12 


Gene No . 


5228 








Strand 






Start 


791 








End 


2750 




Name 


OJ990423 05 


. 9C10 


.C12.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1640 








End 


2153 




GI 


none 








Score 


97 




Exons 


1640. .1816, 


1808 


. .2152, 


1812 


..2000, 2055.. 2153 




Seq. No. 


2521 








Seq*. ID , 


,OJ990423_05.9C10 


.C12 


Gene No. 


5228 








Strand 






Start 


791 








End' 


2750 





2592 




Name 


OJ990423 05. 


9C10 


C12.o2 


.ts 


Method 


- TBLASTX : Soybean 


Start 


1817 








End 


2335 


GI 


5509260 








Score 


122 


Exons 


1817. .2335, 


1845 


.1994, 


1873. 


.1995, 2034.. 2198, 2177.. 2335 


GI Descrip. 


- 












Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10.C12 


Gene No 


5228 








Strand 


- 


Start 


791 








End 


2750 


Name 


OJ990423 05. 


9C10. 


C12.ol 


tc . 


Method 


TBLASTX: Cress 


Start 


1934 








End 


2204 


GI 


none 








Score 


172 


Exons 


1934. .2203, 


1935. 


.2204 








Seq. No. 


2521 








Seq. ID 


OJ990423_05.9C10.C12 


Gene No 


5228 








Strand 


- 


Start 


791 








End 


2750 


Name 


OJ990423 05. 


9C10. 


C12.o4 


tm 


Method 


TBLASTX: Maize 


Start 


2021 








End 


2272 


GI 


none 








Score 


138 


Exons 


2021. .2272, 


2022. 


.2240, 


2048. 


.2272 




Seq. No. 


2522 








Seq. ID 


OJ990423_05.9C10.C13 


Gene No. 


5229 








Strand 




Start 


1 








End 


1763 


Name 


OJ990423 05. 


9C10. 


C13.ol. 


np ' 


Method 


AAT/NAP 


Start 


1 








End 


1763 


GI 


2586082 








Score 


1801 


Exons 


1. .1763 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 


Seq. No. 


2522 








Seq. ID 


OJ990423_05.9C10.C13 


Gptig No 


5229 








Strand 




Start . 


1 








End 


1763 


Name 


OJ990423 05. 


9C10. 


C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3 








End 


395 


GI , 


none 








Score 


'65 


Exons 


3.„.329 / 306. 


.395 










Seq. No. 


2522 








Seq. ID 


OJ990423_05.9C10.C13 


Gene No . 


5229 








Strand 




Start 


1 








End 


1763 


Name 


OJ990423 05. 


9C10. 


C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6 








End 


405 


GI 


none 








Score 


69 


Exons 


6. .404, 124. 


.405 










Seq. No.- 


2522 








Seq. ID 


OJ990423_05.9C1Q.C13 


ftjp-np Mrs 


5229 








Strand 




Start 


1 








End 


1763 


Name 


OJ990423 05. 


9C10. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


18 








End 


377 


GI 


none 








Score 


37 


Exons 


18. .377, 25. 


.90, 


124. .339 






Seq. No. 


2522 








Seq. ID 


OJ990423_05.9C10.C13 


Gene No. 


5229 








Strand 





2593 




Start 


1 


End 


1763 




Name 


OJ990423_05 . 9C10 . CI 3 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21 


End 


586 




GI 


none 


Score 


66 




Exons 


21. .83, 120. .179, 192. .425, 


419. . 586, 


420 . . 566 




Seq. No. 


2522 


Seq. ID 


OJ990423_05 . 9C10 


.C13 


Gene No. 


5229 


Strand 






Start 


1 


End 


1763 




Name 


OJ990423_05. 9C10 . C13 . ol . gs 


Method 


GENSCAN 




Start 


322 


End 


1705 




GI 


none 


Score 


. 58 




Exons 


322. .335, 1093. . 1705 








Seq. No. 


2522 


Seq. ID 


OJ990423_05 . 9C10 


.C13 


Gene No. 


5229 


Strand 






Start 


1 


End 


1763 




Name 


OJ990423 05.9C10.C13.o2.ts 


Method 


TBLASTX : Soybean 




Start 


422 - 


End 


817 




GI 


none 


Score - 


82 




Exons 


422. .583, 593. .706, 713. .817 








Seq. No. 


2522 


Seq. ID 


OJ990423_05. 9C10 


.C13 


Gene No. 


5229 


Strand 






Start >-.... 


1 


End 


17 63 




Name 


OJ990423_05. 9C10.C13.o2. tc 


Method 


TBLASTX: Cress 




Start 


518 


End 


806 




GI 


none 


Score 


42 




Exons 


518. .562, 518. .592, 590. .712 


, 594.. 707 


, 740. .805, 783. . 


806 


Seq. No. 


2522 


Seq. ID 


OJ990423_05. 9C10 


.C13 


Gene No. 


5229 


Strand 






Start 


1 


End 


1763 




Name 


OJ990423 05.9C10.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


878 


End 


1177 




GI 


none 


Score 


102 




Exons 


878. .1177, 888. .1172, 908. .1177 






Seq. No. 


2522 


Seq. ID 


OJ990423_05 . 9C10 


.C13 


Gene No'. 


5229 


Strand 






Start 


1 


End 


1763 




Name 


OJ990423 05.9C10.C13.ol.t'w 


Method . 


TBLASTX: Wheat 




Start 


882 


End 


1267 




GI 


none 


Score 


242 




Exons 


882. .1217, 884. .1267, 1135.. 


1245, 1157 


. . 1249 




Seq. No. 


2523 


Seq. ID 


OJ990423_05. 9C10 


.C14 


Gene No. 


5230 


, Strand 


+ 




Start 


314 


End 


3297 




Name 


OJ990423 05.9C10.C14.ol.gs 


Method 


GENSCAN 




Start 


314 


End 


3297 




GI 


none 


Score 


.82 




Exons 


314. .431, 512. .606, 1103. .1188, 3118.. 


3297 




Seq. No. 


-2523 


Seq. ID 


OJ990423_05.9C10 


.C14 


Gene No. 


5231 


Strand 


+ 




Start 


20412 


End 


20836 





2594 



Name OJ990423_05 . 9C10 .C14 . o2 .gp Method AAT/GAP 

Start 20412 End 20836 

GI LIB3477-003-P1-K1-E9 Score 136 

Exons 20412. .20502, 20813.. 20836 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 





Seq. No. 


2523 


Seq. ID 


OJ990423_05. 


9C10 


.C14 






5232. 


Strand 










Start 


5356 


End 


6383 








Name 


OJ990423 05.9C10.C14.o2.gs 


Method 


GENSCAN 








Start 


5356 


End 


6383 








GI 


none 


Score 


.83 








Exons 


5356.. 5481, 5787.. 5892, 6075 


. .6235, 6378. .6383 








Seq. No. 


2523 


Seq. ID 


OJ990423_05. 


9C10 


.C14 




Gene No. 


5233 


Strand 










Start 


7451 


End 


12090 








Name 


OJ990423 05.9C10.C14.o3.gs 


Method 


GENSCAN 








Start 


7451 


End 


11889 








GI 


none 


Score 


.89 








Exons 


7451. .7534, 9547. .9820, 10439. . 11246, 


11733. .11889 






~ E 


Seq. No. 


2523 


Seq. ID 


OJ990423J35. 


9C10 


.C14 




Gene No. 


5233 


Strand 








n 


Start 


7451 


End 


12090 






: e 

Li 


Name 


OJ990423 05.9C10.C14.ol.np 


Method 


AAT/NAP 








Start 


10347 


End 


11907 








GI 


1002800 


Score 


639 






: ! 


Exons 


10347. .10452, 10937 .. 11246, 


11733. .11907 






3 

; : 


GI Descrip. 


(U33917) Cpm7 [Craterostigma plantagineum] 








Seq. No. 


2523 


Seq. ID 


OJ990423_05. 


9C10 


.C14 




Gene No. 


5233 


Strand 








E 

=? 


Start 


7451 


End 


12090 








Name 


OJ990423 05.9C10.C14.ol.gp 


Method 


AAT/GAP 








Start 


11129 


End 


. 12090 








GI 


uC-osrocyp014d02bl 


Score 


892 






1 


Exons 


11129. .11246, 11733. .12090 










s 


GI Descrip. 


'1002800. 2.0e-33 (U33917) Cpm7 [Craterostigma plantagineum] ' 




Seq. No. 


2523 


Seq. ID 


OJ990423J)5. 


9C10 


.C14 




Gene No. 


5234 


Strand 










Start 


12331 


End 


12871 








Name 


OJ990423 05.9C10.C14..o4.gs 


Method 


GENSCAN 








Start 


12331 


End 


12871 








GI 


none 


Score 


.82 








Exons 


12331. .12461, 12544. .12627, 


12697. .12871 








Seq. No. 


2523 


Seq. ID 


OJ990423__05. 


9C10 


.C14 




Gene No., 


5235 


Strand 










Start 


14182 


End 


16096 








Name 


OJ990423 05.9C10.C14.ol.ts 


Method 


TBLASTX : Soybean 






Start 


10897 


End - 


11835 








GI 


none 


Score 


256 








Exons 


10897. .11250, 10949. .11251, 


11699. .11821, 11731. .11 


835, 





2595 



11740. .11832 



Seq. No. 


2523 




Seq. ID 


OJ990423J35.9C10 


.C14 


Gene No. 


5235 




Strand 






Start 


14182 




End 


16096 




Name 


OJ990423_05.9C10.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10948 




End 


11835 




GI 


none 




Score 


220 




Exons 


10948. .11250, 10949. 


. 11248, 


11699. . 11821, 11731... 11835 




Seq. No. 


2523 




Seq. ID 


OJ990423JD5.9C10 


.C14 


Gene No. 


5235 




Strand 






Start 


14182 




End 


16096 




Name 


OJ990423_05 . 9C10.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10978 




End 


11835 




GI 


none 




Score 


101 




Exons 


10978. .11250, 11033. 


. 11179, 


1.1056. . 11247, 11731. .11835 




Seq. No. 


2523 




Seq. ID 


OJ990423_05.9C10 


.C14 


Gene No. 


5235 




Strand 






Start 


14182 




End 


16096 




Name 


OJ990423_05 . 9C10 .C14 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11038 




End 


11826 




GI 


none 




Score 


89 




Exons 


11038. .11250, 11051. 


. 11179, 


11176. .11247, 11731. .11826, 






11732. .11818, 11743. 


. 11823 








Seq. No. 


2523 




Seq. ID 


OJ990423_05.9C10 


.C14 


Gene No. 


5235 




Strand 






Start 


14182 




End 


16096 




Name 


OJ990423_05 . 9C10 .CI 4 


.oS.gs 


Method 


GENSCAN 




Start 


14182 




End 


16096 




GI 


none 




Score 


.54 




Exons 


14182. .14313, 14391. 


. 14496, 


14567. .14931, 16004.. 16096 




Seq. No. 


2524 




Seq. ID 


OJ990423_05.9C10 


.C15 


Gene No. 


5236 




Strand 






Start 


6427 




End 


12599 




Name 


OJ990423 05.9C10.C15 


.o2.gs 


Method 


GENSCAN 




Start 


6427 




End 


12590 




GI 


none 




Score 


.63 




'Exons 


6427. .6868, 6885. .6937, 7632 


..7701, 8156. .8265, 8841. .8927, 




9011.. 9121, 9208.. 9489, 9708 


..9788, 10360. .10635, 12387 


. .12. 


Seq. No. 


2524 




Seq. ID 


OJ990423_05.9C10 


.C15 


Gene No. 


5236 




Strand 






Start 


6427 




End 


12599 




Name 


OJ990423 05.9C10.C15 


.ol.gp 


Method 


AAT/GAP 




Start 


8444 




End 


9386 




GI 


13842 1.R1084 




Score 


1175 





Exons 8444.. 8724, 8841.. 8927, 9011.. 9121, 9208.. 9386 

GI Descrip. ' 133872/sp | P2934 4 | RRl_SPIOL 5.0e-58 30S RIBOSOMAL PROTEIN SI, 

CHLOROPLAST PRECURSOR (CS1) >gi_282838_pir S26494 ribosomal 

protein SI, chloroplast - spinach >gi_322404_pir A44121 small 

subunit ribosomal protein CS1, CS-S2 - spinach 

>gi_18060_emb_CAA4 6927_ (X66135) ribosomal protein SI [Spinacia 
oleracea] >gi_170143 (M82923) chloroplast ribosomal protein SI 



2596 



[Spinacia oleracea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



=1 Seq. No. 

J Gene No. 

3 Start 

I = Name 

W Start 
GI 

J Exons 

4 



2524 
5236 
6427 

OJ990423_05. 
8628 
133872 
8628. .8724, 



9C10.C15.ol.np 



8841. .8927, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9011. .9121, 



OJ990423 05.9C10.C15 



12599 
AAT/NAP 
12590 
1222 
9208. .9489, 



9708. .9788, 



10360. .10635, 12316. .12590 

30S RIBOSOMAL PROTEIN SI, CHLOROPLAST PRECURSOR (CS1) 
gi I 282838 | pir | IS26494 ribosomal protein SI, chloroplast - 
spinach gi | 322404 | pir | | A44121 small subunit ribosomal protein 
CS1, CS-S2 - spinach gi | 18060 | emb | CAA4 6927 | (X66135) ribosomal 
protein SI [Spinacia oleracea] gi 1170143 (M82923) chloroplast 
ribosomal protein SI [Spinacia oleracea] 



2524 
5236 
6427 

OJ990423_05.9C10.C15.ol.tc 

8659 

none 



OJ990423 05.9C10.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8659. .8727, 8669.-8725, 8841. .8930, 8841. .8939, 8997. .9122, 
9011. .9124, 9011. .9121, 9205. .9516, 9206.,. 9358,. 9208 .. 9453, 
9291.. 9491, 9708.. 9791, 9709.. 9804, 9738.. 9800, 10355 .. 10630, 
10357. .10638, 10369 .. 10632, 12378 .. 124 64 , 12558. .12590 



12599 

TBLASTX: Cress 
,12590 
62 



2524 
5236 
6427 

OJ990423J35. 9C10 . C15 . ol . ts 
8659 



Seq. ID OJ990423_05.9C10.C15 
Strand 

12599 

TBLASTX : Soybean 
12464 
61 



End 

Method 
End 

none Score 
8659. .8727, 8669. .8725, 8841. .8942, 8841. .8939, 8997. .9122, 
9010. .9123, 9011. .9124, 9011. .9121, 9205. .9516, 9206. .9358, 
9217.. 9453, 9291.. 9491, 9712.. 9783, 9738.. 9830, 10357 .. 10638 , 
10361. .10636, 12378.. 12464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2524 
5236 
6427 

OJ990423 05.9C10.C15.ol.tm 



8841 
none 
8841. . 
9205. < 
9709. . 
10357, 
12385, 



8930, 8841. .8939, 
9516, 9206.. 9358, 
9801, 9738.. 9800, 
.10635, 12311 
.12495, 12538 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990423 05.9C10.C15 



12599 

TBLASTX: Maize 
12599 
123 

8997.. 9122, 9001.. 9123, 9011.. 9121, 
9208. .9453, 9707. .9790, 9708. .9788, 
10353. .10634, 10355. .10636, 
12406, 12313. . 12468, 12381 12494, 
12591, 12558.. 12599 



Seq. No. 2524 Seq. ID 

Gene No. 5236 Strand 

Start 6427 End 

Name OJ990423_05 . 9C10 . C15 . o2 . gp Method 

Start 9732 End 

GI 48068 1.R1084 Score 



OJ990423_05.9C10.C15 

12599 
AAT/GAP 
12539 
1035 



2597 



Exons 9732..9788, 10360 . . 10635, 12316.. 12539 

GI Descrip. 1 133872/spl P29344 | RRl_SPIOL 2.0e-43 30S RIBOSOMAL PROTEIN SI, 

CHLOROPLAST PRECURSOR (CS1) >gi_282838_pir S26494 ribosomal 

protein SI, chloroplast - spinach >gi_322404_pir A44121 small 

subunit ribosomal protein CS1, CS-S2 - spinach 

>gi_18060_emb_CAA4 6927_ (X66135) ribosomal protein SI [Spinacia 
oleracea] >gi_170143 (M82923) chloroplast ribosomal protein SI 
[Spinacia oleracea] 1 



Seq. ID OJ990423_05.9C10.C17 



Seq. No. 2525 

Gene No. 5237 Strand + 

Start 303 End 2186 

Name OJ990423_05 . 9C10 .C17 . ol . gs Method GENSCAN 

Start 303 End 2186 

GI none Score . 67 

Exons 303.. 418, 482.. 660, 1352.. 1692, 1698.. 2186 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2526 Seq. ID OJ990423_05.9C10.C18 

5238 Strand 

1 End 665 

OJ990423_05 . 9C10 . C18 . ol . np Method AAT/NAP 

1 End 665 

4512663 Score 4 67 

1. .665 

(AC006931) hypothetical protein [Arabidopsis -t-haliana] 



2526 
5238 
1 

OJ990423_05.9C10.C18.ol.tw 

2 

none 



Seq. ID OJ990423_05.9C10.C18 

Strand 

End 665 

Method TBLASTX : Wheat 

End 622 

Score 38 



2. .46, 6. .47, 8. .61, 51. .395, 56.-394, 284. .529, 288. .503, 
464. .622 



Seq. ID OJ990423_05.9C10.C18 
Strand 

End 665 

Method" TBLASTX : Cress 

End 665 

Score 110 

8. .664, 9.. 233, 20. .280, 68. .349, 287. .358, 378. .476, 455. .619, 
464. .619, 561. .665 



Seq. No. 2526 

Gene No. 5238 

Start 1 

Name OJ990423_05 . 9C10 . C18 . ol . tc 
Start - 8 

GI none 
Exons 



Seq. No. 


2526 








Seq. ID 


OJ990423_05.9C10 


.C18 


Gene No. 


5238 








Strand 






Start 


1 








End 


665 




Name 


OJ990423 


_05. 


9C10.C18.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


56 








End 


625 




GI 


none 








Score 


100 




Exons 


56. .436, 


105 


..362, 323. 


.574, 


330. .509, 


464. .625 




Seq. No. 


2526 








Seq. ID 


OJ990423_05.9C10 


-C18 


Gene No. 


5238 








Strand 






Start 


• 1 








End 


665 




Name 


OJ990423 


_05. 


9C10.C18.ol 


• tm 


Method 


TBLASTX: Maize 




Start 


62 








End 


663 





2598 



GI 

Exons 



none Score 48 

62. .226, 68. .223, 116. .154, 117. .152, 120. .158, 121. .156, 
140. .658, 143. .658, 144. .659, 535. .663 



Seq. No. 2526 

Gene No. 5238 

Start 1 

Name OJ990423_05 . 9C10 . C18 . ol . gs 

Start 101 

GI none 

Exons 101.-. 610 



Seq. ID OJ990423_05.9C10.C18 
Strand 

End 665 

Method GENSCAN 

End 610 

Score " . 58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2527 
5239 
1 

OJ990423_05.9C10.C19.ol.np 
1 

5918187 

1..34, 677. .915, 1076. .1264 

(AJ133278) ribophorin I [Hordeum vulgare] 



Seq. ID OJ990423_05.9C10.C19 

Strand + 

End 1523 

Method AAT/NAP 

End 1264 

Score 506 



2527 
5239 
1 

OJ990423_05. 9C10 . C19 . ol . gs 
360 
none 

360. .435, 788. .915, 1076. .1267 



Seq. ID OJ990423_05.9C10.C19 

Strand + 

End 1523 

Method GENSCAN 

End 1267' 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2527 
5239 
1 

OJ990423_05.9C10.C19.ol.gp 
673 

35940_1.R1084 
673.. 915, 1076.. 1523 

'5918187/emb|CAB56225.1| 3.0e-58 (AJ133278) ribophorin I 
[Hordeum vulgare] 1 



Seq. ID OJ990423_05.9C10.C19 
Strand + 

1523 
AAT/GAP 
1523 
1284 



End 

Method 

End 

Score 



2527 
5239 
1 

OJ990423_05.9C10.C19.ol.tm 

690 

none 



Seq. ID OJ990423_05.9C10.C19 

Strand + 

End 1523 

Method TBLASTX : Mai ze 

End 1445 

Score 107 



690. .917, 690. .917, 730. .918, 1067. .1291, 1075. .1287, 1407, 



Seq. No. 2527 

Gene No. 5239 

Start 1 

Name OJ990423_05 . 9C10 . C19 . ol . tc 

Start 1073 

GI none 

Exons 1073.. 1267, 1075.. 1263 

Seq. Noi 2528 

Gene No. 524 0 



Seq. ID OJ990423_05.9C10.C19 

Strand + 

End 1523 

Method TBLASTX : Cress 

End 1267 

Score 217 



Seq. ID OJ990423_05.9C10.C20 
Strand + 



2599 



# 



J 



Start 


104 


End 


5424 






Name 


OJ990423_05 . 9C10 . C20 . ol . gs 


Method 


GENSCAN 






Start 


104 


End 


5367 






GI 


none 


Score *' 


r * .74 






Exons 


104. .236, 692. .789, 1121.. 


1251, 3981. 


.4096, 5159 


. . 5367 




Seq. No. 


2528 


Seq. ID 


OJ990423_ 


05.9C10 


.C20 


Gene No. 


5240 


Strand 


+ 






Start 


104 


End 


5424 






Name 


OJ990423 05.9C10.C20.ol.gp 


Method 


AAT/GAP 






Start 


4206 


End 


5424 






GI 


LIB3433-034-P1-K1-D10 


Score 


677 






Exons 


4206.. 4359, 5159.. 5424 










GI Descrip. 


1 4 9594 60/gb | AF126053. 1 | AF126053 1 . Oe- 


10 Zea mays 


RACB small 




binding protein mRNA, complete cds 1 








Seq. No. 


2528 


Seq. ID 


OJ990423_ 


05.9C10 


.C20 


Gene No. 


5241 


Strand 


+ 






Start 


6382 


End 


6475 






Name 


OJ990423 05.9C10.C20.o2.gp 


Method 


AAT/GAP 






Start 


6382 


.End 


6475 






GI 


LIB3477-003-P1-K1-E9 


Score 


114 






Exons 


6382. .6475 











GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


2528 








Seq. ID 


OJ990423_05.9C10.C20 


Gene No. 


5242 








Strand 




Start 


8016 








End 


8448 


Name 


OJ990423 05 


.9C10 


.C20.O2, 


. tm 


Method 


TBLASTX: Maize 


Start 


3979 








End 


5406 


GI 


none 








Score 


93 


Exons 


3979. .4098, 


3981 


. .4115, 


3984. 


.4097, 3988. .4110, 4192. .4275, 




4193. .4276, 


4283 


. .4354, 


5153. 


.5398, 5158. .5403, 5164. .5406 


Seq. No. 


2528 








Seq. ID 


OJ990423_05.9C10.C20 


Gene No. 


5242 








Strand 




Start 


8016 








End 


8448 


Name 


OJ990423 05 


• 9C10 


.C20.o2. 


.tc • 


Method 


TBLASTX: Cress 


Start 


3980 








End 


4273 


GI 


none 








■ Score 


182 


Exons 


3980.. 4108, 


3987 


. .4124, 


3988. 


.4110, 4211. .4273 


Seq. No. 


2528 








Seq. ID 


OJ990423_05.9C10.C20 


Gene No. 


5242 








Strand 




Start 


8016 








End 


8448 


Name 


OJ990423 05 


. 9C10 


.C20.o2, 


. ts 


Method 


TBLASTX : Soybean 


Start 


3985 








End 


'4273 


GI 


none 








Score 


178 


Exons 


3985. .4098, 


3987 


. .4115, 


3988. 


.4113, 4217. .4273 


Seq. No. 


2528 








Seq. ID 


OJ990423_05.9C10.C20 


Gene No. 


5242 








Strand 




Start 


8016 . 








End 


8448 


Name 


OJ990423 05 


.9C10 


.C20.ol, 


, tw 


Method 


TBLASTX: Wheat 


Start 


4243 








End 


5343 



2600 



GI 

Exons 



none Score 54 

4243. .4284, 4280. .4351, 5153. .5335, 5158. .5337, 5164. .5343 



Seq. No. 2528 

Gene No. 5242 

Start 8016 

Name OJ9904 23_05 . 9C10 . C20 . o3 . gp 

Start 7661 

GI 10672_1.R1084 

Exons 7661.. 8081, 8166 
GI Descrip. 



OJ990423 05.9C10.C20 



Seq. ID _ 
Strand 

End 8448 
Method AAT/GAP 
End 8448 
Score 1099 
8448 

•82264/pir | IS20015 1.0e-132 ubiquinol — cytochrome-c reductase 
(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_4 98789_emb_CAA56109_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



8231, 8326. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2528 
5242 
8016 

OJ990423_05 . 9C10 . C20 . ol . tm 

7813 

none 

7813. .7854, 7871. .8038, 
7966. .8040, 8037. .8081, 



8167. .8232, 8174. .8278, 



7872. 
8037. 
8323. 



Seq. ID OJ990423_05.9C10.C20 
Strand 

End 8448 
Method TBLASTX : Mai ze 
End 8446 
Score 115 

.7886, 7874. .8038, 7927. .8040, 
.8081, 8041. .8082, 8163. .8234, 
.8442, 8327. .8446 



en 

ril 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2528 
5242 
8016 

OJ990423_05.9C10.C20.ol.tc 

7966 

none 



Seq. ID OJ990423_05.9C10.C20 
Strand 

End '8448 

Method TBLASTX: Cress 

End 8444 

Score 77 



7966. .8040, 7970. .8041, 8037. .8081, 8053. .8088, 8163. .8234, 
8163. .8234, 8167. .8235, 8168. .8236, 8170. .8238, 8323.-8442, 
8325. .8444, 8330. .8443 



Seq. No. 
Gene No. 
Start 
: i Name 
Start 
GI 

Exons 

GI Descrip. 



2528 
5242 
8016 

OJ990423_05 . 9C10 . C20 . ol . np 



OJ990423 05.9C10.C20 



Seq. ID _ 
Strand 

End 8448 

Method AAT/NAP 

7969 End 8442 

117765 Score 382 

7969. .8081, 8166. .8231, 8326. .8442 

CYTOCHROME Cl, HEME PROTEIN PRECURSOR (CLONE PC13III) 
gi|21439|emb|CAA44055| (X62124) cytochrome cl [Solanum 
tuberosum] 



Seq. No. 2528 

Gene No. 5242 

Start 8016 

Name OJ990423_05 . 9C10 . C20 . o2 . gs 

Start 8016 

GI none 

Exons 8016.. 8081, 



8166.. 8231, 8326. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8442 



OJ990423_05.9C10.C20 

8448 
GENSCAN 
8442 
.8 



Seq. No. 
Gene No. 
Start 



2528 
5242 
8016 



Seq. ID- 
Strand 
End 



OJ990423 05. 9C10.C20 



8448 



2601 



Name 

Start 

GI 

Exons 



OJ990423_05 . 9C10 . C20 . ol . ts Method TBLASTX : Soybean 
8037 End 8439 

none Score 78 

8037.. 8081, 8163.. 8234, 8167.. 8232, 8168.. 8278, 8323.. 8439, 
8333. .8437 



!3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2529 
5243 
1 

OJ990423_05.9C10.C21.ol.gp 
1 

10672 1.R1084 



OJ990423 05.9C10.C21 



Seq. ID _ 
Strand 

End 2850 
Method AAT/GAP 
End 2850 
Score 866 
1. .977 367. .569, 1069. .1136, 2754. .2850 

'82264/pir | | S20015 1.0e-132 ubiquinol — cytochrome-c reductase 
(EC 1.10.2.2) cytochrome cl precursor {clone pC(l)8I) - potato 
(fragment) >gi_4 9878 9_emb_CAA5 610 9_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



Seq. ID OJ990423_05.9C10.C21 
Strand 

End 2850 

Method 'AAT/NAP 

End 1844 

Score 315 



2529 
5243 
1 

OJ990423_05. 9C10 . C21 . ol . np 
1 

82263 

1..97, 367. .536, 1824. .1844 

ubiquinol — cytochrome-c reductase (EC 1.10.2.2) cytochrome cl 
precursor (clone pC (1)311) - potato 



2529 
5244 
3544 

OJ990423_05 . 9C10 . C2 1 . ol . tm 
1 

none 



Seq. ID OJ990423_05.9C10.C21 
Strand 

End 4 632 

Method TBLASTX : Maize 

End 1160 

Score 139 



1..99, 2. .97, 335. .445, 361. .564, 366. .602, 367. .570, 497. .607, 
1069. .1134, 1085. .1141, 1089. .1160 



2529 
5244 
3544 

OJ990423_05 . 9C10 . C21 . o2 . np 
3544 
4417306 
3544.. 4104, 4608.. 4632 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ990423_05.9C10.C21 
Strand 

End 4 632 

Method AAT/NAP 

End 4 632 

Score 169 



2529 
5244 
3544 

OJ990423_05 . 9C10 . C21 . ol . tw 

3616 

none 



Seq. ID OJ990423_05.9C10.C21 
Strand 

■End 4632 

Method TBLASTX : Wheat 

End 4018 

Score 94 



3616. .3711, 3708. .3779, 3785.-3886, 3902. .4018 



2530 
5245' 



Seq. ID OJ990423_05.9C10.C22 
Strand + 



2602 




Start 


823 


End 


3168 


Name 


OJ990423 05.9C10.C22.ol.gs 


Method 


GENSCAN 


Start 


823 * 


End 


3168 


GI 


none 


Score 


. 92 


Exons 


823. .992, 1521. .1628, 2958.. 


3168 




Seq. No. 


2530 


Seq. ID 


OJ990423 05.9C10.C22 


Gene No. 


5246 


Strand 


+ 


Start 


5108 


End 


9891 ' 


Name 


OJ990423 05.9C10.C22.o2.np 


Method 


AAT/NAP 


Start 


5108 


End 


9891 


GI 


5295955 


Score 


86 


Exons 


5108.. 5301, 5801.. 5935, 7024 


..7463, 9844. .9891 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V0 1555 ) 



[Oryza sativa] 





Seq. No. 


2530 


Seq. ID 


OJ990423 


_05. 


9C10 


.C22 




Gene No. 


5246 


Strand 


+ 










Start 


5108 


End 


9891 










Name 


OJ990423 05.9C10.C22.ol.gp 


Method 


AAT/GAP 










Start 


5195 


End 


5478 










GI 


none 


Score 


375 










Exons 


5195.. 5378, 5436.-5478 












'■: z$ 


Seq. No. 


2530 


Seq. ID 


OJ990423 


_05. 


9C10 


.C22 




Gene No. 


5247 


Strand 


+ 








m 


Start 


10587 


End 


12582 










Name 


OJ990423 05.9C10.C22.o3.np 


Method 


AAT/NAP 








ru 


Start 


10584 


End 


12582 










GI 


1666236 


Score 


234 








: i 

i 3 y 


Exons 


10584. .11088, 12564.. 12582 












i. * 


GI Descrip. 


(U76261) unknown [Hordeum vulgare] 










m 

: a 
is 


Seq. No. 


2530 


Seq. ID 


OJ990423 


_05. 


9C10 


.C22 




Gene No. 


5247 


Strand 


+ 










Start 


10587 


End 


12582 








u : 


Name 


OJ990423 05.9C10.C22.o3.gs 


Method 


GENSCAN 








zs. 

i 


Start 


1058.7 


End 


11072 










GI 


none- 


Score 


.56 








.: 


Exons 


10587. .11072 












i!3 


Seq. No. 


2530 


Seq. ID 


OJ990423 


JDS. 


9C10 


.C22 




Gene No. 


5247 


Strand 


+ 










Start 


10587 


End 


12582 










Name 


OJ990423 05.9C10.C22.o2.gp 


Method 


AAT/GAP 










Start 


11928 


End 


12034 










GI 


uC-osflcyp088bl2bl 


Score 


144 










Exons 


11928. .12034 














GI Descrip. 


•5257255/dbj IAP000364.il AP000364 3.0e- 


36 Oryza 


sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 












Seq. No. 


2530 


Seq. ID 


OJ990423 


_05. 


9C10 


.C22 




Gene No. 


5248 


Strand 












Start 


1 


End 


1960 










Name 


OJ990423 05..9C10.C22.ol.np 


Method 


AAT/NAP 










Start 


"l ' 


End ' 


1960 










GI 


2244963 


Score 


56 
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Exons 


1..73, 1827. .1960 












GI Descrip. 


(Z97340) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


2530 


Seq. ID 


OJ990423 


_05.9C10 


.C22 






5249 


Strand 










Start 


4854 


End 


8282 








Name 


OJ990423 05.9C10.C22.o2.gs 


Method 


GENSCAN 








Start 


4854 


End 


8282 








GI 


none 


Score 


.52 








Exons 


4854.. 5027, 5120.. 5808, 7032.. 7134, 7165.. 7440, 


8016. .8282 




Seq. No. 


2530 


Seq. ID 


OJ990423 


_05.9C10 


.C22 






5250 


Strand 










Start 


13135 


End 


13545 








Name 


OJ990423 05.9C10.C22.ol.tw 


Method 


TBLASTX: 


Wheat 






Start 


10752 


End 


11086 








GI 


none 


Score 


105 








Exons 


10752. .10868, 10884 10958, 


10967. .11086 








Seq. No. 


2530 


Seq. ID 


OJ990423 


_05. 9C10 


-C22 




Gene No. 


5250 


Strand 










Start 


. 13135 


End 


13545 








Name 


OJ990423 05.9C10.C22.o4.np 


Method 


AAT/NAP 








Start 


12580 


End 


13545 








GI 


5295955 


Score 


169 








Exons 


12580. .13174, 13512. .13545 










(SC. 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome. (V01555) 


il 




[Oryza sativa] 












Seq. No. 


2530 


Seq. ID 


OJ990423 


_05.9C10 


.C22 




OC11C L\\J . 


5250 


Strand 








'i 


Start 


13135 


End 


13545 






Li 


Name 


OJ990423 05.9C10.C22.o4.gs 


Method 


GENSCAN 








Start 


13135 


End 


13333 








GI 


none 


Score 


.63 








Exons 


13135. .13333 












Seq. No. 


-2531 


Seq. ID 


OJ990423 


_05. 9C10 


.C23 


I 




5251 


Strand 


+ 






1 


Start 


818 


End 


• 1553 






=* 

33. 


Name ' 


OJ990423 05.9C10.C23.ol.gs 


Method 


GENSCAN 






J 


Start 


818 


End 


1553 








GI 


none 


Score 


.43 








Exons 


818. .897, 1397. .1553 












Seq. No. 


2531. 


Seq. ID 


OJ990423 


_05.9C10 


.€23 




Gene No. 


5252 


Strand 










Start 


696 


End 


5060 








Name 


OJ990423 05.9C10.C23.ol.np 


Method 


AAT/NAP 








Start 


696 


End 


5060 








GI 


4680183 


Score 


180 








Exons 


696. .787, 1394. .1481, 5038. 


.5060 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq.. No. 


2531 


Seq. ID 


OJ990423 


_05. 9C10 


.C23 




- Gene No. 


5252 


Strand 










Start 


696 


End 


5060 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990423_05.9C10 

2782 

none 

2782.. 2870, 3302 



.C23.o2.gs Method GENSCAN 

End 4886 

Score .84 
..3495, 3845. .4192, 4265.-4446, 4720. .4886 



2532 
5253 
1401 

OJ990423_05.9C10. 

1401 

none 

1401.. 1658, 1717, 
4852.. 5064, 5422. 

2532 
5253 
1401 

OJ990423_05.9C10. 

1845 

none 

1845. .1880, 1851, 
2035.. 2130, 2044. 



Seq. ID OJ990423_05.9C10.C24 

Strand + 

End 6371 

C24.ol.gs Method GENSCAN 

End 5438 

Score .48 
.2388, 3196.. 3262, 3518.. 3859, 4498.. 4743, 
.5438 

Seq. ID OJ990423_05.9C10.C24 

Strand + 

End 6371 

C24.o3.tm Method TBLASTX: Maize 

End 2130 

Score 45 
.1880, 1869. .1892, 1932. .2045, 1937. .2041, 
.2130 



Seq. No. 
3 Gene No. 
3 Start 
n Name 

Start 
" GI 

Exons 

y 

3 Seq. No. 

y Gene No. 

~ Start 

__ Name 

^ Start 

•4 GI 

& Exons 

^ GI Descrip. 

ff Seq. No. 
^ Gene No. . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2532 
5253 
1401 

OJ990423_05.9C10, 

4082 

none 

4082. .4366, 4096, 

2532 
5253 
1401 

OJ990423_05.9C10, 

4127 

2213632 

4127. .4888, 6284, 
(AC000103) F21J9. 

2532 
5253 
1401 

OJ990423_05.9C10. 

4239 

none 

4239.. 4403, 4241. 
4429. .4485, 4478, 

2532 
5253 
1401 

OJ990423_05.9C10. 

4373 

none . 

4373. .4408, 4412. 
4560. .4742, 4743. 



C24.o2.tm 



.4371 



C24 .ol.np 



Seq. ID OJ990423__05.9C10.C24 

Strand + 

End 6371 

Method TBLASTX : Mai ze 

End^ 4371 

Score 234 



Seq. ID OJ990423_05.9C10.C24 

Strand + 

End 6371 

Method AAT/NAP 

End 6371 

Score 584 



.6371 

24 [Arabidopsis thaliana] 

Seq. ID OJ990423_05.9C10.C24 

Strand + 

End 6371 

C24.ol.tw Method TBLASTX: Wheat 

End 4 64 9 

Score 56 
.4405, 4252. .4404, 4319. .4423, 4412. .4486, 
.4648, 4482. .4649 

Seq. ID OJ990423_05.9C10.C24 

Strand + 

End 6371 
C24.ol.tm Method TBLASTX : Maize 

End 4850 

Score 37 
.4486, 4426. .4485, 4478. .4669, 4482. .4745, 
.4805, 4812. .4850, 4812. .4847 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 
12 Start 
.1 GI 
: fi Exons 
\\\ GI Descrip. 

!3 

s lJ Seq. No. 

.3 Gene No. 

*[j Start 

" Name 

L Start 

;3 gi 

k 4 Exons 

t n Seq. No. 
iZ Gene No. 
;i Start 
==l Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2533 Seq. ID OJ990423_05.9C10.C25 

5254 Strand 

1 End 4759 

OJ990423_05 . 9C10 . C25 . ol . np Method AAT/NAP 

1 End 4759 

5262163 Score 1519 

1..57, 490. .586, 651. .848, 945. .1064, 1421. .2005, 2131. .2499, 
2826. .2987, 3292. .3511, 3593. .4139, 4653. .4759 
(AL080253) putative protein [Arabidopsis thaliana] 

2533 Seq. ID OJ990423_05.9C10.C25 

5254 Strand 

1 End 4759 

OJ990423_05.9C10.C25.ol.gs Method GENSCAN 

355 End 3863 

none Score .86 

355. .552, 651. .848, 945. .1048, 1141. .2005, 2131. .2499, 

2826.. 2987, 3597.. 3863 

2533 Seq. ID OJ990423_05.9C10.C25 

5254 Strand 

1 End 4759 

OJ990423_05 . 9C10 . C25 . ol . gp Method AAT/GAP 

512 End - 1234 

LIB3434-041-P1-K1-C11 Score 781 

512. .552, 651. .848, 945. .1048, 1141. .1234 

'4926825/gb|AAD32935.1|AC004135_10 2.0e-35 (AC004135) T17H7.10 
[Arabidopsis thaliana] * 



2533 
5254 
1 

OJ990423_05. 9C10 . C25 . o3 . tm 

666 

none 



Seq. ID OJ990423_05.9C10.C25 
Strand 

End 4759 

Method TBLASTX : Mai ze 

End 1061 

Score 91 



666. .848, 673. .849, 942. .1061, 955. .1053 

2533 Seq. ID OJ990423_05.9C10.C25 

5254 Strand 

1 End 4759 

OJ990423_05 . 9C10 .C25.ol.tm" Method TBLASTX : Maize 

1784 End 2425 

none Score 99 

1784. .1837, 1835. .1909, 1836. . 1910, 1897 . .2007, 1911. .2006, 
1913. .2011, 2120. .2425, 2121. .2423, 2131. .2424 

2533 Seq. ID OJ990423_05.9C10.C25 

5254 Strand 

1 End 4759 

OJ990423_05 . 9C10 . C25 . ol . ts Method TBLASTX : Soybean 

2131 End 2380 

none Score 44 

2131. .2181, 2132. .2179, 2254. .2379, 2255. .2380 



2533 
5254 



Seq. ID OJ990423_05.9C10.C25 
Strand - . 
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Start 


1 


End 


4759 






Name 


OJ990423 05.9C10.C25.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2240 


End 


2514 






GI 


none 


Score 


119 






Exons 


2240.. 2437, 2245.. 2514, 2302 


. .2451 








Seq. No. 


2533 


Seq. ID 


OJ990423_05.9C10 


.C25 




Gene No. 


5254 


Strand 








Start 


1 


End 


4759 






Name 


OJ990423 05.9C10.C25.o2.tm 


Method 


TBLASTX: Maize 






Start 


2428 


End 


3663 






GI 


none 


Score 


108 






Exons 


2428.. 2499, 2820.. 2990, 2826 


..2987, 2840.. 3004, 2866.. 3012, 






3293.. 3427, 3295.. 3417, 3597 


..3662, 3598. .3663 






Seq. No. 


2534 


Seq. ID 


OJ990423_05.9C10 


.C26 




Gene No. 


5255 


Strand 


+ 






Start 


9040 


End 


9376 






Name 


OJ990423 05.9C10.C26.o2.gs 


Method 


GENSCAN 






Start 


9040 


End 


9376 






GI 


none 


Score 


.55 






Exons 


9040.. 9093, 9182.. 9259, 9365 


. .9376 






Si 


Seq. No. 


2534 


Seq. ID 


OJ990423_05. 9C10 


.C26 


J 


Gene No. 


5256 


Strand 






3 


Start 


6945 


End 


13094 




rt 
t t 


Name 


OJ990423 05.9C10.C26.ol.np 


Method 


AAT/NAP 




11 


Start 


6945 


End 


12018 






GI 


5139348 


Score 


257 






Exons 


6945.. 6970, 8972.. 9019, 9086 


..9225, 9311. .9355, 9570.. 9705, 


y 




10256. .10328, 104 65 .. 10567 , 


11971. .12018 




3 


GI Descrip. 


(AJ007046) [acyl-carrier protein] S-malonyltransf erase 


[Brassica 


y 




napus] 








=~ 


Seq. No. 


2534 


Seq. ID 


OJ990423JD5. 9C10 


.C26 




Gene No. 


5256 


Strand 








Start 


6945 


End 


13094 






Name 


OJ990423 05.9C10.C26.o2.np 


Method 


AAT/NAP 




sx 


Start 


10083 


End 


13094 




3 


GI 


6721512 


Score 


62 




a? 
*i 


Exons 


10083. .10116, 11382. .11488, 


13074. .13094 




sf 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2534 


Seq. ID 


OJ990423_05.9C10 


.C26 




Gene No . 


5256 


Strand 








Start 


6945 


End 


13094 






Name 


OJ990423 05.9C10.C26.o3.gs 


Method 


GENSCAN 






Start 


10487 


End 


11447 






GI 


none 


Score 


.71 






Exons 


10487. .10555, 10963 10982, 


11005. .11083, 11256. .114 4 7 






Seq. No. 


2535 


Seq. ID 


OJ990423_05. 9C10 


.C27 




Gene No. 


5257 


Strand 


+ 






Start 


597 


End 


670 






Name 


' OJ990423 05.9C10.C27.ol.gp 


Method 


AAT/GAP . 






Start 


597 


End 


670 






GI 


286550 


Score 


106 
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Exons 597 . . 670 

GI Descrip. 5734616/dbj | AP000391 . 1 1 AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. No. 2536 

Gene No. 5258 

Start 111 

Name OJ990423_05 . 9C10 . C28 . ol . gs 

Start 111 

GI none 

Exons 111.. 506 



Seq. ID OJ990423_05.9C10.C28 

Strand + 

End 506 

Method GENSCAN 

End 506 

Score .96 



Seq. No. 2537 
Gene No. 5259 
Start 1093 

Name OJ990423_05 . 9C10 . C30 . o2 . gp 

Start 1093 

GI LIB3477-003-P1-K1-E9 
Exons 1093.. 1119, 1230.. 1295 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990423_05.9C10.C30 
Strand 

1295 
AAT/GAP 
1295 
119 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2538 
5260 
1 

OJ990423_05.9C10.C31.ol.np 
1 

445605 
1..83, 202. .344 

heat shock protein hsp70 [Pisum sativum] 



Seq. ID OJ990423_05.9C10.C31 
Strand 

End 361 

Method AAT/NAP 

End 34 4 

Score 252 



2538 
5260 
1 

OJ990423_05 . 9C10 . C31 . ol . tm 
3 

none 



Seq. ID OJ990423_05.9C10.C31 

Strand 

End 361 

Method TBLASTX: Maize - 

End 361 

Score 107 



3. .86, 11. .91, 183. .347, 184. .345, 209. .361, 249. .347 



2538 
5260 
1 

OJ990423_05 . 9C10 . C31 . ol . tc 
11 

none 

11. .85, 24. .86, 183. .341 



Seq. ID OJ990423_05.9C10.C31 

Strand 

End 361 

Method TBLASTX : Cress 

End 341 

Score 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2538 
5260 
1 

OJ990423_05.9C10.C31.ol.ts 
11 

none 



Seq. ID OJ990423_05.9C10.C31 

Strand 

End 361 

Method TBLASTX : Soybean 

End 341 

Score 56 



11. .85, 24. .86, 183. .341, 184. .315 

2538 Seq. ID OJ990423_05.9C10.C31 
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Gene No. 5260 Strand 

Start 1 End 

Name OJ990423_05 . 9C10 . C31 . ol . tw Method 

Start 11 End 

GI none Score 

Exons 11.. 85, 183.. 341, 184.. 315 



361 

TBLASTX: Wheat 

341 

58 



Seq.. No. 2538 Seq. ID OJ990423_05.9C10.C31 

Gene No. 5260 Strand 

Start 1 End 361 

Name OJ990423_05 . 9C10 . C31 . ol . gp Method AAT/GAP 

Start 12 End 353 

GI uC-osroM202001a09bl Score 367 

Exons 12.. 83, 202.. 353 

GI Descrip. ' 399942/sp | Q02028 | HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. 
Gene No. 
Start 
il Name 
Start 

Exons 



i i 



Seq. No. 
Gene No. 
Start 



!*ie Name 
! y Start 



GI 

Exons 

GI Descrip. 



2538 Seq. ID 

5260 Strand 
1 End 
OJ990423_05 . 9C10 . C31 . ol . gs Method 
19 End 
none Score 

19. .83, 202. .344 



OJ990423_05.9C10.C31 
361 

GENSCAN 

344 

.69 



OJ990423 05.9C10.C32 



2539 Seq. ID 

5261 Strand 
1 End 22 67 

0 J990423_05 . 9C10 . C32 . ol . gp Method AAT/GAP 
1 End 885. 

uC-osroM202001a09bl Score 482 ' 

1..51, 682.. 885 

1 399942/sp | Q02028 | HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >g-i_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L032 99) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2539 
5261 
1 

OJ990423_05.9C10.C32.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990423 05.9C10.C32 



2267 
AAT/NAP 
2267 
970 



1 

399942 

1..51, 682. .934, 1705. .2267 

CHLOROPLAST STROMA 70 KD HEAT SHOCK-RELATED PROTEIN PRECURSOR 
gi 1 421881 |pir| IS32818 heat shock protein, 70K, chloroplast - 
garden pea gi 1169023 (L03299) 70 kDa heat shock protein [Pisum 
sativum] gi | 871515 | emb | CAA4 9147 | (X69213) Psst70 (stress 70 
protein) [Pisum sativum] 



Seq. No. 



2539 



Seq. ID OJ990423_05.9C10.C32 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5261 Strand 

1 End 2267 

OJ990423_05 . 9C10 . C32 . ol . gs Method GENSCAN 

650 End 2202 

none Score .88 
650.. 934, 1705.. 2202 



Seq. ID OJ990423_05.9C10.C32 
Strand 

End 2267 

Method AAT/GAP 

End 2069 

Score 64 9 



2539 
5261 
1 

OJ990423_05 . 9C10 . C32 . o2 . gp 
1741 
5005162 
1741. .2069 

399942/sp|Q02028 |HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum" sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 



Seq. No. 


2539 






Seq. ID 


OJ990423_05.9C10.C32 


Gene No. 


5262 






Strand 




Start 


3407 






End 


4576 


Name 


OJ990423 05. 


9C10. 


C32.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


2164 


GI 


none 






Score 


95 


Exons 


1..57, 2. .58; 683 


L.937, 684 


..935, 895. 


.936, 1679.. 2086, 




1702. .2073, 


2126. 


.2164 






Seq. No. 


2539 






Seq. ID 


OJ990423_05.9C10.C32 


Gene No. 


5262 






Strand 




Start 


3407 






End 


4576 


Name 


OJ990423 05. 


9C10. 


C32.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


2074 


GI 


none 






Score 


64 


Exons 


2. .58, 2. .58 


1, -683 


..937, 684 


..935, 1676 


..2074, 1702. .2073 


Seq. No. 


2539 






Seq. ID 


OJ990423_05.9C10.C32 


Gene No. 


5262 






Strand. 




Start 


3407 






End 


4576 


Name 


OJ990423 05. 


9C10. 


C32.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 






End 


2110 


GI 


none 






Score 


53 


Exons 


2. .58, 683.. 


730, 


684. .716, 


737. .934, 738. .935, 1702. .1737, 




1807. .1920, 


1916. 


.2044, 1916. .1975, 1924. .2046, 2072. .2110 


Seq. No. 


2539 






Seq. ID 


OJ990423_05.9C10.C32 


Gene No. 


5262 






• Strand 




Start 


3407 






End 


4576 


Name 


OJ990423 05. 


9C10. 


C32.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2 






End 


2050 


GI 


none 






Score 


63 


Exons 


2. .58, 683.. 


745, 


687. .725, 


699. .917, 728. .934, 1822. .1920, 




1924 . .2049, 


1937. 


.2050 






Seq. No. 


2539 






Seq. ID 


OJ990423_05.9C10.C32 



2610 







5262 


Strand 








Start 


3407 


End 


4576 






Name 


OJ990423 05.9C10.C32.o2.gs 


Method 


GENSCAN 






Start 


3407 


End 


4576 






GI 


none 


Score 


.78 






Exons 


3407.. 3524, 3576.. 3723, 4456. 


.4576 








Seq. No. 


2540 


Seq. ID 


OJ990423_05.9C10. 


C33 






5263 


Strand 


+ 






Start 


150 


End 


1640 






Name 


OJ990423 05.9C10.C33.ol.gs 


Method 


GENSCAN 






Start 


150 


End 


1340 






GI 


none 


Score 


.67 






Exons 


150.. 505, 595. .735, 753.. 866, 


1043. .1149, 1198. .1340 






Seq. No. 


2540 


Seq. ID 


OJ990423_05.9C10. 


C33 




Gene No. 


5263 


Strand 


+ 






Start 


150 


End 


1640 






Name 


OJ990423 05.9C10.C33.ol.np 


Method 


AAT/NAP 






Start 


302 


End 


1640 






GI 


4102839 


Score 


38 






Exons 


302. .452, 1435. .1503, 1540. .1640 








GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 




'ear 


Seq. No. 


2540 


Seq.- ID 


OJ990423_05.9C10. 


C33 




Gene No." 


5263 


Strand 


+ 




Lil 


Start 


150 


End 


1640 






Name 


OJ990423 05.9C10.C33.ol.gp 


Method 


AAT/GAP 




Q 


Start 


876 


End 


985 




• . I 


GI 


7430 1.R1084 


Score 


193 




i.y 


Exons 


876. .985 










GI Descrip. 


'399015/sp|P31691|ADT ORYSA 1 


.0e-14 5 ADP, ATP CARRIER PROTEIN 


ru 




PRECURSOR (ADP/ATP TRANS LOCASE ) (ADENINE NUCLEOTIDE 





TRANSLOCATOR) (ANT) >gi_218145_dbj_BAA02161_ 
translocator [Oryza sativa] 1 



(D12637) ATP /ADP 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2541 
5264 
246 

OJ990423_05-9C10.C34.ol.gp 
246 

7430 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
246.. 734, 807. .1178, 1387. .1935 

f 399015/sp|P31691|ADT_ORYSA 1.0e-14 5 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP/ATP TRANSLOCASE) (ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_21814 5_dbj_BAA02161_ (D12637) ATP /ADP 
translocator [Oryza sativa] ' 



OJ990423_05.9C10.C34 
+ 

3263 
AAT/GAP 
1935 
2733 



2541 
5264 
246 

OJ990423_05. 9C10 . C34 . ol . tm 

248 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

248. .730, 249. .743, 432. .752, 586. .753, 805. .879, 805. .1179, 
807. .1178, 992. .1183, 1343. .1573, 1'383..1574, 1384. .1665, 
1413. .1664, 1640. .1678, 1641. .1688 



OJ990423_05.9C10.C34 
+ 

3263 

TBLASTX: Maize 

1688 

624 



2611 






Seq. No. 


2541 


Seq. ID 


OJ990423 05.9C10.C34 




Gene No. 


5264 


Strand 


+ ~ 




Start 


246 


End 


3263 




Name 


OJ990423 05.9C10.C34.ol.gs 


Method 


GENSCAN 




Start 


261 


End 


3263 




GI 


none 


Score 


.75 




Exons 


261. .734, 807. .1178, 1387. .1654, 2935.. 


3263 




Seq. No. 


2541 


Seq. ID 


OJ990423 05.9C10.C34 




Gene No. 


5264 


Strand 


+ 




Start 


246 


End 


3263 




Name 


OJ990423 05.9C10.C34.ol.ts 


Method 


TBLASTX : Soybean 




Start 


261 


End 


1665 




GI 


none 


Score 


64 




Exons 


261.. 338, 381.. 743, 428.. 730, 


447. .749, 


586. .750, 798..887, 






799. .879, 803. .1144, 807. .1184, 930. .1184, 985. .1185, 






1383. .1571, 1384. .1665, 1384., 


.1524, 1385.. 1570, 1413.. 1664 




Seq. No. 


2541 


Seq. ID 


OJ990423_05.9C10.C34 




Gene No. 


5264 


Strand 


+ 




Start 


246 


End 


3263 




Name 


OJ990423 05.9C10.C34.ol.np 


Method 


AAT/NAP 




Start 


264 


End 


1680 


: 


GI 


2842480 


Score 


1423 




Exons 


264. .734, 807. .1178, 1387. .1680 




;n 


GI Descrip. 


(AL021749) ADP, ATP carrier-like protein [Arabidopsis thaliana] 


; i E 


Seq. No. 


2541 


Seq. ID 


OJ990423_05.9C10.C34 


!5 


Gene No. 


5264 


Strand 


+ 




Start 


246 


End 


3263 


"s 


Name 


OJ990423 05.9C10.C34.ol.tc 


Method 


TBLASTX: Cress 


MS 


Start 


443 


End 


1665 




GI 


none 


Score 


421 


»^ 


Exons 


443. .736, 444. .737, 763.-879, 


799. .999, 


.804. .980, 1001. .1144, 






1008, .1181, 1008. .1184, 1009.. 


,1185, 1381.. 1665, 1384.. 1524, 


, i 




1413. .1664 






:s= 
:=* 


Seq. No. 


2541 


Seq. ID 


OJ990423_05.9C10.C34 


:3 


Gene No. 


5264 


Strand 


+ 


: =1. 


Start 


246 


End 


3263 


.si 


Name 


OJ990423 05.9C10.C34.o2.tw 


Method 


TBLASTX: Wheat 




Start 


446 


End 


672 




GI 


none 


Score 


134 




Exons 


446. .670, 471. .671, 473. .670, 


474. .671, 


586. . 672 




Seq. No. 


2541 


Seq. ID 


OJ990423_05.9C10.C34 




Gene No. 


5264 


Strand 


+ 




Start 


246 


End 


3263 




Name 


OJ990423 05.9C10.C34.ol.tw 


Method 


TBLASTX: Wheat 




Start 


690 


End 


1665 




GI 


none 


Score 


80 




Exons 


690. .752, 693. .743, 778. .879, 


802. .1179 


i, 807.. 1178, 1007.. 1180, 






1384.. 1665, 1385.. 1573, 1413.. 


,1664 






Seq.- No. 


2541 


Seq. ID 


OJ990423_05.9C10.C34 




Gene No. 


5265 


Strand 





2612 






Start 


5213 




End 


5760 




Name 


OJ990423 05.9C10.C34.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


5213; „■/ ^ ; 




End 


5760- 




GI 


none 




Score 


166 




Exons 


5213.. 5527, 5227.. 5658, 


5665. .5760 






Seq. No. 


2541 




Seq. ID 


OJ990423_05 . 9C10 . C34 






5265 




JL1Q1 






Start 


5213 




End 


5760 




Name 


OJ990423 05.9C10.C34.o2 


. ts 


Mp+* hod 


TBLASTX : Soybean 




Start 


5219 




End 


5530 




GI 


none 




Score 


155 




Exons 


5219.. 5530, 5227.. 5529 










Seq. No. 


2542 




Seq. ID 


OJ990423_05.9C10.C35 




Gene No. 


5266 




Strand 


+ 




Start 


1 




. End 


1118 




Name 


OJ990423 05.9C10.C35.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1118 




GI 


6970289 




Score 


338 




Exons 


1..964, 1078. .1118 










GI Descrip. 


(AC021666) hypothetical protein, 5 ! partial [Arabidopsis 






thaliana] 








S J 


Seq. No. 


2542 




Seq. ID 


OJ990423_05.9C10.C35 






5266 




Strand 


+ 


-n 


Start 


1 




End 


1118 


: y 


Name 


OJ990423 05.9C10.C35.ol 


.gs 


Method 


GENSCAN 




Start 


578 




End 


1003 


• ~ 


GI 


none 




Score 


.93 


sU 


Exons 


578.-695, 843. .1003 








-J 

s : i 

y 


Seq. No. 


2542 




Seq. ID 


OJ990423_05.9C10.C35 




fjpnp Mn 


5267 




Strand 


+ 




Start 


3470 




End 


3909 




Name 


OJ990423 05.9C10.C35.o2 


.gs 


Method 


GENSCAN 




Start 


3470 




End 


3909 




GI 


none 




Score 


.48 


.3 


Exons 


3470.. 3523, 3883.. 3909 








:3 


Seq. No. 


2542 




Seq. ID 


OJ9904 23_05.9C10.C35 




Gene No. 


5268 




Strand 


+ 




Start 


4341 




End 


6024 




Name 


OJ990423 05. 9C10.C35.o2 


.np 


Method 


AAT/NAP 




Start 


4341 




End 


5685 




GI 


6630699 




Score 


87 




Exons 


4341.. 4398, 5605.. 5685 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi | 6721536 | dbj | BAA89566 


.11 


(AP001073) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


2542 




Seq. ID 


OJ990423_05.9C10.C35 




Gene No. 


5268 




Strand 


+ 




Start 


4341 




End 


6024 




Name 


OJ990423 05. 9C10.C35.o3 


.gs 


Method 


GENSCAN 




Start 


4701 




End 


6024 




GI 


none 




Score 


.58 



2613 



Exons 



4701.. 4797, 5209.. 5421, 5868.. 6024 



Seq. No. 2542 

Gene No. '5269 

Start 5825 

Name OJ990423_05. 9C10 .C35 .ol . tw 

Start 241 

GI none 

Exons 241. .396, 258.. 317, 314.. 397, 389 
473. .574, 550. .624, 554 . .625 



Seq. ID. OJ990423_05.9C10.C35 
Strand 

End 6882 

Method TBLASTX : Wheat 

End 625 

Score 52 

460, 403. .465, 465. .575, 



Seq. No. 2542 Seq. ID 

Gene No. 5269 Strand 

Start 5825 End 

Name OJ990423_05 . 9C10 . C35 . ol . tm Method 

Start 465 End 

GI none Score 
Exons 



OJ990423_05 . 9C10 . C35 
6882 

TBLASTX: Maize 

823 

156 



465. .575, 473. 
63S..823 



.559, 554. .637, 571.. 636, 631. .819, 632.. 820, 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990423_05.9C10.C35 
Strand 

End 6882 

Method AAT/NAP 

End 6882 

Score 171 



2542 
5269 
5825 

OJ990423_05.9C10.C35.o3.np 
5825 
5922620 
5825. .6034, 6707. .6882 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2543 Seq. ID 

5270 . Strand 
1093 End 
OJ990423_05 . 9C10 . C36 . ol . gp Method 
1093 End 
2310941 Score 
1093. .1257 

2543 . Seq. ID 

5271 Strand 
301 End 
OJ990423_05 . 9C10 . C36 . ol . gs Method 
301 End 
none Score 
301. .346, 457..S26, 848. .983 



OJ990423_05 . 9C10 .C36 
+ 

1257 
AAT/GAP 
1257 
301 



OJ990423_05.9C10.C36 
983 

GENSCAN 

983 

.47 



Seq. No. . 2544 Seq. ID 

Gene No. 5272 Strand 

Start 1 End 

Name OJ9904 23_05 . 9C10 . C38 . ol . np Method 

Start 1 End 

GI 1002796 Score 

Exons 1..262 

GI Descrip. (U33915) CpmiO [Craterostigma plantagineum] 



OJ990423_05.9C10.C38 

+ 

262 

AAT/NAP 
262 
331 



2614 



Seq. No. 2544 Seq. ID 

Gene No. • 5272 Strand 

Start 1 End * 

Name OJ990423_05 . 9C10 . C38 . ol . tc Method 

Start 65 End 

GI none Score 

Exons 65.. 262, 66.. 260 



OJ990423 J)5 . 9C10 . C38 

+ - 

262 

TBLASTX: Cress 

262 

326 



Seq. No. 2544 Seq. ID 

Gene No. 5272 Strand 

Start 1 End 

Name OJ990423_05 . 9C10 . C38 . ol . tw Method 

Start 65 End 

GI none Score 

Exons 65.. 262, 66.-257, 193.. 258, 197.. 262 



OJ990423_05.9C10.C38 
+ 

262 

TBLASTX: Wheat 

262 

257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2544 
5272 
1 

OJ990423_05.9C10.C38.ol.tm 

65 

none 



Seq. ID OJ990423_05.9C10.C38 

Strand + 

End 262 

Method TBLASTX: Maize 

End 2 62 

Score 295 



65. .91, 66. .260, 66. .257, 134. .262 

2544 Seq. ID 

5272 Strand 

1 End 
OJ990423_05 . 9C10 . C38 . ol . ts Method 

65 End 

none Score 
65. .262, 66. .260 



OJ990423_05.9C10.C38 
+ 

262 

TBLASTX : Soybean 

262 

347 



~ Seq. No. 

Gene No. 

3 Start 

J Name 

a Start 

n GI 

J Exons 

f GI Descrip. 



2545 Seq. ID OJ990423_05.9C10.C39 

5273 Strand + 

574 End 629 

OJ990423_05 . 9C10 . C39 . ol . gp Method AAT/GAP 

574 End 629 

uC-osflcyp009bl2bl Score 92 " , 

574. .629 

, 1708311/sp|Q08080|HS7S_SPIOL 1.0e-4 6 CHLOROPLAST STROMA 70 KD 
HEAT SHOCK-RELATED PROTEIN >gi_170094 
protein [Spinacia oleracea] 1 



(M99565) 80 kDa heat shock 



Seq. No. 2546 Seq. ID 

Gene No. 5274 Strand 

Start 1 End 

Name OJ990423_05 . 9C10 . C40 . ol . gp Method 

Start 1 End 

GI 10-762_1.R1084 Score 

Exons 1 . . 585 

GI Descrip. 1 1928991 1.0e-125 (U92815) heat shock protein 70 precursor 
[Citrullus lana.tus] 1 



OJ990423_05.9C10.C40 
+ 

585 

AAT/GAP 
585 
1126 



Seq. No. 
Gene No. 
Start 



2546 

5 2 :74 
1 



Seq. ID OJ990423_05.9C10.C40 
Strand + 
End 585 



2615 




Name 


OJ990423 


05.9C10.C40.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


383 


GI 


6670931 




Score 


.448 


Exons 


1. .383 








GI Descrip. 


(AF074969) heat shock protein 


70 [Triticum aestivum] 


Seq. No. 


2546 




Seq. ID 


OJ990423 05.9C10.C40 


Gene No. 


5274 




Strand 


+ 


Start 


1 




End 


585 


Name 


OJ990423 


05.9C10.C40.ol.gs 


Method 


GENSCAN 


Start 


81 




End 


386 


GI 


none 




Score 


.99 


Exons 


81. .386 








Seq. No. 


2546 




Seq. ID 


OJ990423 05.9C10.C40 


Gene No. 


5275 




Strand 




Start 


1491 




End 


2117 


Name 


OJ990423 


05.9C10.C40.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


164 


GI 


none 




Score 


90 


Exons 


1. .96, 2. 


.97, 3. .164, 56. .160 






Seq. No. ■ 


2546 




Seq. ID 


OJ990423 05.9C10.C40 


Gene No . 


5275 




Strand 




Start 


1491 




End 


2117 


Name 


OJ990423 


05.9C10.C40.ol.tm 


Method 


TBLASTX: Maize 


Start 


3 




End 


388 


GI 


none 




Score 


424 


Exons 


3. .344, 4 


..123, 56. .262, 178. 


.351, 339 


..386, 353. .388 


Seq. No. 


2546 




Seq. ID 


OJ990423 05. 9C10.C4 0 


Gene No. 


5275 




Strand 




Start 


1491 




End 


2117 


Name 


OJ990423 


05.9C10.C40.ol.tw 


Method 


TBLASTX: Wheat 


Start 


95 




End 


465 


GI 


none 




Score 


225 


Exons 


95 . .262, 


96. .263, 167. .265, 171. .263, 


330. .398, 339. .401, 




439. .465, 


441, .458 






Seq. No. 


2546 




Seq. ID 


OJ990423 05.9C10.C40 


Gene No. 


5275 




Strand 




Start * 


1491 




End 


2117 


Name 


OJ990423 


05.9C10.C40.ol.ts 


Method 


TBLASTX : Soybean 


Start 


111 




End 


405 


GI 


none 




Score 


200 


Exons 


111. .260, 


113. .259, 197. .307, 


339. .392 


352 405 353 400 


Seq. No. 


2546 




Seq. ID 


OJ990423_05.9C10.C40 


Gene No. 


5275 




Strand 




Start . 


1491 




End 


2117 


Name 


OJ990423 


05.9C10.C40.o2.gs 


Method 


GENSCAN 


Start 


1491 




End 


2117 


GI 


none 




Score 


.79 


Exons 


1491.. 1589, 1922.. 2117 






Seq. No. 


2547 




Seq. ID 


OJ990423_05.9C10.C41 


Gene No. 


5276 




Strand 


+ 



2616 




Start 


574 








End 


740 


Name 


OJ990423 05. 


9C10. 


C41.ol 


. gs 


Method 


GENSCAN 


Start 


574" 








End 


740 


GI 


none 








Score 


.75 


Exons 


574. .669, 687. .740 








Seq. No. 


2548 








Seq. ID 


OJ990423_05.9C10.C42 


Gene No. 


5277 








Strand 


+ 


Start 


1759 








End 


2133 


Name 


OJ990423 05. 


9C10. 


C42.ol 


. gs 


Method 


GENSCAN 


Start 


1759 








End 


2133 


GI 


none 








Score 


.55 


Exons 


1759. .2133 












Seq. No. 


2549 








Seq. ID 


OJ990423_05.9C10.C43 


Gene No . 


5278 








Strand 


+ 


Start 


53 








End 


406 


Name 


OJ990423 05. 


9C10. 


C43.ol 


. gs 


Method 


GENSCAN 


Start 


53 








End 


406 


GI 


none 








Score 


.47 


Exons 


53. .202, 341. .406 








Seq. No. 


2549 








Seq. ID 


OJ990423_05.9C10.C43 


Gene No. 


5279 








Strand 




Start 


5279 








End 


11709 


Name 


OJ990423 05. 


9C10. 


C43.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3677 ~ 








End 


4100 


GI 


none 








Score 


. 95 


Exons 


3677. .3844, 


3678. 


.3788, 


3788. 


.3862, 3789. .3851, 3851. .4099, 




3851. .4099, 


3879. 


.4100 








Seq. No. 


2549 








Seq. ID 


OJ990423_05.9C10.C43 


Gene No . 


5279 








Strand 




Start 


5279 








End 


11709 


Name 


OJ990423 05. 


9C10. 


C43.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3731 








End 


4048 


GI 


none 








Score 


75 


Exons 


3731. .4006, 


3734. 


.4048, 


3747. 


.4043 




Seq. No. 


2549 








Seq. ID 


OJ990423_05.9C10.C43 


Gene No. 


5279 








Strand 




Start 


5279 








End 


11709 


Name 


* OJ990423 05. 


9C10. 


C43.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5089 








End 


5609 


GI 


none 








Score 


124 


Exons 


5089. .5307, 


5092. 


.5304, 


5294. 


.5392, 5307. .5411, 5406. .5459, 




5407. .5520, 


5408. 


.5458, 


5479. 


.5595, 5509.. 5607, 5511.. 5609 


Seq. No. 


2549 








Seq. ID 


OJ990423_05.9C10.C43 


UC11C IX \J * 


5279 








Strand 




Start 


5279 








End 


11709 


Name 


OJ990423 05. 


9C10. 


C43.o3 


.gs 


Method 


GENSCAN 


Start 


5279 








End 


11709 


GI 


none 








Score 


.58 


Exons 


5279. .5437, 


5707. 




9041. 


.9125, 9130.. 9201, 11651.. 1170! 



Seq. No. 2550 Seq. ID OJ990423_05.9C10.C44 



2617 



Gene No. 


5280 




Strand 


+ 


Start 


462 




End 


1502 


Name 


OJ990423 05.9C10.C44 


.ol.gs 


Method . 


GENSCAN ' 


Start 


4 62 




End 


1022 


GI 


none 




Score 


.71 


Exons 


462. .1022 








Seq. No. 


2550 




Seq. ID 


OJ990423_05. 9C10.C4 4 


Gene No. 


5280 




Strand 


+ 


Start 


4 62 




End 


1502 


Name 


OJ990423 05.9C10.C44 


. ol . np 


Method 


AAT/NAP 


Start 


4 62 




End 


1502 


GI 


4680203 




Score 


481 


Exons 


462. .1502 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 


Seq. No. 


2550 




Seq. ID 


OJ990423_05 . 9C10 .C4 4 


Gene No. 


5280 




Strand 


+ 


Start 


462 




End 


1502 


Name 


OJ990423 05.9C10.C44 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


816 




End 


1333 


GI 


none 




Score 


127 


Exons 


816. .1106, 914 . .937, 


1040. .1114, 1124. 


.1213, 1262.. 1333 


Seq. No. 


2550 




Seq. ID 


OJ990423_05.9C10.C4 4 


Gene No. 


5280 




Strand 


+ 


Start 


4 62 




End 


1502 


Name 


OJ990423 05.9C10.C44 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


914 




End 


1218 


GI 


none 




Score 


136 


Exons 


914. .937, 939. .1106, 


941. .1105, 1105.. 


1206, 1106.. 1213, 




1108. .1218 








Seq. No. 


2551 




Seq. ID 


OJ990423_05 . 9C10 .C4 5 


Gene No. 


5281 




Strand 


+ 


Start 


174 




End 


226 


Name . 


OJ990423 05.9C10.C45 


ol.gs 


Method 


GENSCAN 


Start 


174 ■ 




End 


226 


GI 


none 




Score 


.89 


Exons 


174 . .226 








Seq. No. 


2552 




Seq. ID 


OJ990423_05 . 9C10 .C4 6 


Gene No. 


5282 




Strand 




Start 


43 




End 


128 


Name 


OJ990423 05.9C10.C46. 


ol.gp 


Method 


AAT/GAP 


Start 


43 




End 


128 


GI 


uC-osrocyp014d02bl 




Score 


134 


Exons 


43. .128 








GI Descrip. 


•1002800 2.0e-33 (U33917) Cpm7 [Craterostigma plantagineum] 


Seq. No. 


2553 




Seq. ID 


OJ990423_05.9C10.C47 


Gene No. 


5283 




Strand 




Start 


17 




End 


580 


Name 


OJ990423 05.9C10.C47. 


ol . gs 


Method 


GENSCAN 


Start 


17 




End 


580 


GI 


none 




Score 


.46 


Exons 


17. .580 









2618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exohs 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2554 Seq. ID OJ990423_05 . 9C10 . C4 9 

5284 Strand 

101 End 358 

OJ990423_05 . 9C10 . C49 . ol . tm Method TBLASTX : Maize 

68 End 358 

none Score 54 

68. .358, 88. .153, 99. .299, 110. .358 



2554 
5284 
101 

OJ990423_05.9C10.C49.ol.gs 

101 

none 

101. .325 



2555 
5285 
108 

OJ990423 

108 

none 

108. .220 



05.9C10.C50.ol.gs 



2556 
5286 
379 

OJ990423_ 

379 

none 

379. .501 

2557 
5287 
535 

OJ990423_ 

535 

none 

535. .587 

2558 
5288 
1 

OJ990423_ 
1 

2586082 
1. .449 
(U72725) 

2558 
5288 
1 

OJ990423_ 
20 

none 
20. .337, 



05. 9C10.C51.ol.gs 



05.9C10.C53.ol.gs 



Seq. ID QJ990423_Q5.9C10.C49- 
Strand 

End 358 

Method GENSCAN 

End 325 



Score 



,89 



Seq. ID OJ990423_05.9C10.C50 

Strand + 

End 220 

Method GENSCAN 

End 220 

Score .7 



Seq. ID OJ990423_05.9C10.C51 
Strand 

End 501 

Method GENSCAN 

End 501 



Score 



.73 



Seq. ID OJ990423_05.9C10.C53 

Strand 

End 587 

Method GENSCAN 

End 587' 



Score 



,72 



Seq. ID OJ990423_05.9C10.C56 
Strand + 
End 44 9 



Method AAT/NAP 
End 449 



05.9C10.C56.ol.np 

Score 399 
retrofit [Oryza longistaminata] 



05. 9C10.C56.ol.tm 
28. .336 



Seq. ID OJ990423_05.9C10.C56 

Strand + 

End 4 49 

Method TBLASTX: Maize 

End 337 

Score 272 



2619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2558 
5288 
1 

OJ990423_05 . 9C10 . C56 . ol . tw 
34 

none 



Seq. ID OJ990423_05.9C10.C56 

Strand + 

End 449 

Method TBLASTX : Wheat 

End 448 

Score 197 



34.-87, 176. .448, 179. .301, 226. .423 



Seq. No. . 2559 
Gene No. 5289 
Start 1 

Name OJ990423_05 . 9C10 . C59 . ol . np 

Start 1 
GI 82264 
Exons 1..59, 484.. 555, 641.. 695 

GI Descrip. ubiquinol — cytochrome-c reductase (EC 1.10.2.2) cytochrome cl 
precursor (clone pC(l)8I) - potato (fragment) 
gi|498789|emb|CAA56109| (X79597) cytochrome cl [Solanum 
tuberosum] 



Seq. ID OJ990423_05.9C10.C59 
Strand 

695 

AAT/NAP 
695 
159 



End 

Method 

End 

Score 



S ST 



S 57 

H 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2559 
5289 
1 

OJ990423_05 . 9C10 . C59 . ol . tc 

428 

none 



Seq. ID OJ990423_05.9C10.C59 
Strand 

End 695 

Method TBLASTX : Cress 

End 69.5 

Score 98 



428. .556, 476. .547, 478. .573, 641. .694, 645.-695 



2559 
5289 
1 

OJ990423_05 . 9C10 . C59 . ol . tm 

481 

none 



Seq. ID OJ990423_05.9C10.C59 
Strand 

End 695 

Method TBLASTX: Maize 

End 695 

Score 98 



481. .573, 484. .558, 636. .695, 641. .694 



2559 ' 

5289 

1 

OJ990423_05 . 9C10 . C59 . ol . ts 

481 

none 



Seq. ID OJ990423_05.9C10.C59 

Strand 

End 695 

Method TBLASTX : Soybean 

End 695 . 

Score 82 



481. .573, 488.-547, 641. .694, 645. .695 



Seq. No. 2559 
Gene No. 5289 
Start 1 

Name OJ990423_05 . 9C10 .€59 . ol . gp 

Start 484 
GI 10672_1.R1084 
Exons 484.. 555, 641.. 695 

GI Descrip. 1 82264/pir | | S20015 1.0e-132 ubiquinol — cytochrome-c reductase 
(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
• (fragment) >gi_4 98789_emb_CAA56109_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



Seq. ID OJ990423_05.9C10.C59 
Strand 

End 695 

Method AAT/GAP 

End 695 

Score 211 



2620 



Seq. No. 2559 Seq. ID 

Gene No. 5289 Strand 

Start 1 -End 
Name * OJ990423_05.9C10.C59.ol.gs Method 

Start 484 End 

GI none Score 

Exons 484.. 545 



OJ990423_05.9C10.C59 
695 

GENSCAN 

545 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2560 Seq. ID 

5290 Strand 
1 End 
OJ990423_05 . 9C10 . C60 . ol . np Method 
1 End 
4378066 Score 
1..392, 722. .776 

(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ990423_05.9C10.C60 
776 

AAT/NAP 

776 

193 



Seq. No. 2560 Seq. ID 

Gene No. 5290 Strand 

Start 1 End 

Name OJ990423J35 . 9C10 . C60 . o2 . gs Method 

Start , .453 End 

GI . none Score 

Exons 453.. 704 



OJ990423_05.9C10.C60 
776 

GENSCAN 

704 

.99 



Seq. No. 2561 

l Ji Gene No. 5291 

□ Start 71 ' 

Ly Name OJ990423_05 . 9C10 . C63 . ol . gs 

i j Start 71 

rjj GI none 

! ~ Exons 71.. 1355 



Seq. ID OJ990423_05.9C10.C63 

Strand + 

End 1368 

Method GENSCAN 

End 1355 

Score .62 



Seq. No. 2561 

Gene No. 5291 . 

Start 71 

Name OJ990423_05.9C10.C63.ol.tc 

Start 539 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

539. .772, 542. .931, 601. .825, 628. .828, 725. .1330, 845. .1000, 
854. .952, 871. .1017, 1081. .1215, 1085. .1366, 1157. .1312, 
1300. .1359 



OJ990423_05.9C10.C63 
+ 

1368 

TBLASTX: Cress 

1366 

128 



Seq. No. 2561 

Gene No. 5291 

Start 71 

Name OJ990423_05 . 9C10 . C63 . ol . tm 

Start 539 

GI none 

Exons 539..724, 625.. 762, 626.. 931, 
1109.. 1366, 1109.. 1366, 1151, 



Seq. ID OJ990423_05.9C10.C63 

Strand + 

End 1368 

Method ■ TBLASTX: Maize 

End 1368 

Score 106 

724. .951, 755. .1213, 1108. .1362, 
.1312, 1279. .1368 



Seq. No. 
Gene No. 
Start 



2562 
5292 
380 



Seq. ID 

Strand 

End 



OJ990423 05.9C10.C65 



672 



2621 



y 

3 

y 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990423_05 . 9C10 . C65 . ol . gs 

380 

none 

380.. 460, 589.. 661 



Method GENSCAN 
End 661 
Score .49 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423 05.9C10.C65 



672 

AAT/GAP 

672 

207 



2562 
5292 
380 

OJ990423_05 . 9C10 . C65 . ol . gp 
554 ■ 

13842JL.R1084 
554. .672 

• 133872/sp| P29344 | RR1_SPI0L 
CHLOROPLAST PRECURSOR (CS1) 

protein SI, chloroplast - spinach >gi_322404_pir_ 
subunit ribosomal protein CS1, CS-S2 - spinach 
>gi_18060_emb_CAA4 6927_ (X66135) ribosomal protein SI [Spinacia 
oleracea] >gi_170143 (M82923) chloroplast ribosomal protein SI 
[Spinacia oleracea] 1 



5.0e-58 30S RIBOSOMAL PROTEIN SI, 

>gi_282838j?ir S264 94 ribosomal 

A44121 small 



Seq. No. 


2563 


Seq. ID 


OJ990423_ 


05. 


9C10 


.C66 


Gene No. 


5293 


Strand 


+ 








Start 


64 


End 


631 








Name 


OJ990423 05.9C10.C66.ol.gs 


Method 


GENSCAN 








Start 


64 


End 


631 










none 


Score 


.91 








Exons 


64. .273, 344. .631 












Seq. No. ' 


2564 


Seq. ID 


OJ990923_ 


09. 


9C23 


.CI 


Gene No. 


5294 


Strand 


+ 








Start 


157 


End 


864 








Name 


OJ990923 09.9C23.Cl.ol.gs 


Method 


GENSCAN 








Start 


157 


End 


864 








GI 


none 


Score 


.56 








Exons 


157. .393, 477. .744, 749. .864 












Seq. No. 


2564 


Seq. ID 


OJ990923_ 


09. 


9C23 


.CI 


Gene No. 


5295 


Strand 


+ 








Start 


3359 


End 


6660 








Name 


OJ990923 09.9C23.Cl.o2.gp 


Method 


AAT/GAP 








Start 


3298 


End 


3727 








GI 


LIB3479-006-Q6-K1-B11 


Score 


640 








Exons 


3298. .3727 












GI Descrip.. 


'5734 616/dbj | AP000391 . 1 | AP000391 l.Oe- 


110 Oryza 


sativa ■ 


genomic 




DNA, chromosome 6, clone : P0538C01 1 










Seq. No. 


2564 


Seq. ID 


OJ990923_ 


09. 


9C23 


.CI 


Gene No. 


5295 


Strand 


+ 








Start 


3359 


End 


6660 








Name 


OJ990923 09.9C23.Cl.o3.gs 


Method 


GENSCAN 








Start 


3359 


End 


6660 








GI 


none 


Score 


.92 








Exons 


3359.. 3499, 3667.. 3760, 5396. 


.5457, 6325. .6660 








Seq.- No. 


2564 


Seq. ID 


OJ990923_ 


_09. 


9C23 


.CI 


Gene No. 


5296 


Strand 










Start 


1039 


End 


,3508 









2622 



3 

F 5 

ij 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990923_09 . 9C23 . CI . o2 . gs Method 
1039 End 
none Score 
1039.. 1517, 1735.. 1783, 2077.. 2226 



2564 
5296 
1039 

OJ990923_09. 9C23 . CI . ol . np 

1045 

1170092 

1045.. 1517, 1735.. 1783, 2077 
GLUTATHIONE S-TRANSFERASE IV 



GENSCAN 

2226 

.94 



OJ990923 09.9C23.C1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2232 
(GST-IV) 

gi|1076807|pir| IS52037 glutathione transferase (EC 2.5.1.18) 27K 
chain - maize gi 1529015 (U12679) glutathione S-transf erase IV 
[Zea mays] gi I 695789 | emb | CAA56047 | (X79515) glutathione 
transferase [Zea mays] gi 1 1094866 1 prf I I 2106424A glutathione 
S-transferase:ISOTYPE=IV [Zea mays] 



3508 

AAT/NAP 

2232 - * 

612 

(GST-27) (GST CLASS PHI) 



2564 Seq. ID 

5296 Strand 

1039 - End 
OJ990923_09 . 9C23 . CI . ol . gp Method 
1080 End 
16273 2.R1084 , Score 



OJ990923_09.9C23.C1 

3508 
AAT/GAP 
2301 
1324 



1080.. 1517, 1735.. 1783, 2077.. 2301 

'1170092/sp|P46420|GTH4_MAIZE 2.0e-66 GLUTATHIONE S-TRANSFERASE 

IV (GST-IV) (GST-27) (GST CLASS PHI) >gi_1076807_pir S52037 

glutathione transferase (EC 2.5.1.18) 27K chain - maize 
>gi_529015 (U12679) glutathione S-transf erase IV [Zea mays] 
>gi_69578 9_emb_CAA56047_ (X79515) glutathione transferase [Zea 

mays] >gi_1094866_prf 2106424A- glutathione 

S-transferase:ISOTYPE=IV [Zea mays] 1 



Seq. No. 


2564 


Seq. ID 


OJ990923 


Gene No. 


5296 


Strand 




Start 


1039 


End 


3508 


Name 


OJ990923 09.9C23.Cl.o2. 


np Method 


AAT/NAP 


Start 


1259 


End 


3508 


GI 


6539570 


Score 


205 


Exons 


1259.. 1444, 3091.. 3164, 


3323. .3508 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


2564 


Seq. ID 


OJ990923 


Gene No. 


5297 


Strand 




Start 


3644 


End 


3721 


Name 


OJ990923 09.9C23.Cl.o3. 


np Method 


AAT/NAP 


Start 


3644 


End . 


3721 


GI 


6630699 


Score 


101 


Exons 


3644. .3721 






GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi| 6721536 |dbj IBAA89566 


.11 (AP001073) 


hypotheti 




[Oryza sativa] 






Seq. No. 


'2564 


Seq. ID 


OJ990923 


Gene No. 


5298 


.Strand 




Start 


7070 


End 


8361 



2623 






Name 


OJ990923_09 


.9C23 


.Cl.ol. 


tm 


. Method 


TBLASTX: Maize 




Start 


996 








End 


2226 




GI 


none 








Score 


153 




Exons 


996. . 1040, 


1058". 


.1273, 


1072. . 


1431, 1258.. 1296, 1366.. 1449, 






1469. . 1525, 


1471 


. .1518, 


1724. 


.1792, 2077. .2226, 2077. .2226 




Seq. No. 


' 2564 








Seq. ID 


OJ990923_09.9C23.C1 




Gene No. 


5298 








Strand 






Start 


7070 








End 


8361 




Name 


OJ990923_09 


.9C23 


.Cl.ol. 


tw 


. Method 


TBLASTX: Wheat 




Start 


1072 








End 


1792 




GI 


none 








Score 


154 . 




Exons 


1072. . 1338, 


1073 


. .1270, 


1348. 


.1518, 1369. .1512, 1478. .1558, 






L724 . . 1792 














Seq. No. 


2564 








Seq. ID 


OJ990923_09.9C23.C1 




Gene No. 


5298 








Strand 






Start 


7070 








End 


8361 




Name 


OJ990923_09 


. 9C23 


.CI .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1085 








End 


2226 




GI 


none 








Score 


93 




Exons 


1085.. 1270, 


1087 


. .1518, 


1724 . 


.1789, 2077.. 2226 




Seq. No. 


2564 








Seq. ID 


OJ990923_09. 9C23.C1 




Gene No. 


5298 








Strand 






Start 


7070 








End 


8361 


"t sf 

m 


Name 


OJ990923_09 


. 9C23 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


; ! ; i 


Start 


1202 








End 


1789 




GI 


none 








Score 


80 


L J 


Exons 


1202. .1270, 


1204 


. .1428, 


1471. 


.1518, 1709. .1789 




Seq. No. 


2564 








Seq. ID 


OJ990923_09.9C23.C1 


ru 


Gene No . 


5298 








Strand 






Start 


7070 








End 


,8361 




Name 


OJ990923_09 


. 9C23 


.CI .o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2077 








End 


2244 


'"4 


GI 


none 








Score 


197 




Exons 


2077 . .2244, 


2077 


. .2238 








1 


Seq. No. 


2564 








Seq. ID 


OJ990923_09. 9C23.C1 




Gene No. 


5298 








Strand 




□ 


Start 


7070 








End 


8361 




Name 


OJ990923_09 


. 9C23 


.CI ,o4 . 


gs 


Method 


GENSCAN 




Start 


7070 








End 


8361 




GI 


none 








Score 


.54 




Exons 


7070. .7226, 


8357 


. .8361 










Seq. No. 


2565 








Seq. ID 


OJ990923_09. 9C23.C2 




Gene No. 


5299 








Strand 


+ 




Start 


743 








End ■ 


1060 




Name 


OJ990923 09 


. 9C23 


.C2.ol. 


gs 


Method 


GENSCAN 




Start 


743 








End 


1060 




GI 


none 








Score 


.56 




Exons 


743. .1060 














Seq.' No. 


2565 








Seq. ID 


OJ990923_09. 9C23.C2 




Gene No. 


5300 








Strand 





2624 



Start 


1521 








End 


3960 








Name 


OJ990923_09 


. 9C23. 


C2.o2. 


gs 


Method 


GENSCAN 








Start 


1521 








End 


3960 








GI 


none 








Score 


.61 








Exons 


1521. . 1532, 


2695. 


.2880, 


3753. 


. 3960 










Seq. No. 


2566 








Seq. ID 


OJ990923 


09. 


9C23 


.C3 


Gene No. 


5301 








Strand 


+ 








Start 


5696 








End 


7209 








Name 


OJ990923 09 


. 9C23. 


C3.o2. 


gs 


Method 


GENSCAN . 








Start 


5696 








End 


7209 








GI 


none 








Score 


.51 








Exons 


5696... 5706, 


6422. 


. 6533, 


7036. 


.7209 










Seq. No. 


2566 








Seq. ID 


OJ990923_ 


09. 


9C23 


.C3 


Gene No. 


5302 








Strand 










Start 


1280 








End 


4121 








Name 


OJ990923_09 


. 9C23. 


C3.ol. 


gs 


Method 


GENSCAN * 








Start 


1280 






End 


4082 








GI 


none 








Score 


.96 








Exons 


1280. . 1678, 


1732. 


. 1904, 


2215. 


.2388, 3303. .3318, 


3727. .3904, 




4021. .4082 


















Seq. No. 


. 2566 








Seq. ID 


OJ990923_ 


09. 


9C23 


.C3 


Gene No. 


5302 








Strand 










Start 


1280 








End 


4121 ■ 








Name 


OJ990923 09 


.9C23. 


C3.ol. 


np 


Method 


AAT/NAP 








Start 


1286 








End 


4121 








GI 


1854443 








Score 


1059 








Exons 


1286. .1904, 


2215. 


.2386, 


3648. 


.3904, 4021.. 4121 








GI Descrip. 


(D83970) CPRD8 protein 


[Vigna 


unguiculata] 








Seq. No. 


2566 








Seq. ID 


OJ990923_ 


09. 


9C23 


.C3 


Gene No. 


5302 








Strand 










Start 


1280 








End 


4121 








Name 


OJ990923 09 


.9C23. 


C3.ol. 


gp 


Method 


AAT/GAP 








Start 


1324 








End 


2358 








GI 


19180 1.R1084 






Score 


1386 








Exons 


1324. .1904, 


2215. 


.2358 















GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 388235 6/gb | AAC78441 . 1 | 2.0e-77 (U92460) 12-oxophytodienoate 
reductase OPR2 [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



2566 
5303 
9053 

OJ990923_09, 

1298 

none 

1298. .1552, 
1688. .1906, 
2316. .2399, 
9071. . 9322, 
9740. . 9814, 
10382. .1052E 

2566 
5303 



9C23.C3.ol. ts 



Seq. ID OJ990923_09.9C23.C3 
Strand 

End 11701 
Method TBLASTX : Soybean 
End 11582 
Score 96 

1307. .1555, 1604. .1684, 1605. .1646, 1684. .1905, 
2213. .2308, 2214. .2303, 2220. .2312, 2315. .2392, 
2334. .2381, 3657. .3713, 3712. .3906, 4014. .4079, 
9072. .9203, 9369. .9674, 9370. .9651, 9739. .9840, 
9859. .9900, 10031. .10138, 10032. .10139, 
, 10383. .10526, 11499. .11582 



Seq. ID 
Strand 



OJ990923 09.9C23.C3 



2625 



13 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9053 

OJ990923_09 . 9C23 . C3 . ol . tc 

1310 

none 



11701 

TBLASTX: Cress 

11582 

117 



, End 
Method 
End 
Score 

1310. .1552, 1329. .1433, 1503. .1547, 1604. .1684, 1684. .1905, 
1700. .1906, 2213. .2302, 2214. .2297, 2315. .2392, 3648. .3713, 
3649.. 3714, 3712.. 3906, 3716.. 3766, 3851.. 3907, 4003.. 4068, 
4014.. 4073, 9071.. 9322, 9072.. 9203, 9131.. 9256, 9369.. 9674, 
9370.. 9642, 9739.. 9840, 9859.. 9900, 10019 .. 1014 4 , 10020 1014 5, 
10382. .10528, 10383 .. 10526, 11529.. 11582 



2566 
5303 
9053 

OJ990923_09 . 9C23 . C3 . ol . tm 
1328 
none 

1328.. 1555, 1331.. 1552, 1604 
1685.. 1906, 2213.. 2311, 2214 
3657.. 3716, 3712.. 3906, 3716 
4015. .4068, 9068. .9322, 9096. .9203, 9360 
9739.. 9786, 9739.. 9825, 9848.. 9901, 9859 
10032. .10145, 10038. .10163, 10382 10528 , 10383 10526, 
11529. .11582 



Seq. ID OJ990923_09.9C23.C3 
Strand 

11701 

TBLASTX: Maize 
11582 
155 

.1649, 1684. .1905, 
.2392, 2316.. 2381, 
.3907, 4014.. 4073, 
,9674, 9373. .9651, 
,9900, 10031. .10144, 



End 

Method 
End 
Score 

.1696, 1605 
.2312, 2315 
.3766, 3851 



Seq. No. 


2566 




Seq. ID 


OJ990923_09.9C23. 


C3 


Gene No. 


5303 




Strand 






Start 


9053 




End 


11701 




Name 


OJ990923 09. 


9C23.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3660 




End 


10526 




GI 


none 




Score 


91 




Exons 


3660. .3713, 


3661.. 3765, 3673. 


.3714, 3712. .3906, 3848. .3907, 




4003. .4074, 


4014.. 4067, 10029 


. .10145, 


10031. .10144, 






10382. .10525 


\, 10383.. 10526 








Seq. No. 


2566 




Seq. ID 


OJ990923_09.9C23. 


C3 


Gene No. 


5303 




Strand 






Start 


9053 




End 


11701 




Name 


OJ990923 09. 


9C23.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


6267 




End 


6467 




GI 


none 




Score 


200 




Exons 


6267. .6467 










Seq. No. 


2566 




Seq. ID 


OJ990923JD9.9C23. 


C3 


Gene No. 


5303 




Strand 






Start 


9053 




End 


11701 




Name 


OJ990923 09. 


9C23.C3.o3.gs 


Method 


GENSCAN 




Start 


9053 




End 


11701 




GI 


none 




Score 


.89 




Exons 


9053. .9299, 


9370.. 9685, 9741. 


.9881, 10021. .10602, 11640. 


.11701 


Seq. No. 


2566 




Seq. ID 


OJ990923_09.9C23. 


C3 


Gene No. 


5303 




Strand 






Start 


9053 




End 


11701 




Name 


OJ990923 09. 


9C23.C3.o2.np 


Method 


AAT/NAP 




Start 


. 9062 




End 


11616 




GI 


3882356 




Score 


935 





2626 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9062. .9667, 9741. .9914, 10015 .. 10144 , 1037 6 10523, 11539. .11616 
(U92460) 12-oxophytodienoate reductase OPR2 [Arabidopsis 
thalianaf gi | 6143903 | gb|AAF04449. 1 |AC010718_18 (AC010718) 
12-oxophytodienoate reductase (OPR2) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 09.9C23.C4 



2567 
5304 
582 

OJ990923_09 . 9C23 . C4 . ol . gp 
266 

LIB3431-045-P1-N1-A10 
266.. 375, 1738.. 2081 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



3501 
AAT/GAP 
2081 
821 



2567 
5304 
582 

OJ990923_09 . 9C23 . C4 . ol . gs 

582 

none 



Seq. ID OJ990923_09.9C23.C4 
Strand 

End 3501 

Method GENSCAN 

End 34 57 

Score . 6 



582. .740, 1192. .1269, 1336. .1494, 1654. .1760, 2217. .2419, 
2424. .2471, 2535. .2716, 2756. .2821, 2912. .3009, 3041. .3161, 
3254.. 3457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2567 
5304 
582 

OJ990923_09.9C23.C4 .ol.np 



OJ990923 09.9C23.C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2535. .2666, 2912. .3009, 3254. .3501 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



2185 
5441880 
2185. .2419, 



3501 
AAT/NAP 
3501 
1117 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 09.9C23.C4 



2567 
5304 
582 

OJ990 92 3_0 9 . 9C2 3 . C4 . o2 . gp 
3262 

LIB3475-007-P1-K1-G8 
3262.. 3501 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



3501 
AAT/GAP 
3501 
453 



2568 Seq. ID 

5305 Strand 

155 End 

OJ990923_09 . 9C23 . C5 . ol . gs Method 

155 End 

none Score 



OJ990923_09.9C23.C5 

2335 
GENSCAN 
2335 
.44 



155. .364, 539. .775, 789. .817, 963. .1040, 1480. .1775, 1977. .2335 



Seq. No. 
Gene No. 



2568 
5305 



Seq. ID 
Strand 



OJ990923 09.9C23.C5 



2627 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



155 End 2335 

OJ990923_09 . 9C23 . C5 . ol . np Method AAT/NAP 
445 End 2229 

5441880 " Score 1320 

445. .775, 880. .1040, 1600. .1915, 2174. .2229 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand' 

End 

Method 

End 

Score 



OJ990923 09.9C23.C6 



2569 
5306 
1 

OJ99092 3_0 9 . 9C2 3 . C6 . ol . np 
1 

5441880 
1. .305 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



671 

AAT/NAP 

305 

501 



IMS 

u 



ry 



I.JL 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2569 Seq. ID 

5306 Strand 
1 End 
OJ990923_09 . 9C23 . C6 . ol . gs Method 
91 End 
none Score 
91. .671 

2570 Seq. ID 

5307 Strand 
171 End 
OJ990923_09 . 9C23 . C7 . ol . gs Method 
171 End 
none Score 
171. .221, 2409. .2611, 2801. .2921 

2570 Seq. ID 

5308 Strand 
3336 End 
OJ990923_09. 9C23 . C7 . o3 . np Method 
3336 End 
6721512 Score 
3336.. 3356, 4951.. 5032 

(AP001072) hypothetical protein [Oryza sativa] 



OJ990923_09.9C23.C6 
671 

GEN SCAN 
671 
.45 



OJ990923_09.9C23.C7 
+ 

2921 
GENSCAN 
2921 
.61 



OJ990923_09.9C23.C7 
+ 

5032 
AAT/NAP 
5032 
58 



2570 Seq. ID 

5308 Strand 
3336 End 
OJ990923_09. 9C23 . C7 . ol . gp Method 
3901 End 
90742_1.R1084 Score 
3901. .3979 

'5734616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone :P0538C01 1 



OJ990923_09.9C23.C7 
+ 

5032 
AAT/GAP 
3979 
103 



Seq. No.. 
Gene No. 



2570 
5309 



Seq. ID OJ990923_09.9C23.C7 
Strand + 



2628 



3 

y 



Start 


5107 


End 


9566 






Name 


OJ990923 09.9C23.C7.o2.gs 


Method 


GENSCAN 






Start 


5107 * * 


End 


8769 






GI 


none 


Score 


.73 






Exons 


5107.. 5191, 5363.. 5448, 6231. 


.6523, 7392.. 7477, 


8330. .8769 


Seq. No. 


2570 


Seq. ID 


OJ990923 


09. 9C23 


. C7 


Gene No. 


5309 


Strand 


+ 






Start 


5107 


End 


9566 






Name 


OJ990923 09.9C23.C7.o4.np 


Method 


AAT/NAP 






Start 


8016 


End 


9566 






GI 


6907086 


Score 


1108 






Exons 


8016. .8800, 8861. .9051, 9130. 


.9566 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva] 






Seq. No. 


2570 


Seq. ID 


OJ990923 


09. 9C23 


. C7 


Gene No. 


5310 


Strand 


+ 






Start 


13413 


End 


15094 






Name 


OJ990923 09.9C23.C7.o6.np 


Method 


AAT /NAP 






Start 


13413 


End 


15094 






GI 


6539588 


Score 


190 






Exons 


13413. .13731, 15065.. 15094 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No.- 


2570 


Seq. ID 


OJ990923_ 


09.9C23 


.C7 


Gene No. 


5311 


Strand 








Start 


1122 


End 


4444 






Name 


OJ990923 09.9C23.C7.o2.np 


Method 


AAT/NAP 






Start 


1122 


End 


4444 






GI 


6721512 


Score 


80 






Exons 


1122. .1149, 2509.. 2536, 2579. 


.2710, 2738..2826, 


4412. .4444 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2570 


Seq. ID 


OJ990923_ 


09.9C23 


,C7 


Gene No. 


5312 


Strand 








Start 


6130 


End 


6627 






Name 


OJ990923 09.9C23.C7.o2.gp 


Method 


AAT /GAP 






Start 


6130 


End 


6627 






GI 


38782 1.R1084 


Score 


809 






Exons 


6130. .6627 











GI Descrip. 1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


2570 




Seq. ID 


OJ990923 


Gene No. 


5313 




Strand 




Start 


11391 




End 


12286 


Name 


OJ990923 09.9C23.C7 


. o3 . gs 


Method 


GENSCAN 


Start 


11391 




End 


12286 


GI 


none 




Score 


.97 


Exons 


11391. .11848, 11988 


. .12036, 


12137. .12286 


Seq. No. 


2570 




Seq. ID 


OJ990923 


Gene No. 


5313 




Strand 




Start 


11391 




End 


12286 


Name 


OJ990923 09.9C23.C7 


. o5 .np 


Method 


AAT/NAP 


Start 


H394 




End 


12286 


GI 


4127352 




Score 


779 



2629 




Exons 11394. .11848, 11988 .. 12036, 12137.. 12286 

GI Descrip. (AJ010451) glutathione transferase [Alopecurus myosuroides] 



Seq. No. 


2570 




Seq. ID 


OJ990923_09 . 9C23 


.C7 


Gene No. 


5314 




Strand 


— 




Start 


15617 




End 


15763 




Name 


OJ990923 09.9C23.C7. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


606 




End 


873 




GI 


none 




Score 


53 




Exons 


606. .761, 670. .741, 


768. .863, 787. .873 






Seq. No. 


2570 




Seq. ID 


OJ990923_09.9C23 


.C7 


Gene No. 


5314 




Strand 






Start 


15617 




End 


15763 




Name 


OJ990923 09.9C23.C7. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


798 




End 


1271 




GI 


none 




Score 


95 




Exons 


798. .866, 900. .968, 


999. .1271, 1087. .1206 




Seq. No. 


2570 




Seq. ID 


OJ990923_09.9C23 


.C7 


Gene No. 


5314 




Strand 






Start 


15617 




End 


15763 




Name 


OJ990923 09.9C23.C7. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


11397 




End 


12187 




GI 


none 




Score 


103 




Exons 


11397. .11486, 11397. 


. 11858, 


11407. .11856, 11652. .11861, 






11774. .11863, 11989. 


. 12036, 


11993. .12037, 12137. .12187, 






12138. .12182 










Seq. No. 


2570 




Seq. ID 


OJ990923_09.9C23 


.C7 


Gene No. 


5314 




Strand 






Start 


15617 




End 


15763 




Name 


OJ990923 09.9C23.C7. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


11403 




End 


12277 




GI 


none 




Score 


142 




Exons 


11403. .11684, 11404. 


.11670, 


11667. .11795, 11670. .11810, 






11808. .11849, 11989. 


.12036, 


11999. .12037, 12137. .12277, 






12146. . 12262 










Seq. No. 


2570 ■ 




Seq. ID 


OJ990923_09.9C23 


.C7 


Gene No. 


5314 




Strand 






Start 


15617 




End 


15763 




Name 


OJ990923- 09.9C23.C7. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


11418 




End 


12042 




GI 


none 




Score 


65 




Exons 


11418. .11684, -11461. 


.11571, 


11691. .118 


49, 11989. .12042 




Seq. No. 


2570 




Seq. ID 


OJ990923_09.9C23 


.C7 


Gene No. 


5314 




Strand 






Start 


15617 




End 


15763 




Name" 


OJ990923 09.9C23.C7. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


11514 




End 


12305 




GI 


none 




Score 


94 




Exons 


11514. .11687, 11527. 


.11667, 


11673. .11774, 11787. .118 4 9, 






11989. .12042, 12143. 


.12238, 


12264.. 12305 




Seq. No. 


2570 . 




Seq. ID 


OJ990923_09. 9C23 


-C7 



2630 




Gene No. 


5314 


Strand 










Start 


15617 


End 


15763 








Name 


OJ990923_0 9 . 9C23 . C7 . o5 . gs 


- Method 


GEN SCAN 








Start 


15617 


End 


15763 








GI 


none 


Score 


.86 








Exons 


15617. . 15763 












Seq. No. 


2571 


Seq. ID 


OJ990923 


09. 


9C23 


.C9 


Gene No. 


5315 


Strand 


+ 








Start 


102 


End 


683 








Name 


OJ990923_09 . 9C23 . C9 . ol . gs 


Method 


GENSCAN 








Start 


102 


End 


683 








GI 


none 


Score 


. 66 








Exons 


102. .287, 489. . 683 












Seq. No. 


2572 


Seq. ID 


OJ990923_ 


09 . 


9C23 


.C10 


Gene No. 


5316 


Strand 










Start 


41 


End 


155 








Name 


OJ990923_09 . 9C23 . CIO . ol . gs 


Method 


GENSCAN 








Start 


41 


End 


155 








GI 


none 


Score 


. 87 








Exons 


41. . 155 












Seq. No. 


2573 


Seq. ID 


OJ990923_ 


09. 


9C23 


.Cll 


Gene No. 


5317 


Strand 










Start 


1 


End 


336 








Name 


OJ990923_09 . 9C23 . Cll . ol . np 


Method 


AAT/NAP 








Start 


1 


End 


336 








GI 


4680183 


Score 


371 








Exons 


1. .336 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


2573 


Seq. ID 


OJ990923_ 


09. 


9C23 


. Cll 


Gene No. 


5317 


Strand 










Start 


1 


End - 


336 








Name 


OJ990923_09. 9C23.C11 .ol .gs 


Method 


GENSCAN 








Start 


52 


End 


336 








GI 


none 


Score 


.85 








Exons 


52 . . 336 












Seq. No,. 


2574 


Seq. ID 


OJ990923_ 


09. 


9C23 


. C13 


Gene No. 


5318 


Strand 


+ 








Start 


1 


End 


139 








Name 


OJ990923_09. 9C23.C13.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


139 








GI 


5852178 


Score 


137 








Exons 


1. .139 












GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 










Seq. No. 


2574 


Seq. ID 


OJ990923_ 


09. 


9C23 


.C13 


Gene No. 


5319 


Strand 


+ 








Start 


45 


End 


161 








Name 


OJ990923 09.9C23.C13.ol.gs 


Method 


GENSCAN 








Start 


45 


End 


161 








GI 


none 


Score 


.76 








Exons 


45. .161 













2631 



•2 K? 
t, • 

'"4 



Seq. No. 


2574 


Seq. ID 


/-\ t a a a a o o a o 

OJ99Q92 o_oy 


A/"' O A T O 


Gene No. 


c o o a 

5320 


Strand 


+ 




Start 


579 - ' 


End 


. 1102 




Name 


OJ990923_09 . 9C23 . C13 . o2 . np 


Method 


AAT/NAP 




Start 


579 


End 


i i a o 




GI 


5852178 


Score 


254 




Exons 


579.. 875, 907.. 1102 








GI Descrip. 


(AL117265) zhbOOOo.l [Oryza 


sativa] 






Seq. No. 


2574 


Seq. ID 


/-\ TAAAAOO a a 

OJ990923_09 


A/~* 1 "D pi 1 

. 9C23 ..C13 


Gene No. 


5321 


Strand 






Start 


636 


End 


997 




Name 


OJ990923 09 . 9C23 . C13 . o2 . gs 


Method 


GENSCAN 




Start 


636 


End 


997 




GI 


none 


Score 


. 83 




Exons 


z — \ /-- o a /~ a a i a a i 

636.. 826, 901.. 997 








Seq. No. 


2575 


Seq. ID 


/-\ tAAAAOO aa 

OJ990923_09 


ao o a r>-\ A 

. 9C23 . C14 


Gene No. 


5322 


Strand 


+ 




Start 


617 


End 


3533 




Name 


OJ990923_09.9C23.C14.ol.gs 


Method 


GENSCAN 




Start 


617 


End 






GI 


none 


Score 


. 54 




Exons 


617.. 661, 870.. 950, 1380. .15 


69, 1625 . . 


, 1712 , 2440 . . 


2650, 




2777. .3055, 3060.. 3533 








Seq. No. 


2575 


Seq. ID 


^TAAAAO^ aa 

OJ990923 09 


. 9C23 . C14 


Gene No. 


5323 


Strand 






Start 


671 


End; . 


928 




Name 


OJ990923 09.9C23.C14.ol.gp 


Method 


AAT/GAP 




Start 


671 


End 


928 




GI 


61605 1.R1084. 


Score 


408 




Exons 


671.. 928 









GI Descrip. 



Seq. No. 
Gene No. 
Start ■' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



2575 
5324 
1907 

OJ990923_09 . 9C23 . C1'4 . o3 . gp 
1907 

101153JL.R1084 
1907. .2136, 2613. .2643 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ990923 09.9C23.C14 



3069 
AAT/GAP 
'2643 
411 



2575 Seq. ID 

5324 Strand 
1907 End 
OJ990923JD9. 9C23.C14 .ol.np Method 
2028 End 
5852178 Score 
2028.. 2125, 2627.. 2733, 2765.. 3069 
(AL117265) zhb0008.1 [Oryza sativa] 



2575 
5325 



Seq. ID 
Strand 



OJ990923_09.9C23.C14 

3069 
AAT/NAP 
3069 
279 



OJ990923 09.9C23.C14 



2632 



Start 
Name 
Start 
GI 

Exons 



4003 End 4941 

OJ990923_09-. 9C23 . C14 . o2 . gs Method GENSCAN 

4003 End 4941 

none Score . 51 

4003. .4011, 4209. .4333, 4782. .4941 



Seq. No. 2575 

Gene No. 5326 

Start 5607 

Name OJ990923_09 . 9C23 . C14 . o3 . gs 

Start 5607 

GI none 

Exons 5607.. 5721 



Seq. ID OJ990923_09.9C23.C14 
Strand 

End 5721 

Method GENSCAN 

End 5721 

Score .53 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



; g Seq. No. 
j!is Gene No. 
— Start 

Name 
O Start 
\J GI 
j.I Exons • 



2576 
5327 
1 

OJ990923_09.9C23.C15.ol.np 
1 

4127372 



Seq. ID OJ990923_09.9C23.C15 
Strand 

End 5592 

Method AAT/NAP 

End 2922 

Score 434 



1..50, 292.. 624, 1816.. 1864, 1958.. 2031, 2847.. 2922 
(AJ010454) glutathione transferase [Alopecurus myosuroides] 



2576 
5327 
1 

OJ990923_09.9C23.C15.ol.gs 

287 

none 



Seq. ID OJ990923_09.9C23.C15 
Strand 

.End " 5592 

Method GENSCAN 
End 5592 
Score .48 



287. .624, 1954. .2036, 2578. .2687, 4892. .5048, 5154. .5592 



2576 
5327 
1 

OJ990923_09.9C23.C15.ol.tw 

311 

none 



Seq. ID OJ990923_09.9C23.C15 
Strand 

End 5592 

Method TBLASTX : Wheat 

End 2011 

Score 153 



311. .625, 321. .629, 1818. .1865, 1829. .1876, 1958. .2011, 
1968. .2006 . 



Seq. No. 2576 

Gene No. 5327 

Start 1 

Name OJ990923_09 . 9C23 . C15 . o3 . tm 

Start 311 

GI none 
Exons 



Seq. ID OJ990923_09.9C23.C15 
Strand 

End 5592 

Method TBLASTX : Mai ze 

End 2008 

Score 45 

311. .442, 321. .443, 438. .542, 440. .586, 452. .565, 1818. .1877, 
1829. .187 6, 1958. .2008, 1959. .2003 



Seq. No. 2576 

Gene No. 5327 

Start 1 

Name OJ990923_09 . 9C23 . C15 . ol . tm 

Start 4313 

GI none 

Exons 4313.. 4642, 4640.. 4690 ' 



Seq. ID OJ990923_09.9C23.C15 
Strand 

End 5592 

Method TBLASTX: Maize 

End 4 690 

Score 69 



2633 




Seq. No. 


2576 








Seq. ID 


OJ990923 


_09. 


9C23 


. C15 


Gene No. 


5327 








Strand 










Start 


1 






- 


End 


5592 








Name 


OJ990923_09 


. 9C23 . 


C15 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4937 








End 


5240 








GI 


none 








Score 


74 








Exons 


4937 . . 5107, 


4973. 


.5104, 


5102 


..5218, 5109. .5240 








Seq. No. 


2576 








Seq. ID 


OJ990923_ 


_09. 


9C23 


. C15 


Gene No. 


5327 








Strand 










Start 


1 








End 


5592 








Name 


OJ990923_09 


. 9C23. 


C15 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4964 








End 


5447 








GI 


none 








Score 


103 








Exons 


4964 . . 5059, 


5099. 


. 5290, 


5109 


..5291, 5297. .5446, 


5298. .5447 


Seq. No. 


2577 








Seq. ID 


OJ990923 


_09. 


9C23 


-C16 


Gene No. 


5328 








. - Strand 


_ 






- 


Start 


1 








End 


1022 








Name 


OJ990923 09 


.9C23. 


C16.ol 


.np 


Method 


AAT/NAP 








Start 


1 








End 


1022 








GI 


2462134 








Score 


352 








Exons 


1. .1022 


















GI Descrip. 


(Y13368) reverse 


transcriptase [Beta 1 


vulgaris] 








Seq. No. 


2577 








Seq. ID 


OJ990923 


_09. 


9C23 


.C16 


Gene No. 


5328 








Strand 










Start 


1 








End 


1022 








Name 


OJ990923 09 


.9C23. 


C16.ol 


.gs 


Method 


GENSCAN 








Start 


133 








End 


542 








GI 


none 








Score 


.53 








Exons 


133. .542 


















Seq. No. 


2578 








Seq. ID 


OJ990923 


_09. 


9C23 


.C18 


Gene No. 


5329 








Strand 


-f 








Start 


6110 








End 


8970 








Name 


OJ990923 09 


.9C23.C18.o2 


.gs 


Method 


GENSCAN 








Start 


6110 








End 


7804 








GI 


none 








Score 


.72 








Exons 


6110. .6191, 


6970. 


.7136, 


7169 


..7379, 7452. '.7804 








Seq. No. 


2578 








Seq. ID 


OJ990923 


_09. 


9C23 


.C18 


Gene No. 


5329 








Strand 


+ 








Start 


6110 








End 


8970 








Name 


OJ990923 09 


.9C23. 


C18.o4 


.np 


Method 


AAT/NAP 








Start 


6171 








End 


8970 








GI 


5852179 








Score 


221 








Exons 


6171. .6191, 


7016. 


.7216, 


7291 


..7520, 8 


936. .8970 








GI Descrip. 


(AL117265) 


zhb0009.1 [Oryza 


sativa] 










Seq. No. 


2578 








Seq. ID 


OJ990923 


_09. 


9C23 


.C18 


Gene No. 


5330 








Strand 


-f 








Start 


19102 








End 


22200 








Name 


OJ990923 09 


.9C23. 


CI8.06 


.np 


Method 


AAT/NAP 








Start 


19102 








End 


22200 








GI 


66615 








Score 


35 








Exons 


19102. .19160, 21554. .21645, 


22134 . .22200 









2634 



GI Descrip. 



glutathione transferase (EC 2.5.1.18) I - maize 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2578 Seq. ID 

5331 Strand 

1 End 
O J990923_09 . 9C23 . C18 . ol . np Method 

1 End 

4680179 Score 

1..32, 264.. 2660, 2688.-3663, 4190 



OJ990923_09.9C23.C18 

4748 
AAT/NAP 
4278 
4061 
4278 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



2578 Seq. ID 

5331 Strand 

1 End 

OJ990923_09. 9C23 . C18 . o2 . np Method 

3952 End 

4512231 Score 
3952. .4748 

(AB014741) ORF0 protein [Oryza sativa] 



OJ990923_09.9C23.C18 

4748 
AAT/NAP 
4748 
1266 



2578 Seq. ID 

5332 Strand 
5923 End 
OJ990923_09 . 9C23 . C18 . o3 . np Method 
5923 End 
6063554 Score 
5923. .6095, 7139. .7188, 7272. .7491 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990923_09.9C23.C18 

7491 
AAT/NAP 
7491 
169 



2578 
5333 
8869 

OJ990923_09.9C23.C18.o3.gs 

8869 

none 



Seq. ID OJ990923_09.9C23.C18 
Strand 

End 11038 

Method GEN SCAN 

End 11038 

Score .78 



8869.. 9072, 10026 .. 10223, 10964.. 11038 



Seq. No. 2578 Seq. ID 

Gene No. 5334 Strand 

Start 14185 End 

Name OJ990923_09. 9C23.C18 . o4 .gs Method 

Start 14185 End 

GI none Score 
Exons 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



OJ990923_09.9C23.C18 

15563- 
GEN SCAN 
15563 
.91 



14185. .14648, 15283 .. 15331, 15414.. 15563 



2578 
5334 
14185 

OJ990923_09.9C23.C18.o5.np 

14191 

4127370 

14191. .14648, 15283. .15331, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_09.9C23.C18 

15563 
AAT/NAP 
15563 
816 



15414. .15563 



(AJ010453) glutathione transferase [Alopecurus myosuroides ] 
2578 Seq. ID OJ990923_09.9C23.C18 



2635 



Gene No. 5335 Strand 

Start 23387 End 

Name OJ990923_09. 9C23.C18 .o2 . ts Method 

Start 265 End 

GI none Score 

Exons 265.. 504, 275.. 493 



23560 

TBLASTX : Soybean 

504 

153 



Seq. No. 2578 

Gene No. 5335 

Start 23387 . - 

Name OJ990923_09. 9C23.C18 .o2. tc 

Start 271 

GI none 

Exons 271.. 411, 287.. 409, 412.. 594 



Seq. ID OJ990923_09.9C23.C18 
Strand 

End 23560 

Method TBLASTX : Cress 

End 594 

Score 84 



Seq. No. " 2578 

Gene No'. 5335 

Start 23387 

Name OJ99092 3_0 9 . 9C2 3 . C18 . o5 . tm 

Start 274 

GI none 

Exons 274.. 648, 275.. 649, 328.-675 



Seq. ID OJ990923_09.9C23.C18 
Strand 

End 23560 

Method TBLASTX : Mai ze 

End 675 

Score 185 



Seq. No. 2578 

il Gene No. 5335 

; ; l Start - 23387 

?ft Name OJ990923_09 . 9C23 . C18 . ol . tw 

pjj Start 291 

\* GI none 

□ Exons 291.. 557, 292.. 573, 292.. 864, 

ijii 

Seq. No. 2578 

Gene No. 5335 

Start 23387 

Name OJ990923_09 . 9C23 . C18 . ol . tm 

Start 858 

GI none 

Exons 858.. 1211, 865.. 1206 



Seq. ID OJ990923_09.9C23.C18 
Strand 

End 23560 

Method TBLASTX : Wheat 

End 864 

Score 139 

296. .649 

Seq. ID OJ990923_09.9C23.C18 
Strand 

End 23560 

Method TBLASTX : Mai ze 

End 1211 

Score 217 



Seq. No. 2578 

Gene No. 5335 

Start 23387 

Name OJ990923_09 . 9C23 . C18 . o2 . tw 

Start 865 

GI none 

Exons 865. .1281, 867. .1283 



Seq. ID OJ990923_09.9C23.C18 
Strand 

End 23560 
Method TBLASTX : Wheat 
End * 1283 

Score 313 



Seq. No. 2578 

Gene No. 5335 

Start 23387 

Name OJ990923_09 . 9C23 . C18 . o3 . ts 

Start 1029 

GI none 

Exons 1029.. 1277 



Seq. ID OJ990923_09.9C23.C18 
Strand 

End 23560 

Method TBLASTX : Soybean 

End 1277 

Score 203 



Seq. No. 
Gene No. 



2578 
5335 



Seq. ID OJ990923_09.9C23.C18 
Strand 



2636 





Start 


23387 








End 


23560 




Name 


OJ990923 09 


9C23. 


C18.o4 


.tm 


Method 


TBLASTX: Maize 




Start" 


1218 








End 


1565 




GI 


none 








Score 


135 




Exons 


1218. .1565, 


1219. 


.1497 










Seq. No. 


2578 








Seq. ID 


OJ990923_09. 9C23 




Gene No. 


5335 








Strand 






Start 


23387 








End 


23560 




Name 


. OJ990923 09 


9C23. 


C18.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1284 








End 


1586 




GI 


none 








Score 


247 




Exons 


1284. .1586, 


1285. 


.1545 










Seq. No. 


2578 








Seq. ID 


OJ990923_09.9C23 




Gene No . 


5335 








Strand 






Start 


23387 








End 


23560 




Name 


OJ990923 09 


9C23. 


C18.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1299 








End 


1694 




GI 


none 








Score 


172 




Exons 


1299. .1658, 


1309. 


.1542, 


1615. 


.1656, 1662. .1694, 1662. .1 




Seq. No. 


2578 








Seq. ID 


OJ990923 09.9C23 




Gene No . 


5335 








Strand 




3 


Start 


23387 








End 


23560 




Name 


OJ990923 09 


9C23. 


C18.o2 


. tm 


Method 


TBLASTX : Maize 


R 


Start 


1581 








End 


2052 


f : 


GI 


none 








Score 


74 




Exons 


1581. .2048, 


1810. 


.2052 










Seq. No. 


2578 








Seq. ID 


OJ990923_09.9C23 




Genp No . 


5335 








Strand 






Start 


23387 








End 


23560 


is? 


Name 


OJ990923 09 


9C23. 


C18.o4 


.tw 


Method 


TBLASTX: Wheat 


==. 


Start 


1635 








End 


2118 




GI , 


none 








Score 


225 


J 
-3. 


Exons 


1635. .2117, 


1638. 


.2093, 


1678. 


.2118 






Seq, No. 


2578 . 








Seq. ID 


OJ990923_09.9C23 




Gene No . 


5335 








Strand 






Start 


23387 








End 


23560 




Name 


OJ990923 09 


9C23. 


C18.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


1767 








End 


2081 




GI 


none 








Score 


198 




Exons 


1767. .2081 














Seq. No. 


2578 








Seq. ID 


OJ990923_09.9C23 




Gpnp No 


5335 








Strand 






Start 


23387 








End 


23560 




Name 


OJ990923 09. 


9C23. 


C18.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


2055 








End 


2246 




GI 


none 








Score 


106 




Exons 


2055. .2246, 


2101. 


.2208 










Seq. No. 


2578 








Seq. ID 


OJ990923_09.9C23 




Gene No. 


5335 








Strand 






Start 


23387 








End 


23560 



2637 



Name 


OJ990923 09.9C23.C18.o7.tw 


Method 


TBLASTX: Wheat 


Start 


2250 


End 


2603 


GI 


none 


Score 


68 


Exons 


2250.. 2603, 2325.. 2603 






Seq. No. 


2578 


Seq. ID 


OJ990923_09.9C23 




5335 


Strand 




Start 


23387 


• End 


23560 


Name 


OJ990923 09.9C23.C18.o6.tw 


Method 


TBLASTX : Wheat 


Start 


2937 


End 


3287 


GI 


none 


Score 


305 


Exons 


2937. .3287 






Seq. No. 


2578 


Seq. ID 


OJ990923_09.9C23 




5335 


Strand 




Start 


23387 


End 


23560 


Name 


OJ990923 09.9C23.C18.o6.tm 


Method 


TBLASTX: Maize 


Start 


2982 


-End 


3287 


GI 


none 


Score 


88 " 


Exons 


2982.. 3287, 3045.. 3287 






Seq. No. 


2578 


Seq. ID 


OJ990923_09.9C23 




5^35 
j j j j 


Strand 




Start 


23387 


End 


23560 


Name 


OJ990923 09.9C23.C18.o8.tw 


Method 


TBLASTX: Wheat 


Start 


3339 


End 


3537 


GI 


none 


Score 


127 


Exons 


3339.-3536, 3340.. 3537 






Seq. No. 


' 2578 


Seq. ID 


OJ990923_09.9C23 


OC11C L>HJ. 


5335 
•j j j *j 


Strand 




Start 


23387 


End 


23560 


Name 


OJ990923 09.9C23.C18.o5.ts 


Method 


TBLASTX : Soybean 


Start 


14194 


End 


15515 


GI 


none 


Score 


85 


Exons 


14194. .14289, 14314 .. 14 475, 


14587. .14649, 15420.. 15515 


Seq. No. 


2578 


Seq. ID 


.OJ990923_09.9C23 


Gene No. 


5335 


Strand 




Start 


23387 


End 


23560 


Name 


OJ990923 09 9C23 C18 o3 tw 


Method - 


TBLASTX: Wheat 


Start 


14203 


End 


21643 


GI 


none 


Score 


85 


Exons 


14203. .14286, 14203 .. 14 64 9, 


14204. .14656, 15282 .. 15320, 




15285. .15332, 15311. .15331, 


' 15414. .154 67, 15424. .154 65, 




21459. .21551, 21554. .21643 






Seq. No. 


2578 


Seq. ID 


OJ990923_09. 9C23 


Gene No. 


5335 


Strand 




O U a. -L 1_ 


23387 


End 


23560 


Name 


OJ990923_09 . 9C23 . C18 . o3 . tm 


Method 


TBLASTX: Maize 


Start 


14206 


End 


15554 


GI 


none 


Score 


122 


Exons 


14206. .14466, 14207 .. 14 4 67 , 


14373. .1441 


39, 14476. .14589, 




14476. .14592, 14 608 .. 14 661, 


15414. .15554 


Seq. No. 


2578 


Seq. ID 


OJ990923_09.9C23 



2638 






5335 








Strand 




Start 


23387 








End 


23560 


Name 


OJ990923 09. 


9C23 . 


C18.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


14218 








End 


15566 


GI 


none 








Score 


107 


Exons 


14218. .14472 


, 14476. .14568, 


14576. .14653, 15414.. 15566 


Seq. No. 


2578 








Seq. ID 


OJ990923 09.9C23.C18 




sj _> _/ 








Strand 




Start 


23387 








End 


23560 


Name 


OJ990923 09. 


9C23. 


C18.o5 


.gs 


Method 


GEN SCAN 


Start 


23387 








End 


23560 


GI 


none 








Score 


.96 


Exons 


23387. .23504 


, 23556.. 23560 






Seq. No. 


2579 








Seq. ID 


OJ990923_09.9C23.C19 




5336 








Strand 




Start 


6575 








End 


9229 


Name 


OJ990923 09. 


9C23. 


C19.02 


.tm 


Method 


TBLASTX: Maize 


Start 


1184 








■ End 


1505 


GI 


none 








Score 


133 


Exons 


1184. .1291, 


1192 . 


. 1287, 


1298 


. .1504, 1314 . . 1505 


Seq. No. 


2579 








Seq. ID 


OJ990923_09.9C23.C19 


Gene No. 


5336 








Strand 




Start 


6575 








End 


9229 


Name 


OJ990923 09. 


9C23 . 


C19.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1211 








End 


1721 


GI 


none 








Score 


55 


Exons 


1211. .1267, 


1222 . 


.1263, 


1296 


..1562, 1340. .1558, 1551. .1721, 




1613. .1714 












Seq. No. 


2579 








Seq. ID 


OJ990923_09.9C23.C19 




5336 








Strand 




Start 


6575 








End 


9229 


Name 


OJ990923 09. 


9C23. 


C19. ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1359 








End 


1727 


GI 


none 








Score 


258. 


Exons 


1359. .1727, 


1604. 


.1717 








Seq. No. 


2579 








Seq. ID 


OJ990923_09.9C23.C19 


Gene No. 


5336 








Strand 




Start 


6575 








End 


9229 


Name 


OJ990923 09. 


9C23. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1505 








End 


1922 


GI 


none 








Score 


73 


Exons 


1505. . 1660, 


1527. 


.1748, 


1548 


..1766, 1550. .1765, 1752. .1922, 




1836. .1916 












Seq. No. 


2579 








Seq. ID 


OJ990923_09.9C23.C19 


Gene No. 


5336 








Strand 




Start 


6575 








End 


9229 


Name 


OJ990923 09. 


9C23. 


C19.o2 


.gs 


Method 


GENSCAN 


Start - 


6575 








End 


9229 


GI 


none 








Score 


.69 


Exons 


6575. .6981, 


7322. 


.7476, 


8053 


..8129, 8386..8S32, 8858. .8983, 




9104. .9229 













2639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2579 Seq. ID OJ990923_09.9C23.C19 

5336 Strand 

6575 Ertd 9229 

OJ990923_09 . 9C23 . C19 . o3 . np Method AAT/NAP 

6578 End 8522 

5668813 Score 219 

6578.. 6966, 8481.. 8522 

(AC007519) Similar to gb 1X77136 HSR203J protein from Nicotiana 
tabacum and is a member of the PF| 00135 Carboxylesterase family. 
ESTs gb|Z25688 and gb|F14025 come from this gene. [Arabidopsis 
t ha liana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2580 Seq. ID 

5337 Strand 

903 End 
OJ990923_09.9C23.C20.ol.gs Method 

.903 - End 

none Score 

903..1363> 2193. .2241, 2345. .2494 

2580 Seq. ID 

5337 Strand 

903 End 
OJ990923_09. 9C23 . C20 .ol . np Method 

906' End 

4127370 . Score 

906. .1363, 2193. .2241, 2345.-2494 

(AJ010453) glutathione transferase [Alopecurus myosuroides] 



OJ990923_09.9C23.C20 

2494 

GENSCAN 

2494 

.97 ■-;-** 



OJ990923_09.9C23.C20 

2494 
AAT/NAP 
2494 
896 



2580 Seq. ID 

5337 Strand 
903 End 
OJ990923_09 . 9C23 . C20 . ol . gp Method 
969 End 
3114881 Score 
969. .1363, 2193. .2244 

3114882/emb | CAA05354 | 2.0e-84 (AJ002380) glutathione 
S-transf erase [Oryza sativa] 

2580 

5338 Strand 
3047 End 
OJ990923_09 . 9C23 . C20 . ol . tm Method 
916 End 
none Score 



OJ990923_09.9C23.C20 

2494 
AAT/GAP 
2244 
850 



Seq. ID OJ990923_09.9C23.C20 



3193 

TBLASTX: Maize 

2501 

141 



916. .1092, 931. .1014, 933. .1187, 1177. .1311, 1179. .1325, 
2194. .2241, 2195. .2242, 2345. .2500, 2346. .2501 



Seq. No. 2580 

Gene No. 5338 

Start 3047 

Name OJ990923_09 . 9C23 . C20 . ol . tw 

Start 916 

GI none 

Exons 916.. 1368, 931.. 1026, 933.. 1364/ 1183. 

2195.. 2248, 2345.. 2398, 2355.. 2393 



Seq. ID OJ990923_09.9C23.C20 



Strand 
End 

Method 

End 

Score 



3193 

TBLASTX: Wheat 

2398 

416 

.1365, .2194 .'.2241, 



2640 



Seq. No. 


2580 






Seq. ID 


OJ990923 09.9C23.C20 


Gene No. 


5338 






Strand 




Start 


3047 






End ' 


3193 


Name 


OJ990923 09 


.9C23.C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


933 






End 


2494 


GI 


none 






Score 


85 


Exons 


933. .1187, 


949.. 1086, 1206.. 


1376, 2194 


..2241, 2345. .2494 


Seq. No. 


2580 






Seq. ID 


OJ990923_09.9C23.C20 


Gene No 


5338 






Strand 




Start 


3047 






End 


3193 


Name 


OJ990923 09 


. 9C23.C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1029 






End 


2446 


GI 


none 






Score 


82 


Exons 


1029. . 1187, 


1042. . 1182, 


1191 


..1289, 1302. .1364, 2194. .2241, 




2351. .2446 










Seq. No. 


2580 






Seq. ID 


OJ990923_09.9C23.C20 


Gene No. 


5338 






Strand 




Start 


3047 






End 


3193 


Name 


OJ990923 09 


.9C23.C20.o2 


as 


Method 


GEN SCAN 


Start 


3047 






End 


3193 


GI 


none 






Score 


.68 


Exons 


3047. .3193 










Sea No 


2581 






Seq. ID. 


OJ990923_09.9C23.C21 


Gene No. 


5339 






Strand 




Start 


7 






End 


1418. 


Name 


OJ990923 09 


.9C23.C21.ol 


.gs 


Method 


GENSCAN 


Start 


7 






End 


1418 


GI 


none 






Score 


.9 


Exons 


7. .249, 1357. .1418 








Seq. No. 


2582 






Seq. ID 


OJ990923_09.9C23.C22 


Gene No. 


5340 






Strand 


+ 


Start 


1646 






End 


1999 


Name 


OJ990923 09 


.9C23.C22.ol 


.np 


Method 


AAT/NAP 


Start - 


1646 






End 


1999 


GI 


4127354 






Score 


153 


Exons 


1646. .1825, 


1957. .1999 








GI Descrip. 


(AJ010452) 


glutathione transferase [Alopecurus myosuroides] 


Sea. No. 


2582 






Seq. ID 


OJ990923_09.9C23.C22 


Gene No. 


5341 






Strand 




Start 


1607 






End 


1783 


Name 


OJ990923 09 


.9C23.C22.ol 


.gs 


Method 


GENSCAN 


Start 


1607 






End 


1783 


GI 


none 






•Score 


.97 


Exons 


1607. .1783 










Seq. No. 


2583 






Seq. ID 


OJ990923_09.9C23.C23 


Gene No. 


5342 






Strand 


+ 


Start 


1 






End 


1634 


Name 


OJ990923 09 


.9C23.C23.ol 


.np 


Method 


AAT/NAP 


Start 


1 - 






End 


1634 


GI 


4127370 






Score 


424 



2641 



Exons 1..68, 465.. 516, 1178.. 1634 

GI Descrip. (AJ010453) glutathione transferase [Alopecurus myosuroides] 



Seq. No. 2583 Seq. ID 

Gene No. 5343 Strand 

Start 2050 End 

Name OJ990923_09 . 9C23 . C23 . ol . tc Method 

Start 456 End 

GI none Score 

Exons 456.. 515, 1197.. 1310, 1358.. 1630, 1359 
2098. .2220, 2986.. 3039 



OJ990923_09 . 9C23 . C23 
+ 

3816 

TBLASTX: Cress 

3039 

73 

..1649, 2050. .2199, 



Seq. No. 2583 Seq. ID 

Gene No. 5343 Strand 

Start 2050 . End 

Name OJ990923_09 . 9C23 . C23 . ol . tm Method 

Start 467 End 

GI none Score 
Exons 



OJ990923_09 . 9C23 . C23 
+ 

3816 

TBLASTX: Maize 

3039 

75 



467. .514, 468. .515, 1213. .1269, 1254. .1361, 1259. .1369, 
1344. .1622, 1358. .1639, 2050. .2199, 2113. .2199, 2983. .3039 



i .1 



rii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
i; Name 
l!3 Start 
GI 

Exons 

GI Descrip. 



2583 
5343 
2050 

OJ990923_09. 9C23 . C23 . ol . tw 

467 

none 



Seq. ID OJ990923_09.9C23.C23 

Strand + 

End 3816 

Method TBLASTX : Wheat 

End 3039 

Score 83 



467. .514, 468. .515, 1171. .1227, 1176. .1205, 1214. .1273, 
1227. .1268, 1254. .1619, 1259. .1621, 2983. .3039 



2583 Seq. ID 

5343 Strand 
2050 End 
OJ990923_09. 9C23 . C23 . o2 . np Method 
2050 End 
4127352 Score 
2050. .2199, 2992. .3039, 3752. .3816 

(AJ0L0451) glutathione transferase [Alopecurus myosuroides] 



OJ990923_09.9C23.C23 
+ 

3816 
AAT/NAP 
3816 
205 



Seq: No. 2583 Seq. ID 

Gene No. 5343 Strand 

Start 2050 End 

Name OJ990923J39 . 9C23 . C23 . ol . gp Method 

Start 2151 End 

GI LIB3433-029-P1-K1-A12 Score 

Exons 2151.. 2199, 2992.. 3040. 

GI Descrip. ' 4127372/emb | CAA09193 | 1.0e-29 (AJ010454) glutathione 
transferase [Alopecurus myosuroides] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990923_09.9C23.C23 
+ 

3816 
AAT/GAP 
3040 
134 



2584 
5344 
160 

OJ990923_09. 9C23.C24 .ol.tm 

159 

none 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

Method TBLASTX: Maize 

End 612 

Score 176 



159. .335, 160.. 336, 166.. 357, 301.. -612, 316.. 597 



2642 





Seq. No. 


2584 




Gene No . 


5344 




Start 


160 




Name 


OJ990923 09.9C23.C24.ol 




Start 


159 




GI 


none 




Exons 


159. .194, 160. .198, 190 




Seq. No. 


2584 




Gene No. 


5344 




Start 


160 




Name 


OJ990923 09. 9C23.C24 .ol 




Start 


160 




GI 


LIB34 33-029-P1-K1-A12 




Exons 


160. .349 




GI Descrip. 


'4127372/emb|CAA09193| 
transferase [Alopecurus 




Seq. No. 


2584 




Gene No. 


5344 




Start 


160 




Name 


OJ990923 09.9C23.C24.ol 




Start 


163 


= cr 


GI 


4127352 


, 1 

: =7 


Exons 


163. .609 




GI Descrip. 


(AJ010451) glutathione ' 


e : : 
cr 


Seq. No. 


2584 ' 


. _i 


Gene No. 


5344 


:U 


Start 


160 


.3 


Name 


OJ990923 09.9C23.C24.ol 


U 


Start 


241 


GI 


none 


s 

: =5 


Exons 


241. .579, 1113. .1300, 3< 




4305. .4531 




Seq. No. 


2584 




Gene No. 


5344 


r =y 


Start 


160 


i J 


Name 


OJ990923 09.9C23.C24.ol 




Start 


334 




GI 


none 




Exons 


334. .597, 343. .582, 417 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

Method TBLASTX : Wheat 

End 587 

Score 54 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3118, 3319 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_09.9C23.C24 
+ 

10188 
AAT/GAP 
349 
356 



OJ990923_09.9C23.C24 
+ 

10188 
AAT/NAP 
609 
421 



OJ990923_09.9C23.C24 
+ 

10188 
GENSCAN 
4531 
.45 

..3501, 3626. .3823, 



OJ990923_09 . 9C23 .C24 
+ 

10188 " 

TBLASTX: Cress 

597 

186 



,596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



2584 Seq. ID 

5344 Strand 
160 End 
OJ990923_09 . 9C23 . C24 . o2 . np Method 
1291 End 
5257279 Score 
1291. .1339, 3048. .5096, 7698. .7721 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



OJ990923_09.9C23.C24 
+ 

10188 
AAT/NAP 
7721 
1138 



2584 
5344 
160 



Seq. ID OJ990923_09.9C23.C24 
Strand + 
End 10188 



2643 



Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990923 J)9 . 9C23 . C24 . o3 . 

3593 

4522005 

3593.-3682, 7236.. 7659, 
(AC007069) putative non- 
(Arabidopsis thaliana] 

2584 
5344 
160 

OJ990923_09 . 9C23 . C24 . o3 . 

4427 

none 

4427.. 4645, 4.438.. 4650, 
4758. .4874 



np Method AAT/NAP 

End 10188 

Score 342 
8444.. 8563, 10133. .10188 
LTR retroelement reverse transcriptase 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End . 10188 
tw Method TBLASTX: Wheat 

End 4 902 - 

Score 190 
4647. .4733, 4717. .4869, 4735. .4902, 



Seq. No. 2584 

Gene No. 5344 

Start 160 

Name OJ990923_09 . 9C23 . C24 . o4 . 

Start 4436 

GI none 

Exons 4436.. 4645, 4438.. 4509, 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

tm Method TBLASTX : Maize 

End 4721 

Score 180 
4537. .4650, 4643. .4720, 4647. .4721 . 



Seq. No. 2584 

Gene No. 5344 

Start 160 

Name OJ990923_09. 9C23.C24 . o5 . 

Start 4816 

GI none 

Exons 4816.. 5073 



tm 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

Method TBLASTX : Mai ze 

End 5073 

Score 186 



Seq. No. 2584 

Gene No. 5344 

Start 160 

Name OJ990923_09 . 9C23 . C24 . ol . 

Start 4843 

GI none 

Exons 4843.. 4881, 4879.. 5091, 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

ts Method TBLASTX : Soybean 

End 5093 

Score 50 
4881. .5093 - 



Seq. No. 2584 

Gene No. 5344 

Start 160 

Name OJ990923_09 . 9C23 . C24 . o2 . 

Start 6179 

GI none 

Exons 6179.. 6460, 6476.-6779, 
9642. .9666 



gs 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

Method GENSCAN 

End 9666 



Score 



.59 



8250.. 8386, 8438.-8485, 8787.. 9529, 



Seq. No. 2584 

Gene No. 5344 

Start 160 

Name OJ990923_09 . 9C23 . C24 . o4 , 

Start 7329 

GI * none 

Exons 7329.. 7424, 7330.. 7371,' 



Seq. ID OJ990923_09.9C23.C24 

Strand + 

End 10188 

tw Method TBLASTX : Wheat 

End 7668 

Score 61 
7363. .7668, 7363. .7515, 7401. .7667 



2644 



Seq. No. 


2584 


Seq. ID 


OJ990923_09 . 9C23 . C24 


Gpne No 


5344 


Strand 


+ 


Start 


160 


End 


10188 


•Name 


OJ990923 09/9C23.C24.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8673 


End 


9060 


GI 


none 


Score 


354 


Exons 


8673.. 9059, 8684.. 9058, 8731 


. .9060 




Seq. No. 


2584 


Seq. ID 


OJ990923_09.9C23.C24 


Gene No. 


5344 


Strand 


+ 


Start 


160 


End 


10188 


Name 


OJ990923 09.9C23.C24.o4.np 


Method 


AAT/NAP 


Start 


8679 


End 


10188 


GI 


6539553 


Score 


2577 


Exons 


8679. .10188 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 2584 Seq. ID 

Gene No. 5344 Strand 

Start 160 End 

= = Name OJ990923_09. 9C23.C24 .o3. tm Method 

•~ Start ( . 8808 ^ End 

GI none Score 

;n Exons ' 8808.. 9119, 8816.. 9121 



OJ990923_09.9C23.C24 
+ 

10188 

TBLASTX: Maize 

9121 

366 



Seq. No. 2584 Seq. ID 

Gene No. 5344 Strand 

Start 160 End 

Name OJ990923_09 . 9C23 . C24 . o2 . tm Method 

Start 9620 End 

GI none Score 
Exons 



OJ990923_09.9C23.C24 
+ 

10188 

TBLASTX: Maize 

9942 

268 



9620.. 9874, 9627.. 9941, 9647.. 9940, 9775.. 9942 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2585 Seq. ID OJ990923_09.9C23.C25 

5345 Strand + 

1 ' End 2188 

OJ990923_09 . 9C23 . C25 . ol . np Method AAT/NAP 

1 * End 2188 

6539553 Score 3721 

1. .2188 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP0O0837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



2585 Seq. ID 

5345 Strand 

1 End 
OJ990923_09 . 9C23 . C25 . o3 . ts Method 

1 End 

none Score 

1..195, 3. .149, 196. .369, 204. .242 



OJ990923_09.9C23.C25 
+ 

2188 

TBLASTX : Soybean 

369 

163 



Seq. No. 



2585 



Seq. ID OJ990923_09.9C23.C25 



2645 



Gene No.- 

Start 

Name 

Start 

GI 

Exons 

Seq. Mo. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

f Seq. No. 

3 Gene No. 

ff Start 

1 1 Name 

S Start 

i GI 

= Exons 



Strand 
End 

Method 

End 

Score 



5345 
1 

OJ990923_09 . 9C23 . C25 . o3 . tm 
4 

none 

4. .183, 4 . .114, 202. .369 

2585 
5345 
1 

OJ990923_09 . 9C23 . C25 . ol . tw 
19 

none 

19. .774, 27. .521, 557. .754, 615. .773 



+ 

2188 

TBLASTX: Maize 

369 

154 



Seq. ID OJ990923_09.9C23.C25 
Strand 
End 

Method 
End 
Score 



+ 

2188 

TBLASTX: Wheat 

774 

923 



2585 
5345 
1 

OJ990923_09.9C23.C25.ol.ts 
694 

5509260 

694. .1158, 795. .863, 912. .1007, 1080. .1139 



Seq. ID OJ990923_09.9C23.C25 



'Strand 
End 

Method 

End 

Score 



+ 

2188 

TBLASTX : Soybean 
1158 
380 



2585 Seq. ID 

5345 Strand 

1 End 
OJ990923_09 . 9C23 . C25 . ol . tc Method 

786 End 

none Score 

786. .866, 787. .1047 



OJ990923_09.9C23.C25 
+ 

2188 

TBLASTX: Cress 

1047 

284 



Seq. No. 2585 Seq. ID 

Gene No. 5345 Strand 

Start 1 End 

Name OJ990923_09 . 9C23 . C25 . ol . tm Method 

Start 828 End 

GI none Score 

Exons 828.. 1010, 829.. 1293, 964.. 1146, 1080. 



OJ990923_09.9C23.C25 
+ 

2188 

TBLASTX: Maize 
1293 
361 \ 
.1190 



Seq. No ? 2585 

Gene No. 5345 

Start 1 

Name OJ990923_09 . 9C23 . C25 . o3 . tw 

Start 829 

GI none 

Exons 829.. 1173, 976.. 1149, 1168. 



Seq. ID OJ990923_09.9C23.C25 

Strand + 

End 2188 v 

Method TBLASTX : Wheat 

End 1374 

Score 319 
1374, 1242.. 1364 



Seq. No. 2585 

Gene No. 5345 

Start 1 

Name OJ990923_09 . 9C23 . C25 . o2 . ts 

Start 1227 

GI * none 

Exons 1227.. 1427^ 1228.. 1572 

Seq. No. 2585 



Seq. ID OJ990923_09.9C23.C25 

Strand + 

End 2188 

Method TBLASTX : Soybean 

End 1572 

Score 314 



Seq. ID OJ99092-3_09.9C23.C25 



2646- 





Gene No . 


5345 




Strand 


+ 




Start 


1 




End 


2188 




Name 


OJ990923 09. 9C23.C25.o2. 


tm 


Method * 


. TBLASTX: Maize 




Start 


1383 




End 


1722 




GI 


none 




Score 


318 




Exons 


1383. .1721, 1384. .1722 










Seq. No.. 


2585 




Seq. ID 


OJ990923_09.9C23. 




Gene No. 


5345 




Strand 


+ 




Start 


1 




End 


2188 




Name _ 


OJ990923 09.9C23.C25.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1578 




End 


2018 




GI 


none 




Score 


101 




Exons 


1578.. 1649, 1579.. 1653, 


1667. 


.1975, 1668.. 2018, 1669. .20 




Seq. No. 


2585 




Seq. ID 


OJ990923_09.9C23. 




Gene No. 


5345 




Strand 


+ 




Start 


1 




End 


2188 




Name 


OJ990923 09.9C23:C25.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1585 




End 


1926 




GI 


none 




Score 


91 




Exons 


1585. .1698, 1611. .1691, 


1717. 


.1926, 1722. .1847 




Seq. No. 


2586 




Seq. ID 


OJ990923_09.9C23. 




Gene No . 


5346 




Strand 


+ 


J 


Start 


343 




End 


5441 




Name 


OJ990923 09.9C23.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


320 




End 


646 




GI 


none 




Score 


132 


: jj 


Exons 


320. .511, 521. .646 










Seq. No. 


2586 




Seq. ID 


OJ990923_09.9C23. 


1 1 


Gene No. 


5346 




Strand 


+ 




Start 


343 




End 


5441 


1 


Name 


OJ990923 09.9C23.C26.ol. 


gs 


Method 


GENSCAN 




Start 


343 




End 


5441 


- 


GI 


none 




Score 


.41 




Exons ■ 


343. .533, 1117. .1264, 1821. .2019, 2848 


..3420, 3455.. 3910 


=57 




4289. .4444, 4606. .4647, 


4696. 


.4833, 5145. .5441 


3 


Seq. No. 


2586 




Seq. ID 


OJ990923_09.9C23. 


Gene No. 


5346 




Strand 


+ 




Start 


343 




End 


5441 




Name 


OJ990923 09.9C23.C26.ol. 


tw 


Method . 


TBLASTX: Wheat 




Start 


409 




End 


805 




GI 


none 




Score 


83 




Exons 


409. .693, 422. .742, 424. 


.786, 


425. .805 






Seq. No. 


2586 




Seq. ID 


OJ990923 09.9C23. 




Gene No 


5346 




Strand 


+ 




Start 


343 




End 


5441 




Name 


OJ990923 09.9C23.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


493" 




End 


865 




GI 


none 




Score 


309 




Exons 


493. .615, 494. .865, 530. 


.817 ■ 








Seq. No. 


2586 




Seq. ID 


OJ990923_09.9C23. 



2647 





Gene No . 


5346 




Strand 


+ 




Start 


343 




End 


5441 




Name 


OJ990923 09.9C23.C26.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1455 




End 


1751 




GI 


none 




Score 


226 




Exons 


1455. . 1751, 1490. . 1582 










Seq. No. 


2586 




Seq. ID 


OJ990923_09.9C23.C26 




Gene No . 


5346 




Strand 


+ 




Start. 


343 




End 


5441 




Name 


OJ990923 09.9C23.C26.o3 


.tw ' 


Method 


TBLASTX: Wheat 




Start 


1977 




End 


2256 




GI 


none 




Score 


190 




Exons 


1977. .2255, 1978. .2256 










Seq. No. 


2586 




Seq. ID 


OJ990923_09.9C23.C26 




Gene No. 


5346 




Strand 


+ 




Start 


343 




End 


5441 




Name 


OJ990923 09.9C23.C26.o2 


.np 


Method 


AAT/NAP 




Start 


2551 




End 


4391 




GI 


6907087 




Score 


417 




Exons 


2551. .3264, 4331. .4391 










GI Descrip. 


(AP001129) ESTs C72771 (E2215) , 


AU082313(E2215) correspond to a 






region of the predicted gene.; 


hypothetical protein [Oryza 


2 




sativa] 








rt 
\ * 


Seq. No. 


2587 




Seq. ID 


OJ990923_09.9C23.C27 


j i 


Gene No . 


5347 




Strand 


+ 




Start 


219 




End 


667 




Name 


OJ990923 09.9C23.C27.ol 


.gs 


Method 


GENSCAN 


y 


Start 


219 




End 


667 


=£ 


GI 


none 




Score 


.85 


! C 

! £ 


Exons 


219. .288, 582. .667 










Seq. No. 


2587 




Seq. ID 


OJ990923_09 . 9C23 . C27 




Gene No. 


5348 




Strand 


+ 




Start 


1097 




End 


1478 




Name 


OJ990923 09.9C23.C27.ol 


• gp 


Method 


AAT/GAP 


IE. 


Start 


1097 




End 


1478' 




GI 


uC-osflcyp033a04bl 




Score 


671 




Exons 


1097. .1478 










GI Descrip. 


•6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


2587 




Seq. ID 


OJ990923_09.9C23.C27 




Gene No. 


5349 




Strand 


•+ 




Start 


5564 




End 


13681 




Name 


OJ990923 09.9C23.C27.o4 


.np 


Method 


AAT/NAP 




Start 


5564 




End 


12002 




GI 


4680179 




Score 


629 




Exons 


5564. .5595, 8861. .9571, 


11954. 


.12002 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


2587 




Seq. ID 


OJ990923_09.9C23.C27 




Gene No. 


5349 




Strand 


+ 




Start 


5564 




End 


13681 




Name 


OJ990923 09.9C23.C27.o3 


.gs 


Method 


GENSCAN 



2648 



Start 
GI 

Exons 



11072 End 
none Score 
11072. .11258, 13617.. 13681 



13681 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2587 Seq. ID 

5350 Strand 
22641 End 
OJ990923_09. 9C23 . C27 . o5 . np Method 
22641 End 
5734705 Score 
22641. .22805, 23674. .24029 
(AC008075) F24J5.4 [Arabidopsis thaliana] 

gil 6524187 | gb | AAF15072 . 1 |AC011914_14 (AC011914) hypothetical 
protein [Arabidopsis thaliana] 



OJ990923_09.9C23.C27 
+ 

24029 
AAT/NAP 
24029 
90 



2587 Seq. ID 

5351 Strand 

1030 End 

OJ990923_09 . 9C23 . C27 . ol . np Method 

1030 End 

4680186 Score 



OJ990923_09 . 9C23 . C27 

8790 
AAT/NAP 
3195 
376 



1030. .1230, 2069.. 2120, 3122.. 3195 

(AF111709) unknown [Oryza sativa subsp. indica] 



2587 
5351 
1030 

OJ990923_09. 9C23 . C27 . o2 . gs 

2487 

none 



Seq. ID OJ990923 09.9C23.C27 



Strand 
End 

Method 

End 

Score 



8790 
GENSCAN 
8790 
.61 



2487. .2764, 2965. .3601, 3614. .4552, 4593. .4711, 4913. .5003, 
5287. .5490, 5524.. 5617, 5975.. 6212, 6276.. 6512, 6520.. 6677, 
6761. .6945, 7108. .7302, 7569. .8171, 8190. .8332, 8691. .8790 



Seq. No. 2587 
Gene No. 5351 
Start 1030 

Name OJ990923_09 . 9C23 . C27 . o2 . np: 

Start 2490 
GI 4378066 
Exons 2490.. 7299, 7664.. 8112 

GI Descrip. (AF098806) polyprotein 

gil 4 680208 |gb|AAD27571 

[Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_09 . 9C23 . C27 

8790 
AAT/NAP 
8112 
2637 



[Sorghum bicolor] 

1|AF114171_12 (AF114171) polyprotein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2587 Seq. ID 

5352 Strand 

17606 End 
OJ990923_09 . 9C23 . C27 . o5 . tw Method 

2984 End 

none Score 

2984. .3178, 3170. .3364, 3219. .3341 



OJ990923_09.9C23.C27 
20125 

TBLASTX: Wheat 

3364 

58 



Seq. No. 2587 Seq. ID 

Gene No. 5352 Strand 

Start 17606 , v .. . End 

Name OJ990923 "'09 . 9C23 . C27 , o2 . ts Method 



OJ990923_09.9C23.C27 
20125 

TBLASTX : Soybean 



2649 




Start 


3071 








End 


3430 




none 








Score 


62 


Exbns 


3071. .3295, 


3087. 


.3296, 


3302. 


.3430, 3303. .3416 


Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09 


. 9C23. 


C27.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3086 








End 


3448 


GI 


none 








Score 


80 


Exons 


3086. .''3208, 


3086. 


.3448, 


3138. 


.3356 




Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09 


. 9C23. 


C27.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


3449 








End 


3718 


GI 


none 








Score 


77 


Exons 


3449. . 3616, 


3452 . 


.3718, 


3459. 


.3671 




Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand * 




Start 


17606 








End 


20125 


Name 


OJ990923 09 


. 9C23. 


C27.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3917 








End 


4349 


GI 


none 








Score 


108 


Exons 


3917 . . 4348, 


3924 . 


.4208, 


4236. 


.4349 




Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09 


. 9C23. 


C27.o3 


ts 


Method 


TBLASTX : Soybean 


Start 


3987 








End 


4351 


GI 


none 








Score 


73 


Exons 


3987 . . 4211, 


3992. 


. 4351 








Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606 - . 








End 


20125 


T Name 


OJ990923 09 


. 9C23. 


C27.ol 


ts 


Method 


TBLASTX :'Soybean 


Start 


4590 








End 


9149 


GI 


none 








Score 


70 


Exons 


4590. .4958, 


4765. 


.4908, 


8868. 


.9149 




Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606 








End 


20125 


Name 


OJ990923_09 


. 9C23. 


C27.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4590 








End 


9351 


GI 


none 








Score 


223 


Exons 


4590. .4667, 


8930. 


. 9061, 


8946. 


.9227, 9152.. 9214, 9223.. 9351, 




9225. .9347 












Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606. 








End 


20125 


Name 


CTJ990923 09 


9C23. 


C27.o3. 


tw 


Method 


TBLASTX: Wheat 



2650 




Start 


4590 








End 


9056 


GI 


none 








Score 


101 


Exons 


4590. .5003, 


4686. 


.4901, 


4690. 


.5004, 8868.. 9056 


Seq. No. 


2587 








Seq. ID 


OJ990923 09.9C23.C27 












Strand 




Start 


17606 








End • 


20125 


Name 


OJ990923 09. 


,9C23. 


C27.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4677 








End 


5061 


GI 


none 








Score 


198 


Exons 


4677. .5060, 


4690. 


.5061 








Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 












Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09. 


,9C23. 


C27.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5068 








End 


5404 


GI 


none 








..Score 


70 


Exons 


5068. .5403, 


5106. 


.5270, 


5113. 


.5361, 5144. .5404 


Seq. No. 


2587 








Qprr TD 


OJ990923 09 9C23 C27 


belle INO • 










of- rand 




'Start 


17606 








End 


20125 


Name 


OJ990923 09. 


.9C23. 


C27.ol 


.tw 




TBLASTX * Wheat 


Start 


5077 








End 


5532 


GI 


none 








Score 


268 


Exons 


5077. .5532, 


5078. 


.5482 








Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 




j j ji, 








Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09, 


.9C23. 


C27.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


6907 








End 


7230 


GI 


none 








Score 


186 


Exons 


6907. .7230 












Seq. No. 


2587 








Seq. ID 


OJ990923_09. 9C23 r C27 












Strand 




Start 


" 17606 








End 


20125 


Name 


OJ990923 09, 


.9C23. 


C27..o6 


.tm 


Method 


TBLASTX: Maize 


Start 


6994 








End 


7272 


GI 


none 








Score 


66 


Exons 


6994. .7272, 


6995. 


.7132 








Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


bene ino . 










Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09, 


.9C23. 


C27.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


9060 








End 


9549 


GI 


none 








Score 


189 


Exons 


9060. .9227, 


9107. 


.9220, 


9219. 


.9443, 9223..9S49, 9228. .9461 


Seq. No. 


2587 








Seq. ID 


OJ990923_09.9C23.C27 


Gene No. 


5352 








Strand 




Start 


17606 








End 


20125 


Name 


OJ990923 09, 


.9C23. 


C27.o4 


.gs 


Method 


GENSCAN 


Start 


17606 








End 


20125 



2651 





GI 


none 


Score 


.75 




Exons 


17606. .17775, 17845 .. 17958 , 18036 .. 18 605, 19969.. 20125 




Seq. No. 


2588 


Seq. ID- 


OJ990923_09.9C23.C28 




Gene No. 


5353 


Strand 






Start 


1390 


End 


1820 




Name 


OJ990923 09.9C23.C28.ol.gp 


Method 


AAT/GAP 




Start 


1390 


End 


1820 




GI 


101781 1.R1084 


Score 


756 




Exons 


1390. .1820 








GI Descrip. 


'3135074/emb|CAA69252| 0.0e+00 (Y07955) 


anthorvanidin svntha 






[Oryza sativa] 1 








Seq. No. 


2589 


Seq. ID 


OJ990923 09.9C23.C29 






5354 


Strand 






Start 


249 


End 


1152 




Name 


OJ990923 09.9C23.C29.ol.gs 


Method 


GENSCAN 




Start 


249 


End 


1152 




GI 


none 


Score 


. 94 




Exons 


249. .429, 490. .589, 686. .1152 








Seq. No. 


2589 


Seq. ID 


OJ990923_09.9C23.C29 




Gene No. 


5354 


Strand 


+ 




Start 


249 


End 


1152 




Name 


OJ990923 09.9C23.C29.ol.np 


Method 


AAT/NAP 


J 


Start 


280 


End 


1149 


n 


GI 


4127372 


Score 


553 


1 1 


Exons 


280. .429, 541. .589, 686. .1149 






s% 


GI Descrip. 


(AJ010454) glutathione transferase [Alopecurus myosuroides] 




Seq. No. 


2589 


Seq. ID 


OJ990923_09.9C23.C29 




Gene No. 


5354 


Strand 


+ 


y 


O L. o.i L. 


249 


End 


1152 




Name 


OJ990923 09.9C23.C29.ol.tm 


Method 


TBLASTX: Maize 


=i 


Start 


280 


End 


1134 


J 


GI 


none 


Score 


140 




Exons 


280. .429, 504. .587,. 532. .588, 


672. .755, 


703. .948, 733. .948, 


3 




963. .1037, 964. .1041, 1050. .1133, 1051. 


.1134 


3 


Seq. No. 


2589 


Seq. ID 


OJ990923_09.9C23.C29 


3 




5354 


Strand 


+ 




Start 


249 


End 


1152 




Name 


OJ990923 09.9C23.C29.ol.ts 


Method 


TBLASTX: Soybean 




Start 


328 


End 


1032 




GI 


none 


Score 


61 




Exons 


328. .420, 538. .588, 673. .726, 


769. .960, 


870. .1010, 964. .1032 




Seq. No. 


2589 


Seq. ID 


OJ990923_09.9C23.C29 




Gene No. 


5354 


Strand 


+ 




Of- o 

oLdit 


249 


End 


1152 




Name 


OJ990923 09.9C23.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


376 


End 


1134 




GI 


none 


Score 


66 




Exons 


376. .429, 498. .587, 532. .588, 


685. .735, 


733. .900, 733. .819, 






880. .948, 963. .1037, 964. .1041 


1051. .1134 ■ 




Seq. No. 


2589 


Seq. ID 


OJ990923_09.9C23.C29 



2652 



s5 

y 



OCI1C 1N*J . 


•J *J J *s 




Strand 


+ 




Start 


249 




End 


1152 




Name 


OJ990923 09.9C23.C29.ol 


.tc 


Method 


TBLASTX: Cress 




Start " 


538 




End 


1137 




GI 


none 




Score 


57 




Exons 


538.. 588, 685.. 729, 769 


. .948, 


964. .1029, 1072. .1137 




Seq. No. 


2590 




Seq. ID 


OJ990923_09.9C23. 


C30 


Gene No. 


5355 




Strand 






Start 


1 




End 


1592 




Name 


OJ990923 09 9C23 C30 ol 


(JO 


Method 


AAT/GAP 




Start 


1 




End 


1592 




GI 


3135073 




Score 


3100 




Exons 


1. .1592 










GI Descrip. 


3135074/emb|CAA69252| 0 


.0e+00 


(Y07955) 


anthocyanidin syntha; 




[Oryza sativa] 










Seq. No. 


2590 




Seq. ID 


OJ990923_09.9C23. 


C30 




s s s 




Strand 


- 




Start 


1 




End 


1592 




Name 


OJ990923 09.9C23.C30.ol 


.gs 


Method 


GENSCAN 




Start 


413 




End 


1540 




GI 


none 




Score 


.99 




Exons 


413. .1540 










Seq. No. 


2590 




Seq. ID 


OJ990923_09.9C23. 


C30 


Gene No. 


5355 




Strand 








1 




End 


1592 




Name 


OJ990923 09.9C23.C30.ol 


.np 


Method 


AAT/NAP 




Start 


416 




End 


1540 




GI 


3135074 




Score 


1897 




Exons 


416.. 1540 










GI Descrip. 


(Y07955) anthocyanidin 


synthase [Oryza 


sativa] 




Seq. No. 


2590 




Seq. ID 


OJ990923_09.9C23. 


C30 


f^ono Mo 


JJJU 




Strand 






Start 


2739 




End 


7394 




Name 


OJ990923 09.9C23.C30.ol 


.tc 


Method 


TBLASTX: Cress 




Start ■ 


473 




End 


1522 




GI 


none 




Score 


216 




Exons 


473.. 523, 545.. 895, 597 


. .872, 


911. .1291, 1436. .1522 




Seq. No. 


2590 




Seq. ID 


OJ990923_09.9C23. 


C30 


PonQ Mo 


JJJu 




Strand 






Start 


2739 




End 


7394 




Name 


OJ990923 09.9C23.C30.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


494 




End 


898 




GI 


none 




Score 


360 




Exons 


494. .523,- 539. .898, 600 


. .875, 


752. .898 






Seq. No. 


2590 




Seq. ID 


OJ990923_09.9C23. 


C30 


Gene No. 


5356 




Strand 






Start 


2739 




End 


7394 




Name 


OJ990923 09. 9C23.C30.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


542 




End 


1522 




GI 


none 




Score 


110 * 




Exons 


542. .589, 572. .898, 603 


. .860, 


1013. .1285, 1427. .1522 





2653 



OJ990923 09.9C23.C30 



Seq. No. 2590 Seq. ID 

Gene No. 5356 Strand 

Start 2739 End 

Name OJ990923_09 . 9C23 . C30 . o3 . tm Method 

Start 1208 End 

GI none Score 

Exons 1208.. 1291, 1220.. 1291, 1281.. 1298, 1361.. 1522, 1362.. 1388, 
1464. .1499 



7394 

TBLASTX: Maize 

1522 

54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2590 
5356 
2739 

OJ990923 
2739 
6069646 
2739. .3573, 
(AP000616) 



OJ990923 09.9C23.C30 



Seq. ID 
Strand 

End 7394 

Method AAT/NAP 

End 7394 

Score 401 

7263. .7394 

similar to putative reverse transcriptase 



09.9C23.C30.o2.np 



(AC005315) 
Similar to 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
]j Name 
Start 
GI 

Exons 



ru 



Seq. No. 
□ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2590 
5356 
2739 

OJ990923 

2831 

none 



09.9C23.C30.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_09.9C23.C30 
7394 

TBLASTX: Maize 

3283 

75 



2831. .2929, 2978. .3190, 3020. .3181, 3042. .3221, 3251. .3283 



2590 Seq. ID 

5356 Strand 

2739 End 
OJ990923_09 . 9C23 . C30 . ol . tw Method 

3017 End 

none Score 

3017. .3184, 3051. .3185 



OJ990923_09.9C23.C30 
7394 

TBLASTX: Wheat 

3185 

78 



OJ990923 09.9C23.C31 



2591 Seq. ID 

5357 Strand 

453 End 637 
OJ990923_09. 9C23 . C31 . ol . np Method AAT/NAP 

453 End 637 

4538901 Score 154 
453.. 637 

(AL04 94 82) RNA-directed DNA polymerase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2592 
5358 
1 

OJ990823_01.9C20.Cl.ol.np 
1 

1351989 



Seq. ID OJ990823_01. 9C20.C1 
Strand 

End 909 

Method AAT/NAP 

End 909 

Score 397 



1..174, 260. .346, 434. .514, 615. .749, 865. .909 
ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 



2654 



(GLUTAMINE- DEPENDENT AS PARAGINE SYNTHETASE) 

gi|984262|emb|CAA58052| (X82849) asparragine synthetase (Zea 
mays] 



Seq. No. 2592 

Gene No. 5358 

Start 1 

Name OJ990823_01 . 9C20 . CI . ol . tm 

Start 63 

GI none 
Exons 



Seq. ID OJ990823_01.9C20.C1 
Strand 

End 909 

Method TBLASTX : Mai ze 

End 909 

Score 122 



63. .176, 67. .177, 67. .177, 257. .352, 258,. 353, 434. .514, 
434. .514, 438.-596, 609. .659, 615. .659, 616. .660, 857. .907, 
858.. 908, 862.. 909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3 Seq. No. 

j Gene No. 

1 Start 

« Name 

Z Start 

3 Exons 



2592 
5358 
1 

OJ990823_01 . 9C20 . CI . ol . gp 
66 

21403_1.R1084 
66. .180 

f 1351989/sp|P49094 |ASNS_MAIZE 3.0e-30 AS PARAGINE SYNTHETASE 
[ GLUTAMINE- HYDROLYZ I NG] { GLUTAMINE-DEPENDENT AS PARAGINE 
SYNTHETASE) >gi_984262_emb_CAA58052_ (X82849) asparragine 
synthetase [Zea mays] 1 



Seq. ID OJ990823_01.9C20.C1 
Strand 

End 909 

Method AAT/GAP 

End 180 

Score 166 



2592 
5358 
1 

OJ990823_01 . 9C20 . CI . ol . gs 
67 

none 

67. .174, 434. .514, 615. .641 

2592 
5358 
1 

OJ990823_01.9C20.Cl.ol.ts 
67 

none 



Seq. ID OJ990823_01.9C20.C1 
Strand 

End 909 

Method GENSCAN 

End 641 

Score .91 



Seq. ID OJ990823_01.9C20.C1 
Strand 

909 

TBLASTX : Soybean 
906 



End 

Method 
End 
Score 



67. .186, 71. .181, 257. .295, 320. .349, 321. .350, 410. .517, 
429. .506, 507. .527, 612. .659, 613. .660, 862. .906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2592 
5358 
1 

OJ990823_01.9C20.Cl.ol.tc 
67 

none 



Seq. ID OJ990823_01. 9C20.C1 

Strand 

End 909 

Method TBLASTX: Cress 

End 906 

Score 74 



67. .174, 68. .175, 68. .199, 257. .295, 276. .353, 279. .344, 
320. .352, 434. .499, 435. .512, 612. .659, 862. .906 



Seq. No. 2593 

Gene No. 5359 

Start 279 

Name OJ990823_01 . 9C20 . C7 . ol . gs 

Start 279 



Seq. ID OJ990823_01.9C2O.C7 

Strand + 

End 5071 

Method GENSCAN 

End 4480 



2655 





GI 


none 


Score 


.69 




Exons 


279. .375, 406. .624, 2457. .2854, 2956.. 


3065, 3904.. 3976, 






4258. .4371, 4391. .4480 








Seq. No. 


2593 


Seq. ID 


OJ990823_01. 9C20.C7 




Gene No. 


5359 


Strand 


+ 




Start 


279 


End 


5071 




Name 


OJ990823 01.9C20.C7.ol.np 


Method 


AAT/NAP 




Start 


2714 


End 


5071 




GI 


6403489 


Score 


313 




Exons 


2714.. 2854, 2956.. 3065, 3904. 


.3976, 4071. .4132, 4230. .4385, 






5047.. 5071 


* 






GI Descrip. 


(AC010871) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


2594 


Seq. ID 


OJ990823_01.9C20.C8 




Gene No. 


5360 


Strand 


+ 




Start 


497 


End 


1715 




Name • 


OJ990823 01.9C20.C8.ol.np 


Method 


AAT/NAP 




Start 


497 


End 


1715 




GI / 


6403489 


Score 


464 




Exons 


497. .894, 1531. .1715 








GI Descrip. 


(AC010871) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


i. *j ^ *± 


c pn T D 


OJ990RP3 01 9C20 C8 




Cpnp Mn 


JJOU 


O Li cLil^l 




\.*\ 

i S7 


Start 


497 


End 


1 71 S 


i- : : 


Name 


OJ990823 01.9C20.C8.ol.tm 


Method 


1 DLnO J. A • Lid 


ry 


Start 


605 


End 


762 


GI 


none 


Score 


195 




Exons 


605. .757, 605. .748, 606. .752, 


607. .762 






Seq. No. 


2594 


Seq. ID 


OJ990823_01.9C20.C8 




Gene No . 


5360 


Strand 


+ 




Start 


4 97 


End 


1715 




Name 


OJ990823 01.9C20.C8.ol.ts 


Method 


TBLASTX : Soybean' 


: :» 

■g 


Start 


1519 


End 


1699 


L-a. 


GI 


none 


Score 


188 


!=" 


Exons 


. 1519. .1668, 1529. .1699 








Seq. No. 


2595 


Seq. ID 


OJ990823_01.9C20.C9 




fipnp Mo 


5361 


Strand 


+ 




Start 


4808 


End 


5323 




Name 


OJ990823 01.9C20.C9.o2.gs 


Method 


GENSCAN 




Start 


4808 


End 


5323 




GI 


none 


Score 


.6 




Exons 


4808. .4947, 5191. .5323 








Seq. No. 


2595 


Seq. ID 


OJ990823_01.9C20.C9 




Gene No. 


5362 


Strand 






Start 


1 


End 


1703 




Name 


OJ990823 01. 9C20.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1644 




GI 


2446998 


Score 


1221 




Exons 


1..180, 282. .467, 569. .661, 740. .806, 


912. .1001, 1112. .1361, 






1401. .1644 








GI Descrip. 


(D63954). fatty, acid desaturase [Zea mays] 



2656 



Seq. No. 2595 

Gene No. 5362 

Start 1 

Name OJ990823_01 . 9C20 . C9 . ol . gs 

Start 282 

GI none 
Exons 



Seq. ID OJ990823_01.9C20.C9 
Strand 

End 1703 

. Method GENSCAN 

End 1644 

Score .99 



282. .467, 740. .806, 912. .1001, 1112. .1644 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i 

T\ Seq. No. 

S [J Gene No. 

;3 Start 

. ; Name 

t Start 

\f z GI 

U Exons 



2595 
5362 
1 

OJ990823_01.9C20.C9.ol.gp 
1429 

uC-osflm202107g06bl 
1429. .1703 

' 244 6995/dbj | D63953 | D63953 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_01.9C20.C9 

1703 
AAT/GAP 
1703 
523 



3.0e-16 Zea mays FAD 8 mRNA for fatty 



acid desaturase, partial cds 1 

2595 
5363 
6306 

OJ990823_01.9C20.C9.o3.gs 

6306 

none 

6306.. 6360, 6396.. 6504 

2595 
5364 
6646 

OJ990823_01.9C20.C9.ol.tc 
125 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_01.9C20.C9 

6504 
GENSCAN 
6504 
.48 



Seq. ID OJ990823_01.9C20.C9 
Strand 

7900 

TBLASTX: Cress 
1308 
76 



End 

Method 
End 
Score 

125. .181, 127. .180, 279. .458, 285.-494, 301. .462, 323. .472, 
569. .661, 737. .805, 741. .806, 911. .1000, 912. .1001, 1114. .1296, 
1114. .1308 



Seq. No. 2595 

Gene No. 5364 

Start 6646 

Name OJ990823_01 . 9C20 . C9 . ol . ts 
Start - 125 

GI none 
Exons 



Seq. ID OJ990823_01.9C20.C9 
Strand • - / 
End 

Method 
End 
Score 



7900 

TBLASTX : Soybean 

1308 

94 



125. .181, 127. .180, 279. .461, 279. .494, 283.-462, 564. .656, 
569. .661, 737-. 805, 741. .806, 911. .1000, 915. .1001, 955. .1017, 
1112.. 1177, 1114.. 1308, 1114.. 1308 



Seq. No. 


2595 






Seq. ID 


OJ990823_01.9C20.C9 


Gene No. 


5364 






Strand 




Start 


6646 






End 


7900 


Name 


OJ990823 01.9C20. 


■ C9. 


.ol . tw 


Method 


TBLASTX: Wheat 


Start 


125 






End 


395 


GI 


none 






Score 


78 


Exons 


125. .181, 127. .IE 


JO, 


134. .193, 


279. .389, 


279. .395, 283. .390 


Seq. No. 


2595 






Seq. ID 


OJ990823_01.9C20.C9 


Gene No. . 


5364 






Strand 




.Start 


6646 






End 


7900 



2657 



VI 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823 01.9C20.C9.ol.tm 



Method TBLASTX : Mai ze 



125 End 1002 

none Score 83 

125. .178, 127. .180, 130. .180, 279. .467, 279. .494, 280. .495, 

569. .661, 570. .662, 571. .663, 737. .805, 738. .806, 739. .807, 

740. .814, 911. .1000, 912. .1001, 915. .1001, 916. .1002 



2595 Seq. ID 

5364 Strand 

664 6 End 

0 J990 8 2 3_0 1 . 9C2 0 . C 9 . o2 . gp Method 

664 6 End 

uC-osflcypl56a09bl Score 



OJ990823_01.9C20.C9 

7900 
AAT/GAP 
7376 
980 



6646. .7008, 7111. .7173, 7268. .7376 

1 2326760/emb | Y144 34 | MTTANAD2X 0.0e+00 Triticum aestivum. 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene' 



2595 
5364 
6646 

OJ990823_01.9C20.C9.o2.tm 

6891 

none 

6891.. 7010, 6902.. 7009, 6907. 
7263.. 7379, 7268.. 7399, 7508. 
7871.. 7900 



Seq. ID OJ990823_01.9C20.C9 
Strand 

End 7900 
Method TBLASTX : Maize 
End 7900 
Score 82 

.7011, 6907. .7011, 7114.. 7173, 
.7555, 7518. .7550, 7620.. 7778, 



i .: 



Seq. No. 2596 Seq. ID 

Gene No. 5365 Strand 

Start 1 End 

Name OJ990823_01 . 9C20 . C10 . ol . gp Method 

Start 1 End 

GI 3760383 Score 

Exons 1..222 



OJ990823_01.9C20.C10 
545 

AAT/GAP 

222 

444 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2596 Seq. ID 

5365 Strand 
1 End 
OJ990823_01. 9C20.C10.ol.np Method 
1 End 
1657619 Score 
1..60, 89. .190, 286. .358, 427. .545 

(U72504) G5p [Arabidopsis thaliana] gi | 3068710 | gb IAAC14410 . 1 1 
(AF04 9236) putative transmembrane protein G5p [Arabidopsis 
thaliana] 



OJ990823_01.9C20.C10 
545 

AAT/NAP 

545 

190 



2596 Seq. ID 

5365 Strand 

1 End 

OJ990823_01. 9C20.C10.ol.tm Method 

60 End 

none Score 



OJ990823_01.9C2O.C10 
545 

TBLASTX: Maize 

359 

133 



60. .188, 84. .188, 95. .193, 97. .192, 104. .196, 268. .339, 
285. .359, 289. .357 



Seq. No. 
Gene No. 



2596 
5365 



Seq. ID 
Strand 



OJ990823 01.9C20.C10 



2658 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 

i 3 2 Seq. No. 
i"~E Gene No. 

Start 
l -hJ Name 
rU Start 
.. GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823_01 . 9C20 . CIO . ol . tc 
95 

none 



End 

Method 

End 

Score 



545 

TBLASTX: Cress 

539 

104 



95. .193, 97. .192, 285. .362, 289. .363, 477. .539, 488. .538 



2597 
5366 
1 

OJ990823_01 . 9C20 . Cll . pi . np 
1 

1351989 



Seq. ID OJ990823_01.9C20.C11 
Strand 

End 1243 

Method AAT/NAP 

End 1243 

Score 413 



1..191, 277. .363, 492. .572, 673. .813, 929. .1243 
ASPARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 
(GLUTAMINE-DEPENDENT ASPARAGINE SYNTHETASE) 

gi|984262|emb|CAA58052| (X82849) asparragine synthetase [Zea 
mays] 



2597 
5366 
1 

OJ990823_01 . 9C20 . Cll . ol . tm 
80 

none 



Seq. ID OJ990823_01.9C20.C11 
Strand 

End 1243 

Method TBLASTX: Maize 

End 1151 

Score 127 



80. .193, 84. .194, 274. .303, 275. .304, 492. .572, 492. .572, 
496. .654, 667. .717, 673. .717, 674. .718, 921. .974, 922. .975, 
926. .976, 1064. .1150, 1065. .1151, 1065. .1151 



Seq. ID OJ990823_01.9C20.C11 
Strand 

End 1243 

Method AAT/GAP 

End 197 

Score 169 



2597 
5366 
1 

OJ990823_01 . 9C20 . Cll . ol . gp 
84 

21403_1.R1084 
84. .197 

'1351989/sp|P49094|ASNS_MAIZE 3.0e-30 ASPARAGINE SYNTHETASE 
[GLUTAMINE-HYDROLYZING] (GLUTAMINE-DEPENDENT ASPARAGINE 
SYNTHETASE) >gi_984262_emb_CAA58052_ (X82849) asparragine 
synthetase [Zea mays] ' 



2597 
5366 
1 

OJ990823_01 . 9C20 . Cll . ol . gs 
84 

none 

84. .191, 492. .572, 673. .699 

2597 
5366 
1 

OJ990823_01.9C20.Cll.ol.tc 
84 

none 



Seq. ID OJ990823_01.9C20.C11 
Strand 

End 1243 

Method GENSCAN 

End 699 

Score .88 



Seq. ID OJ990823_01.9C20.C11 
Strand 

End 1243 

Method TBLASTX : Cress 

End 1154 

Score 59 



84. .191, 88. .192, 492. .563, 493. .678, 670. .717, 677. .718, 
926. .970, 1064. .1150, 1065. .1154 



2659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



y Seq. No. 

£ Gene No. 

3 Start 

~ z Name 

Z Start 

J GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



u 



2597 
5366 
1 

OJ990823_01 . 9C20 . Cll . ol . ts 
84 

none 



Seq. ID OJ990823_01.9C20.C11 
Strand 

End 1243 

Method TBLASTX : Soybean 

End 1151 

Score 77 



84. .191, 88. .192, 492. .566, 492. .563, 496. .594, 669. .719, 
670. .714, 926. .970, 930. .971, 1064. .1150, 1065. .1151 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 01.9C20.C11 



1243 
AAT/GAP 
1152 
144 



2597 
5366 
1 

OJ990823_01.9C20.Cll.o3.gp 
1064 

uC-osroM202013b06bl 
1064. .1152 

' 6049841/gb|AAF02775.1|AF190728_l 9.0e-66 (AF190728) asparagine 
synthetase [Helianthus annuus] ' 

2598 Seq. ID OJ990823_01.9C20.C12 

5367 Strand 

1 End 434 

OJ990823_01 . 9C20 . C12 . ol . np Method AAT/NAP 

1 End 434 

6403503 . Score 194 

1..135, 227. .434 

(AC010871) putative DnaJ protein [Arabidopsis thaliana] 



2598 
5367 
1 

OJ990823_01 . 9C20 . C12 . ol . gs 

227 

none 

227. .304 

2599 
5368 
61 

OJ990823_01.9C20.C13.ol.gs 
61 

none 

61. .162, 209. .577 

2600 
5369 
1431 

OJ990823_01.9C20.C14.ol.gs 

1431 

none 

1431.. 1532, 1844.. 1893, 2051. 
4270. .4459, . 5573. .5702, 5760. 



Seq. ID OJ990823_01.9C20.G12 

Strand 

End 434 

Method GENS CAN 

End 304 

Score .99 



Seq. ID OJ990823_01.9C20.C13 

Strand + 

End 577 

.Method GENS CAN 

End 577 

Score .88 



Seq. ID OJ990823_01.9C20.C14 

Strand + 

End 6696 

Method GENSCAN 

End 6696 

Score .64 

.2283, 2380. .2477, 2628. .2753, 
.5819, 5972. .6077, 6502. .6696 



Seq. No. 
Gene No. 
Start 
Name 



2600 
5369 
1431 

OJ990823 01.9C20.C14.ol.np 



Seq. ID OJ990823_01.9C20.C14 
Strand + 
End 6696 
Method * AAT/NAP 



2660 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2129 End 4538 

2058282 Score 541 

2129.. 2283, 2380.. 2532, 2628. .2753, 4270. .4538 
(X97377) atranbpla [Arabidopsis thaliana] 



2600 
5369 
1431 

OJ990823_01 . 9C20 . C14 . o2 . gp 
2430 

21255 1.R1084 



Seq. ID OJ990823_01.9C20.C14 

Strand + 

End 6696 

Method AAT/GAP 

End 4 4 61 

Score 756 



2430. .2532, 2628. .2753, 4270. .4461 

, 2058284/emb|CAA66046| 9.0e-36 (X97378) atranbplb [Arabidopsis 
thaliana] 1 



Seq. No. 2600 

Gene No. 5370 

Start 351 

Name OJ990823_01 . 9C20 . C14 . ol . gp 

Start 351 

GI none 

Exons 351.. 678 



Seq. ID OJ990823_01.9C20.C14 

Strand 

End 678 

Method AAT/GAP 

End 678 

Score 605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2600 
5371 
2198 

OJ990823_01.9C20.C14 .ol.tc 

2198 

none 



Seq. ID OJ990823_01.9C20.C14 
Strand 

End 4758 

Method " TBLASTX: Cress 

End 2755 

Score 119 



2198. .2284, 2396. .2530, 2397. .2531, 2397. .2531, 2414. .2536, 
2627.. 2755, 2627.. 2752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2600 
5371 
2198 

OJ990823_01.9C20.C14.ol.ts 

2198 

none 



Seq. ID OJ990823_01.9C20.C14 
Strand 

End 4758 

Method TBLASTX : Soybean 

End 2688 

Score 118 

2198.. 2284, 2396.. 2530, 2397.. 2531, 2400.. 2531, 2627.. 2686,- 
2635. .2688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2600 
5371 
2198 

OJ990823_01.9C20.C14.ol.tw 

2198 

none 



Seq. ID OJ990823_01.9C20.C14 
Strand 

End 4758 
Method TBLASTX: Wheat 
End 2677 
Score 130 

2198. .2284, 2206. .2289, 2375. .2533, 2396. .2530, 2397. .2573, 
2397. .2546, 2401. .2571, 2626. .2676, 2636. .2677 



Seq. No. 2600 

Gene No. 5371 

Start 2198 

Name OJ990823_01 . 9C20 . C14 . ol . tm 

Start 2198 

GI none 
Exons 



Seq. ID OJ990823_01.9C20.C14 
Strand 

End 4758 

Method TBLASTX : Mai ze 

End 4758 

Score 128 



2198. .2284, 2206. .2289, 2396. .2533, 2396. .2530, 2397. .2600, 



2661 



2400. .2531, 2626. .2751, 2627. .2755, 4261. .4350, 4262. .4351, 
4366. .4464, 4367. .4465, 4564. .4620, 4565. .4618, 4566. .4619, 
4628.. 4675, 4696.-4758, 4698.. 4751, 4702.. 4752 



Seq. No. 2601 

Gene No. 5372 

Start 10643 

Name - OJ990823_01 . 9C20 . C15 . ol . gp 

Start 10643 

GI none 

Exons 10643. .11133 



Seq. ID OJ990823_01.9C20.C15 

Strand + 

End 11133 

Method AAT/GAP 

End 11133 

Score 959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
W Start 
't3 Name 
m Start 
m GI 

Exons 



Seq. ID OJ990823_01.9C20.C15 
Strand + 

20234 
AAT/GAP 
20234 
1413 



2601 
5373 
19480 

OJ990823_01. 9C20.C15.o2.gp 
19480 

55634_1.R1084 
19480. .20234 

'4587992/gb|AAD25933.1|AF085279_6 1.0e-23 (AF085279) protein 
phosphatase 2C [Arabidopsis thaliana] ? 



End 

Method 

End 

Score 



2601 
5374 
25634 

OJ990823_01. 9C20.C15.o4 .gs 

25634 

none 



Seq. ID OJ990823_01.9C20.C15 

Strand + 

End . 28699 

Method GEN SCAN 

End 28699 

Score .41 



25634. .25713, 26049. . 26190, 26394 .. 26451, 28011 .. 28425, 
28624. .28699 



■: st 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . _ 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2601 
5375 
1 

OJ990823_01 . 9C20 . C15 . ol . np 
1 

3420047 
1..498 

(AC004680) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 11264 

Method AAT/NAP 

End 4 98 

Score 204 



2601 
5375 
1 

OJ990823JD1. 9C20 . C15 . ol . gs 
30 

none 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 11264 

Method GEN SCAN 

End 11264 

Score .45 



30. .424, 2691. .2762, 2787. .2874, 3123. .3384, 4291. .4397, 
4665. .4806, 5216. .5366, 5993. .6106, 6138. .6276, 9153. .9331, 
9467. .9652, 10076 .. 10218, 10313 .. 10366, 10917. .11264 



Seq. No. 2601 

Gene No. 537 6 

Start 11195 

Name ' OJ990823_01 . 9C20 . C15 . o3 . np 

Start 11195 

GI 1785635 

Exons 11195. .11354, 12647.. 13135 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 13135 

Method AAT/NAP 

End 13135 

Score 201 



2662 



GI Descrip. (X96924) mitochondrial citrate transport protein [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2601 Seq. ID 

5377 Strand 

1994 6 End 

OJ990823_01 . 9C20 . CIS . o4 . np Method 

19946 End 

6478146 Score 



OJ990823_01 . 9C20 .CIS 

21059 
AAT/NAP 
21059 
1139 



19946. .20290, 20450 20797 , 20937.. 21059 

(AJ242803) putative serine/threonine phosphatase type 2c 

[Sporobolus stapfianus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2601 Seq. ID 

5378 Strand 

21089 End 
OJ990823_01 . 9C20 . CIS . o4 . tm Method 

10701 End 

none Score 

10701. .10751, 10854. .11021, 10855 .. 11022, 10872 .. 11021, 
10873.. 11022 



OJ990823_01.9C20.C15 
31061 

TBLASTX: Maize 
11022 
193 



Seq. No. 

Gene No. 
=~ Start 
J Name 
^ Start 
ft GI 
[j Exons 



2601 
5378 
21089 

OJ990823_01.9C20.C15.ol.ts 
10932 



End 

Method 
End 

none Score 
10932. .11054, 10971. .11048, 11058 .. 11402, 11070 .. 11117 , 
11074. .11403, 11079. .11171, 11271 .. 11348, 12689 .. 13048 , 
12690. .13004, 12857.. 12934 



Seq. ID OJ990823_01.9C20.C15 
Strand 

31061 

TBLASTX : Soybean 
13048 
416 



* Seq. No. 2601 

U Gene No. 5378 

Start 21089 

3 Name OJ990823_01 . 9C20 .CIS .o2 . tm 

1 Start 11023 

~7 GI none 
" Exons 



Seq. ID OJ990823_01.9C20.C15 
Strand 
End 

Method 
End 
Score 



31061 

TBLASTX: Maize 

11307 

427 



11023. .11307, 11037. .11306, 11059.. 11307 



3 Seq. No. 2601 

5 Gene No. 5378 

~ Start 21089 

Name OJ990823_01 . 9C20.C15 . o3 . tm 

Start 12875 

GI none 

Exons 12875. .13066, 1287 6 .. 13004 , 12953.. 13051 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 31061 

Method TBLASTX : Mai ze 

End 13066 

Score 174 



Seq. No. 2601 

Gene No. 5378 

Start 21089 

Name OJ990823_01 . 9C20 . CIS . ol . tm 

Start 19950 

GI none 
Exons 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 31061 

Method TBLASTX : Mai ze 

End 21062 

Score 353 



19950. .20291, 19951 .. 20292, 19952 .. 20290, 20415 .. 20534 , 

20449. .20553, 204 4 9 .. 20550, 20450 20674, 20450 .. 20689, 

20514. .20684, 20685 .. 20798, 20687 .. 20797, 20728 .. 20799, 

20936. .20980, 20937 .. 21005, 20938 .. 21006, 21009 .. 21059, 



2663 



21030. .21062 



Seq. No. 2601 

Gene No. 5378 Strand 

Start 21089 End 

Name OJ990823_01 . 9C20 . C15 . o3 . ts Method 

Start 19955 End 

GI none Score 

Exons 19955. .20065, 19959 .. 20039, 20051 .. 20290, 20054 .. 20260, 
20109.. 20291 



Seq. ID OJ990823_01.9C20.C15 



31061 

TBLASTX : Soybean 

20291 

53 - 



Seq. No. 2601 

Gene No. 5378 Strand 

Start 21089 End 

Name OJ990823_01 . 9C20 . C15 . ol . tc Method 

Start 19970 End 

GI none Score 

Exons 19970. .20113, 19976 .. 20119, 20103 .. 20237 , 20105 .. 20260, 
20204. .20281 



Seq. ID OJ990823_01.9C20.C15 



31061 

TBLASTX: Cress 

20281 

56 



Seq. No. 

Gene No. 

Start 
;3 Name 
n Start 
!*..GI 
III Exons 



2601 
5378 
21089 

OJ990823_01 . 9C20 . C15 

20414 

none 

20414. .20587, 20444. 
20742. .20798, 21325. 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 31061 

o2.ts Method TBLASTX: Soybean 

End 21420 

Score 83 
20689, 20445. .20675, 20708 .. 20797 , 
21420 



J Seq . No . 

*\ Gene No. 

" f Start 

™ Name 

Start 

3 GI 

J Exons 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2601 
5378 
21089 

OJ990823_01.9C20.C15. 

20426 

none 

20426. .20626, 20437.. 
20561. .20689, 20708.. 

2601 
5378 
21089 

OJ990823_01.9C20.C15, 

21089 

130999 

21089. .21383, 22438.. 
PROLINE-RICH PROTEIN 
proline-rich protein 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 31061 
,o2.tc Method TBLASTX: Cress 

End 20782 

Score 43 
,20511, 20459. .20596, 20514 .. 20612 , 
,20782 

Seq. ID OJ990823_01.9C20.C15 
Strand 

End 31061 
oS.np Method AAT/NAP 

End 31061 

Score 147 
22540, 26191. .26389, 30992.. 31061 
MP-2 PRECURSOR gi 1200547 (M12099) 
[Mus musculus] 



2601 
5378 
21089 

OJ990823_01 . 9C20 . C15 . o3 . gs 

22361 

none 

22361. .22732 



Seq. ID OJ990823_01.9C20.C15 
Strand 

End 31061 

Method GENSCAN 

End 22732 



Score 



,56 



Seq. No. 



2601 



Seq. ID OJ990823_01.9C20.C15 



2664 




Gene No . 


CT7Q 


ot rana 






Start 


21089 


End 


31061 




Name 


OJ990823 01.9C20.C15.o5.gs 


Method 


GENSCAN 




Start 


30345 


End' ' 


30553 




GI 


none 


Score 


.41 




Exons . 


30345. .30553 








Seq. No. 


2602 


Seq. ID 


OJ990823_01. 


9C20.C16 


Gene No . 


j j / ? 


o urana 






Start 


596 


End . 


4545 




Name 


OJ990823 01.9C20.C16.ol.gs 


Method 


GENSCAN 




Start 


596 


End 


4545 




GI 


none 


Score 


.95 




Exons 


596.. 962, 2345.. 2503, 2612. 


.3133, 3776. 


.4545 




Seq. No. 


2602 


Seq. ID 


OJ990823 01. 


9C20.C16 


Gene No. 


5379 


Strand 


- 




Start 


596 


End 


4545 




Name 




Method 


AAT/NAP 




Start 


614 


End 


4470 




GI 


6598934 


Score 


1158 




Exons 


614.. 962, 2345.. 2503, 2612. 


.2838, 2941. 


.3085, 3776. 


.3993, 




4363. .4470 








GI De scrip. 


(AC018721) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


2602 


Seq. ID 


OJ990823J31. 


9C20.C16 


Gene No. 


5379 


Strand 






Start 


596 


End 


4545 




Name 


OJ990823 01.9C20.C16.ol.gp 


Method 


AAT/GAP 




Start 


2405 


End 


3038 




GI 


74951 1.R1084 


Score 


798 




Exons 


2405. .2503, 2612. .2811, 2905. .3038 







: L1 GI Descrip. 1 4586049/gb | AAD25667 . 1 1 AC007020_9 5.0e-26 (AC007020) 



hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 


2602 




Seq. ID 


OJ990823__01.9C20.C16 


Gene No. 


5380 




Strand 




Start 


5403 




End 


7405 


Name 


OJ990823 01.9C20.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


614 




End 


959 


GI 


none 




Score 


266 


Exons 


614. .958, 615. .821, 752 


. .847, 


840. .959 




Seq. No. 


2602 




Seq. ID 


OJ990823_01.9C20.C16 


Gene No. 


5380 




Strand 




Start 


5403 




End 


7405 


Name 


OJ990823 01.9C20.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


620 




End 


2662 


GI 


none 




Score 


204 


Exons 


620.. 823, 621.. 821, 824 


. .964, 


867. .938, 


2350.. 2502, 2357.. 25 




2611. .2661, 2612. .2662 








Seq. No. 


2602 




Seq. ID 


OJ990823_01.9C20.C16 


Gene No. 


.5380 




Strand 




Start 


5403 




End 


7405 


Name 


OJ990823 01.9C20.C16.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


638 




End 


823 



2665 



GI none 

Exons 638.. 823, 642.. 821 

Seq. No. 2602, 

Gene No. 5380 

Start 5403 

Name OJ990823_01 . 9C20 .C16. ol . tm 

Start 2340 

GI none 
Exons 



Score 



134 



Seq. ID OJ990823_01.9C20.C16 
Strand 

End 7405 

Method TBLASTX :Maize 

End 3972 

Score 174 



2340. .2405, 2345. .2473, 2345. .2428, 2350. .2478, 2611. .2811, 
2615.. 2815, 2908.. 3087, 2930.. 3088, 3728.. 3970, 3770.. 3943, 
3772. .3972 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 
Exons 

Seq. No. 

Gene No. 
3 Start 
3 Name 
a Start 
J! GI 
~ Exons 

y 

3 Seq. No. 

\i Gene No. 

* Start 

„ Name 

d Start 

J GI 

£. Exons 

i Seq. No. 
~ Gene No. 
J Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start 



2602 
5380 
5403 

OJ990823_01.9C20.C16.ol.tc 

2356 

none 



Seq. ID OJ990823_01.9C20.C16 
Strand 

End 7405 

Method TBLASTX : Cress 

End 2803 

Score 38 



2356.. 2376, 2374.. 2508, 2393.. 2506, 2596.. 2802, 2603.. 2803 



2602 
5380 
5403 

OJ990823_0 1 . 9C2 0 . CI 6 . ol . tw 

2617 

none 



Seq. ID OJ990823_01.9C20.C16 
Strand 

End 7405 

Method TBLASTX : Wheat 

End 3819 

Score 173 

2617. .2817, 2618. .2812, 2757. .2828, 2944. .3087, 2945. .3088, 
3772.. 3819, 3779.. 3817 



2602 
5380 
5403 

OJ990823_01. 9C20.C16.o2.ts 

2968 

none 



Seq. ID OJ990823_01.9C20.C16 
Strand 

End 7405 

Method TBLASTX : Soybean 

End 3942 

Score 65 



2968.. 3030, 2969.. 3031, 3772.. 3942 



2602 
5380 
5403 

OJ990823_01. 9C20.C16.o2.gs 

5403 

none 



Seq. ID OJ990823_01.9C20.C16 
Strand 

End 7405 

Method GENSCAN 

End 7405 * 

Score .76 



5403.. 5509, 5511.. 5643, 7236.. 7405 



2603 
5381 
119 

OJ990823_01. 9C20.C17.ol.gs 

119 

none 



Seq. ID OJ990823_01.9C20.C17 

Strand + 

End 2563 

Method GENSCAN 

End 2563 

Score .81 



119. .271, 987. .1146, 1563. .1774, 2450. .2563 



2603 
5382 
3039 



Seq. ID OJ990823_01.9C20.C17 
Strand 

End 4227 



2666 





Name 


OJ990823 01.9C20.C17.o2.gs 


Method 


GENSCAN 






Start 


3039 


End 


4227 






GI 


none 


Score 


.84 






Exons 


3039.. 3181, 3336.. 3443, 4200. 


.4227 








Seq. No. 


2604 


Seq. ID 


OJ990823_01.9C20 


.C19 




uene ino . 


5383 


Strand 








Start 


940 


End 


3311 






Name 


OJ990823 01.9C20.C19.ol.gs 


Method 


GENSCAN 






Start 


940 


End 


3311 






GI 


none 


Score 


.5 






Exons 


940.. 984, 1102.. 1264, 2935.. 3311 








Seq. No. 


2604 


Seq. ID 


OJ990823_01.9C20 


.C19 




Gene No. 


J JO J 


Strand 








O Lai L 


qa n 


End 


-J -J J- -L 






Name 


nTQQnfl9^ 01 QC9C\ PI Q ol nr> 
UU3"UOt J U X ■ j\~>£ U • ^ X -7 • ox • up 


Method 


AAT/NAP 






Start 


-? DO 


End 


1167 






GI. 


/ D / X c. 


Score 


141 






Exons 


-/DO. . ilu / 










GI Descrip. 












Seq. No. 


2604 


Seq. ID 


OJ990823_01.9C20 


.C19 




Gene No. 


5383 


Strand 


+ 




=3. 


Start 


940 


End 


-3311 




!; : 1 


Name 


OJ990823 01.9C20.C19.ol.gp 


- Method 


AAT/GAP 






Start 


1073 


End 


1146 




: 


GI 


2310739 


Score 


98 




?=? 


Exons 


1073. .1146 








: : t 


GI Descrip. 


2326760/emb I Y14434 | MTTANAD2X 


0.0e+00 Triticum aestivum 








mitochondrial nad2 gene exons 


3, 4 and 


5, and trnY gene 




ru 


Seq. No. 


2604 


Seq. ID 


OJ990823_01.9C20 


.C19 




Gene No. 


5383 


Strand 


+ 






Start 


940 


End 


3311 




;, t 
^ . e 




OJ990823 01.9C20.C19.o3.gp 


Method 


AAT/GAP 






Start 


1404 


End 


1488 






GI 


'287004 


Score 


135 






Exons 


1404. .1488 










GI Descrip. 


19560/emb | Z 1 1 8 8 9 | MITTARRNG 1. 


Oe-167 T., 


aestivum mitochondrioi 






rrn26 gene for rRNA large subunit (26S 


) 






Seq. No. 


2604 


Seq. ID 


OJ990823_01.9C20 


.C19 




Gene No. 


5384 


Strand 








Start 


1 


End 


1337 






V* dillc: 


OJ990823 01.9C20.C19.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1337 






GI 


3560736 


Score 


141 






Exons 


1..21, 179. .254, 1221. .1337 










GI Descrip. 


(AF074177) ribulose-1, 5-bisphosphate carboxylase/oxygenase 






[Habenaria repens] 










Seq. No. 


2604 


Seq. ID 


OJ990823_01.9C20 


■ C19 




Gene No. 


5384 " 


Strand 








Start 


1 


End 


1337 






Name 


OJ990823 01.9C20.C19.o2.gp 


Method 


AAT/GAP 






Start 


1220 


End 


1335 





2667 




GI 24824_1.R1084 Score 167 

Exons 1220.. 1335 

GI Descrip. '476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE-truncated [Oryza sativa] 1 





Seq. No. 


2604 








Seq. ID 


OJ990823_01.9C20.C19 




Gene No. 


5385 








Strand 


- 




Start 


4335 








End 


5713 




Name 








. tw 


IricLnOQ 


TAT "Whoaf- 




Start 


1198 








JEnd 


1335 




GI 


none 








Score 


204 




Exons 


1198. .1335, 


1226. 


.1309, 


1227. 


. 1334 






Seq. No. 


2604 








Seq. ID 


OJ990823_01.9C20.C19 




Gene No. 


5385 








Strand 


- 




Start 


4335 








End 


5713 




Name 




. yczu . 


pi Q ~1 

til? . Oi . 


. tin 




TAT ZiQTY-Mai to 
1 DLnO 1 A • l v Jd.X ic 




Start 


1225 








End 


1335 




GI 


none 








Score 


193 




Exons 


1225. .1335, 


1226. 


.1309, 


1227. 


.1334 






Seq. No. 


2604 








Seq. ID 


OJ990823_01.9C20.C19 


'<tdf 


Gene No. 


5385 








Strand 


- 




Start ' 


4335 








End 


5713 




Name 


ujyyuoz j ui . 


. yczu . 


L117. Ol . 


+• T.I 




1 JD_ri.D 1 A . Vvllca U 




Start 


1403 








End 


1573 


ru 


GI 


none 








Score 


264 


□ 

! : i 


Exons 


1403. .1573, 


1404. 


.1562, 


1516. 


.1566 




■: '-a 

=. 


Seq. No. 


2604 








Seq. ID 


OJ990823_01.9C20.C19 


: s ! 5 


Gene No. 


5385 








Strand 


- 


: y 


Start 


4335 








End 


5713 


ii 


Name 


OJ990823 01, 


.9C20. 


C19.o2. 


.gs 


Method 


GENSCAN 


r ~~~ 


Start 


4335 








End 


5713 


'"-4 




none 








Score 


.9 




Exons 


4335. .4543, 


4561. 


.4751, 


5598. 


.5713 




i~ 


Seq. No. 


2605 








Seq. ID 


"OJ990823_01 . 9C20 . C21 




Gene No. 


5386 








Strand 


+ 


! ssf 


Start 


1552 








End 


8659 




Name 


OJ990823 01, 


.9C20. 


C21.ol, 


.gs 


Method 


GENSCAN 




Start 


1552 








End 


8659 




GI 


none 








Score 


.66 




Exons 


1552. .1571, 


3708. 


.3906, 


4828. 


.5024, 5573. .5711, 5748. .5930, 






6048. .6189, 


6338. 


.6528, 


6653. 


.6814, 6922. .7002, 7239. .7289, 






7811. .7891, 


8151. 


.8258, 


8372. 


.8659 






Seq. No. 


2605 








Seq. ID 


OJ990823_01.9C20.C21 




Gene No. 


5386 








Strand 


+ 




Start 


1552 








End 


8659 




Name 


OJ990823 01. 


.9C20. 


C21.ol. 


■ gp 


Method 


AAT/GAP 




Start 


4901 








End 


6212 




GI 


30956 1.R1084 






Score 


977 




Exons 


4901. .5066, 


5573. 


.5711, 


5832. 


.5930, 6048. .6212 



GI Descrip. » 6049841/gb | AAF02775 . 1 | AF190728_1 4.0e-61 (AF190728) asparagine 
synthetase [Heiianthus annuus] 1 



2668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2605 Seq. ID 

5386 Strand 

1552 End 

OJ990823_01 . 9C20 . C21 . ol . np Method 

4987 End 

1351989 Score 



OJ990823_ 
+ 

8659 . 
AAT/NAP 
8602 
1577 
6048. .6189, 
7576. .7710, 



01.9C20.C21 



4987.. 5066, 5573.. 5711, 5832.. 5930, 6048.. 6189, 6338.. 6528, 
6653.. 6814, 6922.. 7002, 7239.. 7460, 7576.. 7710, 7811.. 7891, 
7979.. 8065, 8151.. 8258, 8372.. 8602 
AS PARAGINE SYNTHETASE [GLUTAMINE-HYDROLYZING] 
(GLUTAMINE-DEPENDENT AS PARAGINE SYNTHETASE) 

gi|984262|emb|CAA58052| (X82849) asparragine synthetase [Zea 
mays] 



2605 Seq. ID 

5386 Strand 
1552 End 
OJ990823_01. 9C20.C21.o2.gp Method 
6360 End 
uC-osroM202013b06bl Score 
6360.. 6528, 6653.. 6814, 6922.. 7002, 7239. 
, 604 9841/gb|AAF02775.1 |AF190728_1 9.0e-66 
synthetase [Helianthus annuus] 1 



OJ990823_01.9C20.C21 
+ 

8659 
AAT/GAP 
7325 
897 



7325 

(AF1 90728) asparagine 



2605 Seq. ID 

5386 Strand 
1552 End 
OJ990823_01 . 9C20 . C21 . o4 . gp Method 
8145 End 
21403_1.R1084 Score 
8145.. 8258, 8372.. 8613 

, 1351989/sp| P4 9094 |ASNS_MAIZE 3.0e-30 ASPARAGINE SYNTHETASE 
[GLUTAMINE-HYDROLYZING] (GLUTAMINE-DEPENDENT ASPARAGINE 
SYNTHETASE) >gi_984262_emb_CAA58052_ (X8284 9) asparragine 
synthetase [Zea mays] 1 



OJ990823_01.9C20.C21 
+ 

8659 
AAT/GAP 
8613 
515 



2605 
5387 
8511 

OJ990823_01. 9C20.C21.ol.ts 

4890 

none 

4890.. 5066, 4981.. 5085, 5567. 
5868.. 5930, 5891.. 5920, 6048. 

2605 
5387 
8511 

OJ990823_01. 9C20.C21.ol.tm 

4956 

none 

4956.. 5060, 4983.. 5066, 4987. 
5526.. 5711, 5570.. 5728, 5571. 
5831.. 5926, 5832.. 5930, 5892. 
60^92. .6190, 6336.. 6410, 6336. 
6457.. 6528, 6486.. 6530, 6650. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990823 01.9C20.C21 



8906 

TBLASTX : Soybean 
6176 
95 

5725, 5571.. 5714, 5835.. 5882, 
6176, 6048.. 6113, 6092.. 6175 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990823 01.9C20.C21 



8906 

TBLASTX: Maize 
8485 
78 

.5085, 4987..5124, 4988. .5098, 
.5711, 5576.. 5716, 5821.. 5859, 
.5930, 6048. .6194, 6048. .6119, 
.6455, 6337. .64 53, : 64 56'. .6527, 
.6814, 6652.. 6846, 6739.. 6819, 



2669 




6919. .7002, 
7416. .7463, 
7666. .7710, 
8038. .8067, 
8357. .8485, 



6921. .7016, 
7417. .7476, 
7666. .7716, 
8039. .8068, 
8371. .8484 



6921. .6998, 
7417. .7467, 
7729. .7887, 
8148. .8258, 




7238. .7324, 
7665. .7709, 
7811. .7891, 
8148. .8258, 



7239. .7325, 
7665. .7709, 
7811. .7891, 
8149. .8262, 



Seq. No. 2605 
Gene No. 5387 
Start 8511 

Name OJ990823_01 . 9C20 . C21 . ol . tc 

Start 4984 
GI none 
Exons 4 984. 

5859. 

6336. 

6921. 

7705. 



.5085, 5567.. 5725, 5571. 

.5930, 5891.. 5920, 6048. 

.6527, 6337. .6528, 6650. 

.6998, 7235.. 7324, 7239. 

.7890, 7820.. 7891, 8151. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5714, 
.6194, 

.6814, 6652 
.7325, 7419 
.8258, 8369 



OJ990823 01.9C20.C21 



5820 
6048 



8906 

TBLASTX: Cress 
8481 
96 

5882, 5836.. 5859, 

6119, 6092.. 6190, 

6810, 6919.. 7002, 

7463, 7666.. 7713, 

8479, 8377. .8481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2605 
5387 
8511 

OJ990823_01 . 9C20 . C21 . o2 . ts 

6363 

none 



Seq. ID OJ990823_01.9C20.C21 
Strand 

End 8906 

Method TBLASTX : Soybean 

End 84 52 

Score 140 



6363. .6491, 6391. .6492, 6650. .6688, 6788. .6814, 6919. .6999, 

6921. .6998, 7238.-7324, 7239. .7325, 7418. .7459, 7419. .7463, 

7664. .7714, 7669. .7713, 7789. .7887, 7817. .7891, 7820. .7891, 

7973. .8068, 8150. .8254, 8151.. 8258, 8357.. 8452, 8374.. 8445 



, I Seq. No. 

Z Gene No. 

«; Start 

y Name 
Start 

j Exons 

7 GI Descrip. 



2605 
5387 
8511 

OJ990823_01 . 9C20 . C21 . 06 . gp 
8511 

38775_1.R1084 
8511. .8906 

l 214 9018/gb|U70541|OSU70541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_01.9C20.C21 

8906 
AAT/GAP 
8906 
650 



1.0e-23 Oryza sativa putative 



ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



;3 Seq. No. 2606 

Gene No. 5388 

Start 98 

Name OJ990823_01 . 9C20 . C22 . ol . gs 

Start 98 

GI none 

Exons 98.. 302, 400.. 599, 693.. 870, 
3010. .3349, 3519.. 3624 



Seq. ID OJ990823_01.9C20.C22 
Strand 

End 3624 

Method GENSCAN 

End 3624 

Score .72 
1260. .1345, 1840. .1954, 2107. .2289, 



Seq. No. 2606 Seq. ID 

Gene No. 5389 Strand 

Start 10258 End 

Name OJ990823_01 . 9C20 . C22 . o3 .gs Method 

Start 10258 End 

GI none Score 

Exons 10258. .10445, 10625.. 10745 



OJ990823_01.9C20.C22 

10745 
GENSCAN 
10745 
.45 



2670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2606 
5390 
11977 

OJ990823_01 . 9C20 . C22 . o2 . tc 

149 

none 



Seq. ID OJ990823_01.9C20.C22 
Strand 

End 14695 

Method TBLASTX: Cress 

End 13050 

Score 87 



149. .289, 396. .494, 405. .512, 424. .498, 540. .590, 541. .582, 
12553. .12681, 12889 . . 12996, 13018.. 13050 

2606 Seq. ID OJ990823_01.9C20.C22 

5390 Strand 

11977 End 14695 

OJ990823_01 . 9C20.C22.o2. tm Method TBLASTX : Maize 

152 End 13065 

none Score 76 

152. .277, 177. .257, 372. .599, 426. .494, 427. .603, 549. .611, 
12559. .12633, 12559 .. 12681, 12651 .. 12710, 12901 .. 12975 , 
13018.. 13065 



: i=5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



:;3 Seq. No. 

Gene No. 

; s S( Start 

[•^ Name 

rU Start 

» GI 

r=* Exons 



Seq. No. 
Gene No. 
Q Start 
Q Name 
i=3 Start 
GI • 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start - 



2606 Seq. ID OJ990823_01.9C20.C22 

5390 Strand 

11977 End 14695 

OJ990823_01 . 9C20 . C22 . o3 . ts Method TBLASTX : Soybean 

155 End 12654 

none Score 62 

155. .289, 177. .242, 11990 .. 12055, 12010 .. 12054 , 12097 .. 12204 , 
12553. .12654, 12557.. 12646 

2606 Seq. ID OJ990823_01.9C20.C22 

5390 Strand 

11977 End 14695 

OJ990823_01 . 9C20 . C22 . o2 . ts Method TBLASTX : Soybean 

426 End 13065 

none Score 125 

426. .518, 552. .599, 12655 .. 12711, 12883 .. 13065, 12911. .13060 

2606 Seq. ID OJ990823_01.9C20.C22 

5390 Strand 

11977 End' 14 695 

OJ990823_01 . 9C20 . C22 . ol . ts Method TBLASTX : Soybean 

744 End 13581 

none Score 88 

744. .872, 745. .873, 3009. .3128, 13208 .. 13345, 13238 .. 13342 , 

13242. .13346, 13408 .. 13524, 13409 .. 13513, 13546.. 13581 



2606 
5390 
11977 

OJ990823_01. 9C20.C22.ol.tc 

747 

none 



Seq. ID OJ990823_01.9C20.C22 
Strand 

End 14695 

Method TBLASTX: Cress 

End 13524 

Score 65 



747. .872, 748. .837, 3009. .3110, 3144. .3179, 13205 .. 13345 , 
13245. .13346, 13253 .. 13360, 13393 .. 13524 , 13394.. 13507 



2606 
5390 
11977 



Seq. ID OJ990823_01.9C20.C22 
Strand 

End 14695 



2671 



Name 

Start 

GI 

Exons 



OJ990823 01.9C20.C22.ol.tm 



Method TBLASTX : Mai ze 



765 End 13689 

none Score 7 5 

765.. 872, 769.. 837, 3009. .3140, 13238 .. 13345, 13242 .. 1334 6, 
13406. .13525, 13407 134 90, 13408 .. 13593, 13409 13597 , 
13591. .13638, 13592 13639, 13624.. 13689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2606 Seq. ID 

5390 Strand 

11977 End 

OJ990823_01 . 9C20 . C22 . o4 . gs Method 

11977 End 

none Score 



OJ990823_01 . 9C20 . C22 

14695 
GENSCAN 
13734 
.95 



11977. .12322, 12554 .. 12712, 12887 .. 13096, 13173 .. 13343, 
13409. .13734 



Seq. No. 2606 Seq. ID OJ990823_01.9C20.C22 

Gene No. 5390 Strand 

Start 11977 End 14695 

Name OJ990823_01 . 9C20 . C22 . ol . np Method AAT/NAP 

Start 11983 End 14695 

GI 3420050 Score 796 

Exons 11983. .12348, 12554 .. 12712, 12887 13065, 13173 .. 1334 3, 

13409. .13586, 14537.. 14695 

GI Descrip. (AC004680) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2607 
5391 
1059 

OJ990823_01.9C20.C23.ol.gs 

1059 

none 



Seq. ID OJ990823_01.9C20.C23 

Strand + 

End 2980 . 

Method GENSCAN 

End 2980 

Score .56 



1059. .1180, 2172. .2259, 2286. .2550, 2648.-2874, 2888. .2980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2607 Seq. ID 

5391 Strand 

1059 End 
OJ990823_01.9C20.C23.ol.np " Method 

2371 ■ End 

5777617 Score 
2371.. 2490 

(AJ245900) CAA30375.1 protein * [Oryza sativa] 



OJ990823_01.9C20.C23 
+ 

2980 
AAT/NAP 
2490 
80 



2607 Seq. ID OJ990823_01.9C20.C23 

5392 Strand 

370 End 787 

OJ990823_01 . 9C20 . C23 . o2 . gp Method AAT/GAP 

370 End 787 

2799908 ' Score 57-7 

370.. 470, 505.. 787 

2149018/gb|U70541 IOSU70541 1.0e-23 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Seq. No. 
Gene No. 
Start 



2608 
5393 
2482 



Seq. ID OJ990823_01.9C20.C24 
Strand ' + 
End 5204 



2672 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990823_01 . 9C20 . C24 . o2 . gs Method GENSCAN 
2482 End 3904 

none *■ . . Score .92 

2482.. 2662, 2837.. 2911, 3771.. 3904 

2608 Seq. ID OJ990823_01.9C20.-C24 

5393 Strand + 

2482 End 5204 

OJ990823_01 . 9C20 . C24 . o2 . np Method AAT/NAP 

2517 End 5204 

1657619 Score 276 

2517.. 2659, 2837.. 2911, 3771.. 3898, 4016. .4107, 4225.. 4290, 
5153. .5204 

(U72504) G5p [Arabidopsis thaliana] gi | 3068710 | gb IAAC14 4 10 . 1 | 
(AF04 9236) putative transmembrane protein G5p [Arabidopsis 
thaliana] 





Seq. No. 


2608 


Seq. ID 


OJ990823_01.9C20.C24 




Cl. ana KT r\ 

bene ino ■ 




Strand 






Start 


83 


End 


1480 




Name 


OJ990823 01.9C20.C24.ol.gs 


Method 


GENSCAN 




Start 


83 


End 


1480 




GI 


none 


Score 


.8 




Exons 


83. .319, 1433. .1480 






J 

S3. 


Seq. No. 


2608 


Seq. ID 


OJ990823_01.9C20.C24 


\i 


Gene No. 


5394 


Strand 






Start 


83 


End 


1480 


3 


Name 


OJ990823 01.9C20.C24.ol.np 


Method 


AAT/NAP 




Start 


132 


End 


1440 




GI 


5777617 


Score 


73 


sJ 


Exons 


132. .229, 1419. .1440 






y 


GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


j 


Seq. No. 


2608 


Seq. ID 


OJ990823_01.9C20.C24 


4 


Gene No. 


5395 


Strand 






Start 


2464 


End 


2928 




Name 


OJ990823 01.9C20.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


2464 


End 


2928 




GI 


none 


Score 


209 


3 


Exons 


2464.. 2658, 2586.. 2657, 2835. 


.2915, 2836.. 2928 




Seq. No. . 


2608 


Seq. ID 


OJ990823_01.9C20.C24 




Gene No. 


5396 


Strand 






Start 


2836 


End 


4107 




Name 


OJ990823 01.9C20.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


2836 


End 


4107 




GI 


none 


Score 


85 




Exons 


2836.. 2913, 3763.. 3891, 3764. 


.3898, 3827. .3901, 3998. .4105, 



4015. .4107 



Seq. No. 2609 Seq. ID 

Gene No. 5397 Strand 

Start 215 t . End 

Name OJ990823_01 . 9C20 . C25 . ol . gs Method 

Start 215 End 

GI none. Score 



OJ990823_01.9C20.C25 
+ 

460 

GENSCAN 

460 

.88 



2673 



Exons 



215.. 268, 386. .460 



.3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2610 
5398 
172 

OJ991112_15.0104 .Cl.ol.gs 

172 

none 

172. .243, 294. .433 



Seq. ID OJ991H2_15.0104.C1 

Strand + 

End 4 33 

Method GENS CAN 

End 433 

Score .58 



2611 
5399 
179 

OJ991112_15.0104 .C2.ol.np 
179 

5852180 
179. .544, 592. .653 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ9911.12_15.0104.C2 
Strand 

653 

AAT/NAP 
653 
164 



End 

Method 
End 
Score 



Seq. ID OJ991112_15.0104.C7 
Strand + 

909 

AAT/NAP 
906 
1531 



2612 
5400 
1 

OJ991112_15.0104 .C7 .ol.np 
1 

6630696 
1..906 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 





Seq. No. 


2612 




Seq. ID 


OJ991112_15.0104 


* _j 


Gene No. 


5400 




Strand 


+ 


: u 


Start 


1 




End 


909 


s 


Name 


OJ991112 15.0104 


.C7.o2.ts 


Method 


TBLASTX: Soybean 


i 


Start 


7 




End 


273 




GI 


none 




Score 


71 


'4 


Exons 


* 7. .99, 99. .272, 


100.. 273, 109 


. . 273 




: ss 


Seq; No. 


2612 




Seq. ID 


OJ991112_15.0104 


5 

- Jj 


Gene No. 


5400 




Strand 


+ 




Start 


1 




End 


909 




Name 


OJ991112 15.0104 


.C7.ol.gs 


Method 


GENSCAN 




Start 


37 




End 


909 




GI 


none 




Score 


.84 




Exons 


37. .909 










Seq. No. 


2612 




Seq. ID 


OJ991112_15.0104 




Gene No. 


5400 




Strand 


+ 




Start 


1 




End 


909 




Name 


OJ991112 15.0104 


.C7 .ol. tm 


Method 


TBLASTX: Maize 




Start 


67 




End 


439 




GI 


none 




Score 


354 




Exons . 


67. .438, 90. .437 


, 191. .439 








Seq. No. 


2612 




Seq. ID 


OJ991112_15.0104 




Gene No. 


5400 




Strand 


+ 




Start 


1 




End 


909 



2674 



I • \ 

L i-i 
1.1 



Name 


OJ991112 15.0104 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


277 






End 


657 




GI 


none 






Score 


120 




Exons 


277. .414; 289.. 414, 432 


:. .563, 


433.-657" 






Seq. No. 


2612 






Seq. ID 


OJ991112_15.0104 


.C7 


bene wo . 


5400 






Q+- >-a nH 


-L 
( 




Start 


1 






End 


909 




Name 


OJ991112 15.0104 


.C7.ol. 


tw 


Method 


•TBLASTX: Wheat 




Start 


295 






End 


. 770 




GI 


none 






Score 


102 




Exons 


295. .369, 296..35S, 300 


i. .389, 


300. .368 


, 384-. 770, 385.. 


768 


Seq. No. 








Seq. ID 


OJ991112_15.0104 


.C8 


oene wo . 


r a m 






c -f- r3n H 
Dlialiu 


1 




Start 


*± dd y 






End 


6128 




Name 


HTClQl 1 1 9 1 c; 




gs 


Method 


GENSCAN 




Start 


4559 






End 


6128 




GI 


none 






Score 


.48 




Exons 


4CCQ A£f\0 ^Q^^ 


RQQ1 


6102. 


.6128 






Seq. No. 


9 £1 1 






Seq. ID 


OJ991112_15.0104 


.C8 


Gene No. 


H9 






Strand 


+ 




Start 


DDJJ 






End 


8860 




Name 




. LO . Oj. 


gs 


Method 


GENSCAN 




Start 


6653 






End 


8860 




GI 


none 






Score 


.41 




Exons 


fifi^^ fi7Qd 70 >: t c l 

DDJJ. . D / .7*1 / f U 0*J 


7117 


8018. 


.8288, 8802.. 8860 




Seq. No. 


9£1 ^ 






Seq. ID 


OJ991112_15.0104 


.C8 


Gene No . 


34UJ 






Strand 


+ 




Start 








End 


9865 




Name 


riTQQi 119 1 r m n^ 

Uu .7 :7 J. J. ± £. ID . UiU*! 


t~*Q r\A 


gs 


Method 


GENSCAN 




Start 


9539 






End 


9865 




GI 


none 






Score 


.74 




Exons 














Seq. No. 


Z DlJ 






Seq. ID 


OJ991112_15.0104 


.C8 


Gene No . 


5404 






Strand 


+* 




Start 


10848 






End 


11125 




Name 


OJ991112 15.0104 


.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


10848 






End 


11125 




GI 


none 






Score 


363 




Exons 


10848.. 11125 












Seq. No. 


2613 






Seq. ID 


OJ991112_15.0104 


.C8 


Gene No . 


5405 






Strand 






Start 


1983 






End 


3804 




Name 


OJ991112 15.0104 


.C8.ol. 


gs 


Method 


GENSCAN 




Start 


1983 






End 


3804 




GI 


none 






Score 


.52 




Exons 


1983.. 2030, 2830 


. .3177, 


3556. 


.3804 






Seq. No. 


2613 






Seq. ID 


OJ991112_15.0104 


.C8 


Gene No. 


5405 






Strand 






Start 


1983 






End 


3804 




Name 


OJ991112 15.0104 


.C8.ol. 


gp 


Method 


AAT/GAP 





2675 






Start 


2940 


End 


3614 




GI 


2799515 


Score 


445 




Exons- 


2940.. 3177, 3556.. 3614 








Seq. No. 


2613 


Seq. ID 


OJ991112_15 . 0104 .C8 




Gene No. 


5406 


Strand 






Start 


11120 


End 


11718 




Name 


OJ991112 15.0104.C8.o5.gs 


Method 


GEN SCAN 




Start 


11120 


End 


11718 




GI 


none 


Score 


.84 




Exons 


11120. . 11718 








Seq. No. 


2614 


Seq. ID 


OJ991112_15 . 0104 .C9 




Gene No. 


5407 


Strand 


+ 




Start 


51 


End 


1198 




Name 


OJ991112 15.0104.C9.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


1198 




GI 


none 


Score 


. 64 




Exons 


51. .247, 622. .1010, 1143. .1198 






Seq. No. 


2614 


Seq. ID 


OJ991112_15 . 0104 .C9 




Gene No. 


5407 


Strand 


+ 




Start 


51 


End 


1198 




Name 


OJ991112 15.0104.C9.ol.np 


Method 


AAT/NAP 




Start 


680 


End 


1093 


3 


GI 


6815062 


Score 


556 


; 5 


Exons 


680. .1093 






U 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 


"1 




F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 






sativa] 








Seq. No. 


2614 


Seq. ID 


OJ991112_15.0104.C9 


y 


Gene No. 


5407 


Strand 


+ 




Start 


51 


End 


1198 


i 


Name 


OJ991112 15.0104.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


721 


End 


1087 


1 1 
? 


GI 


none 


Score 


144 




Exons 


721. .846, 725. .880, 899. .1087, 


943. .1026 - 


=* 

3 


Seq. No. 


2615 


Seq. ID 


OJ991112_15. 0104. C10 




Gene No. 


5408 


Strand 


+ 


3 


Start 


2097 


End 


3895 




Name 


OJ991112 15.0104.C10.ol.gs 


Method 


GENSCAN 




Start 


2097 


End 


3895 




GI 


none 


Score 


.53 




Exons 


2097.. 2102, 2333..2464, 3890.. 


3895 






- Seq. No. 


2615 


Seq. ID 


OJ991112_15. 0104. C10 




Gene No . 


5409 


Strand 


+ 




Start 


19488 


End 


19724 




Name 


OJ991112 15.0104.C10.o5.gs 


Method 


GENSCAN 




Start 


19488 


End 


19724 




GI 


none 


Score 


.62 




Exons 


19488. .19724 








Seq. No. 


2615 


Seq. ID 


OJ991112_15. 0104. C10 




Gene No. 


5410 . 


Strand 


+ 



2676 




Start 


20175 


End 


23380 




Name 


OJ991112 15.0104 .CIO. 06. gs 


Method 


GENSCAN 




Start 


20175 


End 


23380 




GI 


none 


Score 


.9 




Exons 


20175. .20379, 21438. .21551, 


21911. .22695, 22787 


. .23380 


Seq. No. 


2615 


Seq. ID 


OJ991112 


_15. 0104. C10 


Gene No. 


5410 


Strand 


+ 




Start 


20175 


End 


23380 




Name 


OJ991112 15.0104 .C10. o3.np 


Method 


AAT/NAP 




Start 


22016 


End 


23098 




GI 


6539555 


Score 


1119 




Exons 


22016. .22695, 22787.. 23098 








GI Descrip. 


(AP000836) Similar to mariner transposase (AF078934) [Oryza 




sativa] gi | 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to ma: 




transposase (AF078934) [Oryza sativa] 






Seq. No. 


2615 


Seq. ID 


OJ991112 


JL5. 0104 .C10 


Gene No. 


5411 


Strand 






Start 


4497 


End 


9671 




Name 


OJ991112 15.0104 .C10. o2.gs 


Method 


GENSCAN 




Start 


4497 ~ 


End 


9671 




GI 


none 


Score 


.45 




Exons 


4497.. 4523, 5353.. 5709, 5973 


. .5979, 6767. .7868, 


8274 . . 8422, 




8734.. 8891, 9306.. 9450, 9547 


. .9671 






Seq. No. 


2615 


Seq. ID 


OJ991112_ 


_15. 0104 .C10 


Gene No. 


5411 


Strand 






Start 


4497 


End 


9671 




Name 


OJ991112 15.0104.C10.ol.gp 


Method 


AAT/GAP 




Start 


7257 


End 


7814 




GI 


none 


Score 


1074 




Exons 


7257. .7814 








Seq. No. 


2615 


Seq. ID 


OJ991112 


15 . 0104 .C10 


Gene No. 


5412 


Strand 






Start 


10180 


End 


13994 




Name 


OJ991112 15.0104.C10.o2.gp 


Method 


AAT/GAP 




Start 


10180 


End 


13994 ■ 




GI 


11098 1.R1084 


Score 


2291 




Exons 


10180. .10471, 10838. .10908, 


11069. . 11232, 11865 


. . 11918, 




12303. .12343, 124 91 .. 12583, 


12673. .12760, 12967 


. . 13020, 




13103. .13218, 13411. .13488, 


13618. .13768, 13846 


. .13994 


GI Descrip. 


, 2970556/gb|AAC05983.1| 2 . Oe 


-37 (AF049708) 






aspartokinase-homoserine dehydrogenase 


[Glycine 


max] 1 


Seq. No. 


2615 


Seq. ID 


OJ991112_ 


_15. 0104. C10 


Gene No. 


5412 


Strand 






Start 


10180 


End 


13994 




Name 


OJ991112 15.0104 .C10. o3.gs 


Method 


GENSCAN 




Start 


10337 


End 


13956 






none 


Score 


.8 




Exons 


10337. .10471, 10718. .10784, 


11069. .11273, 12491 


. .12583, 




12673. .127 60, 13007. .13020, 


13075. . 13218, 13618 


. .13768, 




13846. .13956 








Seq. No. 


2615 


Seq.' ID 


OJ991112_ 


_15. 0104. C10 



2677 



Gene No. 5413 

Start 14795 

Name OJ991112_15 . 0104 .CIO . o4 .gs 

Start 14795 

GI none 

Exons 14795. .14875, 15204 .. 15322, 
16213. .16241, 18019. .18361 



Strand 
End 

Method 

End 

Score 



18361 
GENSCAN 
18361 ' 
.4 



15408. .15557, 15990. .16050, 



Seq. No. 2615 Seq. ID 

Gene No. 5413 Strand 

Start 14795 End 

Name OJ991112_15 . 0104 .C10 . ol . np Method 

Start 14816 End 

GI 4835789 Score 

Exons 14816. .14875, 15032 .. 15118 , 15204 15322 , 

15747. .15803, 15964 .. 16050, 16213 16754 , 



OJ991112 15. 0104. C10 



18361 
AAT/NAP 
18232 
799 

15408. 
18059. 



GI Descrip. (AC007296) Strong similarity to gi 13367522 F8K4 



.15646, 
.18232 
9 from 



Arabidopsis thaliana BAC gb|AC004392. 
this gene. 



EST gb|W43487 comes from 



Seq. No. 
Gene No. 
Start 

2 Name 

5 -Start . 

.] Exons 

jf GI Descrip. 

J 

y Seq. No. 

3 Gene No. 
ft Start 

~ Name 

Start 

3 GI 

j Exons 



3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2615 
5413 
14795 

OJ991112_15. 0104. C10. o2.np 

16060 

6910588 



Seq. ID OJ991112_15. 0104. C10 
Strand 

End 18361 

Method AAT/NAP 

End 18279 

Score 650 



16060. .16085, 16213. .16754, 18059.. 18279 
(AC006424) CDS [Arabidopsis thaliana] 



2615 Seq. ID 

5414 Strand 

23919 End 

OJ991112_15 . 0104 .C10 . o7 . gs Method 

23919 End 

none Score 



OJ991112_15. 0104. C10 

32791 
GENSCAN 
32697 
.46 



23919. .23981, 24618 .. 2484 6, 26068 .. 26945, 29575 .. 29661, 
2974S..29863, 29950 .. 30059, 30503 .. 30589, 31087 .. 31298, 
32398. .32697 



2615 
5414 
23919 

OJ991112_15. 0104. C10. o3.gp 
29191 

23020_1.R1084 

29191. .29411, 29575. .29661, 
'3367522 2.0e-27 (AC004392) 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 15. 0104. C10 



32791 
AAT/GAP 
30035 
873 

29745. .29863, 29950.. 30035 

EST gb_T04691 comes from this gene. 



Seq. No. 2615 

Gene No. 5414 

Start 23919 

Name OJ991112JL5 . 0104 . C10 . o4 .np 

Start 29334 

GI 6910584 

Exons 29334. .29411, 29745 .. 29863, 
- 30503. .30589, 30757 31298, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

29950 

32398 



30188, 
32670 



OJ991112_15. 0104. C10 

32791 
AAT/NAP 
32670 
1181 

30289. .30345, 



2678 



GI Descrip. (AC006424) CDS [Arabidopsis thaliana] 



Seq. No. 2615 

Gene No. ' 5414 

Start 23919 

Name OJ991112_15. 0104 .CIO. o4 .gp 

Start 31086 

GI 60382_1.R1084 

Exons 31086. .31298, 32398.. 32791 

GI Descrip. ' 6002631/gb | AAF00071 . 1 | AF093604_1 1.0e-23 (AF093604) apyrase 
[Arabidopsis thaliana] 1 



Seq. ID OJ991112_15. 0104. CIO 
Strand 

End 32791 

Method AAT/GAP 

End 32791 

Score 1170 



Seq. No. 


2615 








Seq. ID 


OJ991112_15. 0104 .C10 


Gene No. 


5415 








Strand 




Start 


33098 








End 


33241 


Name 


OJ991112 15. 


0104 


.CIO.08, 


.gs 


Method 


GENSCAN 


Start 


33098 








End 


33241 


GI 


none 








Score 


.79 


Exons 


33098. .33241 










Seq. No. 


2615 








Seq. ID 


OJ991112_15. 0104. C10 


Gene No. 


5416 








Strand 




Start 


34118 








End 


34441 • 


Name 


OJ991112 15. 


0104 


.C10.o2, 


.tw 


Method 


TBLASTX: Wheat 


Start 


7985 








End 


9368 


GI 


none 








Score 


77 


Exons 


7985. .8038, 


7989 


. .8042, 


7991. 


.8038^ 8336. .8422, 8338. .8424, 




8733. .8891, 


8734 


. .8910, 


8734. 


.8889, 8736. .8891, 9294. .9368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2615 
5416 
34118 

OJ991112_15. 0104. C10. o4 .tm 

10331 

none 

10331. .10471, 10337. .10468, 
10836. .10859, 10857 .. 10907, 
11066. .11230, 11068. .11232, 
11865. .11936, 12490. .12582, 
12495. .12587, 124 96 .. 12585, 



Seq. ID OJ991112_15. 0104 .C10 
Strand 

End 34441 

Method TBLASTX : Maize 

End 12686 

Score 93 
10338. .10472, 10339 .. 10473, 
10861. .10908, 11066. .11233, 
11836. .11919, 11862. .11921, 
12494. .12583, 12494 .. 12583, 
12666. .12686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2615 
5416 
34118 

OJ991112_15. 

14795 

none 

14795. .14875 
15204. .15320 
15407. .15646 
15747. .15803 
15964. .16047 
29313. .29414 
29573. .29662 
29745. .29864 
30113. .30187 
30503. .30586 



0104. C10. o2.tm 



14799. 
15204. 
15441. 
15751. 
15989. 
29570. 
29574. 
29945. 
30288. 
30505. 



14876, 
15323, 
15647, 
15804, 
16054, 
29665, 
29663, 
30055, 
30344, 
30591, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 15. 0104. C10 



34441 

TBLASTX: Maize 
30876 
65 

15029. .15118, 15030. .15122, 
15259. .15345, 15403 .. 1564 5, 
15500. .15646, 1574 6 .. 15802 , 
15752. .15805, 15951 .. 1604 9, 
16213. .16329, 16215 .. 16331, 
29572. .29667, 29572 .. 29661, 
29727. .29861, 29740 .. 298 65, 
29949. .30188, 29951 .. 30190, 
30289. .30345, 30294 .. 30347 , 
30505. .30579, 30521 30580, 



2679 






30744. 


.30875, 


30745. 


.30876 










Seq. No. 


2615 








Seq. ID 


OJ991112 


_15.0104 


.C10 


Gene No. 


5416 








Strand 








Start 


34118 








End 


34441 






Name 


OJ991112 15. 0104. CIO 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15027 








End 


32575 






GI 


none 








Score 


118 






Exons 


15027. 


.15125, 


15204. 


.15323, 


15403. .15645, 15407 


. . 15661, 






15752. 


.15802, 


15752. 


. 15802, 


15951. .16049, 15964 


. . 16047, 






16215. 


.16754, 


16216. 


.16428, 


16465. .16752, 18041 


. .18229, 






18060. 


.18212, 


29572. 


.29661, 


29573.-29662, 29745 


. . 29864, 






29764. 


.29865, 


29939. 


.30055, 


29949. .30203, 30027 


. .30185, 






30113. 


.30187, 


30294. 


.30344, 


30503. .30586, 30505 


. .30579, 






30744. 


.31298, 


30760. 


.31299, 


32383. .32562, 32399 


. .32575 




Seq. No. 


2615 








Seq. ID 


OJ991112 


_15.0104 


.C10 


Gene No. 


5416 








Strand 








Start 


34118 








End 


34441 






Name 


OJ991112 15. 0104. C10 


.ol.tc 


Method 


TBLASTX:> 


Cress 




Start 


15032 








End 


32559 






GI 


none 








Score 


151 






Exons 


15032. 


.15118, 


15207. 


.15362, 


15288. .15350, 15403 


. .15645, 






15966. 


.16049, 


16215. 


.16331, 


16374. .16760, 16468 


. . 16752, 






18041. 


.18226, 


29569. 


.29661, 


29748. .29864, 29770 


. .29865, 






29945. 


.30049, 


30113. 


.30187, 


30505. .30579, 30723 


. .31304, 






31012. 


.31299, 


32395. 


.32559 










Seq. No. 


2615 








Seq. ID 


OJ991112 


_15.0104 


.C10 


Gene No. 


5416 








Strand 








Start 


34118 








End 


34441 






Name 


OJ991112 15. 0104. C10 


. ol . tm 


Method 


TBLASTX:: 


Maize 




Start 


16333 








End 


31307 






GI 


none 








Score 


349 






Exons 


16333. 


.16701, 


16335. 


.16703, 


16704. .16760, 16705 


. .16752, 






30877. 


.31245, 


30879. 


.31247, 


31248. .31307, 31249 


. .31299 




Seq. No. 


2615 








Seq. ID 


OJ991112 


_15.0104 


.C10 


Gene No. 


54i6 








Strand 








Start 


34118 








End 


34441 






Name 


OJ991112 15. 0104. C10 


. o3. tm 


Method 


TBLASTX:; 


Maize 




Start 


18039 








End 


32685 






GI 


none 








Score 


203 






Exons 


18039. 


.18224, 


18041. 


.18229, 


18200. .18250, 32383 


. .32562, 






32396. 


.32581, 


32470. 


.32589, 


32538.-32588, 32635 


. .32685 




Seq. No. 


. 2615 








Seq. ID 


OJ991112 


_15.0104 


.C10 




5416 








Strand * 








Start 


34118 








End 


34441 






Name 


OJ991112 15. 0104. C10 


. ol . tw 


Method 


TBLASTX:' 


Wheat 




Start 


22874 








End 


31229 






GI 


none 








Score- 


229 






Exons 


22874. 


.23155, 


23017. 


.23094, 


31155. .31229 






Seq. No. 


2615 








Seq. ID 


OJ991112 


_15.0104 


.C10 


Gene No. 


.5416 








Strand 








Start 


34118 








End 


34441 







2680 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ' 
! =f Exons 
hJ GI Descrip. 

if! 

1=1 § Seq. No. 

1:5 Gene No. 

! =s t Start 

^ Name 

hi Start 

fU GI 

Exons 



OJ991112_15. 0104 .CIO. o5.gp Method AAT/GAP 
34118 End 34441 

uC-osflcypl69f03bl Score 300 

34118. .34149, 34227. .34441 

'5441872/dbj | AP000366 . 1 | AP000366 1.0e-17 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



2616 Seq. ID 

5417 Strand 

8451 End 

OJ991112_15.0104 .C12.o3.gp Method 

8451 End 

27824_1.R1084 Score 
8451. .9149 

, 4309732/gb|AAD15502| 7.0e-10 (AC006439) hypothetical protein 
[Arabidopsis thaliana] 1 



OJ991112_15.0104.C12 
+ 

9149 
AAT/GAP 
9149 
1351 



2616 Seq. ID 

5417 Strand 

8451 End 

OJ991112_15 . 0104 . C12 . o2 . np Method 

8526 End 

6539266 Score 
8526.. 8836 

(AC011765) hypothetical protein [Arabidopsis thaliana] 



OJ991112_15.0104 .C12 
+ 

9149 
AAT/NAP 
8836 
225 



2616 
5418 
11483 

OJ991112_15.0104 .C12.o3.gs 

11483 

none 

11483. .11540, 13323. .13346, 
14268. .14441 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 
+ 

14441 
GENSCAN 
14441 
.66 



15.0104.C12 



13687. .13790, 13918 .. 14 124 , 



■I _ 6 


Seq. No. 


2616 


Seq. ID 


OJ991112 




Gene No. 


5419 


Strand 






Start 


810 


End 


1214 


Name 


OJ991112 15.0104 .C12.ol.gp 


Method 


AAT/GAP 


; s 


Start 


810 


End 


1214 


5? 


GI 

Exons 


none 

810. .1214 


Score 


738 



Seq. No. 


2616 


Seq. ID 


OJ991112_15. 


,0104 


.C12 


Gene No. 


5420 


Strand 








Start 


1160 


End 


9013 






Name 


OJ991112 15.0104.C12.ol.np 


Method 


AAT/NAP 






Start 


1124 


. End 


4987 






GI 


6967106 


Score 


1276 






Exons 


1124. .1672, 2857. .3510, 4949 


. .4987 








GI Descrip. 


(AL132953) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


2616 


Seq. ID 


OJ991112_15, 


.0104 


.C12 


Gene No. 


5420 


Strand 








Start 


1160 


End 


9013 






Name 


OJ991112 15.0104 .C12.ol.gs 


Method 


GENSCAN 






Start- 


1160 


End 


3770 







2681 




GI 


none 


Score 


.71 


Exons 


1160.. 1672, 2857.. 3058, 3134. 


.3265, 3331.. 3770 


Seq. No. 


2616 


Seq. ID 


OJ991112_15.010 


Gene No. 


5420 


Strand 




Start 


1160 


End 


9013 


Name 


OJ991112 15.0104.C12.o2.gp 


Method 


AAT/GAP 


Start 


1227 


End 


1658 


GI 


LIB3431-003-P1-K1-G5 


Score 


810 


Exons 


1227. .1658 






GI Descr-ip . 


• 6091757/gb | AAF034 67 . 1 | AC009327_6 2 . 0e- 


-51 (AC009327) 



hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 2616 

Gene No. 5420 

Start 1160 

Name OJ991112_15 . 0104 . C12 .o2 . gs 

Start 4391 

GI none 

Exons 4391.. 4428, 
8558. .9013 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_15.0104 .C12 

9013 
GENSCAN 
9013 
.62 



4614. .4671, 6328. .6439, 7025. .7102, 8420. .8523, 



Seq. No. 
3 Gene No. 
3 Start 
fi Name 
ii Start 
SJ GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Z Seq. No. 
» Gene No. 

Start 

Name 

Start 

GI 

Exons 



2616 Seq. ID 

5421 > ■ Strand 
-1604 9 ; End 

OJ991112_15.0104.C12.ol.tm Method 
812 End 
none Score 
812.. 925, 1035.. 1106, 1151.. 1675, 1152 
2853.. 3059, 2856.. 3047, 2857.. 3054 

2616 Seq. ID 

5421 Strand 

16049 End 
OJ991112_15.0104.C12.ol.tc Method 

1169 End 

none Score 

1169.. 1672, 1239.. 1673, 2857.. 2910 

2616 Seq. ID 

5421 Strand 

1604 9- End 
OJ991112_15.0104.C12.o2.ts Method 

1178 End 

none Score 

1178.. 1426, 1188.. 1424, 1223.. 1426 



OJ991112_15.0104.C12' 
164 64 

TBLASTX: Maize 

3059 

42 

..1673, 1387. .1674, 



OJ991112_15.0104.C12 
16464 

TBLASTX: Cress 

2910 

262 



OJ991112_15.0104.C12 
16464 

TBLASTX: Soybean 

1426 

115 



Seq. No. 2616 

Gene No. 5421 Strand 

Start 16049 End 

Name OJ991112_15 . 0104 . C12 . ol . tw Method 

Start 1287 End 

GI none Score 

Exons 1287.. 1622, 1289.. 1657, 2854.. 2919 



Seq. ID OJ991112_15.0104.C12 



16464 

TBLASTX: Wheat 

2919 

237 



Seq.. No. 
Gene No. 



2616 
5421 



Seq. ID 
Strand 



OJ991112 15.0104.C12 



2682 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



j '3 Seq. No. 
W Gene No. 
ilft Start 
j'll Name 
Start 

;~ gi 

^ Exons 

W 

i ! y Seq. No. 
iS Gene No. 
{ U Start 

Name 
~i Start 
!'* GI 

Exons 

Seq. No. 
'"'^ Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 
Gene No. 



16049 

OJ991112_15.0104.C12.ol. 

1427 

none 

1427. .1591, 1427. .1687, 

2616 
5421 
16049 

OJ991112_15.0104.C12.o2, 

2995 

none 

2995.. 3021, 3034.. 3234, 

2616 
5421 
16049 

OJ991112_15.0104.C12.o2. 

3420 

none 

3420.. 3512, 3423.-3488, 
3631. .3717 

2616 
5421 
16049 

OJ991112_15.0104 .C12.o4. 

16049 

none 

16049. .16464 

2617 
5422 
329 

OJ991112_15.0104.C13.ol. 

329 

none 

329. .2143 

2617 
5423 
11735 

OJ991112_15.0104 .C13.o3. 

926 

none 

926. .1099, 967. .1101 

2617 
5423 
11735 

OJ991112_15.0104.C13.ol. 

1735 

none 

1735. .2142, 1736. .2143, 

2617 
5423 



ts 



1464. 



tc 



3053. 



tm 



tm 



End 

Method 
End 
Score 
.1688 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3277 

Seq. ID 

Strand 

End 

Method 

End 

Score 



16464 

TBLASTX : Soybean 

1688 

112 



OJ991112_15.0104 .C12 
16464 

TBLASTX: Cress 

3277 

146 



OJ991112_15.0104.C12 
16464 

TBLASTX: Maize 

3717 

82 



3424. .3510, 3540. .3581, 3591. .3716, 



Seq. ID OJ991112_15.0104.C12 
Strand 

End 16464 

gs Method GEN SCAN 

End 16464 

Score .41 



Seq. ID OJ991112_15.0104.C13 

Strand + 

End 2143 

gs Method GENSCAN 

End 2143 

Score .98 



Seq. ID OJ991112_15.0104.C13 

Strand . - 

End 13150 

Method TBLASTX : Mai ze 

End 1101 

Score 243 



tm 



Seq. ID OJ991112_15.0104.C13 
Strand 

End 13150 

Method TBLASTX: Maize 

End 2150 

Score 664 
1736. .2143, 1938. .2150, 2035. .2145 

Seq. ID OJ991112_15.0104 .C13 
Strand 



2683 




Start 


11735 




End 


13150 




Name 


OJ991112 15.0104.C13 


.ol.gp 


Metnoo 


AAT/GAP 




Start 


11735 




End 


13150 




GI 


1945280 




Score 


2508 




Exons 


11735. .12770, 12904. 


.13150 








GI Descrip. 


1945281/emb|CAA72187 | l.Oe- 


162 (Y11352) 


myb factor [Oryza 




sativa] 










Seq. No. 


2617 




Seq. ID 


OJ991112_15.0104 


.C13 


Gene No. 


5423 




Strand 


- 




Start 


11735 






13150 




Name 


OJ991112_15.0104.C13 


.ol.np 


Method 


AAT/NAP 




Start 


11972 




End 


13036 




GI 


1945281 




Score 


1645 




Exons 


11972. .12770, 12904. 


.13036 








GI Descrip. 


(Y11352) myb factor 


[Oryza 


sativa] 






Seq. No. 


2617 




Seq. ID 


OJ991112_15.0104 


.C13 


Gene No. 


5423 




Strand 






Start 


11735 




End 


13150 




Name 


OJ991112_15.0104.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12542 




End 


13037 




GI 


none 




Score 


198 




Exons 


12542. .12781, 12556. 


.12777, 


12902. .13036, 12903.. 13037 




Seq. No.* 


2617 




Seq. ID 


OJ991112_15.0104 


,C13 


Gene No. 


5423 




Strand 






Start 


11735 




End 


13150 




Name 


OJ991112 15.0104.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12545 




End 


13049 




GI 


none 




Score 


146 




Exons 


12545. .12592, 12556. 


.12774, 


12575. .12781, 1264 4 .. 12778 , 






12902. .13048, 12903. 


.13049, 


12972. .13049 




Seq. No. 


2617 




Seq. ID 


OJ991112_15.0104 


.C13 


Gene No. 


5423 




Strand 






Start 


11735 




End 


13150 




Name 


OJ991112_15.0104.C13 


.02. tm 


Method 


TBLASTX: Maize 




Start 


12571 




End 


13037 




GI 


none 




Score 


215 




Exons 


12571. .12777, 12575. 


.12781, 


12575. .12781, 12902 .. 13036, 






12903. .13037, 12972. 


.13037 








Seq. No. 


2617 




Seq. ID 


OJ991112_15.0104 


.C13 


Gene No. 


5423 




Strand 






Start 


11735 




End 


13150 




Name 


OJ991112 15.0104.C13 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12607 




End 


13037 




GI 


none 




Score 


136 




Exons 


12607. .12777, 12614. 


.12772, 


12896. .13036, 12897.. 13037 




Seq. No. 


2618 




Seq. ID 


OJ991112_15.0104 


.C14 


Gene No. 


5424 




Strand 


+ 




Start 


1 




End 


469 




Name 


OJ991112 15.0104.C14 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


466 




GI 


5091610 




Score 


586 





2684 



Exons 

GI Descrip. 



1. .466 

(AC007858) 10A19I.15 [Oryza sativa] 



Seq. No. 


2618 




Seq. ID 


OJ991112_15 


. 0104 .C14 


Gene No. 


5424 




Strand 


+ 




Start 


1 




End 


469 




Name 


OJ991112_15.0104 .C14 .ol 


. gs 


Method 


GENSCAN 




Start 


35 


End 


469 




GI 


none 




Score 


.89 




Exons 


35. .469 










Seq. No. 


2618 




Seq. ID 


OJ991112_15 


.0104. C14 


Gene No. 


5424 




Strand 


+ 




Start 


1 




End 


469 




Name 


OJ991112_15.0104 ,C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


193 




End 


460 




GI 


none 




Score 


95 




Exons 


193.. 318, 197.. 301, 299 


. .460, 


299..4S4, 304. .459 




Seq. No. 


2619 




Seq. ID 


OJ991112_15, 


.0104. C16 


G.ene No. 


5425 




Strand 


+ 




Start 


6.642 




End 


6746 




Name 


OJ991112_15 . 0104 .C16.ol 


.gp 


Method 


AAT/GAP 




Start 


6642 




End 


6746 




GI 


LIB3477-003-Pl-K1^9 




Score 


. 91 




Exons 


6642.. 6746 










GI Descrip. 


'24 9858 6/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I)" 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


2619 




Seq. ID 


OJ991112_15< 


.0104. C16 


Gene No. 


5426 




Strand 


+ 




Start 


9744 




End 


9821 




Name 


OJ991112 15 . 0104 »C16. o4 


.np 


Method 


AAT/NAP 




Start 


9744 




End 


9821 




GI 


6630699 




Score 


91 




Exons 


9744 . . 9821 










GI Descrip. 


(AP000969K hypothetical 


protein [Oryza 


sativa] 






gi I 6721536 |dbj IBAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


2619 




Seq. ID 


OJ991112_15: 


0104. C16 


Gene No. 


5427 




Strand 


+ 




Start 


9958 




End 


10378 




Name 


OJ991112 15.0104.C16.o5 


.np 


Method 


AAT/NAP 




Start 


9958 




End 


10378 




GI 


6539570 . 




Score 


209 




Exons 


9958.. 10151, 10312. .10378 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


2619 




Seq. ID 


OJ991112_15. 


0104. C16 


Gene No. 


5428 




Strand 






Start 


172 




End 


581 




Name 


OJ991112 15.0104.C16.ol. 


.np 


Method 


AAT/NAP 




Start 


172 




End 


581 




GI 


6539570 




Score 


184 





Exons 172.. 220, 379.. 581 



2685 



GI Descrip. 



(AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2619 Seq. ID OJ991112_15 . 0104 . C16 

5429 Strand 

1505 End 5813 

OJ991112_15 . 0104 . C16 . o2 . np Method AAT/NAP 

708 End 791 

6630699 Score 87 

708. .791 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 2619 

Gene No. 5429 

Start 1505 

Name OJ991112_15 . 0104 . C16 . ol . gs 

Start 1505 

GI none 

Exons 1505.. 1585, 
5502. .5813 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_15.0104 .C16 

5813 
GENSCAN 
5813 
.4 



1710. .1796, 1878. .1996, 2086. .2235, 3132. .3381, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2619 Seq. ID 

5429 Strand 

1505 End 

OJ991112_15.0104.C16.o3.np Method 

1508 End 

6910584 Score 



OJ991112_15.0104.C16 

5813 
AAT/NAP 
5781 
1157 



1508. .1569, 1862. .1996, 2086. .2324, 2427. .2483, 2782. .2868, 

3011. .3552, 5502. .5781 

(AC006424) CDS [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 15.0104.C16 



2619 
5430 
9741 

OJ991112_15.0104.C16.o2.gp 
9741 

LIB347 9-006-Q6-K1-B11 
9741. .10164 

, 5734616/dbj | AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



10164 
AAT/GAP 
10164 
678 



Seq. No. 2619 
Gene No. 5431 
Start 13435 

Name OJ991112_15 . 0104 . C16 . ol . tm 

Start 1487 
GI none 

Exons 1487.. 1585, 1707.. 1799, 1707. 

1933. .1998, 2081. .2341, 2085. 
2427.. 2483, 2782.. 2865, 2782. 
3011.. 3133, 3013.. 3132 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112 15.0104.C16 



"14 961 

TBLASTX: Maize 
3133 
82 

.1796, 1708.. 1800, 1878, 
.2324, 2087.. 2326, 2426. 
.2865, 2784. .2897, 2784. 



,1961, 
,2482, 
,2867, 



Seq. No. 2619 Seq. ID 

Gene No. 5431 Strand 

Start 13435 End 

Name OJ991112 15 . 0104 . C16 . ol . ts Method 



OJ991112_15.0104.C16 
14961 

TBLASTX : Soybean 



2686 



Start 
GI 

Exons 



1514 End 5723 

none Score 81 

1514. .1585, 1707. .1796, 1708. .1797, 1708. .1803, 1878. .1961, 

1954. .1998, 2079. .2321, 2081. .2341, 2085. .2339, 2429.-2482, 

2432. .2482, 2482. .2529, 2782. .2865, 2782. .2859, 2784. .2867, 

2837. .2890, 3013. .3552, 3014. .3553, 3410. .3556, 5487. .5723, 
5494. .5694 



Seq. No. 2619 Seq. ID 

Gene No. 5431 Strand 

Start 13435 End 

Name OJ991112_15 . 0104 . C16 . ol . tc Method 

Start 1645 End 

GI none Score 
Exons 



OJ991112_15.0104 .C16 
14961 

TBLASTX: Cress 

5699 

67 



1645. .1797, 1710. .1796, 1881. .1961, 1951. .1998, 2081. .2323, 
2784. .2867, 3013. .3558, 3266.-3553, 5499.-5699 



Seq. No. 2619 Seq. ID 

Gene No. 5431 Strand 

Start 13435 End 

Name OJ991112_15 . 0104 .C16 . o2 . tm Method 

Start 3134 End 

GI none Score 
Exons 



OJ991112_15.0104 .C16 
14961 

TBLASTX: Maize 

3561 

357 



3134. .3499, 3134. .3307, 3136. .3501, 3410. .3502, 3502. .3561, 
3503.. 3553 



Seq. No. 2619 

Gene No. 5431 

Start 13435 

Name OJ991112_15 . 0104 . C16 . o3 . tm 

Start 5487 

GI none 

Exons 5487.. 5681, 5500.. 5682 



Seq. ID OJ991112_15.0104 .C16 
Strand 

End 14961 

Method TBLASTX : Mai ze 

End 5682 

Score 228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 



OJ991112 15.0104.C16 



2619 Seq. ID 

5431 Strand 

13435 End 14961 

OJ991112_15.0104 .C16.o6.np Method AAT/NAP 

13435 End 14961 * 

4539369 Score 263 
13435. .13664, 14648. .14961 

(AL049525) putative protein [Arabidopsis thaliana] 



2619 Seq. ID 

5431 Strand - 

13435 End 
OJ991112_15.0104 .C16.o3.gs Method 

14601 End 

none Score 
14601. .14873 



OJ991112_15.0104.C16 

14961 
GEN SCAN 
14873 
. 68 



Seq. No. 2620 Seq. ID 

Gene No. 5432 - Strand 

Start 177 End 

Name OJ991112_15 . 0104 . C17 . ol . gs Method 

Start- 177 End 

GI none Score 



OJ991112_15.0104.C17 
+ 

3864 
GEN SCAN 
38-64 
.73 



2687* 



Exons 



177. .576, 746. .835, 1516. .1637, 1733. .1841, 1977. .2089, 
2903.. 3018, 3289.-3322, 3492.. 3677, 3763.. 3864 



Seq. No. 










beq. lu 


uj y y i i 


Gene No. 


C A OO 

54 $2. 








Strand 


+ 


Start 


177 








End 


3864 


Name 


OJyyiii2 lo. 


. 0104 


.CI / . ol 


.gp 


Method 


AAT / GAP 


Start 


lo04 








End 


1841 


GI 


C COO ilT 








Score 


Oil 


Exons 


1 CO. yl i con 


1 "7 "5 "i 










Seq. No. 


2620 








Seq. ID 


OJ991112 


Gene No. 


5432 








Strand 


+ 


Start 


177 








End 


3864 


Name 


OJ991112 15. 


.0104 


.C17.o2 


.gp 


Method 


AAT /GAP 


Start 


1873 








End 


2922 


GI 


none 








Score 


861 


Exons 


1873. .2089, 


2675 


. .2922 









Seq. No. 


2620 


Seq. ID 


OJ991112_15.0104 


.C17 


Gene No. 


5432 . 


Strand 


+ 




Start 


177 


End 


3864 




Name 


OJ991112 15.0104.C17, 


.ol.np Method 


AAT /NAP 




Start 


2891 


End 


3861 




GI 


6091761 


- Score 


563 




Exons 


2891. .3018, 3136.. 3190, 3289.. 3409, 3535 . . 3677 , - 37 63 . . 38 61 


GI Descrip. 


(AC009327) hypothetical protein [Arabidopsis 'thaliana] 




Seq. No. 


2620 


Seq. ID 


OJ991112_15.0104 


.C17 


Gene No. 


5432 


Strand 


+ 




Start 


177 


End 


3864 




Name 


OJ991112 15.0104.C17. 


. o3.gp Method 


AAT /GAP 




Start 


2994 


End 


3457 




GI 


LIB3434-014-P1-K1-A1 


Score 


763 




Exons 


2994. .3457 








GI Descrip. 


'6091761/gb|AAF03471, 


,1|AC009327 10 6.i 


0e-15 (AC009327) 






hypothetical protein 


[Arabidopsis thaliana] ' 




Seq. No. 


2620 


Seq. ID 


OJ991112_15.0104 


.C17 


Gene No. 


5433 


Strand 


+ 




Start 


11645 


End 


11941 




Name 


OJ991112 15.0104.-C17, 


, o3.np Method 


AAT /NAP 




Start 


11645 


End 


11941 




GI 


6630696 


Score 


513 




Exons 


11645. .11941 









GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2620 
5433 
11645 

OJ991112_15.0104 .C17.o4 .gp 
11687 

101595_1.R1084 
11687.. 11941 

'3047066 3.0e-15 (AF058825) contains similarity to 



Seq. ID OJ991112_15.0104 .C17 

Strand + 

End 11941 

Method AAT /GAP 

End 11941 

Score 494 



2688 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 2620 

Gene No. 54 34 

Start 2380 

Name OJ991112_15 . 0104 .C17 .o2 . tw 

Start 1490 

GI none 

Exons 1490.. 1552, 1497.. 1553, 1553. 

1763.. 1840, 1942.. 2049, 1973. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1645, 1557 
.2062, 1979 



OJ991112 15.0104.C17 



11384 

TBLASTX: Wheat 
2062 
45 

1658, 1754. 
2059, 1992. 



.1840, 
.2060 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2620 Seq. ID 

5434 Strand 

2380 End 

OJ991112_15 . 0104 . C17 . o2 . np Method 

2380 End 

6587812 Score 



OJ991112_15.0104.C17 

11384 
AAT/NAP 
11384 
509 

8007. .8095, 



2380.. 2561, 5073.. 5361, 7352.. 7428, 7802.. 7926, 
8711. .8796, 9369. .9399, 11259. .11384 

(AC010924) Similar to gb|U44028 transcription factor CKC from 
Arabidopsis thaliana and contains two PF 100847 AP2 domains. 





Seq. No. 


2620 








Seq. ID 


OJ991112 


_15.0104.C17 




Gene No. 


5434 








Strand 






Start 


2380 








End 


11384 






Name 


OJ991112_15 


. 0104 . 


C17 .ol 


. ts 


Method 


TBLASTX: 


Soybean 


U\ 


Start 


2900 








End 


3193 




13 : : 


GI 


none 








Score 


193 




i *s» 

''S 


Exons 


2900 . . 3019, 


2900 . 


. 3019, 


2902 . 


.3033, 3122.. 3193 






Seq. No. 


2620 








Seq. ID 


OJ991112 


_15.0104.C17 




Gene No. 


5434 








Strand 






ru 


Start 


2380 








End 


11384 






Name 


OJ991112 15 


.0104'. 


C17.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2916 








End 


3420 




L -i 

r. : 


GI 


none 








Score 


106 






Exons 


2916. .3023, 


2917. 


.3030, 


2918. 


.3034, 3056.. 3196, 


3062. .3196, 


u 




3111. .3197, 


3112. 


.3198, 


3217. 


.3417, 3225.. 3416, 


3241. .3420 


: s J 


Seq. No. 


2620 








Seq. ID 


OJ991112 


_15.0104.C17 


't 5? 


Gene No. 


5434 








Strand 






r i 


Start 


2380 








End 


11384 






Name 


OJ991112 15 


.0104. 


C17.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


3370 








End 


3881 






GI 


none 








Score 


60 






Exons 


3370. .3414, 


3378. 


.3410, 


3534. 


.3677, 3534.. 3677, 


3563. .3679, 






3757. .3864, 


3762. 


.3881 












Seq. No. 


2620 








Seq. ID 


OJ991112 


_15.0104,C17 




Gene No. 


5434 








Strand 








Start 


2380 








End 


11384 






Name 


OJ991112 15 


.0104. 


C17.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3534 








End 


4000 






GI 


none 








Score 


182 






Exons 


3534. .3677, 


3534. 


.3677, 


3535. 


.3678, 3757. .3900, 


3762. .3881, 






3764. .3886, 


3911. 


.4000 











2689 



Seq. No. 


2620 








Seq. ID 


OJ991112 


_15 . 0104 .C17 


Gene No. 


5434 








Strand 






Start 


2380 








End 


11384 




Name 


OJ991112 15. 


0104 . 


C17 . o2 


.gs 


Method 


GENSCAN 




Start 


4664 








End 


8364 




GI 


none 








Score 


.91 




Exons 


4664 . . 5361, 


7352. 


.7428, 


7802 


..7926, 8007.. 8095, 


8340 . . 8364 


Seq. No. 


2620 








Seq. ID 


OJ991112 


_15 . 0104 .C17 


Gene No. 


5434 








Strand 






Start 


2380 








End 


11384 




Name 


OJ991112 15. 


0104 . 


C17 .o4 . 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4862 








End 


8099 




GI 


none 








Score 


87 




Exons 


4862. . 5035, 


4871 . 


. 5035, 


4884 


..5039, 4912. .5043, 


5158 . . 5220, 




5200. .5358, 


5262. 


. 5315, 


5262 


..5360, 5264.. 5320, 


5264 . . 5362, 




5270. . 5362, 


5272. 


. 5358, 


7347 


..7430, 734 


8. .7431, 


7801 . .7926, 




7803. . 7847, 


8004 . 


.8099, 


8010 


. .8096 






Seq. No. 


2620 








Seq. ID 


OJ991112 


15. 0104 .C17 


Gene No. 


5435 








Strand 






Start 


11539 








End 


11938 




Name 


OJ991112 15. 


0104. 


C17.ol. 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


11539 








End 


11936 




GI 


none 








Score 


128 




Exons 


11539. .11637, 11540. .11674, 


11651. .11935, 11725 


. . 11934, 




11754. .11936 












Seq. No. 


2620 








Seq. ID 


OJ991112 


_15. 0104 .CI 7 


Gene No. 


5435 








Strand 






Start 


11539 








End 


11938 




Name 


OJ991112 15. 


0104. 


C17.o3. 


.tm 


Method 


TBLASTX: 


Maize 


Start 


11687 








End 


11938 




GI 


none 








Score 


270 




Exons 


11687. .11938, 11734. .11934, 


11816. .11938 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2621 Seq. ID 

5436 Strand 

1 End 

OJ991112_15 . 0104 . C18 . ol . gp Method 

1 End 

101595_1.R1084 Score 
1..226, 342. .416 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ991112_15.0104.C18 
+ 

1699 
AAT/GAP 
416 
517 



2621 Seq. ID 

5436 , Strand 

1 End 
OJ991112_15 . 0104 . C18 . ol . np Method 
1 End 
6630696 Score 
1. .1699 

(AP000969) ESTs D22114 (C10364 ) , AU07610 6 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991112_15.0104.C18 

+ " 

1699 
AAT/NAP 
1699 
2923 



2690 




Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104 


.C18 


Gene No. 


5436 




Strand 


+ 




Start 


1 




End 


1699 




Name 


OJ991112 15.0104.C18.ol 


.gs 


Method 


GENSCAN 




Start 


6 




End 


490 




GI 


none 




Score 


.93 




Exons 


6. .231, 342. .490 










Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104, 


.C18 


Gene No. 


5437 




Strand 






Start 


751 




End 


1695 




Name 


OJ991112 15.0104.C18.ol 


.tin 


Method 


TBLASTX: Maize 




Start 


357 




End 


701 




GI 


none 




Score 


376 




Exons 


357.. 629, 358.. 630, 359 


..631, 359. .631 


, 660.'. 701 




Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104, 


.C18 


Gene No . 


5437 




Strand 






Start 


751 




■ End 


1695 




Name 


OJ991112 15.0104.C18.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


675 




End 


1001 




GI 


none 




Score 


88 




Exons 


675. .824, 807. .1001 










Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104 


.C18 




5437 




Strand 






Start 


751 




End 


1695 




Name 


OJ991112 15.0104.C18.o2 


.gs 


Method 


GENSCAN 




Start 


751 




End 


891 




GI 


none 




Score 


.61 




Exons 


751. .891 










Seq. No. 


2621 




Sea ID 


OJ991112_15.0104 


.C18 


Gene No . 


5437 




Strand 






Start 


751 




End 


1695 




Name 


OJ991112 15.0104.C18.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


813 




End 


1276 




GI . 


none 




Score 


93 




Exons 


813.. 977, 1013.. 1276, 1051. 


.1269 






Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104, 


.C18 


Rpnp No 


5437 




Strand 






Start 


751 




End 


1695 




Name 


OJ991112 15.0104.C18.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


920 




End 


1119 




GI 


none 




Score 


156 




Exons 


920.. 1015, 921.. 1034, 921.. 


1034, 1015. 


.1119, 1016. .1117 




Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104. 


> 

.C18 


f^f^ne* Mo 


5437 




Strand 






Start 


751 




End 


1695 




Name 


OJ991112 15.0104.C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1064 




End 


1285 




GI 


none 




Score 


207 




Exons 


1064.. 1285, 1066.. 1281 










Seq. No. 


2621 




Seq. ID 


OJ991112_15.0104 , 


.C18 



2691 






Gene No. 


5437 


Strand 






Start 


751 


End 


1695 




Name 


OJ991 112_15 . 0104 . C18 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1120 


End 


1695 




GI 


none 


Score 


210 




Exons 


1120. .1410, 1120. .1410, 1127 


..1411, 1131. .1433, 1387. .1695 






1407 . . 1616 








Seq. No. 


2622 


Seq. ID 


OJ991112_16 . 0104 . CI 




Gene No. 


5438 


Strand 


+ 




Start 


72 


End 


4 78 




Name 


OJ991112 16.0104.Cl.ol.gp 


Method 


AAT/GAP 




Start 


72 


End 


478 




GI 


60382 1.R1084 


Score 


765 




Exons 


72. .478 








GI Descrip. 


, 6002631/gb|AAF00071.1|AF093604 1 1 . Oe 


-23 (AF093604) apyra 






[Arabidopsis thaliana] 1 








Seq. No. 


2622 


Seq. ID 


OJ991112_16 . 0104 . CI 




Gene No. 


5439 


Strand 






Start 


1 


End 


502 




Name 


OJ991112_16.0104.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


502 




GI 


6910588 


Score 


170 




Exons 


1. .305, 464. .502 






IS 


GI Descrip.. 


"(AC006424) CDS [Arabidopsis 


thaliana] 






Seq. No. 


2622 


Seq. ID 


OJ991112 16. 0104. CI 


i I 


Gene No. 


5439 


Strand 




3 


Start 


1 


End 


502 


y 


Name 


OJ991112_16.0104 .Cl.ol.tc 


Method 


TBLASTX: Cress 


i 


Start 


70 


End 


262 


y 


GI 


none 


Score 


110 




Exons 


70. .249, 86. .262 






a. 


Seq. No. 


2622 


Seq. ID 


OJ991112 16. 0104. CI 


J 


Gene No. 


5439 


Strand 






Start w 


1 


End 


502 




" Name 


OJ991112 -16.0104.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


70 


End 


372 




GI 


none 


Score 


245 


=? 


Exons 


70. .249, 83. .268, 157. .276, 


225. .275, 


322 . . 372 




Seq. No. 


2622 


Seq. ID 


OJ991112_16 . 0104 .CI 




Gene No. 


5439 


Strand 






Start 


1 


End 


502 




Name 


OJ991112 16.0104.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


70 


End 


277 




GI 


none 


Score 


141 




Exons 


70. .249, 86. .277 








Seq. No. 


2622 


Seq. ID 


OJ991112_16.0104.C1 




Gene No. 


5439 


Strand 






Start 


1 


End 


502 




Name 


OJ991112 16.0104 .CI. ol.gs 


Method 


GEN SCAN 




Start 


85 


End 


384 




GI 


none 


Score 


1 



2692 



Exons 


85. .384 








Seq. No. 


2623 


Seq. ID 


OJ991112_16. 0104 


. C2 


Gene No..- 


- 5440 


Strand 






Start 


873 


End 


1489 




Name 


OJ991112 16.0104.C2.ol.gs 


Method 


GEN SCAN 




Start 


873 


End 


1489 




GI 


none 


Score 


. 7 




Exons 


873. . 953, 1421. . 1489 








Seq. No. 


2624 


Seq. ID 


OJ991112_16. 0104 


.C4 


Gene No. 


5441 


Strand 


+ 




Start 


363 


End 


4793 




Name 


OJ991112 16.0104.C4.ol.gs 


Method 


GENSCAN 




Start 


363 


End 


4694 




GI 


none 


Score 


.81 




Exons 


363. .411, 596. .682, 1143.. 


1222, 2002 . . 


2064, 2155 . . 3387, 






3669. .4694 








Seq. No. 


2624 


Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


5441 


Strand 


+ 




Start 


363 


End 


4793 




Name 


OJ991112 16.0104.C4.ol.np 


Method 


AAT/NAP 




Start 


1312 


End 


4793 




GI 


6539581 


Score 


1710 





Exons 1312.. 1403, 2180.. 2575, 2639. .2718, 2833.-4793 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


2624 








Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


5442 








Strand 






Start 


4996 








End 


6849 




Name 


OJ991112 16 


.0104 


.C4 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2821 








End 


3213 




GI 


none 








Score 


67 




Exons 


2821. .2919, 


2913 


. .3212, 


2923. 


.3213 






Seq. No. 


2624 








Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


; ' : ; 54 4 2 








Strand ' 






Start 


4996 








End 


6849 




Name 


OJ991112 16 


.0104 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


. 2823 








End 


3042 




GI 


none 








Score 


205 




Exons 


2823. .3020, 


2824 


. .3042, 


2824. 


.3039 






Seq. No. 


2624 








Seq. ID 


OJ991112_16.0104 


.C4 


Gene" No. 


5442 








Strand 






Start 


4996 








End 


6849 




Name 


OJ991112 16 


.0104 


.C4 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3046 








End 


3360 




GI 


none 








Score 


242 




Exons 


3046. .3360, 


3069 


. .3353, 


3109. 


.3360 






Seq. No. 


2624 








Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


5442 








Strand 






Start 


4996 








End 


6849 




Name 


OJ991112 16 


.0104 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 





2693 




Start 


3046 






End 


3443 




GI 


none 






Score 


321 




Exons 


3046. .3432, 


3049. .3411, 


3075. 


.3443, 3090.. 3440 




Seq. No. 


2624 






Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


5442 






Strand 






Start 


4996 






End 


6849 




Name 


OJ991112 16 


.0104.C4 .ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3106 






End 


3653 




GI 


none 






Score 


316 




Exons 


3106. .3480, 


3106. .3321, 


3147. 


.3368, 3433.. 3471, 3567.. 3653 


Seq. No. 


2624 






Seq. ID 


OJ991112_16.0104 


.C4 


Gene No . 


5442 






Strand 






Start 


4 996 






End 


6849 




Name 


OJ991112 16 


.0104.C4 .o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3279 






End 


3716 




GI 


none 






Score 


180 




Exons 


3279. .3455, 


3280. .3480, 


3564. 


.3716 






Seq. No. 


2624 






Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


5442 






Strand 






Start 


4996 






End 


6849 




Name 


OJ991112 16 


.0104.C4 ,o2. 


gs 


Method 


GENSCAN 




Start 


4996 - 


- 




End 


6520 




GI 


none 






Score 


.96 




Exons 


4996. .5034, 


5142. .5331, 


5707. 


.5807, 5922.. 6053, 6149.. 6247 




6349. .6520 












Seq. No. 


2624 






Seq. ID 


OJ991112_16.0104 


.C4 


Gene No. 


5442 






Strand 






Start 


4996 






End 


6849 




Name 


OJ991112 16 


.0104. C4 .o2. 


np 


Method 


AAT/NAP 




Start 


5919 






End 


6849 




GI 


6539580 






Score 


270 




Exons 


5919. .6053, 


6149. .6204, 


6321. 


.6514, 6788.-6849 




GI Descrip. 


. (AP000837) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


2625 






Seq. ID 


OJ991112_16.0104 


.C5 


Gene No. 


5443 






Strand 






Start 


1 






End 


3546 




Name 


OJ991112 16 


.0104.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


3546 




GI 


6539580 






Score 


594 




Exons 


1..103, 910 


..1082, 1165 


..1342, 1427. .2065, 3518. .3546 




GI Descrip. 


(AP000837) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


2625 






Seq. ID 


OJ991112_16.0104 


.C5 


Gene No. 


5443 






Strand 






Start 


1 






End 


3546 




Name 


OJ991112 16 


.0104.C5.ol. 


gs 


Method 


GENSCAN 




Start 


62 






End 


2815 




GI 


none 






Score 


.79 




Exons 


62. .210, 308. .379, 477. 


.531, 


621. .697, 


804. .1089, 1169. 


.13- 




2587. .2643, 


2711. .2815 











Seq. No. 2626 Seq. ID OJ991112_16 . 0104 . C6 



2694 



Gene No. 5444 Strand 

Start 823 End 1719 

Name OJ991112_16. 0104 .C6.ol .gs Method GENSCAN 

Start 823 End 1719 

GI none Score .83 

Exons 823.. 1719 



Seq. No. 


2626 


Seq. ID 


OJ991112_16. 0104 


.C6 


Gene No. 


5444 


Strand 






Start 


823 


End 


1719 




Name 


OJ991112_16.0104.C6.ol.tm 


Method 


TBLASTX : Maize 




Start 


1474 


End 


1698 




GI 


none 


Score 


94 




Exons 


1474. .1698,- 1532. .1630 








Seq. No. 


2627 


Seq. ID 


OJ991112 16.0104 


.C7 


Gene No. 


5445 


Strand 


+ 




Start - 


930 


End 


1281 




Name 


ojyyiii^ io.uiU4.c/.oi.gs 


Method 


GENSCAN 




Start 


930 


End 


1281 




GI 


none 


Score 


.47 




Exons 


930.. 1081, 1087.. 1281 








Seq. No. 


2627 


Seq. ID 


OJ991112_16.0104 


.C7 


Gene No. 


544 6 


Strand 


+ 




Start 


. 1255 


End 


4995 




Name 


OJ991112 16.0104.C7.o2.np 


Method 


AAT/NAP 




Start 


1255 


End 


4988 




GI 


6063557 


Score 


394 




Exons 


1255. .1375, 4387. .4572, 4820. 


.4988 






GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 





Seq. No. 


2627 




Seq. ID 


OJ991112_16.0104.C7 


Gene No. 


5446 




Strand 


+ 


Start 


1255 




End 


4995 


Name 


OJ991112 16.0104.C7.o3. 


gs 


Method 


GENSCAN 


Start 


4393 




End 


4932 


GI ■ 


none 




Score . 


..62 


Exons 


4393.. 4528, 4793.. 4932 








Seq. No. 


2627 




Seq. ID % 


OJ991112_16.0104 ,C7 


Gene. No. 


5446 




Strand 


+ 


Start 


1255 




End 


4995 


Name 


OJ991112 16.0104.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


4842 




End 


4995 


GI 


uC-osflcypl69h02bl 




Score 


204 


Exons 


4842. .4995 








GI Descrip, 


' 6063530/dbj IAP000615.1 


IAP000615 3.0e- 


■33 Oryza sativa genomic 



DNA, chromosome 3, clone : P0043E01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2627 Seq. ID 

5447 Strand 

1363 . End 

0J991112_16.0I04.C7.o2.gs Method 

1363 " End 

none Score 



OJ991112_16.0104.C7 

7672 
GENSCAN 
3571 
.71 



1363. .1459, 1808. .1849, 19.91. .2068, 2357. .2369, 2722. .2967, 



2695 



3136. .3571 



Seq. No. 


2627 




Seq. ID 


OJ991112_16.0104 


.C7 


Gene No. 


5447 




Strand 






Start 


1363 




End 


7672 




Name 


OJ991112 16.0104 


.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2579 




End 


2824 




GI 


none 




Score 


47 




Exons 


2579.. 2617, 2583 


..2618, 2642 


..2824, 2694.. 2780 




Seq. No. 


2627 




Seq. ID 


OJ991112_16.0104 


.C7 


Gene No. 


5447 




Strand 






Start 


1363 




End 


7672 




Name 


OJ991112 16.0104 


.C7.ol.np 


Method 


AAT/NAP 




Start 


2585 




End 


7672 




GI 


6498441 




Score 


263 




Exons 


2585.-2878, 2981 


..3591, 7645 


. .7672 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon 


RetroSorl . (AF098806) 


[Oryza sativa] 




Seq. No. 


2627 




Seq. ID 


OJ991112_16.0104 


.C7 


Gene No. 


5447 




Strand 


- 




Start 


1363 




End 


7672 




Name 


OJ991112 16.0104 


.C7.o4.gs 


Method 


GENSCAN :^v. 




Start 


6679 




End 


7233 




GI 


none 




Score 


.94 




Exons 


6679. .7233 










Seq. No. 


2627 




Seq. ID 


OJ991112_16.0104 


.C7 


Gene No. 


5447 




Strand 






Start 


1363 




End 


7672 




Name 


OJ991112_16.0104 


.C7.o2.gp 


Method 


AAT/GAP 




Start 


7474 




End 


7672 




GI 


none 




Score 


389 




Exons 


7474. .7672 










Seq. No. 


2628 




Seq. ID 


OJ991112_16.0104 


.C8 


Gene No. 


5448 




Strand 


+ 




Start 


5237 




End 


5643 




Name 


OJ991112 16.0104 


.C8.o3.gs 


Method 


GENSCAN 




Start 


5237 




End 


5643 




GI 


none 




Score 


.47 




Exons 


5237.. 5393, 5621 


. .5643 








Seq. No. 


2628 




Seq. ID 


OJ991112_16.0104 


.C8 


Gene No. 


5449 




Strand 






Start 


1150 




End 


3081 




Name 


OJ991112 16.0104 


.C8.ol.gs 


Method 


GENSCAN 




Start 


1150 




End 


3081 




GI 


none 




Score 


.58 




Exons 


1150.. 1296, 1353 


..1417, 1677 


..1751, 2502. .3081 




Seq. No. 


2628 




Seq. ID 


OJ991112JL6.0104 


.C8 


Gene No. 


5450 




Strand 






Start 


3192 




End 


3799 




Name 


OJ991112 16.0104 


.C8.o2.gs 


Method 


GENSCAN 





2696 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3192 
none 

3192.. 3385, 3436.. 3799 



End 3799 
Score .58 



OJ991112 16. 0104. C8 



2628 Seq. ID 

5451 Strand 
4142 End 5828 

OJ991112_16.0104 .C8.ol.np Method AAT/NAP 
4142 End 5828 

400636 Score 112 

4142.. 4271, 5805.. 5828 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 
gi I 320098 Ipir | | JQ1671 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - maize chloroplast gi 1 12420 | emb | CAA44228 | 
(X62370) NADH Dehydrogenase subunit A [Zea mays] 
gi|902289|emb|CAA60353| (X86563) NADH dehydrogenase ND1 [Zea 
mays] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



2628 Seq. ID 

5452 Strand 

6957 End 

OJ991 112_1 6 . 0104 . C8 . o4 . gs Method 

6957 End 

none Score 



OJ991112_16.0104.C8 

11431 
GEN SCAN 
10579 
.9 



6957. .7091, 7136. .7345, 8685. .8759, 8843. .8905, 9036. .9214, 
9372.. 9513, 9658.. 10050, 10271.. 10579 



y Seq. No. 
3 Gene No. 
J Start 

Name 
i Start 
* GI 

Exons 

E 

zs 

,1 GI Descrip. 



2628 
5452 
6957 

OJ991112_16.0104 .C8.o2.np 
7088 
3367638 
7088. .7345, 
9608. .9769, 



8685. .8759, 8843. 



Seq. ID OJ991112_16.0104.C8 
Strand 

End 11431 

Method AAT/NAP 

End 11431 

Score 1364 

.8905, 9036.. 9260, 9372.. 9513, 



9878. .10050, 10271. .10384, 11242. .11431 
(AJ000331) monogalactosyldiacylglycerol synthase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2628 
5453 
13816 

OJ991112_16.0104.C8.o5.tm 

3456 

none 



Seq. ID OJ991112_16.0104.C8 



Strand 
End 

Method 

End 

Score 



14752 

TBLASTX: Maize 

3808 

85 



3456.. 3485, 3575.. 3748, 3576.. 3671, 3752.. 3808 



2628 Seq. ID 

5453 Strand 

13816 End 

OJ991112_16.0104 .C8.ol.ts Method 

4133 End 

none Score 



OJ991112_16.0104 .C8 
14752 

TBLASTX : Soybean 

4571 

38 



4133. .4180, 4143. .4178, 4144. .4185, 4163. .4216, 4169. .4216, 
4179. .4226, 4212. .4385, 4214. .4351, 4306. .4365, 4445. .4480, 
4481. .4516, 4533. .4571 



Seq. No. 



2628 



Seq. ID OJ991112_16.0104.C8 



2697 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



5453 Strand 

13816 End 

OJ991112_16.0104.C8.ol.tc Method 

7061 End 

none Score 



14752 

TBLASTX: Cress 

10372 

181 



7061. .7357, 7104. .7349, 8671. .8757, 8683. .8760, 8685. .8762, 

8837. .8908, 8838. .8900, 8839. .8916, 9033. .9281, 9034. .9123, 

9078.. 9263, 9364.. 9504, 9372.. 9512, 9402.. 9542, 9607.. 9750, 

9607.. 9768, 9611.. 9772, 9916.. 10050, 9916.. 10053, 9929.. 10051, 
10268.. 10372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2628 
5453 
13816 

OJ991112_16.0104.C8.o3.tm 

7083 

none 

7083.. 7118, 7121.. 7159, 7122. 
7193.. 7252, 7194.. 7238, 7196. 
7243.. 7347, 7253. .7348 

2628 
5453 
13816 

OJ991112_16.0104.C8.o4.tm- . 

8683 

none 

8683.. 8760, 8685. .8762, 8837. 



Seq. No. 2628 

Gene No. 5453 

Start 13816 

Name OJ991112_16 . 0104 .C8 .ol . tm 

Start 9027 

GI none 

Exons 9027.. 9263, 9028.. 9120, 9033. 
9372.. 9512 



Seq. ID OJ991112_16.0104.C8 
Strand 

End 14752 
Method TBLASTX : Mai ze 
End 7348 
Score 37 

.7157, 7157. .7195, 7158. .7196, 
.7249, 7235. .7348, 7236. .7346, 



Seq. ID OJ991112_16.0104.C8 
Strand 

End 14752 

Method TBLASTX: Maize 

End 8908 

Score 117 
.8908, 8838.. 8903 

Seq. ID OJ991112_16.0104.C8 
Strand 

End 14752 

Method TBLASTX : Mai ze 

End 9521 

Score 105 

.9263, 9370.. 9513, 9372.. 9521, 



Seq. No. ' 2628 

Gene No. 5453 . 

Start 13816 

Name • OJ991112_16 . 0104 .C8 . o2 . ts 

Start 9174 

GI none 

Exons 9174.. 9284, 9215.. 9283, 9334. 
9611. .9658 



Seq. ID .OJ991112_16.0104.C8 
Strand 

End 14752 

Method TBLASTX : Soybean 

End 9669 

Score 89 

.9501, 9372.. 9512, 9607.. 9669, 



Seq. No. 2628 

Gene No. 5453 

Start 13816 

Name OJ991112_16 . 0104 . C8. o2 . tm 

Start 9613 

GI none 

Exons 9613.. 9819, 9614.. 9796, 9886. 

Seq. No. 2628 

Gene No. 5453 



Seq. ID OJ991112_16.0104 . C8 
Strand 

End 14752 

Method TBLASTX : Mai ze 

End 10372 

Score 129 

.10053, 9916.. 10053, 10268.. 10372 

Seq. ID OJ991112_16.0104 .C8 
Strand 



2698 



« 3 i f 



Start 


13816 


End 


14752 






Name 


OJ991112_16. 0104 .C8.o5.gs 


Method 


GEN SCAN 






Start 


13816 


End 


14752 








none 


Score 


. 57 






Exons 


13816. .14084, 14596. .14752 










Seq. No. 


2629 


Seq. ID 


OJ991112_16, 


. 0104 


.C9 


Gene No. 


5454 


Strand 


+ 






Start 


420 


End 


2582 






Name 


OJ991112 16.0104.C9.ol.gs .. 


Method 


GEN SCAN 






Start 


420 


End 


2582 






GI 


none 


Score 


.87 






Exons 


420. .498, 991. .1274, 1366. .1455, 1574. 


.1675, 2343. . 


, 2582 




Seq. No. 


2630 


Seq. ID 


OJ991112_16. 


, 0104 


.C10 


Gene No. 


5455 


Strand 


+ 






Start 


2318 


End 


2433 






Name 


OJ991112 16.0104.C10.ol.gs 


Method 


GENSCAN 






Start 


2318 


End 


2433 






GI 


none 


Score 


.79 






Exons 


2318. .2433 










Seq. No. 


2630 


Seq. ID 


OJ991112_16. 


, 0104 


.C10 


Gene No. 


5456 


Strand 


+ 






Start 


6137 . . 


End 


7316 






Name 


OJ991112 16.0104.C10.o2.np 


Method 


AAT/NAP 






Start 


6137 


End 


73i6 






GI 


5042454 


Score 


577 






Exons 


6137.. 6282, 6764.. 6875, 6929. 


.7316 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


2630 


Seq. ID 


OJ991112_16. 


,0104 


.C10 


Gene No. 


5457 


Strand 








Start 


4578 


End 


5506 






Name 


OJ991112 16.0104.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


4572 


End 


4781 






GI 


none 


Score 


124 






Exons 


4572.. 4766, 4573.. 4680, 4728. 


.4781 








Seq. No. 


2630 


Seq. ID 


OJ991112_16. 


,0104 


.C10 


Gene No. 


5457 


Strand 








Start 


4578 


End 


5506 






Name 


OJ991112 16.0104.C10.o2.gs 


Method 


GENSCAN 






Start 


4578 


End 


5216 






GI 


none 


Score 


1 







Exons 



4578. .5216 



Seq. No. 2630 

Gene No. 5457 

Start 4578 

Name OJ991112_16 . 0104 . C10 . ol . np 

Start 4584 

GI 4557062 

Exons 4584. .5216 

GI Descrip. (AC007045) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991112_16. 0104.. C10 
Strand 

End 5506 

Method AAT/NAP 

End 5216 

Score 383 



Seq. No. 



2630 



Seq. ID OJ991112_16. 0104. C10 



2699 




Gene No. 


5457 




Strand 






Start 


4578 




End 


5506 




Name 


OJ991112 16. 0104. CIO. ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


" 4587 




End 


5494 




GI 


none 




Score 


81 




Exons 


4S87..4775, 4854. .5024, 


4855. . 


5025, 5034.. 5123, 5145.. 5216, 




5423. .5494 










Seq. No. 


2630 




Seq. ID 


OJ991112_16.0104 


.C10 


Gene No. 


5457 




Strand 


— 




Start 


4578 




End 


5506 




Name 


OJ991112 16. 0104. CIO. ol 


.gp 


Method 


AAT/GAP 




Start 


4710 




End 


5042 




GI 


1631462 




Score 


579 




Exons 


4710. .5042 










Seq. No. 


2630 




Seq. ID 


OJ991112_16.0104 


.C10 


Gene No . 


5457 




Strand 


— 




Start 


4578 




End 


5506 




Name 


OJ991112 16. 0104. C10. o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5103 




End 


5506 




GI 


none 




Score 


110 




Exons 


5103.. 5210, 5283.. 5312, 


5423. . 


5506 






Seq. No. 


2631 




Seq. ID 


OJ991112_16.0104 


.Cll 


Gene No.' 


5458 




Strand 


+ 




Start 


1268 




End 


2036 




Name 


OJ991112 16.0104.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


1268 




End 


2036 




GI 


4680183 




Score 


217 




Exons 


1268.. 1338, 1947.. 2036 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


2631 




Seq. ID- 


OJ991112_16.0104 


.Cll 


Gene No. 


5459 




Strand 






Start 


1 




End 


496 




Name 


OJ991112 16.0104.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


496 




GI 


5042448 




Score 


787 




Exons 


1. .4 96- 










GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza 


sativa] 








Seq. No. 


2631 




Seq. ID 


OJ991112_16.0104 


.Cll 


Gene No. 


5460 




Strand 






Start 


4281 




End 


8843 




Name 


OJ991112 16.0104.Cll.o3 


.np 


Method 


AAT/NAP 




Start 


4281 




End 


8843 




GI 


4680179 




Score 


7856 




Exons 


4281. .8843 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


2631 




Seq. ID 


OJ991112_16.6l04 


.Cll 


Gene No. 


5461 




Strand 






Start . 


9099 




End 


9288 




Name 


OJ991112 16.0104.Cll.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


4305 ' 




End . 


4502 





2700 






GI 


none 








Score 


197 






Exons 


4305. .4502 
















- 

Seq. No. 


2631 








Seq. ID 


OJ991112_16. 0104 


.Cll 




Gene No. 


5461 








Strand 








Start 


9099 








End 


9288 






Name 


OJ991112 16. 


0104 


.Cll .06 


. tw 


Method 


TBLASTX: Wheat 






Start 


4326 








End 


4658 






GI 


none 








Score 


126 






Exons 


4326. .4658, 


4347 


. .4631 












Seq. No. 


2631 








Seq. ID 


OJ991112_16. 0104 


.Cll 




Gene No. 


5461 








Strand 








Start 


9099 








End 


9288 






Name 


OJ991112 16. 


0104 


.Cll .ol 


. tm 


Method 


TBLASTX: Maize 






Start 


4506 








End 


5105 






GI 


none 








Score 


270 






Exons 


4506. .4946, 


4519 


. .4944, 


4944 . 


.5105, 4951.. 5097 






Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 




Gene No. 


5461 








Strand 








Start 


9099 








End 


9288 






Name 


OJ991112 16. 


0104 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


4659 








End 


5285 




u 


GI 


none 








Score 


339 




. =* 

- — 


Exons 


46S9..5285, 


4660 


. .5283 










ru 


Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 




Gene No. 


5461 








Strand 






i : 


Start 


9099 








End 


9288 




LIS 


Name 


OJ991112 16. 


0104 


.Cll.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


5154 








End 


5445 




! : ! S 

i e 


GI 


none 








Score 


256 




i: 

i is l 


Exons 


5154 . .5444, 


5158 


. .5445 










Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 




Gene No. 


5461 








Strand 








Start 


9099 








End 


9288 






Name 


OJ991112 16. 


0104 


'.Cll .o2 


. ts 


Method 


TBLASTX : Soybean 




'.J 


Start 


5244 








End 


5504 






GI 


none 








Score 


153 






Exons 


5244 . .5504, 


5245 


. .5499 












Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 




Gene No. 


5461 








Strand 








Start 


9099 








End 


9288 






Name 


OJ991112 16. 


0104 


.Cll .ol 


. tc 


Method 


TBLASTX: Cress 






Start 


5268 








End 


5585 






GI 


none 








Score 


91 






Exons 


5268. .5411, 


5269 


. .5409, 


5412. 


.5585 








Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 




Gene No. 


5461 








Strand 








Start 


9099 








End 


9288 






Name 


OJ991112 16. 


0104 


.Cll.o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


5292 








End 


5772 






GI 


none 








Score 


313 





2701 



3 u 



Exons 


5292. .5771, 


5293. 


.5772 










Seq. No. 


2631" 








Seq. ID 


OJ991112_16.0104 


.Cll 


Gene No 


5461 








Strand 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5775 








End 


6284 




GI 


none 








Score 


255 




Exons 


5775. .6284, 


5859. 


.6206, 


5941. 


.6252 






Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


-Cll 




54 61 








St rand 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5847 








End 


6212 




GI 


none 








Score 


149 




Exons 


5847. .6158, 


5859. 


.6212, 


5944. 


.6210 






Seq. No. 


- 2631 








Seq. ID 


OJ991112_16.0104 


.Cll 




54 61 








Qf- rand 

U I>1 Gil 11*1 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


6033 








End 


6278 




GI 


none 








Score 


204 




Exons 


6033. .6278 














Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 


ripne No 

\j cue . 


5461 








Strand 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6249 








End 


6749 




GI 


none 








Score 


85 




Exons 


6249. .6584, 


6258. 


.6497, 


6367. 


.6498, 6570. .6749 




Seq. No. 


2631 








Seq. ID 


OJ991112JL6.0104 


.Cll 




5461 








Strand 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.oS 


.tw 


Method 


TBLASTX: Wheat 




Start 


6285 








End 


6587 




GI 


none 








Score 


243 




Exons 


6285. .6587, 


6286. 


.6567 










Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 


\J die L 1 \J . 


5461 








Strand 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


6300 








End 


6695 




GI 


none 








Score 


167 




Exons 


,6300. .6659, 


6301. 


.6564, 


6579. 


.6659, 6651.. 6695, 6663.. 6695 


Seq. No. 


2631 








Seq. ID 


OJ991112_16.0104 


.Cll 


Gene No. 


5461 








Strand 






Start 


9099 








End 


9288 




Name 


OJ991112 16 


.0104. 


Cll.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


6636 








End 


7118 




GI 


none 








Score 


155 




Exons 


6636. .7118, 


6645. 


.6989, 


6679. 


.7014 







2702 




Seq. No. 


2631 








Seq. ID 


OJ991112 16. 0104. CI 1 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16, 


.0104 


.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


6768 








End 


7082 


GI 


none 








Score 


59 


Exons 


6768. .7082, 


6769 


. .6966 








Sea No 


2631 








Sea ID 


OJ991112 16 0104 Cll 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16, 


,0104 


.Cll.oS 


.tm 


Method 


TBLASTX: Maize 


Start 


6817 








End 


7106 


GI 


none 








Score 


171 


Exons 


6817. .7008, 


6819 


. .7106 








Seq. No. 


2631 








Seq. ID 


OJ991112_16. 0104. Cll 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16. 


.0104 


.Cll.08 


.tw 


Method 


TBLASTX: Wheat 


Start 


7275 








End 


7697 


GI 


none 








Score 


112 


Exons 


7275. .'7466, 


7282 


. .7437, 


7348. 


.7488, 7488. .7697, 7528. .7647 


Sea ' No 


2631 








Seq. ID 


OJ991112_16. 0104. Cll 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16. 


.0104 


.Cll.08 


.tm 


Method 


TBLASTX: Maize 


Start 


7380 








End 


7700 


GI 


none 








Score 


64 


Exons 


7380. .7700, 


7555 


. .7647 








Seq. No. 


2631 








Seq. ID 


OJ991112_16. 0104. Cll 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16. 


.0104 


.Cll.06 


.tm 


Method 


TBLASTX: Maize 


Start . 


8040 








End 


8336 


GI . "V" ' 


, none 








Score 


100 


Exons 


8040. .8336, 


8052 


. .8336, 


8149. 


.8319 




Sea. No. 


2631 








Seq. ID 


OJ991112_16. 0104. Cll 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16. 


0104 


.Cll.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


8217 








End 


8580 


GI 


none 








Score 


90 


Exons 


8217. .8576, 


8218 


. .8451, 


8476. 


.8580 




Seq. No. 


2631 








Seq. ID 


OJ991112JL6. 0104 .Cll 


Gene No. 


5461 








Strand 




Start 


9099 








End 


9288 


Name 


OJ991112 16. 


,0104 


.Cll.o4 


. np 


Method 


AAT/NAP 


Start 


9099 








End 


9288 


GI 


5042448 








Score 


179 



Exons 9099.. 9288 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 



2703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



retrotransposon [Oryza sativa] 

2632 
5462 
1 

OJ991112_16.0104.C12.ol.np 
1 

6498441 



Seq. ID OJ991112_16.0104.C12 
Strand + 
End 1697 
Method AAT/NAP 
End 1697 
Score 1173 
1..352, 416. .789, 973. .1057, 1627. .1697 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



2632 Seq. ID 

54 62 Strand 
1 End 
OJ991112_16.0104 .C12.o2.tw Method 
4 End 
none Score 

4. .228, 5. .259 



OJ991112_16.0104.C12 
+ 

1697 

TBLASTX: Wheat 

259 

257 



Seq. No. 2632 Seq. ID 

Gene No. 54 62 Strand 

Start 1 End 

Name OJ991112_16 . 0104 . C12 . ol . gs Method 

Start 82 End 

GI none Score 

Exons 82.. 352, 416.. 1075 



OJ991112_16.0104.C12 
+ 

1697 
GENSCAN 
1075 
.72 



y 



Seq. No. 2632 

Gene No. 54 62 

Start 1 

Name OJ991112_16 . 0104 . C12 . ol . tw 

Start 423 

GI none 

Exons 423.. 581, 424.. 879, 425.. 886 

Seq. No. 2632 

Gene No. 54 62 

Start 1 

Name OJ991112_16 . 0104 . C12 . ol . ts 

Start 464 

GI none 

Exons 464.. 688, 695.. 829 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



OJ991112_16.0104.C12 
+ 

1697 

TBLASTX: Wheat 

886 

86 



OJ991112_16.0104 .C12 
+ 

1697 

TBLASTX : Soybean 

829 

114 



Seq. No. 2632 Seq. ID 

Gene No. 54 62 Strand 

Start 1 ■ . - End 

Name OJ991112_16 . 0104 . C12 . ol . tm Method 

Start 554 End 

GI none Score 

Exons 554. .910, 589. .900, 794. .910 



OJ991112_16.0104.C12 
+ 

1697 

TBLASTX: Maize 

910 

388 



Seq. No. 2632 Seq. ID 

Gene No. 5462 Strand 

Start 1 End 

Name OJ991112 16. 0104 .C12 . o3. tw Method 



OJ991112_16.0104 .C12 
+ 

1697 

TBLASTX: Wheat 



2704 



ru 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons* 



887 End 1060 

none Score 194 

887.. 1060, 895.. 1059 

2633 
5463 
1 

OJ991112_16.0104.C13.o2.np 
1 

5902444 

1..39, 257.. 901, 955.. 1099, 1157.. 1480 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991112_16.0104.C13 

Strand + 

End 1480 

Method AAT/NAP 

End 1480 

Score 428 



2633 
5463 
1 

OJ991112_16.0104.C13.ol.gs 

280 

none 

280. .419, 524. .1281 



Seq. ID OJ991112_16.0104.C13 

Strand + 

End 1480 

Method GENSCAN 

End 1281 

Score . 57 



2633 
5463 
1 

OJ991112_16.0104.C13.ol.np 
280 

6498441 
280. .1141, 1344. .1480 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991112_16.0104.C13 

Strand + 

End 1480 

Method AAT/NAP 

End 1480 

Score 1342 



2633 
5463 
1 

OJ991112_16.0104.C13.ol.tw 
329 
none 

329. .421, 346. .384, 430. .618, 441. .584 



Seq. ID OJ991112_16.0104.C13 

Strand + 

End 1480 

Method TBLASTX : Wheat 

End 618 

Score 113 



=f Seq. No. 


2633 


Seq. ID 


OJ991112 16.0104.C13 


*J Gene No. 


5463 


Strand 


+ 


Start 


1 


End 


1480 


Name 


OJ991112 16.0104.C13.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1229 


End 


1478 • 


GI 


none 


Score 


196 


Exons 


1229.. 1477, 1230.. 1478 






Seq. No. 


2634 


Seq. ID 


OJ991112" 16.0104 .C14 


Gene No. 


5464 


Strand 


+ 


Start 


682 


End 


8878 


Name 


OJ991112 16.0104.C14.ol.gs 


Method 


GENSCAN 


Start 


682 


End 


8878 


GI 


none 


Score 


.8 


Exons 


682. .974, 1157.. 1279, 3323. 


.3452, 3495 


..4088, 4127. .4155, 




4379.. 8878 







2705 



Seq. No. 2634 

Gene No. 54 64 

Start 682 

Name OJ991112_16. 0104 .C14 . ol . gp 

Start 2061 

GI uC-osflcyp033a04bl 

Exons 2061.. 2445 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ991112_16.0104.C14 

Strand + 

End 8878 

Method AAT/GAP 

End 2445 

Score 604 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start 682 End 

Name OJ991112_16 . 0104 . C14 .o2 . gp Method 

Start 3598 End ' 

GI 95437_1.R1084 Score 

Exons 3598.. 4052 

GI Descrip. 1 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



OJ991112_16.0104.C14 
+ 

8878 
AAT/GAP 
4052 
778 



Seq. No. 


2634 








Seq. ID 


OJ991112_16.0104, 


. C14 


Gene No. 


5464 








Strand 


+ 




Start 


682 








End 


8878 




Name 


OJ991112_16 


.0104, 


.C14.ol 


.np 


Method 


AAT/NAP - 




Start 


4376 








End 


8875 




GI 


4680179 








Score 


5439 




Exons 


4376. .5440, 


5474, 


. .8875 










GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


2634 








Seq. ID 


OJ991112_16.0104 


.C14 


Gene No. 


5464 








Strand 


+ 




Start 


682 








End 


8878 




Name 


OJ991112 16 


.0104, 


.C14.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


4601 








End 


4801 




GI 


none 








Score 


213 




Exons 


4601. .4798, 


4603, 


. .4800, 


4692. 


.4799, 4709. .4801 




Seq. No. 


2634 








Seq. ID 


OJ991112_16.0104, 


.C14 


Gene No. 


5464 








Strand 


+ 




Start 


682 








End 


8878 




Name 


. OJ991112 16 


.0104, 


.C14.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


4834 








End 


5185 




GI 


none 








Score 


61 




Exons 


4834. .5028, 


4845, 


. .5003, 


4850. 


.5185 






Seq. No. 


2634 








Seq. ID 


OJ991112_16.0104, 


.C14 


Gene No. 


5464 








Strand 


+ 




Start 


682 








End 


8878 




Name 


OJ991112 16 


.0104. 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


4-84 9 








End 


5140 




GI 


none 








Score 


227 




Exons 


4849. .4965, 


4850, 


. .5140 * 










Seq. No. 


2634 








Seq. ID 


OJ991112_16.0104 < 


.C14 


Gene No. 


5464 








Strand 


+ 




Start 


682 








End 


' 8878 





2706 



Name 

Start 

GI 

Exons 



OJ991112_16.0104.C14 .o7.tm Method 

54 65 End 

none Score 
5465.. 5818 



TBLASTX: Maize 

5818 

189 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start 682 End 

Name OJ991112_16. 0104 .C14 . 08 . tw Method 

Start 5501 End 

GI none Score 
Exons 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX: Wheat 

5938 

163 



5501.. 5710, 5557.. 5709, 5754.. 5834, 5755.. 5868, 5756.. 5923, 
5897. .5938 



Seq. No. 2634 Seq. ID 

Gene No. 5464 Strand 

Start 682 End 

Name OJ991112_16. 0104 .C14 . o4 . tw Method 

Start 6034 End 

GI none Score 

Exons 6034.. 6477, 6038.. 6520, 6152.. 6517 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX: Wheat 

6520 

542 



Seq. No. 2634 Seq. ID 

Gene No. 54.64 Strand 

13 : Start -682 End 

,3 Name OJ991112_16. 0104 . C14 .o5 . tm Method 

;n Start 604 9 End 

iji GI none Score 

Exons 6049.. 6339, 6050.. 6337 



OJ991112_16.0104.C14 
+ 

8878' 

TBLASTX: Maize 

6339 

323 



: y Seq. No. 
■ s j Gene No. 
: y Start 

Name 
L Start 

'4 Exons 



2634 Seq. ID 

5464 . Strand 

682 End 
OJ991112_16.0104.C14 .o4.ts Method 

6074 End 

none Score 
6074. .6388 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX : Soybean 

6388 

184 



Seq. No. 2634 

Gene No. 54 64 

Start 682 

Name OJ991112_16. 0104 .C14 .o3.tm 

Start 6407 

GI none 

Exons 6407.. 6586, 6415.. 6561, 6593. 



Seq. ID OJ991112_16.0104.C14 

Strand + 

End 8878 

Method TBLASTX: Maize 

End 6907 

Score 167 

6907, 6733.. 6786, 6814.. 6864 



Seq. No. 


2634 






Seq. ID 


OJ991112_16.0104 .C14 


Gene No. 


5464 






Strand 


+ 


Start 


682 






End 


8878 


Name 


OJ991112 16. 


0104.C14.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6461 






End 


6856 


GI 


none 






Score 


57 


Exons 


6461. .6493, 


6463. .6492, 


6497. 


.6856, 6499.. 6537, 6565.. 6855 


Seq. No. 


2634 






Seq. ID 


OJ991112_16.0104.C14 


Gene No. 


5464 






Strand 


+ 


Start 


682 






End " 


8878 



2707 



Name 

Start 

GI 

Exons 



OJ991112_16 . 0104 . C14 . o5 . tw Method 
6569 End 
none Score 
6569.. 6871, 6570.. 6650, 6571.. 6855 



TBLASTX: Wheat 

6871 

382 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start 682 End 

Name OJ991112_16. 0104 .C14 .o3. tw Method 

Start 6872 End 

GI none Score 

Exons 6872.. 7294, 6904.. 7293 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX: Wheat 

7294 

598 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start 682 End 

Name OJ991112_16 . 0104 .C14 . o3 . ts Method 

Start 6878 End 

GI none Score 

Exons 6878.. 7123, 6895.. 7122 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX: Soybean 

7123 

207 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start . 682 End 

Name OJ991112_16 . 0104 .C14 . o2 . tm Method 

Start 6943 End 

GI none Score 

Exons 6943.. 7293, 6944.. 7297 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX: Maize 

7297 

482 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start 682 End 

Name OJ991112_16 . 0104 . C14 . o2 . tw Method 

Start 7297 End 

GI none Score 

Exons 7297.. 7860, 7328.. 7864 



OJ991112_16.0104.C14 
+ 

8878 

TBLASTX: Wheat 

7864 

654 



Seq. No. 2634 Seq. ID 

Gene- No. 54 64 Strand 

Start 682 End 

Name OJ991112_16 . 0104 . C14 . ol . tc Method 

Start 7571 End 

GI none Score 

Exons 7571. .7744, 7745. .7888, 7747. .7887 



OJ991112_16.0104 .C14 
+ 

8878 

TBLASTX: Cress 

7888 

90 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start 682 End 
Name " OJ991112_16 . 0104 . C14 . o2 . ts Method 

Start 7652 End 

GI none Score 

Exons 7652.. 7912, 7657.. 7911, 7782.. 7913 



OJ991112_16.0104 .C14 
+ 

8878 

TBLASTX : Soybean 

7913 

297 



Seq. No. 2634 Seq. ID 

Gene No. 54 64 Strand 

Start . 682 End 

Name - OJ991112 16 . 0104 . C14 . o4 . tm Method 



OJ991112_16.0104.C14 
+ 

8878. " 

TBLASTX :Maize 



2708 




Start 


7710 




End 


8002 






GI 


none 




Score 


108 






Exons 


7710.. 7898, 7711.. 7998, 


7712. 


.8002 








Seq. No. 


2634 




Seq. ID 


OJ991112 


_16.0104 


.C14 


Gene No. 


5464 




Strand 


+ 






Start 


682 




End 


8878 






Name 


OJ991112 16.0104.C14.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


7871 




End 


8*4 97 






GI 


none 




Score 


707 






Exons 


7871. .8497, 7927. .8385, 


8372. 


.8494 








Seq. No. 


2634 




Seq. ID 


OJ991112 


_16.0104 


.C14 


Gene No. 


5464 




Strand 


+ 






Start 


682 




End 


8878 






Name 


OJ991112 16.0104.C14.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


8051 




End 


8650 






GI 


none 




Score 


231 






Exons 


8051.. 8212, 8053.. 8205, 


8210. 


.8650, 8212.. 8634 






Seq. No. 


2634 - 




Seq. ID 


OJ991112 


_16.0104 


.C14 




5464 




Strand 


+ 






Start 


682 




End 


8878 






Name 


OJ991112 16.0104.C14.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8497 ■ 




End 


8830 






GI ^ 


none 




Score 


328 






Exons 


8497. .8766, 8498. .8830, 


8501. 


.8809 








Seq. No. 


2635 




Seq. ID 


OJ991112 


_16.0104 


.C15 


Gene No. 


5465 




Strand 


+ 






Start 


140 




End 


412 






Name 


OJ991112 16. 0104 .CIS.ol . 


gp 


Method 


AAT/GAP 






Start 


140 




End 


412 






GI 


uC-osflcyp033a04bl 




Score 


' 406 






Exons 


140. .412 












GI Descrip. 


•6016845/dbj |AP000570.1| 


AP000570 3.0e- 


59 Oryza 


sativa genom: 




DNA, chromosome 1, clone 


i:P0711E10' 








Seq. No. 


2635 




Seq. ID 


OJ991112 


_16.0104 


.C15 


Gene No. 


5466 




Strand 


+ 






Start 


1223 




End 


3590 






Name 


OJ991112 16.0104.C15.o2. 


np 


Method 


AAT/NAP 






Start 


1223 




End 


3590 






GI 


5852180 




Score 


620 






Exons 


1223. .1270, 2268. .2385, 


2437. 


.2847, 3552.. 3590 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


2635 




Seq. ID 


OJ991112 


_16.0104 


.C15 


Gene No. 


5467 




Strand 








Start 


69 




End 


7713 






Name 


OJ991112 16. 0104. CIS.ol. 


np 


Method 


AAT/NAP 






Start 


69 




End 


2022 






GI 


4680186 




Score 


182 






Exons 


69. .278, 2001. .2022 












GI Descrip. 


(AF111709) unknown [Oryz 


a sativa subsp 


. indica] 






Seq. No. 


2635 




Seq. ID 


OJ991112 


_16.0104 


.C15 



2709 




Gene No. 


5467 


Strand 




Start 


69 


End 


7713 


Name 


OJ991112_16. 0104 .CIS. ol.gs 


Method 


GENSCAN 


Start 


612 


End 


1117 


GI 


none 


Score 


. 5 


Exons 


612.. 678/ 1041.. 1117 






Seq. No. 


2635 


Seq. ID 


OJ991112_16. 0104 .CI 5 


Gene No. 


5467 


Strand 




otart 


69 


End 


/ / lJ 


Name 


OJ991112 16.0104.C15.o2.gp 


Method 


AAT/GAP 


Start 


1119 


End 


1503 


GI 


uC-osflcyp033a04bl 


Score 


600 


Exons 


1119. .1503 






GI Descrip. 


■6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza sativa genomic 



DNA # chromosome 1, clone : P0711E10 1 



Seq. No. 2635 

Gene No. 5467 

Start 69 

Name OJ991112_16 . 0104 . C15 . o2 . gs 

Start 1922 

GI none 

Exons 1922.. 2029, 2290.. 2412, 2592. 

5445. .5733, 5900.. 7288, 7582. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2819, 3720 
.7713 



OJ991112 16.0104.C15 



7713 
GENSCAN 
7713 
.42 

3865, 4377, 



.4547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



L J Seq. No. 
* Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2635 Seq. ID OJ991112_16 . 0104 . C15 

5467 Strand 

69 End 7713 

OJ991112_16 . 0104 . C15 . o4 . gp Method AAT/GAP 

1931 End 2856 

2428924 Score 600 

1931.. 2029, 2592.. 2856 

5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 80 4 



2635 Seq. ID 

5467 Strand 

69 End 
OJ991112_16 .0104 . C15 . o3 . np Method 

5979 End 

729704 Score 

5979. .6048, 6304. .6386, 6629. .6685, 



OJ991112_16.0104.C15 

7713 
AAT/NAP 
7602 
83 

6908.. 7003, 7570.. 7602 



DNA-BINDING PROTEIN HEXBP ( HEXAMER-BINDING PROTEIN) 
gi|1078700|pir| IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



Seq. No. 2636 Seq. ID 

Gene No. 54 68 Strand 

Start 2144 End 

Name OJ991112_16 . 0104 . CI 6 . ol . np Method 

Start 2144 End 

GI 6498441 Score 

Exons 2144.. 2205, 2378.. 3101, 3273.. 3897 
GI Descrip. 



OJ991112_16.0104 .C16 
+ 

3902 
AAT/NAP 
3897 
2170 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



2710 



retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 2636 

Gene No. 54 68 

Start 2144 

Name OJ991112_16.0104.C16.ol.gs 

Start 2499 

GI none 

Exons 2499.. 3902 



Seq. ID OJ991112_16.0104.C16 

Strand + 

End 3902 

Method GENSCAN 

End 3902 

Score .97 



Seq. No. 2636 - 

Gene No. 54 69 

Start 4036 

Name OJ991112_16. 0104 .C16.o2.gp 

Start 4036 

GI uOosflcyp088bl2bl 

Exons 4036.. 4147 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ991112_16.0104.C16 
Strand + 

4147 
AAT/GAP 
4147 
146 



End 

Method 

End 

Score 



ru 



Seq. No. 2636 

Gene No. 5470 

Start 464 

Name OJ991112_16 . 0104 . C16 . ol . gp 

Start 464 

GI uC-osflcyp033a04bl 

Exons 464.. 582 

GI Descrip. f 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



.Seq.. ID OJ991112_16.0104.C16 
Strand 

End 582 

Method AAT/GAP 

End 582 

Score 173 



if 



<>3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2636 
5471 
2146 

OJ991112_16.0104.C16.ol.tw 

2146 

none 



Seq. ID OJ991112_16.0104.C16 
Strand 

End 2594 

Method TBLASTX : Wheat 

End 2510 

Score 108 



2146. .2247, 2147. .2242, 2223. .2321, 2227. .2322, 2304. .2510, 
2330.. 2485. 



2636 
5471 
2146 

OJ991112_16.0104.C16.o2.ts 

2171 

none 



Seq. ID OJ991112_16.0104.C16 
Strand 

End 2594 

Method TBLASTX : Soybean 

End 2540 

Score 71 



2171. .2242, 2188. .2313, 2310. .2540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2636 
5471 
2146 

OJ991112_16.0104 .C16.ol.tm 

2235 

none 



Seq. ID OJ991112_16.0104.C16 
Strand 

End 2594 

Method TBLASTX : Mai ze 

End 2594 

Score 72 



2235. .2312, 2239. .2319, 2310. .2492, 2327. .2485, 2511. .2594, 
2555. .2593 



Seq. No. 



2636 



Seq. ID OJ991112_16.0104.C16 



2711 



□ 



Gene No. 


5472 








Strand 






Start 


2949 








End 


3722 




Name 


OJ991112_16. 


0104 


.C16.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


2949 








End 


3407 




GI 


none 








Score 


53 




Exons 


2949. .3197, 


2953 


. .3123, 


2973. 


.3197, 3038.. 3214, 3258.. 3407, 




3267. .3392, 


3269 


. .3406 










Seq. No. 


2636 








Seq. ID 


OJ991112 16.0104 


.C16 


Gene No. 


5472 








Strand 






Start 


2949 








End 


3722 




Name 


OJ991112 16. 


0104 


,C16.ol, 


.ts 


Method 


TBLASTX: Soybean 




Start 


3096 








End 


3662 




GI 


5666795 








Score 


64 




Exons 


3096. .3194, 


3270 


. .3407, 


3462. 


.3662 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


2636 








Seq. ID 


OJ991112_16. 0104 


.C16 


Gene No. 


5472 








Strand 






Start 


2949 








End 


3722 




Name 


OJ991112 16. 


0104 


.C16.o3, 


.tw 


. Method 


TBLASTX: Wheat 




Start 


3410 








End 


3722 




GI 


none 








Score 


192 




Exons 


3410. .3586, 


3462 


. .3722 










Seq. No. 


2637 








Seq. ID 


' OJ991112_16..0104 


.C17' 


Gene No. 


5473 








- Strand 


+ 




Start 


1 








End 


5642 




Name 


OJ991112 16. 


0104 


.C17.ol, 


.np 


Method 


AAT/NAP 




Start 


1 








End 


5642 




GI 


5295955 








Score 


275 




Exons 


1..272, 709. 


.751 


, 3642., 


.3759, 


4531. .4649, 4726. .4975, 






5079. .5156, 


5196 


. .5642 











GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


2637 




Seq. ID 


OJ991112 


_16.0104 


.C17 


Gene No. 


5474 




Strand 








Start 


167 




End 


5188 






Name 


OJ991112 16.0104.C17.ol, 


.gs 


Method 


GENSCAN 






Start 


167 




End 


5188 






GI 


none 




Score 


.57 






Exons 


167. .314, 635. .663, 778, 


. .961, 


2198. .2275, 2560. 


.2645, 






4552. .4640, 4769. .5032, 


5119. 


.5188 








Seq. No. 


2637 




Seq. ID 


OJ991112 


_16.0104 


.C17 


Gene No. 


5474 




Strand 








Start 


167 




End 


5188 






Name 


OJ991112 16.0104.C17.ol. 


■ gp 


Method 


AAT/GAP 






Start 


2965 




End 


3074 






GI 


uC-osflcyp088bl2bl 




Score 


143 







Exons 2965.. 3074 

GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ? 



Seq. No. 
Gene No. 



2638 
5475 



Seq. ID OJ991112JL6.0104 .CIS 
Strand + 



2712 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



1365 
AAT/NAP 
1359 
1747 



OJ991112_16.0104.C18.ol.np 
1 

6498441 
1..34, 190. .984, 1078. .1359 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 2638 Seq. ID 

Gene No. 5475 Strand 

Start 1 End 

Name OJ991112_16 . 0104 .C18.ol.gs Method 

Start 203 End 

GI none Score 

Exons 203.. 682, 718.. 906, 982.. 1362 



OJ991112_16.0104.C18 
+ 

1365 
GENSCAN 
1362 
.58 



Seq. No. 


2638 






Seq. ID 


OJ991112_16.0104 


.C18 


Gene No. 


5475 






Strand 


+ 




Start 


1 






End 


1365 




Name 


OJ991112 


16.0104.C18.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


230 






End 


592 




GI 


none 






Score 


370 




Exons 


230. .553, 


259.. 540, 350. 


.562, 


545. .592 






Seq.* No. 


2638* 






Seq. ID 


OJ991112 16.0104 


.C18 


Gene No. 


5475 






Strand 


+ 




Start 


1 






End 


1365 




Name 


OJ991112 


16.0104.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


367 






End 


723 




GI 


none 






Score 


364 




Exons 


367. .723, 


368. .718 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2638 



Seq. ID OJ991112_16.0104.C18 



5475 Strand 

1 End 
OJ991112_16.0104.C18.o2.tw Method 

741 End 

none Score 

741. .812, 742. .1032, 753. .1031, 888. .1058, 1224. .1346, 
1225. .1350 



+ 

1365 

TBLASTX: Wheat 

1350 

72 



Seq. No. 2638 Seq. ID 

Gene No. 5475 Strand 

Start 1 End 

Name - OJ991112_16 . 0104 . C18 . o2 . tm Method 

Start 1218 End 

GI none Score 

Exons 1218.. 1358, 1219.. 1365 



OJ991112_16.0104.C18 
+ 

1365 

TBLASTX: Maize 

1365 

180 



Seq. No. 2639 Seq. ID 

Gene No. 5476 Strand 

Start 1 End 

Name OJ991202_18 . 0114 . CI . ol . np Method 

Start 1 End 

GI 6498436 Score 

Exons 1..133, 409.. 527 



OJ991202_18 . 0114 . CI 
+ 

530 

AAT/NAP 

527 

265 



2713 



Q 



i 3 J 



GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


2639 




Seq. ID 


OJ991202_ 


18 


.0114 


.CI 


Gene No. 


5476 




Strand 


+ 








Start 


1 




End 


530 








Name 


OJ991202 18.0114 .CI. ol. 


as 


Method 


GENSCAN 








Start 


409 




End 


530 








GI 


none 




Score 


.73 








Exons 


409. .530 














Seq. No. 


2640 




Seq. ID 


OJ991202 


18 


.0114 


.C3 


Gene No. 


5477 




Strand 


+ 








Start 


365 




End 


806 








Name 


OJ991202 18.0114.C3.ol. 


QS 


Method 


GENSCAN 








Start 


365 


End 


806 








GI 


none 




Score 


.59 








Exons 


365. .435, 462. .806 














Seq. No. 


2640 




Seq. ID 


OJ991202_ 


18 


.0114 


,C3 


Gene No. 


5478 




Strand 










Start 


1520 




End 


2835 








Name 


OJ991202 18.0114.C3.o2. 


QS 


Method 


GENSCAN 








Start 


1520 




End 


2835 








.GI 


none 




Score 


. 97 








Exons 


1520. .1734, 2245. .2378, 


2711. 


.2835 










Seq. No. 


2641 




Seq. ID 


OJ991202_ 


18 


.0114 


.C4 


Gene No. 


5479 




Strand 


+ 








Start 


. 162 




End 


2352 








Name 


OJ991202_18.0114 ,C4 .ol. 


as 


Method 


GENSCAN 








Start 


162 


End 


2352 








GI 


none 




Score 


.89 








Exons 


162. .401, 494 . . 665, 871 


. .1017 


, 2315.. 2352 








Seq. No. 


2641 




Seq. ID 


OJ991202_ 


18 


. 0114 


.C4 


Gene No. 


5479 




Strand 


+ 








Start 


162 




End 


2352 








Name 


OJ991202 18.0114.C4.ol. 


gp 


Method 


AAT/GAP 








Start 


1482 




End 


1863 








GI 


uC-osflcyp033a04bl 




Score 


655 








Exons 


1482. .1863 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

2641 Seq. ID OJ991202_18 . 0114 .C4 

5480 Strand 

125 . End 3581 

OJ991202_18 . 0114 . C4 . ol .np Method AAT/NAP 

125 End" 3581 

5852180 Score 464 

125. .548, 600. .724, 1712. .1769, 3531. .3581 

(AL117265) zhbOOOlO.l [Oryza sativa] 



2642 
5481 
11045 

OJ991202_18.0114.C5.o2.gs 



Seq. ID OJ991202_18.0114 .C5 

Strand + 

End 14910 

Method GENSCAN 



2714 



Start 11045 End 14910 

GI none Score .72 

Exons 11045. .11052, 11102 .. 11197, 11203 .. 11356, 13988 .. 14 635, 

14641. .14910 



Seq. No. 


2642 


Seq. ID 


OJ991202_ 


18 .0114 


.C5 


Gene No. 


5482 


Strand 


+ 






Start 


19311 


End 


27894 






Name 


OJ991202 18.0114.C5.o2.np 


Method 


AAT/NAP 






Start 


19311 


End 


27894 






GI 


6705984 


Score 


3568 






Exons 


19311. .19371, 20073. .20200, 


21302. .24017, 27140. 


.27894 




GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


2642 


Seq. ID 


OJ991202_ 


18.0114 


.C5 


Gene No. 


5482 


Strand 


+ 






Start 


19311 


End 


27894 






Name 


OJ991202 18.0114.C5.o4.gs 


Method 


GEN SCAN 






Start 


20036 


End 


25021 






GI 


none 


Score 


.43 






Exons 


20036. .20634, 21040 21220, 


21995. .22345, 22388. 


.22436, 






23099. .23189, 23325 .. 23650, 


23822. .23986, 24966. 


.25021 




Seq. No. 


2642 


Seq. ID 


OJ991202_ 


18.0114 


.C5 


Gene No. 


5483 


Strand 








Start 


7600 


End 


16021 






Name 


OJ991202 18.0114.C5.ol.np 


Method 


AAT/NAP 






Start 


7600 


End 


16021 






GI . 


6815052 


Score 


1909 






Exons 


7600. .7719, 8001. .8074, 8156 


..8890, 8939. .9083, 


9863. .9955 




10815. .10914, 11216. .11333, 


15712. .15786, 15868. 


.16021 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2642 


Seq. ID 


OJ991202_ 


18.0114 


-C5 


Gene No. 


5484 


Strand 








Start 


24718 


End 


25099 






Name 


OJ991202 18.0114.C5.ol.gp 


Method 


AAT/GAP 






Start 


24718 


End 


25099 






GI 


uC-osflcyp033a04bl 


Score 


663 






Exons 


24718. .25099 











GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
l ^ DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2642 
5485 
25823 

OJ991202_18.0114 .C5.o3.tw 
9144 



OJ991202 18. 0114. C5 



none 
9144. . 
17135. 
21596. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9434, 9455. .9607, 9459.-9638, 16820 .. 17110, 17135. 
.17314, 21401. .21568, 214 19 .. 21565, 21590 .. 21937, 
.21832, 21619.. 21897 



27651 

TBLASTX: Wheat 

21937 

70 



,17293, 



Seq. No. 2642 Seq. ID 

Gene No. 5485 Strand 

Start 25823 End 

Name OJ991202 18 . 0114 . C5 . o3 . ts Method 



OJ991202_18.0114.C5 
27651 

TBLASTX : Soybean 



2715 






Of ^ -w--4- 

otart 


9246 




End 


O 1 *7Q ~l 






GI 


none 




Score 


A O A 






Exons 


9246.. 9440, 9435.. 9620, 16922 .. 17116, 


1*7111 1 T)QC 

i /in . .i /zyb, 








21404. .21565, 21587. 


.21787 










O rt rt. M rt. 

beC[. NO. 


2642 




Seq. ID 


UjyyizUZ lo.U114 


. t J 




Gene No . 


5485 




Strand 








Start 


25823 




End 


27651 






Name 


OJ991202 18. 0114. C5. 


06 . tm 


Method 


TBLASTX: Maize 






btart 


9438 




End 


21568 






Gi 


none 




Score 


83 






Exons 


9438. .9629, 9459.. 9638, 17114 .. 17335, 


17135. .17317, 








i. 1 J4 0 . . zloU d, ^looz. 


. Z lob4 , 


21383. .21565, 21401. .21568 






Ort rt- XI rt 

Seq. No. 


2642 




Seq. ID 


OJ991202_18.0114 


rt> c 




rt « rt XT rt 

Gene No . 


5485 




Strand 








Start 






End 


27651 






-Name 


ojyyi^u^ io.uii4.co. 


od . tm 


Method 


TBLASTX : Maize 






Start 


o m i q 
zU Jlo 




End 


20819 






Gi 


none 




Score 


52 






Exons 


zUolo . . zU4U / , zU41b. 


onto 


20436. .20651, 20439 20639, 








on»/iT or\CAA onc^Q 
ZU44 / . . zub4 4 , zUbjy. 


. zubyz , 


20640. .20693, 20725 20790, 








20751. .20819, 20751. 


.20819 








J 


O rt « XT rt 

Seq. No. 


Z OJ± Z 




Seq. ID 


OJ991202_18.0114 


- CO 




/""•rtrtrt j XTrt 

Gene No . 


R >1 (5 c: 
04 OD 




■ Strand 






n 


Start 


O C O O *D 




End 


27651 




i i 


Name 


ojyyizUz io.uii4.co. 


rt O 4- i- * 

oz . tw 


Method 


TBLASTX: Wheat 




y 


btart 


zz JU / 




End 


22773 






GI 


none 




Score 


289 




La 


Exons 


22307. .22588, 22318. 


.22554, 


22319. .22576, 22591 22668, 








22592. .22675, 22675. 


.22773, 


22677.. 22733 




i : 
: i 


beq. No. 


Z b4z 




Seq. ID 


OJ991202_18.0114 


. Lj 




Gene No. 






Strand 






~: 


Start 


ZOOZ J 




End 


27651 




: 

'-4 


Name 


ujyyizuz io.uii4.uo. 


o4 . t s 


Method 


TBLASTX: Soybean 






btart 


zzJoo 




End 


22740 






GI 


none 




Score 


156 






Exons 


22358.-22627, 22423. 


.22623, 


22675.. 22740 






Seq. No. 


2642 




Seq. ID 


OJ991202_18.0114 


/■> c 

. Lj 




Gene No. 


5485 




Strand 








Start 


25823 




End 


27651 






Name 


OJ991202 18. 0114. C5. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


22927 




End 


23127 






rt T 

GI 


none 




Score 


55 






Exons 


22927. .22980, 22983. 


.23120, 


22984. .23127 






Seq. No. 


2642 




Seq. ID 


OJ991202_18.0114 


- Co 




i^ene no . 


5485 




Strand 








Start 


25823 




End 


27651 






Name 


OJ991202 18. 0114. C5. 


o5 . tw 


Method * 


TBLASTX: Wheat 






Start 


23083 




End 


23565 






GI 


none 




Score 


50 






Exons 


23083. .23169, 23202. 


.23564, 


23242. .23565 





2716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene^No. 

Start 

Name 

Start 

GI 

Exons 



2642 
5485 
25823 

OJ991202_18.0114 .C5.ol.tm 

23155 

none 

23155. .23619, 23163.. 23588 

2642 
5485 
25823 

OJ991202_18.0114.C5.ol.ts 

23542 

none 

23542. .23889, 23550.. 23888 

2642 
5485 
25823 

OJ991202_18. 01*14. C5.o4.tw 

23614 

none 

23614. .24012, 23701.. 23850 



Seq. ID OJ991202_18.0114.C5 
Strand 

End 27651 

Method TBLASTX : Maize 

End 23619 

Score 350 



Seq. ID OJ991202_18.0114.C5 
Strand, 

End 27651 

Method TBLASTX : Soybean 

End 23889 

Score 336 



Seq. ID OJ991202_18.0114.C5 
Strand 

End 27651 

Method TBLASTX : Wheat 

End 24012 

Score 298 



2642 
5485 
25823 

OJ991202_18.0114.C5.o2.tm 
23638 
none 

23638. .24012, 23703 . .24014 , 27132.. 27329 



Seq. ID OJ991202_18.0114 V C5 
Strand - : 
27651 

TBLASTX: Maize 
27329 
313 



End 

Method 

End 

Score 



2642 
5485 
25823 

OJ991202_18.0114 .C5.o5.gs 

25823 

none 

25823. .26009, 26152.. 26525 



2642 
5485 
25823 

OJ991202_18.0114.C5, 

27224 

none 

27224 . .27649, 27225. 



Seq. ID OJ991202_18.0114.C5 
Strand 

End 27651 

Method GENSCAN 

End 26525 

Score .71 



Seq. ID OJ991202_18.0114.C5 
Strand 

27651 

TBLASTX: Wheat 
27651 
618 



End 

Method 
End 
Score 



ol . tw 

.27650, 27235.. 27651 



2642 
5485 
25823 

OJ991202_18.0114.C5 
27236 



none 
27236. 



o2.ts 

27421, 27237. .27413, 



Seq. ID OJ991202__18.0114.C5 
Strand 

End. 27651' 

Method TBLASTX : Soybean 

End 27497 

Score 252 
27417. .27497, 27419.. 27487 



Seq. No. 



2642 



Seq. ID OJ991202_18.0114.C5 



2717 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip;. 



5486 Strand 

27606 End 

OJ991202_18 . 0114 . C5 . ol . tc Method 

27606 End 

none Score 



27894 

TBLASTX: Cress 

27894 

341 



27606. .27893, 27638.-27892, 27742.. 27894 



2642 
5486 
27606 

OJ991202_18 . 0114 . C5 . o3 . tm 

27683 

none 



Seq. ID OJ991202_18.0114.C5 
Strand 

End 27894 

Method TBLASTX: Maize 

End 27894 

Score 303 



27683. .27892, 27684.-27893, 27694.. 27894 



2643 
5487 

38:. 

OJ991202_18.0114.C6.ol.gs 
38 

none 

38. .521, 834. .911, 989. .1300 



Seq. ID OJ991202_18.0114.C6 
Strand 

End 1300 

Method GENSCAN 

End 1300 

Score . 64 



2644 
5488 
1 

OJ991202_18.0114.C7.ol.np 
1 

6815052 
1..36, 318. .437 

(AP001080) hypothetical protein [Oryza sativa] 



S^q. ID OJ991202_18.0114.C7 

Strand + 

End 4 37 

Method AAT/NAP 

End 4 37 

Score 232 



2644 
5489 
9618 

OJ991202_18 .0114 . C7 . o2 . np 
9618 

4680179. 
9618. .10325 

(AF111709) polyprotein [Oryza sativa . subsp . indica] 



Seq. ID OJ991202_18.0114.C7 

Strand + 

End 10325 

Method AAT/NAP 

End 10325 

Score 896 



2644 
5490 
10591 

OJ991202_18.0114.C7.o3.np 

10591 

4544372 



Seq. ID OJ991202_18.0114.C7 

Strand + 

End 13421 

Method AAT/NAP 

End 13421 

Score 992 



10591. .11013, 11074 . .11401, . 11522 .. 13421 

(AC006920) putative retroelement pol polyprotein [Arabidops 
thaliana] 



Seq. No. 2644 

Gene No. 5491 

Start 18659 

Name OJ991202_18 . 0114 . C7 . o4 . gs 

Start 18659 

GI none 



Seq. ID OJ991202_18.0114.C7 

Strand + 

End 18872 

Method GENSCAN 

End 18872 

Score .86 



2718 



Exons 



18659. .18872 



Seq. No. 


2644 


Seq. ID 


OJ991202_18.0114 


.C7 


Gene No. 


5492 


Strand 






Start 


1677 


End 


2344 




Name 


OJ991202 18.0114. C7.ol.gp 


Method 


AAT/GAP 




Start 


1677 


End 


2344 




GI 


20494 3.R1084 


Score 


979 




Exons 


1677. .2344 








GI Descrip. 


, 1402876/emb|CAA66826| 2.0e-44 (X98130) 


putative phosphate 




permease [Arabidopsis thaliana] >gi 14 95255 emb_CAA66116 




(X97484) orfOl [Arabidopsis thaliana] 1 






Seq. No. 


2644 


Seq. ID 


OJ991202_18.0114 


.C7 


Gene No. 


5493 


Strand 


— 




Start 


3022 


End 


4230 




Name 


OJ991202 18.0114.C7.o2.gp 


Method 


AAT/GAP 




Start 


3022 


End 


4230 




GI 


3759000 


Score 


786 




Exons 


3022.. 3328, 4117. .4230 








Seq. No. 


2644 


Seq. ID 


OJ991202_18.0114 


.C7 


Gene No. 


5494 


Strand 


— 




Start 


15526 


End 


17913 




Name 


OJ991202 18.0114.-C7.o4.tw 


Method 


TBLASTX: Wheat 




Start 


4428 : " 


End 


11787 




GI 


none 


Score 


82 




Exons 


4428.. 4505, 11353 .. 11442, 11496 11570, 


11497 . . 11787, 






11622. .11702 








Seq. No. 


2644 


Seq. ID 


OJ991202_18 . 0114 


.C7 


Gene No. 


5494 


Strand 


— 




Start 


15526 


End 


17913 




Name 


OJ991202 18.0114. C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


9633 


End 


10079 




GI 


none 


Score 


455 




Exons 


9633.. 10079, 9662.. 9850, 9822 


. .10076 






Seq. No. 


2644 


Seq. ID 


OJ991202_18. 0114 


.C7 


Gene No. 


5494 


Strand 


- 




Start 


15526 


End 


17913 




Name 


OJ991202 18.0114.C7.o3.tw 


Method 


/TBLASTX: Wheat 




Start 


9657 


End 


13091 




GI 


none 


Score 


207 




Exons 


9657.. 9854, 9662.. 9850, 12672 


. .13091 






Seq. No. 


2644 


Seq. ID 


OJ991202_18.0114 


.C7 


Gene No. 


5494 


Strand 






Start 


15526 


End 


17913 




Name 


OJ991202 18.0114.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9858 


End 


10280 




GI 


none 


Score 


388 




Exons 


9858.. 10280, 9902.. 10216 








Seq. No. 


2644 


Seq. ID 


OJ991202_18.0114 


.C7 


Gene No. 


5494 


'Strand 






Start 


15526 


End 


17913 





2719 



i U 

t .S 



Name 


OJ991202_18 . 0114 ,C7 . 


ol . tm 


Method 


TBLASTX: Maize 


Start 


10598 




End 


11001 


GI 


none 




Score 


120 


Exons 


10598. . 10792, 10599. 


. 10775, 


10600. .11001, 10659.. 11000 


Seq. No. 


2644 




Seq. ID 


OJ991202JL8.0114 


Gene No. 


5494 




Strand 




Start 


15526 




End 


17913 


Name 


OJ991202 18. 0114. C7. 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


10645 




End 


11070 


GI 


none 




Score 


225 


Exons 


10645. . 10992, 10744 . 


. 10839, 


10969. .11070 


Seq. No. 


2644 




Seq. ID 


OJ991202_18.0114 


Gene No. 


5494 




Strand 




Start 


15526 




End 


17913 


Name 


OJ991202_18.0114 .C7. 


o2. ts 


Method 


TBLASTX : Soybean 


Start 


10687 




End 


11156 


GI 


none 




Score 


219 


Exons 


10687. .10968, 10717. 


.10839, 


10722. . 10979, 10969 .. 11154 , 




11010. .11156 ' 








Seq. No. 


2644 




Seq. ID 


OJ991202_18.0114 


Gene No. 


5494 




Strand 




Start 


15526 




End 


• 17913 


Name 


OJ991202_18.0114.C7. 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


11307 




End 


11723 


GI 


none 




Score 


81 


Exons 


11307. .11441, 11307. 


. 11441, 


11308. .11451, 11308. .11445, 




11481. .11567, 11482. 


. 11721, 


11622. .11723 


Seq. No. 


2644 




Seq. ID 


OJ991202_18.0114 


Gene No. 


5494 




Strand 




Start 


15526 




End 


17913 


Name 


OJ991202 18. 0114. C7. 


o3. tm 


Method 


TBLASTX: Maize 


Start 


12282 




End 


12590 


GI 


none 




Score 


195 


Exons 


12282. . 12590 








Seq. No. 


2644 




Seq. ID 


OJ991202_18.0114 


Gene No. 


5494 




Strand 




Start 


15526 




End 


17913 


Name 


OJ991202_18 . 0114 . C7 . 


o3. ts 


Method 


TBLASTX : Soybean 


Start 


12444 




End 


12839 


GI 


none 




Score 


239 


Exons 


12444. .12839, 12545. 


. 12721 






Seq. No. 


2644 




Seq. ID 


OJ991202_18.0114 


Gene No . 


5494 




Strand 




Start 


15526 




End 


17913 


Name 


OJ991202 18. 0114. C7. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


13182 




End 


13438 


GI 


none 




Score 


235 


Exons 


13182. .13427, 13226. 


.13312, 


13382. .13438 


Seq. No. 


2644 




Seq. ID 


OJ991202_18.0114 


Gene No. 


5494 




Strand 





2720 




Start 


15526 


End 


17913 




Name 


OJ991202 18.0114.C7.o3.gs 


Method 


GENSCAN 




Start 


15526 


End 


17913 




GI 


none 


Score 


.79 


- 


Exons 


15526. .15699, 15785. .15928, 


16502. .16547, 17882. 


. .17913 


Seq. No. 


2645 


Seq. ID 


OJ991202_ 


18. 0114. C8 


Gene No. 


5495 


Strand 


+ 




Start 


27 


End 


1745 




Name 


OJ991202 18. 0.114. C8.ol.np 


Method 


AAT/NAP 




Start 


27 


End 


1745 




GI 


6907087 


Score 


528 




Exons 


27. .1103, 1644. .1745 








GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 








Seq. No. 


2645 


Seq. ID 


OJ991202_ 


_18.0114.C8 


Gene No . 


5496 


Strand 


+ 




Start 


6816 


End 


7901 




Name 


OJ991202 18.0114.C8.o3.gs 


Method 


GENSCAN 




Start 


6816 


End 


7901 




GI 


none 


Score 


.61 




Exons 


6816.. 7129, 7247.. 7618, 7639 


..7738, 7791. .7901 




Seq. No. 


2645 


Seq. ID 


OJ991202_ 


18. 0114. C8 


Gene No. 


5497 


Strand 


+ 




Start 


11459 


End 


17648 




Name 


OJ991202 18.0114.C8.o5.gs 


Method 


GENSCAN 




Start 


11459 


End 


17439 




GI 


none 


Score 


.53 




Exons 


11459. .11485, 12165. .12408, 


14043. .14618, 15236. 


. .15363, 




15773. .15851, 16526.. 17439 








Seq. No. 


2645 


Seq. ID 


OJ991202_ 


18. 0114. C8 


Gene No. 


5497 


Strand 


+ 




Start 


11459 


End . , 


17648 




Name 


OJ991202 18.0114.C8.o3.np 


Method 


AAT/NAP 




Start 


13963 


End' 


17648 




GI 


6730668 


Score 


962 




Exons 


13963. .14618, 15236 .. 15363, 


15626. .15851, 16235. 


. .16362, 




16435. .16510, 17 622. .17648 








GI Descrip. 


(AC007945) F28C11.3 [Arabidopsis thaliana] 




Seq. No. 


2645 


Seq. ID 


OJ991202_ 


_18.0114.C8 


Gene No. 


5497 


Strand 


+ 




Start 


11459 


End 


17648 




Name 


OJ991202 18.0114.C8.ol.gp 


Method 


AAT/GAP 




Start 


15235 


End 


15861 




GI 


LIB3432-016-P1-K1-G11 


Score 


656 




Exons 


15235. .15363, 15626.. 15861 








GI Descrip. 


, 5852170/emfo|AL117265.1|OST17804 l.Oe- 


151 Oryza 


sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :tl7804' 


Seq. No. 


2645 


Seq. ID 


OJ991202_ 


_18.0114.C8 


Gene No. 


5498 


Strand 






Start 


1638 


End 


4085 





2721 



Name 

Start 

GI 

Exons 



OJ991202_18 . 01 14 . C8 . o2 . gs Method GENSCAN 

1638 End 2248 

none Score .73 
1638. .1744, 2188. .2248 



Seq\ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2645 Seq. ID 

5498 Strand 

1638 End 

OJ991202_18 . 0114 . C8 . o2 . np Method 

2136 End 

4680186 Score 
2136.. 2341, 3963.. 4085 

{AF111709} unknown [Oryza sativa subsp. indica] 



OJ991202_18.0114.C8 

4085 
AAT/NAP 
4085 
227 



2645 Seq. ID 

5499 Strand 

13993 End 

OJ991202_18 . 0114 . C8 . ol . tm Method 

13993 End 

none Score 

13993. .14382, 13994.. 14383 



OJ991202_18.0114.C8 
14395 

TBLASTX: Maize 

14383 

401 



Seq. No. 2645 Seq. ID 

Gene No. 5499 Strand 

Start 13993 End 

' Name OJ991202 JL8 . 0114 . C8 . o3 . tc Method 

Start 14225 End 

GI none Score 

Exons 14225. .14395, 14236.. 14379 



OJ991202_18.0114 .C8 
14395 

TBLASTX: Cress 

14395 

188 



Seq. No. 2645 Seq. ID 

Gene No. 5500 Strand 

Start 14366 End 

Name OJ991202_18 . 0114 . C8 . o2 . ts Method 

Start 14366 End 

GI none Score 

Exons 14366. .14413, 14 428 .. 14508 , 

15234. .15353, 15235.. 15369 



OJ991202_18.0114 .C8 
15859 

TBLASTX: Soybean 
15369 
41 

14516. .14620, 14527. .14637, 



Seq. No. 

Gene No., 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



2645 
5500 
14366 

OJ991202_18.0114.C8.o2.tm 
14461 
none 

14461. .14601, 14461. .14637, 
15235. .15369, 1524 1 15375, 

2645 

5500 Strand 

14366 End 

OJ991202_18 . 0114 . C8 . ol . tc Method 

14516 End 

none Score 



OJ991202 18. 0114. C8 



15859 

TBLASTX: Maize 
15859 
146 

14489... 14620, 15234. .15365, 
15619. .15852, 15623. .15859 



Seq. ID OJ991202_18.0114 .C8 



15859 

TBLASTX: Cress 

15371 

79 



14516. .14620, 15224. .15289, 15234 .. 1537 1 , 15235. .15369 



Seq. No. 



2645 



Seq. ID OJ991202_18.0114 .C8 



2722 




Gene No. 


5500 


Strand 






Start 


14366 


End 


15859 




Name 


OJ991202_18 . 0114 . C8 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


15629 


End 


15859 




GI 


none 


Score 


295 




Exons 


15629. . 15859, 15637 . . 15855 








Seq. No. 


2645 


Seq. ID 


OJ991202_18 . 0114 


.C8 


Gene No. 


5500 


Strand 






Start 


14366 


End 


15859 




Name 


OJ991202 18 . 0114 . C8 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


15665 


End 


15850 




GI 


none 


Score 


189 




Exons 


15665. . 15850 








Seq. No. 


2645 


Seq. ID 


OJ991202_18 . 0114 


-C8 


Gene No. 


5501 


Strand 






Start . 


16387 


End 


16578 




Name 


OJ991202_18 . 0114 ,C8 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


16387 


End 


16578 




GI 


none 


Score 


186 




Exons 


16387. .16578, 164 01. .16526 








Seq. No. 


2645 


Seq. ID 


OJ991202_18 . 0114 


.C8 


Gene No. 


5502 


Strand 






Start 


16744 


End 


•17461 




Name 


OJ991202 18 . 0114 .C8 .o3. tm 


Method 


TBLASTX: Maize 




Start 


16744 


End 


17461 




GI 


none 


Score 


66 




Exons 


16744. .16821, 16986. .17027, 


17062. .17232, 17068 .. 17232, 






17072. .17236, 17081. .17239, 


17236. .17340, 17310 .. 17354 , 






17353. .17439, 17353. .17418, 


17366. .17419, 17367 .. 1744 1, 






17435 . . 17461 








Seq. No. 


2646 


Seq. ID 


OJ991202_18.0li4 


.C9 


Gene No. 


5503 


Strand 


+ 




Start 


1 


End 


5581 




Name 


OJ991202 18.0114.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5581 " 




GI 


6721516 


Score 


315 




Exons 


1..44, 740. .870, 2204. .2318, 


2711. .2994, 5445. .5581 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2646 


• Seq. ID ' 


OJ991202_18.0114 


-C9 


Gene No. 


5504 


Strand 






Start 


1487 


End 


2056 




XT.-,* 

Name 


OJ991202 18.0114.C9.ol.gp 


Method 


AAT/GAP 




Start 


1487 


End 


2056 




GI 


4879016 


Score 


869 




Exons 


1487. .2056 








GI Descrip. 


6041757/gb|AC011806. 1 IAC011806 0.0e+00 


Genomic Sequence 


Fo 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence 




complete sequence 








Seq. No. 


2647 


Seq. ID 


OJ991202JL8. 011.4 


.CI 


Gene No. 


5505 


Strand 


+ 




Start 


1 


End 


1204 





2723 



1,11 

ru 

O 
U 

KJ 

m 



Name " OJ991202_18 . 0114 . CIO . o2 . np 

Start 1 

GI 4680183 

Exons 1..25, 1115.. 1204 

GI Descrip. (AF111709) gag-pol protein 



Method 

End 

Score 



AAT/NAP 

1204 

126 



[Oryza sativa subsp. indica] 



Seq. No. 2647 Seq. ID 

Gene No. 5505 Strand 

Start 1 End 

Name OJ991202_18 . 0114 .C10 .ol . gs Method 

Start 129 End 

GI none Score 

Exons 129.. 198, 848.. 915 



OJ991202_18. 0114. C10 
+ 

1204 
GENSCAN 
915 
.46 



OJ991202 18. 0114. C10 



Seq. No. 2647 Seq. ID 

Gene No. 5506 Strand 

Start 1 End 1082 

Name . OJ991202_18 . 0114 . C10 . ol .np Method AAT/NAP 

Start 1 End 1082 

GI 6721561 Score 104 

Exons 1..47, 440.. 530, 997.. 1082 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


2647 








Seq. ID 


OJ991202_18 


.0114 


.C10 


Gene No. 


5507 








Strand 








Start 


1879 








End 


2889 






Name 


OJ991202 18 


.0114 


.C10.o2. 


gs 


Method 


GENSCAN 






Start 


1879 








End 


2812 






GI 


none 








Score 


.87 






Exons 


1879. .2403, 


2497 


. .2681, 


2722. 


.2812 








Seq. No. 


2647 








Seq. ID 


OJ991202_18 


.0114 


.C10 


Gene No. 


5507 








Strand 








Start ' 


1879 








End 


2889 






Name 


OJ991202 18 


.0114 


.C10.O3. 


np 


Method 


AAT/NAP 






Start 


2215 








End 


2889 






GI 


4539386 








Score 


106 






Exons 


2215. .2889 
















GI Descrip. 


(AL035526) 


extensin-like 


protein [Arabidopsis thaliana] 




Seq. No. 


2648 








Seq. ID 


OJ991202_18 


.0114 


.Cll 


Gene No. 


5508 








Strand 


+ 






Start 


144 








End 


201 






Name 


OJ991202 18 


.0114 


■Cll.ol. 


gs 


Method 


GENSCAN 






Start 


144 








End 


201 






GI 


none 








Score 


.98 






Exons 


144. .201 
















Seq. No. 


2648 








Seq. ID 


OJ991202_18 


.0114 


.Cll 


Gene No. 


5509 








Strand 








Start 


1 








End 


371 






Name 


OJ991202 18 


.0114 


.Cll.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


371 







2724 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6523547 Score 100 

1. .371 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



2649 
5510 
1843 

OJ991202_18.0114 .C12.ol.gs 

1843 

none 

1843.. 2004, 2067.. 2192 

2650 
5511 
596 

OJ991202_18.0114.C13.ol.gs 

596 

none 

596. .630 



Seq. ID OJ991202_18.0114.C12 
Strand 

End 2192 

Method GENSCAN 

End 2192 

Score .56 



Seq. ID OJ991202_18.0114.C13 
Strand 

End 630 

Method GENSCAN 

End 630 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2650 
5512 
789 

OJ991202_18.0114.C13.ol.np 
789 

6063554 
789. .961, 1009. .1052 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ991202_18.0114.C13 
Strand 

End 1052 

Method- .AAT/NAP 

End ' 1052 

Score 134 



2651 
5513 
309 

OJ991202_18.0114 .C14 .ol.gs 

309 

none 

309. .389 



Seq. ID OJ991202_18.0114.C14 

Strand + 

End 389 

Method GENSCAN 

End 389 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2651 
5514 
1 

OJ991202_18.0114.C14.ol.np 
1 

4680179 
1. .525 

(AF111709) 'polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991202_18.0114.C14 
Strand 

End 525 

Method AAT/NAP 

End 525 

Score 745 



2651 
5514 
1 

OJ991202_18.0114.C14.ol.tm 
1 

none 



Seq. ID OJ991202_18.0114.C14 
Strand 

End 525 

Method TBLASTX : Mai ze 

End 524 

Score 90 



1..237, 2. .139, 237. .416, 256. .402, 414. .467, 430. .468, 
471. .524, 479. .523 



2725 



Seq. No. 2651 

Gene No. 5514 

Start 1 

Name OJ991202_18 . 0114 .C14 .o2 . tw 

Start 4 

GI none 

Exons 4.. 129, 5.. 130 



Seq. ID OJ991202_18.0114.C14 
Strand 

End . 525 

Method TBLASTX : Wheat 

End 130 

Score 117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2651 
5514 
1 

OJ991202_18 . 0114 . C14 . ol . tw 

130 

none 



Seq. ID OJ991202_18.0114.C14 
Strand 

End 525 

Method TBLASTX : Wheat 

End 523 

Score 78 



130. .237, 237. .473, 240. .464, 247. .474, 479. .523, 485. .517 



2652 
5515 
1 

OJ991202_18.0114.C15.ol.np 
1 

3980412 
1..99, 244. .458 

(AC004561) putative pumilio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



Seq. ID OJ991202_18..0114 .C15 

Strand 

End 458 

Method AAT/NAP 

End 458 

Score 169 



Seq. No. 


2652 






Seq. ID 


Gene No. 


5515 






Strand 


Start 


1 






End 


Name 


OJ991202 18.0114. 


CIS.ol 


.gs 


Method 


Start 


8 






End 


GI 


none 






Score 


Exons 


8. .115, 268. .400 








Seq. No. 


2652 






Seq. ID 


Gene No. 


5515 






Strand 


Start 


1 






End 


Name 


OJ991202 18.0114. 


C15.ol 


,tc 


Method 


Start 


8 






End 


GI 


none 






Score 


Exons 


8. .91, 8. .106, 11. .61, 


237. 


.320, 239. 


Seq. No. 


2653 






Seq. ID 


Gene No. 


5516 






Strand 


Start 


131 






End 


Name 


OJ991202 18.0114. 


C16.ol 


.gs 


Method 


Start 


131 






End 


GI 


none 






Score 


Exons 


131. .251 








Seq. No. 


2654 






Seq. ID 


Gene No. 


5517 






Strand 


Start 


1 






End 


Name 


OJ991202 18.0114. 


C18.ol 


. np 


"Method 


Start 


1 






End 


GI 


6691193 






Score 



458 

GENS CAN 

400 

.71 



458 

TBLASTX: Cress 

406 

57 

106, 239. .394, 241. .402 



251 

GENSCAN 

251 

.95 



1364 
AAT/NAP 
1364 
1172 



2726 




Exons 1. . 1364 

GI Descrip. (AC007534) F7F22.17 [Arabidopsis thaliana] 



Seq. No. 


2654 




Seq. ID 


OJ991202_18.0114 


.C18 


Gene No. 


5517 




Strand 


— 




Start 


1 




End 


1364 




Name 


OJ991202 


18.0114.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9 




End 


431 




GI 


none 




Score 


238 




Exons 


9. .431, 10. .315, 24. .413, 379 


. . 429 


* 




Seq. No. 


2654 




Seq. ID 


OJ991202_18.0114 


.C18 


Gene No. 


5517 




Strand 


— 




Start 


1 




End 


1364 




Name 


OJ991202 


18.0114.C18.o2.ts 


Method 


TBLASTX : Soybean 




Start 


22 




End 


278 




GI 


none 




Score 


117 




Exons 


22. .240, 


24. .233, 219. .278 








Seq. No. 


2654 




Seq. ID 


OJ991202_18.0114 


.C18 


Gene No. 


5517 




Strand - 






Start 


1 




End 


1364 




Name 


OJ991202 


18.0114.C18.ol.gs 


Method 


GENSCAN 




Start 


225 




End 


1224 




GI 


none 




Score 


.51 




Exons 


225. .364, 


745. .1047, 1120. .1224 






Seq. No. 


2654 




Seq. ID 


OJ991202_18.0114 


.C18 


Gene No. 


5517 




Strand 


— 




Start 


1 




End 


1364 




Name 


OJ991202 


18.0114.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


282 




End 


644 




GI 


none 




Score 


219 




Exons 


282. .644 










Seq. No. 


2654 




Seq. ID 


OJ991202_18.0114 


.C18 


Gene No. 


5517 




Strand 






Start 


1 




End 


1364 




Name 


OJ991202 


18.0114 .C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


507 




End 


931 




GI 


none 




Score 


79 




Exons 


507. .701, 


519. .716, 725. .931, 


726. . 905 






Seq. No. 


2654 




Seq. ID 


OJ991202_18.0114 


.C18 


Gene No. 


5517 




Strand 


— 




Start 


1 




End 


1364 




Name 


OJ991202 


18.0114 .C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


528 




End 


931 




GI 


none 




Score 


85 




Exons 


528. .701, 


637. .732, 723. .914, 


725. .931 






Seq. No. 


2655 




Seq. ID 


OJ991202JL8.0114 


.C19 


Gene No. 


5518 




Strand 






Start 


521 




End 


1392 




Name 


OJ991202 


18-0114. C19.o2.np 


Method 


AAT/NAP 




Start 


521 




End 


1392 




GI 


5852181 




Score 


103 





2727 



Exons 


521. .691, 1352. .1392 










GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


• 

sativa ] 






Seq. No. 


2656 




Seq. ID 


ojyyizuz_ 


1 o 
1 0 


Gene No. 


5519 




Strand 






Start 


218 




End 


631 




Name 


OJ991202 18.0114.C21.ol 


.gs 


Metnou 






Start 


218 




End 


b jI 




GI 


none 




Score 


GO 

. yo 




Exons 


218. .631 










Seq. No. 


ZvD / 




Seq. ID 


OJy y izuz 


lo 


Gene No. 


5520 




Strand 


+ 




Start 


1 




End 


227 




Name 


OJ991202 18.0114.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


ZZ l 




GI 


6721516 




Score 


IZo 




Exons 


1.-.227 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


2658 




Seq. ID 


r\ to mono 

ojyy izuz 


lb 


Gene No . 


5521 




Strand 


+ 




Start 


1 




End 


64 9 




Name 


OJ991202 18.0114.C26.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


649 




GI 


4680204 ':" 




Score 


182 




Exons 


1..521, 613. .649 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


2658 




Seq. ID 


OJ991202_ 


18 


Gene No. 


5521 




Strand 


+ 




Start 


1 




End 


649 




Name 


OJ991202 18.0114.C26.ol 


.gs 


Method 


GENSCAN 




Start 


156 




End 


521 




GI 


none 




Score 


.66 




Exons 


156. .521 










Seq. No. 


2659 




Se*q.\ ID 


OJ991202_ 


18 


Gene No. 


5522 




Strand 


+ 




Start 


262 




End 


638 




Name 


OJ991202 18.0114.C27.ol 


.gs 


Method 


GENSCAN 




Start 


262 




End 


638 




GI 


none 




Score 


.9 




Exons 


262. .434, 528. .638 










Seq. No. 


2660 




Seq. ID 


OJ991202_ 


18 


Gene No. 


5523 




Strand 


+ 




Start 


1 




End 


213 




Name 


OJ991202 18.0114.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


213 




GI 


6721516 




Score 


269 




Exons 


1. .213 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. ' No. 


2661 




Seq.' ID 


OJ991202_ 




Gene No. 


5524 




Strand 






Start 


682 




End 


1172 





2728 




Name 


OJ991202_18.0114.C32 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


C C A 

664 






r-< _ J 

End 


O O A 

884 




GI 


none 






Score 


53 




Exons 


CCA "111 />- — ; O "7CC 

664. .711, 678. .755, 


c o c 

686 


O "7 1 

. .871, 


/-AO 1 CI 

692 . . 757 


, 694 . . 7 68 , 757 . . 


882, 




757. .882, 759. .884, 


"7 C O 

/ 62 


O O A 

. . 884 








Seq. No. 


O C C i 

2661 






Seq. ID 


OJ991202 18.0114 


. CJ2 


Gene No. 


5524 






Strand 






Start 


682 






End 


1172 




Name 


/"VTftrtlOrtO lO All/ pOO 

OJ991202 18.0114.CJ2 


. ol 


.gp 


Method 


AAT / GAP 




Start 


682 






End 


1172 




GI 


none 






Score 


894 




Exons 


682 . . 1172 












Seq. No. 


2662 






Seq. ID 


a taai o. r\ o 10 ai 1 < 

OJ991202 18.0114 


. C37 


Gene No. 


5525 






Strand 






Start 


1 






End 


694 




Name 


OJ991202_18.0114.C37 


.ol 


. np 


Method 


AAT /NAP 




Start 


1 






End 


694 




GI 


6691191 






Score 


588 




Exons 


1 . . 694 












GI Descrip. 


(AC007534) F7F22.15 


[Arabidopsis thaliana] 




Seq. No. 


2662 






Seq. ID 


OJ991202 18.0114 


. C37 


Gene No. 


5525 






Strand 


_ 




Start 


1 






End 


694 




Name 


OJ9912Q2 18.0114.CJ7 


,o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


271 




GI 


none 






Score 


126 




Exons 


1 . . 270, 68 . .271 












Seq. No. 


2662 






Seq. ID 


OJ991202_18.0114 


. C37 


Gene No. 


5525 






Strand 






Start 


1 






End 


694 




Name 


OJ991202 18.0114.C37 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1 






End 


315 




GI 


none 






Score 


171 




Exons 


1 . . 315, 2 . .289 












Seq. No. 


2662 






Seq. ID 


OJ991202_18.0114 


. C37 


Gene No. 


5525 






Strand 






Start 


1 






End 


694 




Name 


OJ991202 18.0114.C37 


.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


271 






End 


647 




GI 


none 






Score 


45 




Exons 


271 . . 438 , 447 . . 602 , 


579 


. .647 








Seq. No. 


2662 






Seq. ID 


OJ991202_18.0114 


. C37 


Gene No. 


5525 






Strand 






Start 


1 






End 


694 




Name 


A TAfM O A1 1 O All/ /-« "l ""J 

OJ991202_18 . 0114 . C37 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


310 






End 


611 




GI 


none 






Score 


59 




Exons 


310. .441, 311. .442, 


447 


. .611 








Seq. No. 


2663 






Seq. ID 


OJ991202_18.0114 


.C38 


Gene No. 


" 5526 






Strand - 


+ 





2729 




Start 


1 


End 


303 




Name 


OJ991202 18 . 0114 .C38 .ol .gs 


Method 


GENSCAN 




Start 


1 


End 


303 




GI 


none 


Score 


. 54 




Exons 


1 . . 303 








Seq. No. 


2664 


Seq. ID 


OJ991202_18 . 0114 


. C41 


Gene No. 


5527 


Strand 


+ 




Start 


1 


End 


728 




Name 


OJ991202 18.0114.C41.ol.np 


. Method 


AAT/NAP 




Start 


1 


End 


728 




GI 


6705984 


Score 


435 




Exons 


1..273, 701. .728 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


2664 


Seq. ID 


OJ991202 18.0114 


. C41 


Gene No. 


5527 


Strand 


•f 




Start 


1 


End 


728 




Name 


OJ991202 18.0114.C41.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


728 




GI 


4539658 


Score 


236 




Exons 


1..40, 386. .515, 557. .728 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


2664 


Seq. ID' 


OJ991202_18.0114 


.C41 


Gene No. 


5527 


Strand 


+ 




Start 


1 


End 


728 




Name 


OJ991202 18.0114.C41.ol.gp 


Method 


AAT/GAP 




Start 


273 


End 


510 




GI 


LIB3475-004-P1-K2-A5 


Score 


365 




Exons 


273. .510 








GI Descrip. 


, 5777612/emb|AJ245900.1|OSA245900 1 . Oe 


-94 Oryza sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome 1 




Seq. No. 


2664 


Seq. ID 


OJ991202JL8.0114 


.C41 


Gene No. 


. 5528 


Strand 






Start 


200 


End 


273 




Name 


OJ991202 18.0114.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


273 




GI 


none 


Score 


336 




Exons 


1..273, 6.. 266, 11.. 271 








Seq. No. 


2664 


Seq. ID 


OJ991202_18.0114 


.C41 


Gene No. 


5528 


Strand 






Start 


200 


End 


273 




Name 


OJ991202 18.0114.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


256 




GI 


none 


Score 


380 




Exons 


3. .251, 4. .252, 8. .256 








Seq. No. 


2664 


Seq. ID 


OJ991202_18.0114 


.C41 


Gene No. 


5528 


Strand 






Start 


200 


End 


273 




Name 


OJ991202 18.0114.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


6 


End 


189 




GI 


none 


Score 


246 • 





2730 



Exons 



6. .188, 10. .189 



Seq. No. 2664 Seq. ID 

Gene No. 5528 Strand 

Start 200 End 

Name OJ991202_18 . 0114 ,C41 .ol . gs Method 

Start 200 End 

GI none Score 

Exons 200.. 2 67 



OJ991202_18.0114.C41 
273 

GENSCAN 

267 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2665 
5529 
1 

OJ991202_18.0114.C42.ol.np 
1 

4539658 

1..38, 1295. .1425, 1467. .1621 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ991202__18.0114.C42 

Strand + 

End 6164 

Method AAT/NAP 

End 1621 

Score 201 



Seq. No. 

Gene No. 

Start 

Name 
=\ Start 
'5 GI 

Exons 
:\\ GI Descrip. 

!3 Sec 3- No * 
:j Gene No. 
5 S Start 

Name 
^ Start 

£j Exons 



2665 
5529 
1 

OJ991202_18.0114.C42.o3.np 
1 

6705984 
1..25, 2031. .2740 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991202_18.0114.C42 

Strand + 

End 6164 

Method AAT/NAP 

End 2740 

Score 966 



2665 
5529 
1 

OJ991202_18.0114.C42.ol.gs 
13 

none 



Seq. ID OJ991202_18.0114.C42 

Strand + 

End 6164 

Method GENSCAN 

End 5023 

Score . 63 



13. .106, 2151. .2287, 2303. .2474, 2914. .3028, 3683. .3830, 
4509. .4645, 4831. .5023 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2665 Seq. ID 

5529 Strand 

1 End 
OJ991202_18 . 0114 -C42 . o2 . np Method 

190 End 

4539658 Score 

190.. 253, 1294.. 1425, 1467.. 1636, 5642 



OJ991202_18.0114 .C42 
+ 

6164 
AAT/NAP 
5667 
203 
. .5667 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. • 2665 

Gene No. 5529 

Start 1 

Name OJ991202_18 . 0114 .C42 . o4 . tm 

Start 1252 

GI none 
Exons 



Seq. ID OJ991202_18.0114 .C42 
Strand + 
End 6164 
Method TBLASTX: Maize 
End 2022 
Score 82 

1252. .1326, 1252. .1314, 1311. .1385, 1318. .1371, 1323.. 1379, 
1682. .1804, 1682. .1795, 1683. .1811, 1696. .1812, 1800. .1853, 
1804. .1872, 1855. .1908, 1855. .1902, 1880. .1957, 1893. .1997, 



2731 





1896. . 2021, 


1901 


. . 2005, 


1906. 


. 2022 








Seq. No. 


2665 








Seq. ID 


OJ991202 


_18 . 0114 


. C42 


Gene No. 


5529 








Strand 


+ 






Start 


1 








End 


6164 






Name 


OJ991202_18 


.0114 


.C42.o3 


. tm 


Method 


TBLASTX : 


Maize 




Start 


2029 








End 


2314 






GI 


none 








Score 


191 






Exons 


2029. .2169, 


2030 


. . 2314 












Seq. No. 


2665 








Seq. ID 


OJ991202 


_18 . 0114 


.C42 


Gene No. 


5529 








Strand 


+ 






Start 


1 








End 


6164 






Name 


OJ991202_18 


. 0114 


.C42.ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


2153 








End 


2554 






GI 


none 








Score 


480 






Exons 


2153. . 2551, 


2153 


. . 2554 












Seq. No. 


2665 








Seq. ID 


OJ991202 


_18 . 0114 


. C42 


Gene No. 


5529 








Strand 


+ 






Start 


1 








End 


6164 






Name 


OJ991202 18 


. 0114 


. C42 . o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2319 








End 


2545 






GI 


none 








Score 


95 






Exons 


2319. .2537, 


2323 


. .2454, 


2324 . 


.2545, 2324:. 2539, 


2506. .2544 


Seq. No. 


**: . 

2665 








Seq. ID 


OJ991202 


_18.0114 


.C42 


Gene No. 


5529 








Strand 


+ 






Start 


1 








End 


6164 






Name 


OJ991202_18 


.0114 


.C42.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2546 








End 


3076 






GI 


none 








Score 


312 






Exons 


2546. . 2788, 


2547 


. . 2732, 


2548. 


.2781, 2797. .2853, 


2798. .2872, 




2897 . .2950, 


2942 


. . 3070, 


2963. 


.3076, 2974. .3075 






Seq. No. 


2665 








Seq. ID 


OJ991202 


_18.0114 


.C42 


Gene No. 


5529 








Strand 


+ 






Start 


1 








End 


6164 






Name 


OJ991202_18 


.0114 


.C42.o4 


. np 


Method 


AAT/NAP 






Start 


3786 








End 


6164 






GI 


6815052 








Score 


111 






Exons 


3786. . 3843, 


4574 


. .4626, 


6037. 


.6164 








GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


2666 








Seq. ' ID 


OJ991202 


_18.0114 


.C45 


Gene No. 


5530 








Strand 


+ 






Start 


1 








End 


516 






Name 


OJ991202JL8 


.0114 


.C45.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


516 






GI 


4512231 








Score • 


779 






Exons 


1. .516 
















GI Descrip. 


i son 1/17/11 \ i 


0RF0 protein 


[Oryza sativa]- 








Seq. No. 


2666 








Seq. ID 


OJ991202 


_18.0114 


.C45 


Gene No. 


5530 








Strand 


+ 






Start 


1 








End 


516 






Name 


OJ991202 18 


.0114 


.C45.ol 


.gs. 


Method 


GENSCAN 







2732 



Start 


113 






End 


514 




GI 


none 






Score 


.71 




Exons 


113. .514 












Seq. No. 


2667 






Seq. ID 


OJ991202_18.0114 


.C46 


Gene No. 


5531 






Strand 


+ 




Start 


1 






End 


815 




Name 


OJ991202 


18.0114.C46.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


815 




GI 


4680179 






Score 


1048 




Exons 


1. .815 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


2667 






Seq. ID 


OJ991202_18 . 0114 


.C46 


Gene No. 


5531 






Strand 


+ 




Start 


1 






End 


815 




Name 


OJ991202 


18.0114 ,C46.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


176 






End 


367 




GI 


none 






Score 


173 




Exons 


176. . 367, 


214. . 321 










Seq. No. 


2667 






Seq. ID 


OJ991202_18.0114 


.C46 


Gene No. 


5531 






Strand 


+ 




Start 


1 






End 


' 815 




Name 


OJ991202 


18.0114 .C46.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


304 






End 


787; 




GI 


none 






Score 


535 




Exons 


304 . .744, 


305.. 787, 329 


. .784 








Seq. No. 


2667 






Seq. ID 


OJ991202_18.0114 


.C46 


Gene No. 


5531 






Strand 


+ 




Start 


1 






End 


815 




Name 


OJ991202 


18.0114.C46.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


341 






End 


655 




GI 


none 






Score 


193 




Exons 


341. .655 












Seq. No. 


2667 






Seq. ID 


OJ991202_18.0114 


.C4 6 


Gene No . 


5531 






Strand * 


+ 




Start . 


1 






End 


815 




Name 


OJ991202 


18.0114.C46.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


370 






End 


811 




GI 


none 






Score 


365 




Exons 


370. .612, 


374. ,811 










Seq. No. 


2668 






Seq. ID 


OJ991202_18.0114 


.C47 


Gene No. 


5532 






Strand 


+ 




Start 


371 






End 


1093 




Name 


OJ991202 


18.0114.C47.ol 


.gs 


Method 


GENSCAN 




Start 


371 






End 


1093 ■ 




GI 


none 






Score 


.64 




Exons 


371. .481, 


531.. 740, 964 










Seq. No. 


2669 






Seq. ID 


OJ991202_18.0114 


.C49 


Gene No. 


5533 






Strand 






Start 


1 






End 


258 




Name 


OJ991202 


18.0114.C49.ol 


• gp ' 


Method 


AAT/GAP 





2733 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



258 
195 



45924_1.R1084 
1..114, 238.. 258 

'6063530/dbj | AP000615.il AP000615 2.0e-19 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 1 



2670 
5534 
1 

OJ991202_18 . 0114 . C50 . ol .gp 
1 

2315_5.R1084 
1. .294 

f 6016845/dbj | AP000570.il AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



Seq. ID OJ991202_18.0114.C50 
Strand 

End 294 

Method AAT/GAP 

End 294 

Score 347 



2671 
5535 
1 

OJ991202_18.0114.C51.ol.np 
1 

6815053 
1..118 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ991202_18.0114.C51 
Strand 

End 118 

Method AAT/NAP 

End 118 

Score 168 



2672 Seq. ID OJ991202_18 . 0114 . C52 

5536 Strand ' - 

83 End 2088 

OJ991202_18.0114.C52.ol.np Method AAT/NAP 

83 End 587 

4680199 Score 162 

83. .587 

(AF114171) hypothetical protein [Sorghum bicolor] 



End 

Method 

End 

Score 



2672 
5536 
83 

OJ991202_18.0114.C52.ol.gs 
330 
none 

330.. 592, 674.. 939, 2070.. 2088 

2673 
5537 
13534 

OJ991202_15.0118.Cl.o3.gs 
13534 
none 

13534. .13671, 14343 .. 14 696, 15641. .15655 



Seq. ID OJ991202_18.0114.C52 
Strand 

2088 
GENSCAN 
2088 
.55 



Seq. ID "OJ991202_15.0118.C1 
Strand + 

15655 
GENSCAN 
15655 
.53 



End 

Method 

End 

Score 



2673 
5538 
23177 

OJ991202_15.0118.Cl.o5.gs 

23177 

none 



Seq. ID OJ991202_15.0118.C1 

Strand + 

End 24716 

Method GENSCAN 

End 24716 

Score .46 



23177. .23263, 24110 . .24461, 24544.. 24716 



2734 






Seq. No. 


2673 


Seq. ID 


OJ991202_ 


15 . 0118 


-CI 




Gene No. 


5539 


Strand 


+ 








Start 


34310 


End 


37553 








Name 


OJ991202_15. 0118 .CI ,o7.gs 


Method 


GENSCAN 








Start 


34310 


End 


37553 








GI 


none 


Score 


.82 








Exons 


34310. .35004, 35080. .35144, 


35174. .35499, 35586. 


. 36333, 








36408 . .36608, 36711 . . 36860, 


36928. .37032, 37105. 


. 37553 






Seq. No. 


2673 


Seq. ID 


OJ991202_ 


15 . 0118 


.CI 




Gene No. 


5539 


Strand 


+ 








Start 


34310 


End 


37553 








Name 


OJ991202 15.0118.Cl.o6.np 


Method 


AAT/NAP 








Start 


34613 


End 


37550 








GI 


6691716 


Score 


2355 








Exons 


34613. .35485, 35683.-35875, 


35957. .36077, 36171. 


.36333, 








36408. .36595, 36671 .. 36774 , 


36920. .37032, 37105. 


.37550 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 










gil 6691717 |dbj i BAA89397.il 


(AP000570) 


hypothetical protein 






[Oryza sativa] 












Seq. No. 


2673 


Seq. ID 


OJ991202_ 


15.0118 


.CI 




Gene No. 


5540 


Strand 










Start 


7215 


End 


12696 








Name 


OJ991202 15.0118.Cl.ol.np 


. Method 


AAT/NAP 








Start 


7212. 


End 


9604 






Sji i 

:i : : 


GI 


2459433 


Score 


239 






s ■ t 
: fc« 


Exons 


7212. .7491, 7759. .7838, 9407. .9604 








! i 

•I S3 


GI Descrip. 


(AC002332) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


2673 


Seq. ID 


OJ991202_ 


15.0118 


. CI 


si 


Gene No. 


5540 


Strand 








ry 


Start 


7215 


End 


12696 








Name 


OJ991202 15.0118.Cl.o2.gs 


Method 


GENSCAN 








Start 


7215 


End 


12696 






''J 


GI 


none 


Score 


.77 






:£= 


Exons 


7215. .7838, 9407. .9853, 12477 12569, 


12625. .12696 




i *"t 
"ssF 


Seq. No. 


2673 


Seq. ID 


OJ991202_ 


15.0118 


.CI 


r* 
•= =? 


Gene No. 


5541 


Strand 








□ 


Start 


12797 


End 


14654 








Name 


OJ991202 15.0118.Cl.o2.np 


Method 


AAT/NAP 








Start 


12797 


End 


14654 








GI 


5042448 


Score 


159 








Exons 


12797. .12816, 14450.. 14654 












GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy 


-type 








retrotransposon [Oryza sativa] 










Seq. No. 


2673 


Seq. ID 


OJ991202_ 


15.0118 


.CI 




Gene No . 


5542 


Strand 










Start 


17366 


End 


29556 








Name 


OJ991202 15.0118.Cl.o4.np 


Method 


AAT/NAP 








Start 


16330 


End 


29261 








GI 


1402890 


Score 


743 








Exons 


16330. .16369, 2062.0 21383, 


29073. .29261 








GI Descrip. 


(X98130) unknown [Arabidopsis thaliana] 







2735 






Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15.0118 


.CI 




Gene No. 


5542 




Strand 










Start 


17366 




End 


29556 








Name 


OJ991202 15. 0118. CI. 


o2.gp 


Method 


AAT/GAP 








Start 


17056 




End 


17776 








GI 


none 




Score 


1118 








Exons 


17056. . 17523, 17632. 


. 17776 












Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15.0118 


.CI 




Gene No. 


5542 




Strand 










Start 


17366 




End 


29556 








Name 


OJ991202 15. 0118. CI. 


o4 . qs 


Method 


GENSCAN 








Start 


17366 




End 


22820 








GI 


none 




Score 


.82 








Exons 


17366. . 17523, 17632. 


.17793, 


17998. .18130, 19576. 


. 19680, 








19754. .19856, 20168. 


.20256, 


20343. .20488, 20624. 


.20837, 








21138. .21305, 21384. 


.21596, 


21721. .21767, 22420. 


. 22465, 








22719. .22820 














Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15.0118 


.CI 




Gene No. 


5542 




Strand 










Start 


17366 




End 


29556 








Name 


OJ991202 15. 0118. CI. 


o3.np 


Method 


AAT/NAP 






-r 


Start 


17435 




End 


19834 






jj 


GI 


1402891 




Score 


283 






f% 


Exons 


17435. .17523, 17622. 


.17793, 


17998. .18130, 19576. 


. 19680, 




i ! 




19754. .19834 














GI Descrip. 


(X98130) unknown [Arabidopsis thaliana] 








ST 


Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15. 0118 


.CI 


3 


Gene No. 


5542 




Strand 










Start 


17366 




End 


29556 






y 


Name 


OJ991202 15. 0118. CI. 


o3 . gp 


Method 


AAT/GAP 








Start 


20648 




End 


21189 






— : 
-- : 


GI 


LIB3477-007-P1-K1-E7 


Score 


1036 






. J 


Exons 


20648. .21189 














GI Descrip. 


, 1402890/emb|CAA66822| l.Oe 


-56 (X98130) 


-unknown 


[Arabidops 






thaliana] 1 












s 


Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15.0118 


.CI 


J 


Gene No. 


5542 




Strand 










Start 


17366 




End 


29556 








Name 


OJ991202 15. 0118. CI. 


o4 .gp 


Method 


AAT/GAP 








Start 


21409 




End 


22955 








GI 


none 




Score 


900 








Exons 


21409. .21596, 21721. 


.21767, 


22719. .22955 








Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15.0118 


.CI 




Gene No. 


5542 




Strand 










Start 


17366 




End 


29556 








Name 


OJ991202 15. 0118. CI. 


06. gs 


Method 


GENSCAN 








Start 


25747 




End 


29556 








GI . 


none 




Score 


.95 








Exons 


25747. .26081, 28442. 


.28561, 


28767. .29556 








Seq. No. 


2673 




Seq. ID 


OJ991202_ 


15.0118 


.CI 



2736 



Gene No. 


5542 


Strand 




Start 


17366 


End 


29556 


Name 


OJ991202_15.0118.Cl.o5.np 


Method 


AAT/NAP 


Start 


28999 


End 


29535 


GI 


4263796 


Score 


132 


Exons 


28999. .29365, 29412. .29535 






GI Descrip. 


(AC006068) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


26/3 


Seq. ID 


OJ991202_15.0118.C1 


Gene No. 


5543 


Strand 


— 


Start 


33153 


End 


33300 


Name 


OJ991202 15.0118.Cl.o5.gp 


Method 


AAT/GAP 


Start 


33153 


End 


33300 


GI 


uC-osflcypl77g01al 


Score 


239 


Exons 


33153. .33300 






GI Descrip. 


, 4884864/gb|AAD31846.1|AF133530_l 4 . Oe- 


•12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] ' 


Seq. No. 


2673 


Seq. ID 


OJ991202_15.0118.C1 


Gene No. 


5544 


Strand 




Start 


37906 


End 


43512 


Name 


OJ991202 15.0118.Cl.o7.np 


Method 


AAT/NAP 


Start 


37906 


End 


43512 


GI 


5922631 


Score 


6221 


Exons 


37906. .40433, 41040 .. 41963, 


42090. .42241, 42284. .43129, 




43388.. 43512 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond 



to a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



2673 
5545 
43591 

OJ991202_15.0118.Cl.o2.tc 

16082 

none 

16082. .16144, 47905. .48042, 
48262. .48345 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_15.0118.C1 
49190 

TBLASTX: Cress 

48345 

72 



47910. .48041, 48057 .. 48329, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2673 

5545 

43591 

OJ991 

17290 

none 

17290 

17468 

17647 

18044 

19621 

20168 

20340 

20497 



202 15.0118.Cl.o2.tm 



.17316, 
.17524, 
.17799, 
.18130, 
.19692, 
.20257, 
.20495, 
.20688, 



17290. 
17469. 
17998. 
19574. 
19754. 
20171. 
20341. 
20498. 



.17313, 
.17525, 
.18030, 
.19681, 
.19876, 
.20269, 
.20496, 
.20689, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17355. .17459, 



OJ991202 15. 0118. CI 



49190 

TBLASTX: Maize 
20967 
42 

17361. .17453, 
17601. .17795, 17630. .17794, 
17999. .18055, 1804 4. .18133, 
19575. .19682, 19576. .19689, 
19758. .19868, 20167 .. 20259, 
20172. .20258, 20173 .. 20259, 
20382. .20498, 204 92 .. 20689, 
20499. .20699, 20506 .. 20742 , 



2737 




20679. .20822, 20685 20831, 20692 20844 , 20805 20966, 
20806. .20967 



3 



Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


" 49190 




Name 


OJ991202 15. 0118. CI. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


17675 




End 


19858 




GI 


none 




Score 


92 




Exons 


17675. .17770, 17756. 


.17797, 


19573. .19683, 19574 .. 19675, 






19712. .19858, 19758. 


.19850 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Rpnp NO 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o2 .ts 


Method 


TBLASTX: Soybean 




Start 


19574 




End 


21137 




GI 


none 




Score 


99 




Exons 


19574. .19681, 19576. 


.19689, 


19621. .19686, 19751 .. 19870, 






19761. .19859, 20161. 


.20259, 


20162. .20251, 20178 .. 20258, 






20610. .20822, 20614. 


.20823, 


20815. .21135, 20817. .21137, 






20877. .21137 










Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No . . 


. 5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


20968 




End 


21233 




GI 


none 




Score 


280 




Exons 


20968. .21156, 20968. 


.21231, 


20969. .21232, 20970 .. 21230, 






20970. .21233, 21199. 


.21231 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o7.ts 


Method 


TBLASTX : Soybean 




Start 


21137 




End 


21401 




GI 


none 




. Score 


136 




Exons 


21137. .21283, 21138. 


.21281, 


21138. .21317, 21139. .21282, 






21146.. 21283, 212 67. 


.21401, 


21268. .21375 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o!2.tw 


Method 


TBLASTX: Wheat 




Start 


34733 




End 


• 35020 




GI 


none 




Score 


212 




Exons 


34733. .35020 










Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


37882 




End 


38496 




GI 


none 




Score 


80 




Exons 


37882. .38019, 38005. 


.38163, 


38218. .38496, 38234 .. 38335, 





38387. .38473 



2738 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


37921 




End 


38154 




GI 


none 




Score 


104 




Exons 


37921. .38022, 37922. 


-.38023, 


38002. .38154, 38003.. 38062 




Seq. No. 


2673 




Seq. ID 


OJ9912.02_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


38398 




End 


48539 




GI 


none 




Score 


50 




Exons 


38398 . .38541, 47904 . 


.48056, 


48051. .48101, 48051. .48461, 






48052. .48387, 48156. 


.48434, 


48471. .48539, 48472. .48534 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15 . 0118 .CI . 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


38611 




End 


38998 




GI 


none 




Score 


104 




Exons 


38611. .38802, 38611. 


.38997, 


38687. .38998 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No . 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


06. tm 


Method 


TBLASTX: Maize 




Start 


38641 




End 


39004 




GI 


none 




Score 


67 




Exons 


38641. .38688, 38642. 


.38689, 


38660. .38983, 38680 .. 39003, 






38693. .39004 










Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


39001 




End 


39300 




GI 


none 




Score 


134 




Exons 


39001. .39141, 39166. 


.39300 








Seq. No. 


2673 




Seq. ID 


OJ991202JL5.0118 


.CI 


Gene No. 


5545. 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


39232 




End 


39486 




GI 


none 




Score 


193 




Exons 


39232. .39486 










Seq. No. 


2673 




Seq. ID 


OJ991202._15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


39316 




End 


39738 




GI 


none 




Score 


270 





2739 




Exons 


3 y 3 1 o . . jy /jO; oyjzo. 


. jy / ju 








Seq. No. 


2673 




Seq. ID 


ATQQ1 ono 1 mio 

ujyyi2U2 lo.uiio 




Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


ujyyizoz iD.uiio.ti. 


OD . ts 


Metnoa 


l dlaoia . soyoean 




Start 


39359 




j-3 

End 


TAT IT 

39 / 4 / 




GI 


none 




Score 


loo 




Exons 


39359. . 39739/ 39361. 


. 39 /4 / 








Seq. No. 


2673 




Seq. 1U 


A7QG1 OAO 1 C AIIO 

ujyyi^oz lo.uiio 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 lo. Olio. CI. 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


39742 




End 


40024 




GI 


none 




Score 


71 




Exons 


39742 40023, 39/o4. 


"J AAA A 


39947. .40024 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


. CI 


Gene No. 


C C A C 

5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202_15.0118.C1. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


39862 




End 


40306 




GI 


none 




Score 


89 




Exons 


39862 .. 39ooo , 39ooo. 


* AAAA 

. 40029, 


39899. .40030, 40051 40305 , 






y| AACO /I ATA£ 

4 0052 . . 4 0306 










Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


-CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




XT _ _ 

Name 


atqqi ono miQ rM 

ujyyi202 io.oiio.ci. 


04 . tS 


Method 


TBLASTX : Soybean 




Start 


399 / 3 




End 


40374 




GI 


none 




Score 


45 




Exons 


o a at o ^ a / >i a a a t 

39973 40374 , 40007. 


. 40177 , 


40214. .40357 




Seq. No. 


26/3 




SeqV ID 


OJ991202_15.0118 


-CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


ujyyizOii io.oiio.ci. 


Oj . tw 


Method 


TBLASTX: Wheat 




Start 


A A A 1 O 

40028 




End 


40452 




GI 


none 




Score 


295 




Exons 


4 002o . . 4 04 Oo , 4002o. 


vl A *3 O H 

. 4 03o / , 


40033. .40452 




Seq. No. 


2 0 / 3 




Seq. ID 


OJ991202JL5.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


ATQQ1 OflO 1 C A11Q rM 

ojyyi202 lo. oiio. ci. 


o / . tm 


Method 


TBLASTX: Maize 




Start 


VI A C O T 

40537 




End 


40893 




GI 


none 




Score 


214 




Exons 


< Ar on j| AO A^ ji a r / n 

40537 .. 40893, 40547. 


. 40852 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


. CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start' 


40567 




End 


41023 




GI 


none 




Score 


267 





2740 




Exons 


40567. .41022, 40568. 


.41023 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o8.ts 


Method 


TBLASTX : Soybean 




Start 


40618 




End 


40983 




GI 


none 




Score 


138 




Exons 


40618. .40752, 40759. 


.40983 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No . 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


41243 




End 


41700 




GI 


none 




Score 


154 




Exons 


41243. .41479, 41245. 


.41475, 


41524. .41700 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No . 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


42277 




End 


42679 




GI 


none 




Score 


117 




Exons 


42277. .42678, 42410. 


.42679 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


08 .np 


Method 


AAT/NAP 




Start 


43591 




End 


45273 




GI 


6539588 




Score 


245 




Exons 


43591. .43633, 44967. 


.45273 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


4 9190 . 




Name 


OJ991202 15. 0118. CI. 


o9.gs 


Method 


gensc'An 




Start 


45005 




End 


49187 




GI 


none 




Score 


.71 




Exons 


45005. .45214, 45602. 


.45696, 


46871. .46994, 4 7595 .. 4 7833, 






47879. .48091, 48368. 


.49187 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene J^o . 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o3. ts 


. Method 


TBLASTX : Soybean 




Start 


46001 




End 


46669 




GI 


none 




Score 


101 




Exons 


46001. .46261, 46280. 


.46669, 


46323. .46565 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


o9.np 


Method 


AAT/NAP 




Start 


46013 




End 


49190 





2741 




GI 


3645899 




Score 


2394 




Exons 


46013. .49190 










GI Descrip. 


(U68408) 5' end not 


determined experimentally [Zea mays] 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118. 


CI 


C i 1 c • 


5S4 5 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


r\ 1 f- rn 
• \j J. ■ Clll 


Method 


TBLASTX: Maize 




Start 


46031 




End 


46687 




GI 


none 




Score 


137 




Exons 


46031. .46687, 46046. 


. .46399, 


46173. .46679 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118. 


CI 




SS4 S 

J J *i -J 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI. 


• o4 • tc 


Method 


TBLASTX: Cress 




Start 


46031 




End 


46396 




GI 


none 




Score 


90 




Exons 


46031. .46276, 46265, 


. .46396 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118. 


CI 




RS4 S 

J J*! J 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI, 


. ol3 . tw 


Method . 


TBLASTX : Wheat 




Start 


46076 




End 


46396 




GI 


none 




Score 


86 




Exons 


46076. .46267, 46076, 


. .46252, 


46271. .46396 




Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118. 


CI 




>J vJ *i -J 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI, 


. oil . tw 


Method 


TBLASTX: Wheat 




Start 


46433 




End 


46855 




GI 


none 




Score 


93 




Exons 


46433. .46690, 46715, 


. .46855 








Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118. 


CI 




jji j 




Strand 






Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI, 


o4 tm 


Method 


TBLASTX: Maize 




Start 


46940 




End 


47379 




GI 


none 




Score 


36 




Exons 


46940. .46993, 46941, 


47378, 


47001. .4 7225, 47005. .47379 




Seq. No. 


2673 




Seq. ID 


OJ991202JL5.0118. 


CI 


Gene No: 


5545 




Strand 






Start 


43591 




End 


49190 




IMallLC 


OJ991202 15 0118 CI 


•Ui. la 


Method 


TBLASTX: Soybean 




Start 


47041 




End 


47654 




GI 


5509260 




Score 


203 . 




Exons 


47041. .47298, 47046, 


. .47582, 


47344. .47565, 47361 .. 4 7591, 






47604. .47654 










GI Descrip. 












Seq. No'. 


2673 




Seq. ID 


OJ991202_15.0118. 


CI 


Gene No. 


5545 




Strand 






Start 


43591 




End 


49190 





2742 



Name 

Start 

GI 

Exons 



OJ991202_15 . 0118 . CI . o2 . tw Method TBLASTX : Wheat 

47049 - End 47525 

none Score 104 

47049. .47228, 47055 474 56, 47062 47235, 47276. . 47308, 

47344 . .47394, 47436 47525, 47442.. 47507 



Seq. No. 


2673 




Seq. ID 


OJ991202_15.0118 


.CI 


Gene No. 


5545 




Strand 


- 




Start 


43591 




End 


49190 




Name 


OJ991202 15. 0118. CI 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


47169 




End 


47420 




GI 


none 




Score 


215 




Exons 


47169. .47420 










Seq. No. 


2673 




Seq. ID 


OJ99'1202_15.0118 


.CI 


Gene No. 


5545 




Strand 






Start 


• 43591 




End 


49190 




Name 


OJ991202 15. 0118. CI 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


47904 




End 


48365 




GI 


none 




Score 


141 




Exons 


47904. .48032, 48054 


. .48365, 


48061. .48345, 48168.. 48347 





f3 



Seq. No. 


2673 


Seq. ID 


OJ991202 


Gene No. 


5545 


Strand 




Start 


43591 


End 


49190 


Name 


OJ991202 15.0118.Cl.o8.tw 


Method 


TBLASTX 


Start 


48207 


End 


48764 


VJ-L 


none 


Score 


136 


Exons 


48207. .48494, 48208 .. 48381, 


48216. .48386, 48534 


Seq. No. 


2674 


Seq. ID 


OJ991202 


Gene No. 


5546 


Strand 




Start 


14 


End 


3636 


Name 


OJ991202 15.0118.C2.ol,gs 


Method 


GEN SCAN 


Start 


14 


End 


3636 


GI 


none 


Score 


.83 


Exons 


14.. 1243, 1358.. 2006, 2335. 


.2670, 3569 


..3636 


Seq. No. v " 


2674 


Seq. ID 


OJ991202 


Gene No. 


5546 


Strand 




Start 


14 


End 


3636 


Name 


OJ991202 15.0118.C2;ol.np 


Method 


AAT/NAP 


Start 


2590 


End 


3117 


GI 


6539585 


Score 


122 


Exons 


2590. .2663, 2946. .3117 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2674 


Seq. ID 


OJ991202 


Gene No. 


5546 


Strand 




Start 


14 


End 


3636 


Name 


OJ991202 15.0118.C2.o2.np 


Method 


AAT/NAP 


Start 


3247 


End 


3358 


GI 


6539588 


Score 


63 


Exons 


3247. .3358 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2675 


Seq. ID 


OJ991202 



2743 



! *3 

r n 



'e=F 

Ljl 

".3 



Gene No . 


5547 


Strand 


+ 




Start - 


9553 


End 


10783 




Name 


OJ991202 15.0118.C3.o3.gs 


Method 


GENSCAN 




Start 


9553 


End 


10783 




GI 


none 


Score 


.73 




Exons 


9553.. 10110, 10190. .10595, 


10656. .10783 




Seq. No. 


2675 


Seq. ID 


OJ991202_15.0118 


.C3 


Gene No. 


5548 


Strand 






Start 


10613 


End 


11335 




Name 


OJ991202 15.0118.C3.ol.np 


Method 


AAT/NAP 




Start 


10613 


End 


11335 




GI 


6815052 


Score 


386 




Exons 


10613. .10734, 11015. .11087, 


11169. .11335 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2675 


Seq. ID 


OJ991202_15.0118 


.C3 


Gene No. 


5549 


Strand 






Start 


11912 


End 


12415 




Name 


OJ991202 15.0118.C3.o2.gp 


Method 


AAT/GAP 




Start 


11912 


End 


12415 




GI 


uC-osflM202069b02al 


Score 


793 




Exons 


11912. .12164, 12259.. 12415 








GI Descrip. 


, 4895179/gb|AAD32766.1|AC007661 3 3.0e- 


-47 (AC007661) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


2675 


Seq. ID 


OJ991202_15.0118 


• C3 


Gene No. 


5549 


Strand 






Start 


11912 


End 


12415 




Name 


OJ991202 15.0118.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12052 


End 


12388 




GI 


none 


Score 


68 




Exons 


12052. .12165, 12078. .12167, 


12250. .12381, 12256. .12387, 






12257. .12388 








Seq. No. 


2675 


Seq. ID 


OJ991202_15.0118 


.C3 


Gene No . 


5549 


Strand 






Start 


11912 


End 


12415 " 




Name 


OJ991202 15.0118.C3.ol.tc 


Method 


TBLASTX: Cress' 




Start 


12067 


End 


12327 




GI 


none 


Score 


87 




Exons 


12067. .12171, 12081. .12167, 


12256. .12324, 12259.. 12327 




Seq. No. 


2676 


Seq. ID 


OJ991202JL5.0118 


.C4 


Gene No. 


5550 


Strand 


+ 




Start 


3098 


End 


6256 




Name 


OJ991202 15.0118.C4.ol.np 


Method 


AAT/NAP 




Start 


2809 


End 


5672 




GI 


6498436 


Score 


278 




Exons 


2809. .2922, 5070. .5342, 5549. .5672 . 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118 


-C4 


Gene No. 


5550 


Strand 


+ 




Start 


3098 


End 


6256 




Name 


OJ991202 15.0118.C4.o2.gs 


Method 


GENSCAN 




Start 


3098 


End 


6256 





2744 



i. 1 



GI 


none 


Score 


.89 






Exons 


3098. .3440, 5551. .5715, 6183 


. .6256 








Seq. No. 


2676 


Seq. ID 


OJ991202_ 


15.0118 


.C4 


Gene No . 


5551 


Strand 


+ 






Start 


11980 


End" 


12447 






Name 


OJ991202 15.0118.C4.o5.gs 


Method 


GENSCAN 






Start 


11980 


End 


12447 






GI 


none 


Score 


1 






Exons 


11980. . 12447 










Seq. No. 


2676 


Seq. ID 


OJ991202_ 


15.0118 


.C4 


Qene No. 


5552 


Strand 


+ 






Start 


19258 


End 


22410 






Name 


OJ991202 15.0118.C4.o8.gs 


Method 


GENSCAN 






Start 


19258 


End 


20831 






GI 


none 


Score 


.67 






Exons 


19258. .19470, 19833. .20095, 


20625. .20693, 20729. 


.20831 




Seq. No. 


2676 


Seq. ID 


OJ991202_ 


15.0118 


.C4 


Gene No. 


5552 


Strand 


+ 






Start 


19258 


End 


22410 






Name 


OJ991202 15.0118.C4.o4.np 


Method 


AAT/NAP 






Start 


19911 


End 


21327 






GI 


6176571 


Score 


141 






Exons 


19911. .19982, 21163.. 21327 











GI Descrip. HYPOTHETICAL 14.9 KD PROTEIN YCF72 (ORF137) gi | 82519 | pir | | JQ0269 
hypothetical 15K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12029 | emb [CAA33937 | (X15901) ORF137 [Oryza 
sativa] gi | 12073 | emb | CAA33925 | (X15901) ORF137 [Oryza sativa] 
gi I 226651 Iprf | 1 1 60335 6CB ORF 137 [Oryza sativa] 



C3 



Seq. No. 2676 Seq. ID 

Gene No. 5552 Strand 

Start 19258 End 

Name OJ991202_15.0118.C4.o3.np Method 

Start 20898 End 

GI 629811 . Score 

Exons 20898. .20999/ 22391. .22410 

GI Descrip. hypothetical protein 33 (coxl 5 1 region) - rice mitochondrion 
gi 1 870713 (M57903) unknown protein [Oryza sativa] 



OJ991202_15.0118.C4 
+ 

22410 
AAT/NAP 
22410 
92 



Seq. No. 


2676 


Seq. ID 


OJ991202 


Gene No. 


5553 


Strand 




Start 


9704 


End 


10108 


Name 


OJ991202 15.0118 


.C4.o2.np Method 


AAT/NAP 


Start 


9704 


End 


10108 


GI 


2462640 


Score 


515 


Exons 


9704. .10108 






GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 


Seq. No. 


2676 


Seq. ID 


OJ991202 


Gene No. 


5554 


Strand 




Start 


12670 


End 


13620 


Name 


OJ991202 15.0118 


C4.o6.gs Method 


GENSCAN 


Start 


12670 


End 


13620 


GI 


none 


Score 


.62 



2745 






Exons 


12670. .12699, 12788 12939, 


13404. .13620 




Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 






-J _J «J 


Strand 






Start 


18295 


End 


18875 




Name 


OJ991202 15.0118.C4.o7.gs 


Method 


GENSCAN 




Start 


18295 


End 


18875 




GI 


none 


Score 


.69 




Exons 


18295. .18327, 18383 .. 18508 , 


18834. .18875 




,Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 




VJC11C LNW< 


J J JU 


Strand 






Start 


21767 


End 


22187 




Name 


OJ991202 15.0118.C4.o9.gs 


Mpfhnd 


GENSCAN 




Start 


21767 


End 


22187 




GI 


none 


Score 


. 72 




Exons 


21767. .21987, 21992.. 22187 








Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 




UC1IC ViKJ . 


«j *j j / 


Strand 






Start 


34932 


End 


35518 




Name 


OJ991202 15.0118.C4 .o3.tm 


Method 


TBLASTX: Maize 




Start 


8205 


End 


8583 




GI 


none 


Score 


71 


EX 


Exons 


8205. .8486, 8461. .8583 








Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 


fi 1 


O d I G IN W • 




Strand ■ 




1*3 


Start 


34932 


End 


35518 


: ; : 


Name 


OJ991202 15.0118.C4.o2.tm 


Method 


TBLASTX: Maize 


■ 


Start 


8770 


End 


9153 


j=i1 


GI 


none 


Score 


56 


i 


Exons 


8770. .8886, 8804. .8881, 8890 


..8943, 8950. .9153, 8960. .9082 


H 


Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 






5557 


Strand 




L JL 


Start 


34932 


End 


35518 


! ^ 


Name 


OJ991202 15.0118.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8827 


End 


9118 


1" " ^ 

: : =i 


GI 


none 


Score 


172 


*tsf 


Exons 


8827. .9111, 8828. .9118 








Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 






5557 


Strand 






Start 


34932 


End 


35518 




Name 


OJ991202 15.0118.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


9154 


End 


10072 




GI 


none 


■ Score 


70 




Exons 


9154. .9273, 9293.. 9475, 9476 


..9601, 9650. .10072, 9651. .9734 




Seq. No. 


2676 


Seq. ID 


OJ991202_15.0118.C4 




Gene No. 


5557 


Strand 






Start 


34932 


End 


35518 




Name 


OJ991202 15.0118.C4.o2.tw 


Method 


TBLASTX: Wheat 




Start 


21132 


End 


21274 




GI 


none 


Score 


187 




Exons 


21132. .21269, 21161 .. 21274 , 


21163. .21273 



2746 






Sea. No. 


2676 


Seq. ID 


OJ991202_ 


15 


.0118 


.C4 




Gene No. 


5557 


Strand 












Start 


34932 


End 


35518 










Name 


OJ991202 15.0118.C4.o4.tm 


Method 


TBLASTX: Maize 






Start 


21132 


End 


21274 










GI 


none 


Score 


186 










Exons 


21132. .21269, 21161. .21274, 


21163. .21273 










Seq. No. 


2676 


Seq. ID 


OJ991202_ 


15 


.0118 


.C4 




Gene No. 


5557 


Strand 












Start 


34932 


End 


35518 










Name 


OJ991202 15.0118.C4.oll.gs 


Method 


GENSCAN 










Start 


34932 


End 


35518 










GI 


none 


Score 


. 98 










Exons 


34932. .35518 














.' Seq . No . 


2677 


Seq. . ID 


OJ991202 


17 


.0114 


.CI 




Gene No. 


5558 


Strand 












Start 


289 


End 


899 










Name 


OJ991202 17.0114.Cl.ol.gs 


Method 


GENSCAN 










Start 


289 


End 


867 










GI 


none 


Score 


.48 








Q 


Exons 


289. .867 












':. : 


Seq. No. 


2677 


Seq. ID 


OJ991202 


17 


.0114 


.CI 




Gene No . 


5558 


Strand 










ru 


Start 


289 


End 


899 










Name 


OJ991202 17.0114.Cl.ol.np 


Method 


AAT/NAP 








\ . 1 


Start 


384 


End 


899 








: ^ 


GI 


5091513 


Score 


757 










Exons 


384. .899 












: sr 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sat iva ] 








I J 


Seq. No. 


2678 


Seq. ID 


OJ991202 


_17 


.0114 


.C2 


'4 


Gene No . 


5559 


Strand 












Start 


1 


End 


611 








. =t 


Name 


OJ991202 17.0114.C2.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


611 








;S SI 
i S J 


GI 


5091513 


Score 


782 










Exons 


1. .611 














GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sat iva ] 










Sea No 


2678 


Seq. ID 


OJ991202_ 


17 


.0114 


,C2 




Gene No. 


5559 


Strand 












Start 


1 


End 


611 










Name 


OJ991202 17.0114.C2.ol.gs 


Method 


GENSCAN 










Start 


42 


End 


390 










GI 


none 


Score 


.73 










Exons 


42. .390 














Seq. No. 


2679 


Seq. ID 


OJ991202_ 


11 


.0114 


.C3 




Gene No. 


5560 


Strand 


+ 










Start 


1865 


End 


3319 










Name 


OJ991202 17.0114.C3.ol.gs 


Method 


GENSCAN 










Start 


1865 


End 


3319 










GI 


none 


Score 


.6 









2747 



Exons 1865.. 2288, 2582.. 2829, 3092.. 3319 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2679 
5561 
5282 

OJ991202_17 . 0114 . C3 . o3 . gs 

5282 

none 



Seq. ID OJ991202_17.0114.C3 



Strand 
End 

Method 

End 

Score 



+ 

7094 
GENSCAN 
7094 
.71 



5282..S367, 6214. .6466, 6520. .6612, 6978. .7094 



2679 
5562 
7207 

OJ991202_17.0114 .C3.ol.gp 



Seq. ID OJ991202_17.0114.C3 

Strand + 

End 7638 

Method AAT/GAP 

End 7638 

Score 717 



7207 
2428185 
7207. .7638 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone:tl7804 



Seq. No. 


2679 




Seq. ID 


OJ991202_ 


17.0114 


.C3 


Gene No. 


5563 




Strand 


+ 






Start 


25523 




End 


26801 






Name 


OJ991202 17. 


0114 .C3.o7.gs 


Method 


GENSCAN 






Start 


25523 




End 


26801 






GI 


none 




Score 


.57 






Exons 


25523. .25890 


, 26158. .26361, 


26455. .26580, 26585. 


.26801 




Seq. No. 


2679 




Seq. ID 


OJ991202_ 


17.0114 


.C3 


Gene No. 


5564 




Strand 








Start 


3515 




End 


12391 






Name 


OJ991202 17. 


0114.C3.o2.gs 


Method 


GENSCAN 






Start 


3515 




End 


5170 






GI 


none 




Score 


.56 






Exons 


3515. .4257, 


4317. .4362, 4391 


. .5170 









S3. 



Seq. No. 2679 
Gene No. 5564 
Start 3515 

Name OJ991202_17 . 0114 ,C3 . ol . np 

Start 3518 
GI 6498441 

Exons 3518.. 3799, 3893.. 5301, 8472 

10006. .10455, 10788.. 11852 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991202_17.0114 .C3 
Strand 

End 12391 

Method AAT/NAP 

End 11852 

Score 5076 

.9102, 9276.. 9410, 9593.. 9966, 



Seq. No. 2679 

Gene No. 5564 

Start 3515 

Name OJ991202_17 . 0114 . C3 . o4 . gs 

Start 7465 

GI none 
Exons 



Seq. ID OJ991202__17.0114.C3 



Strand 
End 

Method 

End 

Score 



12391 
GENSCAN 
12391 
.62 



7465.-7598, 7864. .7979, 8659.-8768, 9098. .9464, 9593.-9886, 
10021. .10336, 10480. .11230, 11330.. 12391 



2748 




Seq. No. 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No. 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3527 








End 


4136 


GI 


none 








Score 


76 


Exons 


3527. .3652, 


3531. 


.3653, 


3667. 


.3990, 3683. .4135, 3840. .3986, 




3900. .4136, 


4026. 


.4124 








Seq. No. 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No. 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3650 








End 


3913 


GI 


none 








Score 




Exons 


3650. .3913 












Seq. No. 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No . 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4143 








End 


4511 


GI 


none 








Score 


208 


Exons 


4143. .4511, 


4157. 


.4510 








Seq. No. v 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No . 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4316 








End 


4648 


GI 


none 








Score 


177 


Exons 


4316. .4648, 


4338. 


.4535 








Seq. No. 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No . 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


5003 








End 


5485 


GI 


none 








Score 


150 


Exons 


5003. .5290, 


5085. 


.5333, 


5366. 


.5482, 5367. .5477, 5381. .5485 


Seq. No. 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No . 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5057 








End 


5485 


GI 


none 








Score 


90 


Exons 


5057. .5290, 


5387. 


.5485 








Seq. No. 


2679 








Seq. ID 


OJ991202_17.0114.C3 


Gene No. 


5565 








Strand 




Start 


21933 








End 


23170 


Name 


OJ991202 17 


.0114. 


C3.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


8477 








End 


8733 


GI 


none 








Score 


118 


Exons 


8477. .8659, 


8482. 


.8733 









2749 



Seq. No. 2679 

Gene No. 5565 

Start 21933 

Name OJ991202_17 . 0114 .C3.ol . ts . 

Start 8941 

GI none 

Exons 8941.. 8991, 8973.. 9116, 9134. 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Soybean 

End 9310 

Score 150 
.9310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2679 
5565 
21933 

OJ991202_17.0114.C3.o3.tw 

8985 

none 



Seq. ID OJ991202_17.0114.C3 

Strand . - 

End 23170 

Method TBLASTX : Wheat 

End 9388 

Score 82 



8985. .9116, 8986. .9117, 9054. .9290, 9119. .9388, 9123.. 9383, 
9125. .9385 



Seq. No. 2679 

Gene .No. 5565 

Start 21933 

Name OJ991202_17 . 0114 .C3 . o3 . tm 

Start 9063 

GI none 
Exons 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Maize 

End 9446 

Score 140 



9063. .9116, 9116. .9445, 9189. .9446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2679 
5565 
21933 

OJ991202_17 . 0114 . C3 . o2 . tm 

9473 

none 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Mai ze 

End 9828 

Score 148 



9473. .9517, 9518. .9787, 9523. .9792, 9523. .9828 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2679 
5565 
21933 

OJ991202_17.0114.C3.ol.tw 

9501 

none 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Wheat 

End 9959 

Score 68 



9501. .9746, 9510. .9677, 9514. .9957, 9517. .9957, 9518. .9958, 
9777. .9959 



Seq. No. 2679 

Gene No. 5565 

Start 21933 

Name OJ991202_17 . 0114 .C3 -o3 . ts 

Start 9553 

GI none 

Exons 9553.. 9687, 9694.. 9918 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Soybean 

End 9918 

Score 114 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2679 
5565 
21933 

OJ991202_17.0114.C3.o6.tw 

10083 

none 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Wheat 

End 10525 

Score 134 



10083. .10463, 10117. .10353, 10143 .. 10463, 10457 .. 10525, 



2750 



10458. .10514 



Seq. No. 2679 

Gene No. 5565 

Start 21933 

Name OJ991202_17 . 0114 . C3 . o7 . tw 

Start 11312 

GI none 
Exons 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Wheat 

End 11654 

Score 115 



11312. .11584, 11346. .11585, 11552 .. 11650, 11553.. 11654 



Seq. No. 2679 

Gene No. 5565 

Start 21933 

Name OJ991202_17 . 0114 . C3 . o5 . tm 

Start 11414 

GI none 

Exons 11414. .11662, 11415.. 11699 

Seq. No. 2679 

Gene No. 5565 

Start 21933 

Name OJ991202_17 . 0114 . C3 . 06 . gs 

Start 21933 

GI none 

Exons 21933. .22019, 23165.. 23170 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method TBLASTX : Mai ze 

End 11699 

Score 104 



Seq. ID OJ991202_17.0114.C3 
Strand 

End 23170 

Method GEN SCAN 

End 23170 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2680 
5566 
172 

OJ991202_17.0114.C4.ol.gs 

172 

none 



Seq. ID OJ991202_17.0114.C4 

Strand + 

End 3190 

Method GENSCAN 

End 3190 

Score .57 



172. .315, 610. .630, 2080. .2362, 2611. .2688, 2856. .3190 



i:3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2680 
5567 
10331 

OJ991202_17.0114 .C4 .o3.gs 

10331 

none 



Seq. ID OJ991202_17.0114.C4 

Strand + 

End 16483 

Method GENSCAN 

End 16483 

Score .45 



10331. .10406, 10436. .10572, 10636 .. 10801, 16056. .16483 



Seq. No. 2680 

Gene No. 5568 

Start 16428 

Name OJ991202_17 . 0114 .C4 .ol . np 

Start 16428 

GI 5923672 

Exons 16428. .16478, 16866. .17084 

GI Descrip. (AC009326) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991202_17.0114.C4 

Strand + 

End 17084 

Method AAT/NAP 

End 17084 

Score 121 



Seq. No. 2680 

Gene No. 5569 

Start 16625 

Name OJ991202_17 . 0114 . C4 . o4 . gs 

Start 16625 

GI none 



Seq. ID OJ991202_17.0114 .C4 
Strand 

End 17032 

Method GENSCAN 

End 17032 

Score . 67 



2751 



Q 
'.3 

cn 

ru 



LLi 



Exons 


16625. .17032 










Seq. No. 


2681 


Seq. ID 


OJ991202_ 


17.0114 


.C5 


Gene No. 


5570 


Strand 


+ 






Start 


1 


End 


1696 






Name 


OJ991202 17.0114.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1696 






GI 


4895178 


Score 


512 






Exons 


1..214, 260. .1038, 1075. .1495, 1556. .1696 






GI Descrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


2681 


Seq. ID 


OJ991202_ 


17.0114 


.C5 


Gene No. 


5571 


Strand 


+ 






Start 


2106 


End 


6149 






Name 


OJ991202 17.0114.C5.o2.np 


Method 


AAT/NAP 






Start 


2106 


End 


6149 






GI 


6721512 


Score 


212 






Exons 


2106. .2128, 4020. .4135, 4163. .4296, 4339.-4375, 


4487. .4527, 




6101. .6149 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


2681 


Seq. ID 


OJ991202_ 


17:0114 


.C5 




5572 


Strand 


+ 






Start 


9544 


End 


11123 






Name 


OJ991202 17.0114.C5.o2.gs 


Method 


GENSCAN 






Start 


954 4 \:', 


End 


11123 






GI 


none 


Score 


.73 






Exons 


9544.. 9886, 9976. .10107, 1024 1 .. 10370, 


11111. . 11123 




Seq. No. 


2681 


Seq. ID 


OJ991202_ 


17.0114 


.C5 


Gene No. 


5573 


Strand 


+ 






Start 


15227 


End 


19160 






Name 


OJ991202 17.0114.C5.o4.np 


Method 


AAT/NAP 






Start 


15227 


End 


19160 






GI 


4895179 


Score 


1104 






Exons 


15227. .15444, 16148 16355, 


17361. .17587, 17722. 


.18070, 






18157. .18201, 18282. .18428, 


18544. .18681, 18819. 


.19160 




GI Descrip. 


(AC007661) putative Na+-dependent inorganic phosphate 






cotransporter [Arabidopsis 


thaliana] 








Seq. No. 


2681 


Seq. ID 


OJ991202_ 


17.0114 


.C5 


Gene No. 


5573 


Strand 


+ 






Start 


15227 ' 


End 


19160 






Name 


OJ991202 17.0114.C5.o4.gs 


Method 


GENSCAN 






Start 


17394 


End 


19123 






GI 


none 


Score 


.74 






Exons 


17394. .17445, 17961 .. 18070, 


18282. .18428, 18598. 


.18681, 






18819. . 18852, 18951. .19123 










Seq. No. 


2681 


Seq. ID 


OJ991202_ 


17.0114 


.C5 


Gene No. 


5573 


Strand 


+ 






Start 


15227 


End 


19160 






Name 


OJ991202 17.0114.C5.ol.gp 


Method 


AAT/GAP 






Start 


18040 


End 


19013 






GI 


2311573 


Score 


753 






Exons. 


18040. .18070, 18157. .18201, 


18282. .18428, 18544. 


.18684, 






18821. .18853, 18951.. 19013 











2752 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4895179/gb|AAD32766.1|AC007661_3 3.0e-47 (AC007661) hypothetical 
protein [Arabidopsis thaliana] 



2681 Seq. ID 

5574 Strand 

26863 End 

OJ991202_17.0114.C5.o4 .gp Method 

26863 End 

3761181 Score 
26863. .27091 

4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ991202_17.0114.C5 
+ 

27091 
AAT/GAP 
27091 
337 



Seq. No. 


2681 


Seq. ID 


OJ991202 


_17.0114.C5 


Gene No. 


5575 


Strand 






Start 


32371 


End 


32599 




Name 


OJ991202 17.0114.C5.o6.gp 


Method 


AAT/GAP 




Start 


32371 


End 


32599 




GI 


3761181 


Score 


335 




Exons 


32371. .32599 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe-! 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Sea No 


2681 


Seq. ID 


OJ991202 


_17.0114.C5 


Gene No. 


5576 


Strand 


+ 




Start 


37149 


End 


38153 




Name 


OJ991202 17.0114.C5.o9.gs 


Method 


GENSCAN 




Start 


37149 


End 


38153 




GI 


none 


Score 


.47 




Exons 


37149. .37574, 37928 .. 38036, 


38056. .38153 




Seq. No. 


2681 


Seq. ID 


OJ991202 


_17.0114.C5 


Gene No. 


5577 


Strand 


+ 




Start 


43313 


End 


47751 




Name 


OJ991202 17.0114.C5.o6.np 


Method 


AAT/NAP 




Start 


43313 


End 


47751 




GI 


4895186 


Score 


1379 




Exons 


43313. .43331, 45141 .. 45213, 


45301. .45371, 45447 


. .45535, 




45618. .45750, .45844 .. 46073, 


46179. .46655, 46728 


. .46922, 




47697. .47751 








GI Descrip. 


(AC007661) similar to axi 1 


protein from Nicotiana tabacum 




[Arabidopsis thaliana] 








Seq. No. 


2681 


Seq. ID 


OJ991202 


_17.0114.C5 


Gene No. 


5578 


Strand 






Start 


12732 


End 


15287 




Name 


OJ991202 17.0114.C5.o3.np 


Method 


AAT/NAP 




Start 


12732 


End 


15287 




GI 


3551960 


Score 


193 




Exons 


12732. .12957, 15260.. 15287 








GI Descrip. 


(AF082033) senescence-associated protein 15 [Hemerocallis hyb: 




cultivar] 








Seq. No. 


2681 


Seq. ID 


OJ991202^ 


J.7.0114.C5 


Gene No. 


5579 


Strand 






Start 


19790 


End ' 


21828 




Name 


OJ991202 17.0114 .C5.o2.gp 


Method 


AAT/GAP 





2753 




Start 


19790 


End 


21446 




GI 


16463 1.R1084 


Score 


1047 




Exons 


.■19790.-20174, 20265 20402, 


21397. .21446 




GI Descrip. 


* '4521193/dbj | AB013450 . 1 | AB013450 l;0e- 


-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


2681 


Seq. ID 


OJ991202_17.0114 


.C5 


Gene No . 


5579 


Strand 






Start 


19790 


End 


21828 




Name . 


OJ991202 17.0114.C5.o6.gs 


Method 


GENSCAN 




Start 


20133 


End 


21828 




GI 


none 


Score 


.99 




Exons 


20133. .20174, 20265 20402, 


21397. .21492, 21604. .21828 




Seq. No. 


2681 


Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5580 


Strand 






Start 


26744 


End 


26854 




Name 


OJ991202 17.0114.C5.o3.gp 


Method 


AAT/GAP 




Start 


26744 


End 


26854 




GI 


5816518 


Score 


158 




Exons 


26744. .26854 








GI Descrip. 


4521193/dbj | AB013450 . 1 1 AB0134 50 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


2681 


Seq. ID 


' OJ991202_17.0114 


.C5 


Gene -No. 


5581 


Strand 






Start 


29344 


End 


30070 




Name 


OJ991202 17.0114.C5.o5.np 


Method 


AAT/NAP 




Start 


29344 


End 


30070 




GI 


5091512 


Score 


959 




Exons 


29344. .29851, 29893.. 30070 








GI Descrip. 


(AB023482) Similar to Plasmodium vivax circumsporozoite 


pr< 




gene, complete cds . (M11926) 


[Oryza sativa] 




Seq. No. 


2681 


Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5582 


Strand 






Start 


32257 


End ■ >' 


:■. 32362 




Name 


OJ991202 17.0114.C5.o5.gp 


Method 


* AAT/GAP 




Start 


32257 


End 


32362 ' 




GI 


5816518 


Score 


163 




Exons 


32257. .32362 








GI Descrip. 


4521193/dbj | ABO 13450 . 1 1 AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


2681 


Seq. ID 


OJ991202_17.0114 


.C5 




5583 


Strand 






Start 


33144 


End 


35585 




Name 


OJ991202 17.0114.C5.o8.gs 


Method 


GENSCAN 




Start 


33144 


End 


35585 




GI 


none 


Score 


.65 




Exons 


33144. .33280, 337 61 .. 3394 9, 


34874. .34 972, 354 35. .35585 




Seq. No. 


2681 


Seq. ID 


OJ991202_17.0114 


-C5 


Gene No. 


5584 


Strand 






Start 


39177 


End 


42365 




Name 


OJ991202 17.0114.C5.ol0.gs 


Method 


GENSCAN 




Start 


39177 


End 


42365 





2754 




GI 


none 




Score 


.4 




Exons 


39177. .40142, 40278. 


.40465, 


42254. .42365 




Seq. No. 


2681 




Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5585 




Strand 






OlOl L 






End 


49962 




Name 


OJ991202 17. 0114. C5. 


ol2.gs 


Method 


GENSCAN 




Start 


47700 




End 


49962 




GI 


none 




Score 


.54 




Exons 


47700. .47850, 48189. 


.48301, 


48493. .48735, 4 9080 4 9198, 






49911. .49962 










Seq. No. 


2681 




Seq. ID 


OJ991202_17.0114 


.C5 


bene inu . 


JJOO 




Strand 






Start 


50252 




End 


50637 




Name 


OJ991202 17. 0114. C5. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


574 




End 


786 




GI 


none 




Score 


73 




Exons 


574. .684, 595. .786, 


608. .784 








Seq. No. 


2681 




Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5586 




Strand 






O tdl L 


50252 




End 


50637 




Name 


OJ991202 17. 0114. C5. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


1082 




End 


1402 




GI 


none 




Score 


89 




Exons 


1082. .1186, 1099. .1164, 1115 


..1291, 1144. .1374, 1312. .1374 




1343. .1402 










Seq. No. 


2681 




Seq. ID 


OJ991202_17.0114 


.C5 




5586 




Strand 






Start 


50252 




End 


50637 




Name 


OJ991202 17. 0114. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12768 




End 


12959 




GI 


none 




Score 


155 




Exons 


12768. .12959, 12773. 


; 12958 








Seq. No. . 


2681 




' Seq. ID 


OJ991202_17.0114 


.G5 




5586 




Strand 






Start 


50252 




End 


50637 




Name 


OJ991202 17. 0114. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


12801 




End 


12958 




GI 


none 




Score 


140 




Exons 


12801. .12950, 12809. 


.12958, 


12823. .12957 




Seq. No. 


2681 




Seq. ID 


OJ991202_17.0114 


.C5 


CcinQ Mo 
ucHc LNO . 


5586 




Strand 






Start 


50252 




End 


50637 




Name 


OJ991202 17. 0114. C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


12809 




End 


12958 




GI 


none 




Score 


117 




Exons 


12809. .12958, 12834. 


.12956 








Seq. No. 


2681 




Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


• 5586 




Strand 






Start 


50252 




End 


50637 




Name 


OJ991202 17. 0114. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 





2755 



Start 12809 End 12958 

GI none Score 101 

Exons 12809. .12958, 12810.. 12944 



Seq. No. 


2681 






Seq. ID 


OJ991202_17.0114 


.C5 


Gene No.- 


5586 






Strand 






Start 


50252 






End 


50637 




Name 


OJ991202 17. 0114. C5. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


16266 






End 


17588 




OT 

bi 


none 






Score 


87 




Exons 


16266. 


.16355, 17355. 


.17588, 


17360. .17494, 17516. .17581 




Seq. No. 


2681 






Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5586 






Strand 






Start 


50252 






End 


50637 




Name 


OJ991202 17. 0114. C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


17355 






End 


17588 




GI 


none 






Score 


192 




Exons 


17355. 


.17588, 17360. 


.17494, 


17514. .17570 




Seq. No. 


2681 






Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5586 






Strand 






Start 


50252 






End 


50637 




Name 


OJ991202 17. 0114. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17792 






End 


18428 




GI 


"•none 






Score 


288 




Exons 


17792. 


.17992, 17797. 


.17994, 


17987. .18070, 17988 .. 18071, 






18152. 


.18202, 18156. 


.18203, 


18157. .18204, 18265. .18426, 






18280. 


.18426, 18281. 




18282. .18428 




Seq. No. 


2681 






Seq. ID 


OJ991202_17.0114 


.C5 


Gene No. 


5586 






Strand 






Start 


50252 






End 


50637 




Name 


OJ991202 17. 0114. C5. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


18178 






End 


18693 




GI 


none 






Score 


44 




Exons 


18178. 


.18204, 18282. 


.18428, 


18290. .18427, 18535 .. 18693, 






1854q.. : 


..18662 










Seq. No. 


2681 






Seq. ID 


OJ991202J.7.0114 


.C5 


Gene No. 


5586 






Strand 






Start 


50252 






End 


50637 




Name 


OJ991202 17.0114\C5. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


18318 






End 


19045 




GI 


none 






Score 


117 




Exons 


18318. 


.18428, 18318. 


.18428, 


18535. .18 693, 1854 0. .18674, 






18816. 


.18854, 18818. 


.18853, 


18950. . 19045, 18967. .19035 




Seq. No. 


2681 






Seq. ID 


OJ991202_17.0114 


.C5 


Gene No . 


5586 






Strand 






Start 


50252 






End 


50637 




Name 


OJ991202 17. 0114. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


20101 






End 


21834 




GI 


none 






Score 


55 




Exons 


20101; 


.20172, 20133. 


.20174, 


20262. .20402, 20269 204 03, 






20275. 


.20403, 20276. 


.20404, 


21397. .21462, 21397 .. 214 62, 






21471. 


.21494, 21472. 


.21495, 


21604 . .21657, 21691 .. 21750, 





2756 



'--I 





21701. 


.21748, 21730. 


.21834 


Seq. No. 


2681 






Gene No. 


5586 






Start 


50252 






Name 


OJ991202 17. 0114. C5. 


\J i . LIU 


Start 


45138 






GI 


none 






Exons 


45138. 


.45191, 45147. 


.45191, 




45447. 


.45530, 45447. 


.45485, 




45850. 


.46083, 46176. 


.46268, 


Seq. No. 


2681 






Gene No. 


5586 






Start 


50252 






Name 


OJ991202 17. 0114. C5. 


U^. Lb 


Start 


45144 






GI 


none 






Exons 


45144 . 


.45206, 45150. 


.45191, 




45447. 


.45533, 45447. 


.45533, 




45616. 


.45783 




Seq. No. 


2681 






Gene No. 


5586 






Start 


50252 






Name 


OJ991202 17. 0114. C5. 


OX . LC 


Start 


45834 






GI 


none 






Exons 


45834. 


.46076, 45850. 


.46083, 




46176. 


.46250, 46177. 


.46248, 




46317. 


.46655, 46495. 


.46656 


Seq. No. 


2681 






Gene No. 


5586 






C 4- -j y>4- 


50252 






Name 


OJ991202 17. 0114. C5. 


ol.ts 


Start 


45850 






GI 


none 






Exons 


45850. 


.46083, 45850. 


.46068, 




46317. 


.46460, 46494. 


.46655 


Seq. No. 


2681 








5586 






Start 


50252 






Name 


OJ991202 17. 0114. C5. 


o4 . tm 


Start 


46466 






GI 


none 






Exons 


46466. 


.46651, 46467. 


.46652, 


Seq. No. 


2681 






Gene No. 


5586 






Start 


50252 






Name 


OJ991202 17. 0114. C5. 


o5 . ts 


Start 


46726 






GI 


none 






Exons 


46726. 


.46890, 46735. 


.46908, 



Seq. ID OJ991202_17.0114.C5 
Strand 

End 50637 

Method TBLASTX : Mai ze 

End 4 6368 

Score 47 
5314. .45370, 45315. 
3609. .45752, 45616. 



,45374, 
,45783, 
,46365 



Seq. ID OJ991202_17.0114.C5 
Strand 

End 50637 

Method TBLASTX : Soybean 

End 45783 

Score 87 

3314. .45370, 4 5315 45374 , 
5451. .45534, 45609. . 45746, 



Seq. ID OJ991202_17.0114.C5 
Strand 
End 

Method 
End 
Score 



50637 

TBLASTX: Cress 

46656 

74 



Seq. ID OJ991202_17.0114.C5 
Strand 

End 50637 

Method TBLASTX : Soybean 

End 4 6656 

Score 218 
46176. .46268, 46177 .. 46656, 



Seq. ID- OJ991202_17.0114.C5 
Strand 

End 50637 

Method TBLASTX : Mai ze 

End 46656 

Score 138 
46467. .46655, 46468. .46656 

Seq. ID OJ991202_17.0114.C5 
Strand 

End 50637 

Method TBLASTX : Soybean 

End 46908 

Score 201 
46797. .46907 



2757 






Seq. No. 


2681 


Seq. ID 


OJ991202_17.0114 


.C5 




VJ CI 1 G r« » 


>j ~j o \j 


Strand 








Start 


50252 


End 


50637 






Name 


OJ991202 17.0114.C5.o8.tm 


Method 


TBLASTX: Maize 






Start 


46726 


End 


46914 






GI 


none 


Score 


199 






Exons 


46726. .46914, 46726. . 46860, 


46785. .46898 






Seq. No. 


2681 


Seq. ID 


OJ991202 17 0114 


.C5 




CZana Mn 

UCllC INvJ . 


JJOW 


Strand 








Start 


50252 


End 


50637 






Name 


OJ991202 17.0114 .C5.ol3.gs 


Method 


GENSCAN 






Start 


50252 


End 


50637 






GI 


none 


Score 


.85 






Exons 


50252. .50318, 50447.. 50637 










Seq. No. 


2682 


Seq. ID 


OJ991202 17 0114 


.C6 




Gene No. 


5587 


Strand 


+ 






Start 


1 


End 


2862 






Name 


OJ991202 17.0114.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2862 






GI 


2995405 


Score 


68 






Exons 


1..52, 1171. .1321, 2808. .2862 








GI Descrip. 


(Y12432) polyprotein [Ananas 


comosus] 








Seq. No. 


2682 


Seq. ID 


OJ99120? 17 0114 


.C6 


j. t 5 


flpno Ma 
uCliC VIKJ . 


5587 


Strand 


+ 




H 1 


Start 


1 


End 


2862 




Q 


Name 


OJ991202 17.0114.C6.ol.gp 


Method 


AAT/GAP 




i j 


Start 


681 


End 


1012 




i. 1 


GI 


2312654 


Score 


533 




t" i t 
: w 

i= 


Exons 


681. .1012 








Seq. No. 


2682 


Seq. ID 


OJ991202_17.0114 


.C6 


-3 


Gene No. 


5588 


Strand 


+ 




''J 


Start 


5703 


End 


6763 




lib 


Name 


OJ991202 17.0114.C6.o2.gp 


Method 


AAT/GAP 






Start 


5703 


End 


6763 




s — 


GI 


14962 1.R1084 


Score 


984 




i" "**£ 


Exons 


5703. .5846, 6365. .6763 










GI Descrip. 


'3861402/61110 ICAA15301I 5.0e- 


12 (AJ235273) SOS RIBOSOMAL 


PROTEIN 






L33 (rpmG) [Rickettsia prowazekii] 1 








Seq. No. 


2682 


Seq. ID 


OJ991202_17.0114 


.C6 




Gene No. 


5588 


Strand 


+ 






Start 


5703 


End 


6763 






Name 


OJ991202 17.0114.C6.o2.np 


Method 


AAT/NAP 






Start 


6376 


End 


6546 






GI 


6437554 


Score 


212 






Exons 


6376. .6546 










GI Descrip. 


(AC011623) putative 50S ribosomal protein L33 [Arabidopsis 






' thaliana] 










Seq. No. 


2682 


Seq. ID 


OJ991202_17.0114 


.C6 




Gene No. - 


5589 


Strand 


+ 






Start 


7667 


End 


16291 






Name 


OJ991202 17.0114.C6.o4.np 


Method 


AAT/NAP 





2758 






Start 


7667 


End 


16291 . 








GI 


5852093 


Score 


74 








Exons 


7667.. 7712', 9583.. 9712, 11846 


. .11990, 


16269. .16291 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


2682 


Seq. ID 


OJ991202_ 


17 


.0114. C6 




HpriP No 


5590 


Strand 










Start 


6225 


End 


8196 








Name 


O.T9Q1 20? 17 0114 ffi o? a<i 


Method 


GENSCAN 








Start 


6225 


End 


8196 








GI 


none 


Score 


.65 








Exons 


6225 6440 6917 6945 7216 


.7341, 8163. .8196 








Seq. No. 


2682 


Seq. ID 


OJ991202_ 


17 


.0114. C6 




flfanp No 


5591 

■J «J J X 


Strand 










Start 


9193 

y j- z? ~j 


End 


9660 








Name 


OJ991202 17 0114 C6 o3 as 


Method 


GENSCAN 








Start 


9193 


End 


9660 








GI 


none 


Score 


.5 








Exons 


9193 9261 9416 9473 9533 


.9660 










Seq. No. 


2682 


Seq. ID 


OJ991202_ 


17 


.0114. C6 




ficinp No 


5592 

•J *J J c. 


Strand 








□ 


Start 


10529 


End 


10612 








Name 


O.TQQ1 909 17 0114 Pfi o1 hm 


Method 


TBLASTX: Maize 




Start 


6^74 _ 

U -J / 1 


End 


6552 








GI 


none 


Score 


180 






ru 


Exons 


6374.. 6550, 6375.. 6551, 6375. 


.6551, 6376.. 6552, 


6376. . 6552 


L J 


Seq. No. 


2682 


Seq. ID 


OJ991202_ 


17 


.0114. C6 




Gene No. 


5592 


Strand 










Start 


10529 


End 


10612 






ry 


Name 


OJ991202 17.0114.C6.o3.np 


Method 


AAT/NAP 








Start 


10529 


End 


10612 








GI 


5852084 


Score 


80 








Exons 


10529. .10612 










La 
r 


GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 










Seq. No. 


2683 


Seq. ID 


OJ991202_ 


17 


.0114. C7 


□ 


Gene No. 


5593 


Strand 


+ 








Start 


148 


End 


6043 






Name 


OJ991202 17.0114.C7.ol.gs 


Method 


GENSCAN 








Start 


148 


End 


6043 








GI 


none 


Score 


.55 








Exons 


148. .659, 2541. .2712, 3739. .3840, 4295 


..4406, 44 


77 


. .4617, 






5387.. 5602, 5880.. 6043 












Seq. No. 


2683 


Seq. ID 


OJ991202_ 


17 


.0114. C7 




Gene No. 


5593 


Strand 


+ 








Start 


148 


End 


6043 








Name 


OJ991202 17.0114.C7.ol.np 


Method 


AAT/NAP 








Start 


178 


End 


2766 








GI 


4895189 


Score 


243 








Exons 


178. .384, 493. .659, 2541. .2766 










GI Descrip. 


(AC007 661) unknown protein [Arabidopsis thaliana 


] 






Seq. No. 


2683 


Seq. ID 


OJ991202_ 


17 


.0114 .C7 



2759 




^anp Mo 


•j *j ^ *» 












Start 


5635 








End 


5813 


Name 


OJ991202 17 


.0114 


.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


5635 








End 


5813 


GI 


4715988 








Score 


324 


Exons 


5635. .5813 












Seq. No. 


2683 








Seq. ID 


OJ991202_17.0114.C7 




5595 








Q+- rand 




Start 


7063 








End 


7220 


Name 


OJ991202 17 


.0114 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


237 








End 


660 


GI 


none 








Score 


44 


Exons 


237.. 263, 238..264, 262 


.351, 


270. .350, 


402. .659, 403. .660 


Seq. No. 


2683 








Seq. ID 


OJ991202_17.0114.C7 


Honp Mo 


5595 








Strand 




Start 


7063 








End 


7220 


Name 


OJ991202 17 


.0114 


.C7 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


505 








End 


2625 


GI 


none 








Score 


197 


Exons 


505. .660, 510. .674, 2539. .2625 




Seq. No. 










Seq. ID 


OJ991202_17.0114.C7 


Gene No. 


j «j j «j 








Strand 




Of a r f 


/ \j \j j 








Erici" • 


7220 


Name 




0114 


CI nl 




Method 


TBLASTX : Soybean 


Start 


£. D JO 








End 


2757 


GI 


none 








Score 


54 


Exons 


2538..2S82, 


2539 


. .2631, 


2619. . 


,2741, 2656. .2757, 2656.. 2751 




2664. .2756 












Seq. No. 


2683 








Seq. ID 


OJ991202_17.0114.C7 


Gene No. 


5595 








Strand 




o i_ a. J- L. 


7063 








End 


7220 


Name 


OJ991202 17 


.0114 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2538 








End 


2712 


GI 


none 








Score 


125 


Exons 


2538. .2630, 


2539 


. .2679, 


2548. . 


,2646, 2656. .2712, 2660. .2710 




2664. .2711 












Seq. No. 


2683 








Seq. ID 


OJ991202_17.0114.C7 


CZpiTi & Mo 

OCX ICS IN (J • 


5595 








Strand 




Start 


7063 








End 


7220 


Name 


OJ991202 17 


.0114 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7057 








End 


7220 


GI 


none 








Score 


136 


Exons 


7057-. .7218, 


7063 


. .7218, 


7065. . 


7220 




Seq. No. 


2683 








Seq. ID 


OJ991202_17.0114.C7 


Gene No. 


5595 








Strand 




Start 


7063 








End 


7220 


Name 


OJ991202 17 


.0114 


.C7.o2. 


gs 


Method 


GEN SCAN 


Start 


7063 








End 


7215 


GI 


none 








Score 


.96 


Exons 


7063. .7215 













2760 




Seq. No. 


2684 


Seq. ID 


OJ991202_17 


.0114 


.C8 


Gene No. 


5596 


Strand 


+ 






Start 


1 


End 


605 






Name 


OJ991202 17.0114.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


605 






GI 


5091513 


Score 


839 






Exons 


1. .605 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


2684 


Seq. ID 


OJ991202_17 


.0114 


.C8 




5596 


Strand 








Start 


i 
± 




605 






Name 




KAf% 4~ V*k /*"\ fn 


GENSCAN 






Start 




tLtllO. 


515 






GI 


none 


Score 


.63 






Exons 


"7 R1 *** 










Seq. No. 


£ OOO 


oeq ■ iu 


OJ991202_13 


.0118 


.CI 




JJ J / 


OCX. a.ilV_I 








Start 


8524 


End 


9588 






Name 


OJ991202_13.0118.Cl.o2.gs 


Method 


GENSCAN 






Start 


0 J £. fl 




9588 






GI 


none 


Score 


.4 






Exons 


QRO/i Q£fkQ oonr; qqoi Q/lOH 


QCQQ 








Seq. No. 


£. D O D - 


Qon T n 

oeq . iu 


OJ991202_13 


.0118 


.CI 


Gene No. 


D D 3 0 


o ii ana. 


+ 






Start 


11773 


End 


12385 






Name 


OJ991202 13.0118.Cl.o2.gp 


Method 


AAT/GAP 






Start 


11773 


End 


12385 






GI 


uC-osflcyp039h04bl 


Score 


303 






Exons 


11773. .11944, 12323.. 12385 










GI Descrip. 


»1617274/emb|CAA96522| l.Oe- 


09 (Z72152) 


AMP-binding proteii 




[Brassica napus] 1 










Seq. No. 


2685 


Seq. ID 


OJ991202__13 


.0118 


.CI 




5599 


Strand 








Start 


682 


End 


5797 






Name 


OJ991202 13.0118.Cl.ol.gs 


Method 


GENSCAN 






Start 


682 


End 


5797 






GI 


none 


Score 


.56 






Exons 


682. .867, 927. .956, 2438. .2725, 3624. .4582, 5602.. 


5797 




Seq. No. 


2685 


Seq. ID 


OJ991202_13 


.0118 


.CI 


ucllc 1NO * 


5599 


Strand 








Start 


682 


End 


5797 






Name 


OJ991202 13.0118.Cl.ol.gp 


Method 


AAT/GAP 






Start 


3471 


End 


3755 






GI 


3106823 


Score 


558 






Exons 


3471. .3755 










Seq. No. 


2685 


Seq. ID 


OJ991202_13 


.0118 


.CI 


Gene No. 


5600 


Strand 








Start 


12072 


End 


14380 






Name 


OJ991202 13.0118.Cl.o3.gs 


Method 


GENSCAN 






Start 


12072 


End 


14380 






GI 


none 


Score 


.8 







2761 



Exons 



12072. .12115, 12473. .12600, 13822 13936, 14248.. 14380 



Seq. No. 2685 

Gene No. 5601 

Start 16203 

Name OJ991202_13 . 0118 . CI . ol . tc 

Start 3612 

GI none 
Exons 



Seq. ID OJ991202_13.0118.C1 
Strand 

End 25662 

Method TBLASTX : Cress 

End 17577 

Score 51 



3612.. 3677, 3613.. 3672, 3693.. 3884, 3754.. 3882, 3882.. 4073, 
4143. .4610, 4150. .4578, 5600. .5749, 5601. .5744, 16215 16277, 
16216. .16275, 16296 .. 16487 , 16357 16485, 16495 .. 16683, 
16500. .16679, 16687 .. 1674 6, 1674 6 .. 17180, 16870 .. 17100, 
17392. .17577, 17393.. 17536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2685 
5601 
16203 

OJ991202_13.0118.Cl.ol.ts 

3612 

none 



Seq. ID OJ991202_13.0118.C1 
Strand 

End 25662 

Method TBLASTX : Soybean 

End 17541 

Score 4 6 



3612.. 3716, 3622.. 3672, 3693.. 3884, 3754.. 3882, 3871.. 4143, 
3882.. 4145, 4143.. 4610, 4267.. 4575, 5595.. 5738, 5597.. 5749/ 
16215. .16319, 16225. .16275, 16296 .. 1 6487 , 16357 .. 16485, 
16495. .16746, 16500 .. 16748 , 16746. . 17180, 16753 .. 17 124 , 
17389. .17541, 17393.. 17530 



2685 
5601 
16203 

OJ991202_13.0118.Cl.ol.tm 

3612 

none 



Seq. ID OJ991202_13.0118.C1 
Strand 

End 25662 

Method TBLASTX : Mai ze 

End 17580 

Score 98 



3612. .3716, 3693. .3884, 3754. .3882, 3871. .4143, 3882. .4145, 
4143.. 4610, 4153.. 4578, 5600.. 5749, 5601.. 5744, 16215 16319, 
16296. .16487, 16357 .. 164 85, 16500 .. 16748, 16501 1674 6, 
16746. .17180, 16817. .16885, 16891 .. 17124 , 17392 .. 17580, 
17393. .17536 



Seq. No. 2685 

Gene No. 5601 

Start 16203 

Name OJ991202_13 . 0118 . CI . o3 . tm 

Start 13459 

GI none 

Exons 13459. .13647, 134 59 13677 , 134 60 .. 13828, 13527 
13702. .13845 



Seq. ID OJ991202_13.0118.C1 
Strand 

End 25662 

Method TBLASTX : Mai ze 

End 13845 

Score 105 

13778, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2685 Seq. ID 

5601 Strand 

16203 End 

OJ991202_13.0118.Cl.o3.ts Method 

13459 End 

none Score 



OJ991202_13.0118.C1 
25662 

TBLASTX : Soybean 

13842 

130 



13459. .13578, 13582 .. 13842, 13583 13831, 13714. .13836 



2685 
5601 



Seq. ID OJ991202_13.0118.C1 
Strand 



2762 




Start 


16203 




End 


25662 


Name 


OJ991202 13. 0118. CI. 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


13489 




End 


13845 


GI 


none 




Score 


82 


Exons 


13489. .13677, 13511. 


.13669, 


13696. .13845, 13700.. 13843 


Seq. No. 


2685 




Seq. ID 


OJ991202JL3.0118 


Gene No. 


5601 




Strand 




Start 


16203 




End 


25662 


Name 


OJ991202 13. 0118. CI. 


o2.tm 


Method 


TBLASTX: Maize 


Start 


13869 




End 


14362 


GI 


none 




Score 


277 


Exons 


13869. .13928, 13926. 


.14240, 


13930. .14196, 13930. .14358, 




13949. .14362, 14249. 


.14362 







Seq. No. 2685 

Gene No. 5601 

Start 16203 

Name OJ991202_13 . 0118 . CI . ol . tw 

Start 14013 

GI none 
Exons 



Seq. ID OJ991202_13.0118.C1 
Strand 
End 

Method 
End 
Score 



25662 

TBLASTX: Wheat 

14764 

89 



14013. .14231, 14258. .14428, 14474 .. 14 635, 14636. .14764 





Seq. No. 


2685 




Seq. ID 


OJ991202_13.0118. 


.CI 




Gene No. 


5601 




Strand . 








Start 


16203 




End 


25662 






Name 


OJ991202 13. 0118. CI. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


14378 




End 


14764 






GI 


none 




Score 


128 




y 

•.3 


Exons 


14378. .14638, 14379. 


.14702, 


14636. .14764, 14637.. 14753 




I'll 


Seq. No. 


2685 




Seq. ID 


OJ991202_13.0118, 


.CI 


Gene No. 


5601 




Strand 








Start 


16203 




End 


25662 




'irf 


Name 


OJ991202 13. 0118. CI. 


o2.np 


Method 


AAT/NAP 




* ~l 


Start 


16197 




- End 


17574 






GI 


5921766 




Score 


955 




i. 3 


Exons 


16197. .17185, 17394. 


.17574 










GI Descrip. 


CHALCONE SYNTHASE 8 


(NARINGEN IN- CHALCONE SYNTHASE 8) gi 


12253119 


; ssf 
:* ™ 




(AF007099) chalcone 


synthase 


[Bromheadia f inlaysoniana] 





Seq. No. 2685 
Gene No. 5601 
Start 16203 

Name OJ991202_13 . 0118 . CI . o4 . gs 

Start 16203 
GI none 
Exons 16203. .17185, 

23301. .23395, 

25624. .25662 



17394. .17623, 
24255. .24395, 



Seq. ID OJ991202_13.0118.C1 

Strand 
. End 25662 

Method GENSCAN 

End 25662 

Score . 6 
20382. .20609, 21411 .. 21490, 
24901. .25134, 25231 .. 25606, 



Seq. No. 2686 Seq. ID 

Gene No. 5602 Strand 

Start 1725 End 

Name OJ991202_13 . 0118 . C2 . ol . gs Method 

Start 1725. End 

GI none Score 



OJ991202_13.0118.C2 
+ 

3048 
GENSCAN 
3048 
.65 



2763 



m 
m 



u 

hi 

.: zz. 

; i 



Exons 


1725.. 1734, 2906. .3048 










Seq. No. 


2686 


Seq. ID 


OJ991202_13. 


,0118 


,C2 


UCllC IVKJ . 


5603 


Strand 


+ 






Start 


4246 


End 


6861 






Name 


OJ991202 13.0118.C2.o2.gs 


Method 


GENSCAN 






Start 


4246 


End 


6861 






GI 


none 


Score 


.79 






Exons 


4246. .4268, 5358. .5672, 6617. .6665, 6676. .6861 






Seq. No. 


2686 


Seq. ID 


OJ991202_13, 


,0118 


.C2 




5604 


Strand 


+ 






Start 


8055 


End 


8384 






Name 


OJ991202 13.0118.C2.o3.gs 


Method 


GENSCAN 






Start 


8055 


End 


8384 






GI 


none 


Score 


.92 






Exons 


8055. .8144, 8169. .8384 










Seq. No. 


2686 


Seq. ID 


OJ991202_13, 


,0118 


.C2 


Gene No. 


5605 


Strand 


+ 






Start 


10925 


End 


11078 






in dint; 


OJ991202 13.0118.C2.o2.gp 


Method 


AAT/GAP 






Start 


10925 


End 


11078 






GI 


2338 1.R1084 


Score 


79 






Exons 


10925. .10945, 11010. .11078 










GI Descrip. 


, 5803242/dbj | AP000399 . 1 | AP000399 2 . Oe- 


40 Oryza sativa genomii 




DNA, chromosome 6, clone : P0535G04 1 








Seq. No. 


2686 


Seq. ID 


OJ991202_13. 


,0118 


.C2 


Gene No. 


5606 


Strand 


+ 






Start 


15917 


End 


24419 






Name 


OJ991202 13.0118 .C2 .o5.gs 


Method 


GENSCAN 






Start 


15917 


End 


24419 






GI 


none 


Score 


.73 






Exons 


15917. .16131, 18359. .18388, 


18431. .18543, 18959 .. 19071, 






19127. .19345, 20087 .. 20251, 


21451. .21573, 22242 .. 22405, 






22438.-22634, 23170 .. 2324 9, 


23700. .24419 






Seq. No. 


2686 


Seq. ID 


OJ991202_13. 


.0118 


.C2 


Gene No. 


5606 


Strand 


+ 






Start 


15917 


End 


24419 






Name 


OJ991202 13.0118.C2.o3.gp 


Method 


AAT/GAP 






Start 


18608 


End 


20624 






GI 


13899- 1.R1084 


Score 


1607 






Exons 


18608. .18735, 19127. .19345, 


20087. .20624 






GI Descrip. 


, 4455351/emb|CAB36761.1| 5. 


Oe-63 (AL035524) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


2686 


Seq. ID 


OJ991202_13. 


,0118 


-C2 


Gene No. 


5606 


Strand 


+ 






Start 


15917 


End 


24419 






Name 


OJ991202 13.0118.C2.o2.np 


Method 


AAT/NAP 






Start 


18613 


End 


20293 






GI 


4455351 


Score 


561 






-gxons 


18613. .18735, 19127 .. 1934 9, 


20064. .20293 






GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 







2764 




Seq. No. 


2686 


Seq. ID 


OJ991202_13.0118 


,C2 


Gene No. 


5607 


Strand 


+ 




Start 


25536 


End . 


31960 




Name 


OJ991202 13.0118.C2.o6.gs 


Method 


GENSCAN 




Start 


25536 


End 


31471 




GI 


none 


Score 


.65 




Exons 


25536. .25595, 26001 .. 26110, 


27695. .27977, 28105 .. 28351, 






29321. .29442, 29487 .. 29607 , 


31437. .31471 




Seq. No. 


2686 


Seq. ID 


OJ991202_13.0118 


.C2 


Gene No. 


5607 


Strand 


+ 




Start 


25536 


End 


31960 




Name 


OJ991202 13.0118.C2.o5.np 


Method 


AAT/NAP 




Start 


27832 


End 


31960 




GI 


6815103 


Score 


168 




Exons 


27832. .27910, 29506 .. 29607 , 


29776; .29976, 31939.. 31960 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2686 


Seq. ID 


OJ991202_13.0118 


.C2 


Gene No. 


5608 


Strand 






Start 


3435 


• End 


6931 




Name 


OJ991202 13.0118.C2.ol.np 


Method 


AAT/NAP 




Start 


3435 


End 


6931 




GI 


5295951 


Score 


141 




Exons 


3435.. 3465, 6712.. 6931 








GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 




partial cds.(U23857) [Oryza 


sativa] 






Seq. No. 


2686 


Seq. ID 


OJ991202_13.0118 


.C2 


Gene No. 


5609 


Strand 






Start 


7030 


End 


14755 




Name 


OJ991202 13.0118.C2.ol.gp 


Method 


AAT/GAP 




Start 


7030 


End 


10380 




GI 


LIB3477-003-P1-K1-E9 


Score 


138 




Exons 


7030:. 7082, 10328.. 10380 








GI Descrip. 


•2498586/sptQ40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


2686 


Seq. ID 


OJ991202_13.0118 


.C2 


Gene No. 


5609 


Strand 






Start 


7030 


End 


14755 




Name 


OJ991202 13.0118.C2.o4.gs 


Method 


GENSCAN 




Start 


8579 


End 


14755 




GI 


none 


Score 


.44 




Exons 


8579. .8718, 9035. .9143, 11554 .. 11648, 


11930. .12019, 






12227. .12387, 13713 .. 13831, 


14660. .14755 




Seq. No. 


2686 


Seq. ID 


OJ991202_13.0118 


,C2 


Gene No . 


5610 


Strand 






Start 


22541 


End 


38931 




Name 


OJ991202 13.0118.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


18649 


End 


20422 




GI 


none 


Score 


136 




Exons 


18649. .18738, 18669 .. 187 67 , 


19127. .19345, 1914 4. .19338, 





20064. .20279, 20074 .. 20232, 2008 1 20302 , 2008 6 .. 20295, 
20334. .20384, 20338 .. 20385, 20338 .. 20385, 20374 .. 20421, 



2765 




20384. .20422 





Seq. No. 


2686 ' 




Seq. ID 


OJ991202_13.0118 


.C2 




ucne wo . 


JulU 




Strand 








Start 


22541 




End 


38931 






Name 


OJ9912.02 13. 0118. C2 


.ol. ts 


Method 


TBLASTX : Soybean 






Start 


18649 




End 


20302 






GI 


none 




Score 


118 






Exons 


18649. .18744, 18651 


. .18737, 


19127. .19201, 19144 . .19182, 








19201. .19344, 19202 


. .19345, 


20073. .20180, 20074 .. 20229, 








20081. .20302, 20086 


. .20271 










Seq. No. 


2686 




Seq. ID 


OJ991202_13.0118 


.C2 




ucne wo . 


jdiu 




Strand 








Start 


22541 




End 


38931 






Name 


OJ991202 13. 0118. C2 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


18652 




End 


20284 






GI 


none 




Score 


97 






Exons 


18652. .18744, 19127 


. .19201, 


19144. .19200, 19201. .19326, 








19202. .19327, 19322 


. .19345, 


20081. .20146, 20140. .20283, 








20141. .20284 












Seq. No. 


2686 




Seq. ID 


OJ991202_13.0118 


.C2 


Q 


Gene No. 


5610 




Strand 






: ^ 


C+- -a y-+- 

O LalT L 


99 1 




End 


38931 




;'pr 


Name 


OJ991202 13. 0118. C2 


. o3 .np 


Method 


AAT/NAP 




: E : t 


Start 


22541 




End 


38931 




; s i t 


GI 


5305335 




Score 


151 




f ^ 


Exons 


22541. .22741, 23755 


. .23982, 


25817. .26043, 27576 .. 27843, 




! J 




34672. .34845, 38328 


. .38478, 


38905. .38931 




=* 


GI Descrip. 


(AF071081) proline-: 


rich mucin homolog 


[Mycobacterium 




ry 




tuberculosis] 














2686 




Seq. ID 


OJ991202_13.0118 


. C2 




Gene No. 


5610 




Strand 








Start 


22541 




End 


38931 






Name 


OJ991202 13. 0118. C2 


. o4 . np 


Method 


AAT/NAP 






Start 


26976 




End 


31302 






GI 


3176874 




Score 


37 




n 

■s er 


Exons 


26976. .27025, 28245 


. .28374, 


31281. .31302 




| := = 


GI Descrip. 


(AF065639) cucumisin-like serine protease [Arabidopsis 


thaliana] 




o e q . in o . 


2686 




Seq. ID 


OJ991202_13.0118 






Gene No. 


5610 




Strand 








Start 


22541 




End 


38931 






Name 


OJ991202 13. 0118. C2 


. o7 .gs 


Method 


GENSCAN 






Start 


34289 




End 


38622 






GI 


none 




Score 


.4 






Exons 


34289.-34934, 36039 


. .36224, 


36455. .36476, 37984 .. 38206, 








38486. .38622 












Seq. No. 


2686 




Seq. ID 


OJ991202_13.0118 


,C2 




Gene No. 


5610 




Strand 








Start . 


22541 




End 


38931 






Name 


OJ991202 13. 0118. C2 


. o4 . gp 


Method 


AAT/GAP 






Start 


34484 




End 


34953 






GI 


20814 1.R1084 




Score 


843 





2766 




Exons 34484. .34953 

GI Descrip. 1 6015437/dbj | AB008112 . 1 | AB008112 1.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ? 



Seq. No. 


2686" 


Seq. ID 


OJ991202_ 


13. 


0118 


.C2 


Gene No. 


5610 


Strand 










Start 


22541 


End 


38931 








Name 


OJ991202 13.0118.C2.o6.np 


Method 


AAT/NAP 








Start 


34772 


End 


38244 








GI 


6721512 


Score 


57 








Exons 


34772. .34842, 36105 36252, 


38143. .38244 










(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


2687 


Seq. ID 


OJ991202_ 


13. 


0118 


.C3 


Gene No. 


5611 


Strand 


+ 








Start 


1 


End 


4129 








Name 


OJ991202 13.0118.C3.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


4129 








GI 


2586082 


Score 


3869 








Exons 


1. .4129 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 








Seq. No. 


O CO 1 

zoo/ 


Seq. ID 


OJ991202_ 


13. 


0118 


.C3 


Gene No. 


DOlZ 


Strand 


+ 








Start 


/ y iy 


End 


10055 








Name 


OJ991202 13.0118.C3.ol.gp 


Method 


AAT/GAP 








Start 


7919 


End 


10055 










none 


Score 


879 








Exons 


/yiy..oUoo, oo/u..yuui, y//o 


..9970, 10034.. 10055 








Seq. No. 


2687 


Seq. ID 


OJ991202_ 


13. 


0118 


.C3 


Gene No. 


5613 


Strand 


+ 








Start 


25396 


End 


26499 








Name 


OJ991202 13.0118.C3.o4.gs 


Method 


GENSCAN 








Start 


25396 


End 


26499 










none 


Score 


.95 








Exons 


25396.-25475, 26427.. 26499 












Seq. No. 


2687 


Seq. ID 


OJ991202_ 


13. 


0118 


.C3 


Gene No. 


5614 


Strand 


+ 








Start 


28105 


End 


29168 








Name 


OJ991202 13.0118.C3.o5.gs 


Method 


GENSCAN 








Start 


28105 


End 


29168 










none 


Score 


.81 








Exons 


28105. .28173, 28352 .. 28513, 


28815. .28934, 29007. 


.29168 




Seq. No. 


2687 


Seq. ID 


OJ991202_ 


13. 


0118 


.C3 


Gene No. 


5615 


Strand 










Start 


6048 


End 


7046 








Name 


OJ991202 13.0118.C3.o2.gs 


Method 


GENSCAN 








Start 


6048 


End 


7046 








GI 


none 


Score 


.78 








Exons 


6048.. 6230, 6640.. 6959, 7043 


. .7046 










Seq. No. 


2687 


Seq. ID 


OJ991202_ 


13. 


0118 


.C3 


Gene No. 


5616 


Strand 










Start 


12781 


End 


13038 









2767 





Name 


OJ991202 13.0118.C3.o2. 


np 


Method 


AAT/NAP 








Start 


12781 




End 


13038 








GI 


6721512 




Score 


53 








Exons 


12781. .12881, 12909.. 13038 












GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


2687 




c pn T n 
oclj. ID 


OJ991202 


JL3.0118 


.C3 






5617 




Cf ranH 
Oil di 










Start 


20899 




Hi I Id 


21386 








Name 


OJ991202 13.0118.C3.o4. 


tm 


Method 


TBLASTX: 


Maize 






Start 


84 




End 


387 








GI 


I l\Jl IKS 






270 








Exons 


84. .386, 85. .387 














Seq. No. 


2687 




oeq. iu 


OJ991202 


_13.0118 


.C3 




uciic • 


5617 














Start 


20899 




Cilia 


21386 








Name 


OJ991202 13.0118.C3.o3. 


tw 


Method 


TBLASTX : 


Wheat 






Start 


202 




End 


534 








GI 


none 




Score 


280 








Exons 


202. .534, 202.. 327, 225 


. . 4 j i , 


O/O. . ft OD 










Seq. No. 


2687 




oeq . 1 u 


OJ991202 


_13.0118 


.C3 






5617 




oiranu 








; ^ 


Start 


20899 




EjIIQ 


21386 








Name 


OJ991202 13.0118.C3.o2.- 


tw 


Method 


TBLASTX: 


Wheat 




! ) 


Start 


703 




End 


1094 






! £7 


GI 


none 




Score 


369 






: : cf 


Exons 


703. .1092, 720. .1094 












•3 y 


Seq. No. 


2687 




Cor, T n 


OJ991202 


_13.0118 


.C3 


": s# 


f^finp Mo 


5617 




C+- y- an H 
OLi dim 








ru 


Start 


20899 






21386 






is 


Name 


OJ991202 13.0118.C3.o5. 


tm 


Method 


TBLASTX: 


Maize 






Start 


799 




End 


1092 








GI 






Score 


244 






L JL 


Exons 


799. .1092, 855. .1088* 












_ 


Seq. No. 


2687 




oeq . , 1 u 


OJ991202 


_13.0118 


.C3 


i. _i 


Conp Mo 


5617 




oirana 










Start 


20899 




bna 


21386 








Name 


OJ991202 13.0118.C3.o3. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


1174 




End 


1605 








GI 


none 




Score 


74 








Exons 


1174. .1278, 1264. .1392, 


1 A 1 A 


.1605 










Seq. No. 


2687 




Seq. ID 


OJ991202 


_13.0118 


.C3 




ucnc lnu . 


5617 




Strand 










Start 


20899 




End 


21386 








Name 


OJ991202 13.0118.C3.o6. 


tm 


Method 


TBLASTX: 


Maize 






Start 


1591 




End 


1985 








GI 


none 




Score 


66 








Exons 


1591. .1680, 1703. .1813, 


1827. 


.1985, 1829. .1984 








Seq. No. 


2687 




Seq. ID 


OJ991202 


_13.0118 


,C3 




Gene No. 


5617 




Strand 










Start 


20899 




End 


21386 







2768 




Name 


OJ991202 13. 


0118 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1597 








End 


2015 




GI 


none 








Score 


84 




Exons 


1597. .1686, 


1682 


. .1798, 


1827. 


.2015 






Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118, 


.C3 


f!ono KFo 

UC11C IM\J . 










Strand 






Start 


20899 








End 


21386 




Name 


OJ991202 13. 


0118 


.C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1687 








End 


2008 




GI 


none 








Score 


80 




Exons 


1687. .1794, 


1700 


. .1789, 


1826. 


.2008, 1827.. 2006 




Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118, 


,C3 


Gene No. 


5617 








Strand 






Start 


20899 








End 


21386 




Name 


OJ991202 13. 


0118 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2610 








End 


3100 




GI 


5509260 








Score 


122 




Exons 


2610. .2810, 


2906 


. .3100, 


2918. 


.3073, 2923.. 3087 




GI Descrip. 


- 














Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118, 


.C3 


uClIC IW • 


Jul 1 








Strand 






Start 


20899 








End 


21386 




Name 


OJ991202 1'3. 


0118 


.C3 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2778 








End 


3109 




GI 


none 








Score 


34 




Exons 


2778. .2810, 


2809 


. .2895, 


2906. 


.3109, 2923.. 2988 




Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118, 


.C3 


OCiiC IN \J . 


5617 








Strand 






Start 


20899 








End 


21386 




Name 


OJ991202 13. 


0118 


.C3.o2. 


tm 


Method 


TBLASTX :Maize 




Start 


2897 








End 


3343 




GI 


none 








Score 


353 




Exons 


2897. .3343, 


2920 


. .3135, 


3250. 


.3297 






Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118, 


.C3 




S617 








Strand 






Start 


20899 








End 


21386 




Name 


OJ991202 13. 


0118 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3278 








End 


3718 




GI 


none 








Score 


102 




Exons 


3278. .3388, 


3397 


. .3600, 


3398. 


.3718, 3407.. 3658, 3631. .3717 


Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118. 


,C3 




*J U X f 








Strand 






Start 


20899 








End 


21386 




Name 


OJ991202 13. 


0118 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3470 








End 


4078 




GI 


none 








Score 


297 




Exons 


3470. .3877, 


3565 


. .3819, 


3902. 


.4078 






Seq. No. 


2687 








Seq. ID 


OJ991202_13.0118 ( 


,C3 


Gene No. 


5617 








Strand 






Start 


20899 








End 


21386 





2769 



Name 

Start 

GI 

Exons 



OJ991202_13 . 0118 . C3 . ol . ts Method TBLASTX : Soybean 
3482 End 4159 

none Score 518 

3482. .4105, 3484.-3636, 3676. .3873, 3901. .4077, 4130. .4159 



Seq. No. 


2687 


Seq. ID 


OJ991202_13.0118 


-C3 


Gene No. 


5617 


Strand 






Start 


20899 


End 


21386 




Name 


OJ991202 13.0118.C3.o3.np 


Method 


AAT/NAP 




Start 


20899 


End 


21377 




GI 


4680183 


Score 


257 




Exons 


20899.. 21377 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


2687 


Seq. ID 


OJ991202_13.0118 


.C3 


Gene No. 


5617 


Strand 






Start 


20899 


End 


21386 




Name 


OJ991202_13 . 0118 . C3 . o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21009 


End 


21386 




GI 


none 


Score 


190 




Exons 


21009. .21386 








Seq. No. 


2687 


Seq. ID 


OJ991202_13.0118 


.C3 


Gene No. 


5618 


Strand 






Start 


-27168 


End 


28907 




Name 


OJ991202 13.0118. C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


27168 


End 


28907 




GI 


none 


Score 


292 




Exons 


27168. .27203, 271 69 .. 27207 , 


27214. .27522, 27294 .. 27521 , 





27301. .27525, 2834 9 .. 28525, 28351 .. 28509, 28787 .. 28906, 
28815. .28907, 28818. .28907 



Seq. No. 2688 Seq. ID 

Gene No. 5619 Strand 

Start 1699 End 

Name OJ991202_13 . 0118 . C4 . ol . tm Method 

Start 1678 * End 

GI none Score 

Exons 1678.. 1875, 1688.. 1864, 1798.. 1872 



OJ991202_13.0118.C4 
1875 

TBLASTX: Maize 

1875 

168 



Seq. No. 2688 Seq. ID 

Gene No. 5619 Strand 

Start 1699 End 

Name OJ991202JL3 . 0118 . C4 . ol . gs Method 

Start 1699 End 

GI none Score 

Exons 1699.. 1860 



OJ991202_13.0118.C4 

1875 
GENSCAN 
1860 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2689 
5620 
246 

OJ991112_13.0110.Cl.ol.np 
246 

6907088 

246. .383, 560. .797, 1293. .1691 

(AP001129)* hypothetical protein [Oryza sativa] 



Seq. ID OJ991112_13.0110.C1 

Strand + 

End 2083 

Method AAT/NAP 

End 1691 

Score 931 



2770 






Seq. No. 


2689 




Seq. ID 


OJ991112_ 


13. 


0110 


.CI 




Gene No. 


5620 




Strand 


+ 










Start 


246 




End 


2083 










Name 


OJ991112_13.0110.Cl.ol.gs 




Method 


GENSCAN 










Start 


1475 




End 


2083 










GI 


none 




Score 


. 98 










Exons 


1475. .2083 
















Seq. No. 


2690 




Seq. ID 


OJ991112_ 


13. 


0110 


.C2 




Gene No. 


5621 




Strand 


+ 










Start 


3724 




End 


3802 










Name 


OJ991112 13.0110.C2.o2.np 




Method 


AAT/NAP 










Start 


3724 




End 


3802 










GI 


6630699 




Score 


72 










Exons 


3724. .3802 
















GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 












gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical 


protein 






[Oryza sativa] 
















Seq. No. 


2690 




Seq. ID 


OJ991112_ 


13. 


0110 


.C2 




Gene No. 


5622 




Strand 


+ 










Start 


8102 




End 


10200 










Name 


OJ991112 13.0110.C2.o4.np 




Method 


AAT/NAP 










Start 


7650 




End 


9468 








. =j 


GI 


6907086 




Score 


1214 










Exons 


7650. .8423, 8483. .8718, 8955. 


.9005, 9056. .9209, 


9247. .9468 


rn 

ry 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


2690 




Seq. ID 


OJ991112_ 


13. 


0110 


.C2 




Gene No. 


5622 




Strand 


+ 








i.y 


Start 


8102 




End 


10200 








!.1 
':s? 


Name 


OJ991112 13.0110.C2.o3.gs 




Method 


GENSCAN 








i ! ! ! 

! y 


Start 


8102 




End 


8389 










GI 


none 




Score 


.99 








□ 


Exons 


8102. .8389 














' -J 


Seq. No. 


2690 




Seq. ID 


OJ991112_ 


13. 


0110 


,C2 


jie: 


Gene No* . 


5622 




Strand 


+ 








': s=r 


Start * 


8102 




End 


10200 








£3 


Name 


OJ991112 13.0110.C2.o4.gs 




Method 


GENSCAN 








! 5 _i 


Start 


8992 




End 


10200 










GI 


none 




Score 


. 62 










Exons 


8992.. 9081, 9556.. 9638, 10107 


. .10200 












Seq. No. 


2690 




Seq. ID 


OJ991112_ 


13. 


0110 


.C2 




Gene No. 


5623 




Strand 


+ 










Start 


10579 




End 


11011 










Name 


OJ991112 13.0110.C2.o5.np 




Method 


AAT/NAP 










Start 


10579 




End 


11011 










GI 


4680185 




Score 


502 










Exons 


10579. .11011 
















GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 










Seq. No. 


2690 




Seq. ID 


OJ991112_ 


13. 


0110 


.C2 




Gene No. 


5624 




Strand 












Start 


762 




End 


3664 "... 










Name 


OJ991112 13.0110.C2.ol.gs 




Method 


GENSCAN' 









2771 



Start 
GI 

Exons 



762 End 3649 

none Score . 54 

762. .909, 1379. .1516, 1569.. 1738, 2099.. 2183, 2344.. 2438, 

2940.. 3089, 3488.-3649 



Seq. No. 2690 

Gene No. 5624 

Start 762 

Name OJ991112_13 . 0110 . C2 . ol . np 

Start 792 

GI 5922620 

Exons 792.. 922, 2283.. 2719, 3481 
GI Descrip. 



OJ991112 13. 0110. C2 



Seq. ID _ 
Strand 

End 3664 
Method AAT/NAP 
End 3664 
Score 64 9 
3664 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


2690 


Seq. ID 


OJ991112_13.0110. 


C2 




Gene No. 


5625 


Strand 








Start 


3911 


End 


5819 






Name 


OJ991112 13.0110.C2.o2.gs 


Method 


GENSCAN 






Start 


3911 


End 


5664 






GI 


none 


Score 


.4 




rn 


Exons 


3911.. 4052, 4630.. 4662, 5600. 


.5664 






r\t 


Seq. No. 


2690 


Seq. ID 


OJ991112_13.0110. 


C2 




Gene No. 


5625 


Strand 








Start 


3911 


End 


5819 






Name 


OJ991112 13.0110.C2.o3.np 


Method 


AAT/NAP 






Start 


3941 


End 


4074 




■ y 


GI 


5922620 


Score 


158 






Exons 


3941. .4074 










GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 





i=3 
C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi | 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 13. 0110. C2 



2690 
5625 
3911 

OJ9911 12_13 . 01 10 . C2 . ol . gp 
5387 

uC-osflcyp033a04bl 
5387.. 5717, 5792.. 5819 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



5819 
AAT/GAP 
5819 
559 



Seq. No. 2690 Seq. ID OJ991112_13 . 0110 . C2 

Gene No. 5626 Strand 

Start 9580 End 9635 

Name OJ991112_13 . 0110 .C2 . o2 . gp Method AAT/GAP 

Start 9580 End 9635 

GI uC-osflcyp033a04bl Score 79 

Exons 9580. .9635 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 



2772 



m 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


2690 


Seq. ID 


OJ991112 


Gene No. 


5627 


Strand 


- 


Start 


10472 


End 


10908 


Name 


OJ991112 13.0110.C2.o5.gs 


Method 


GENSCAN 


Start 


10472 


End 


10908 


GI 


none 


Score 


.52 


Exons 


10472. .10615, 10708.. 10908 






Seq. No. 


2691 


Seq. ID 


OJ991112 


Gene No. 


5628 


Strand 


+ 


Start 


384 


End 


5282 


Name 


OJ991112 13.0110.C3.ol.np 


Method 


AAT/NAP 


Start 


384 


End 


3333 


GI 


4680186 


Score 


178 


Exons 


384. .460, 1770. .1932, 2514.. 


2647, 3282. 


. .3333 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 


Sea No 


2691 


Seq. ID 


OJ991112 


Gene No. 


5628 


Strand 


+ 


Start 


384 


End 


5282 


Name 


OJ991112 13.0110.C3.ol.gs 


Method 


GENSCAN 


Start 


596 


End 


5282 


GI 


none 


Score 


. 69 


Exons 


596. .633, 1758. .1961, 2390.. 


2508, 2527. 


..2750, 2 




3986. .4118, 4276. .4808, 4931 


. .5282 




Seq. No. 


2691 


Seq. ID 


OJ991112 


Gene No. 


5628 


Strand 


+ 


Start 


384 


End 


5282 


Name 


OJ991112 13.0110.C3.o2.np 


Method 


AAT/NAP 


Start 


3651 


End 


5261 


GI 


6907086 


Score 


562 


Exons 


3651. .4422, 4481. .4713, 4755 


. .4825, 4931. .5261 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2691 


Seq. ID 


OJ991112 


Gene No. 


5629 


Strand 




Start 


2072 


End 


2498 


Name 


OJ991112 13.0110.C3.ol.gp 


Method 


AAT/GAP 


Start 


2072 


End 


2498 


GI 


4878407 


Score 


676 


Exons 


2072. .2498 






GI Descrip. 


6069643/dbj |AP000616.1| AP000616 1.0e-152 Oryza 



DNA, chromosome 6, clone : P0514G12 



Seq. No. 2691 • 

Gene No. 5630 

Start 5518 

Name OJ991112_13 . 0110 ,C3 . o3 .np 

Start 5518 

GI 103076 

Exons 5518.. 5728, 5770.. 5878 

GI Descrip. Bkm-like sex-determining region hypothetical protein CS314 - 
fruit fly (Drosophila melanogaster ) (fragment) 



Seq. ID OJ991112_13.0110.C3 
Strand 

End 5878 

Method AAT/NAP 

End 5878 

Score 124 



2773 



Seq. No. 2691 

Gene No. 5631 

Start 8150 

Name GJ991112_13 . 0110 .C3 . o2 . gs 

Start 8150 

GI none 

Exons 8150.. 8322, 
12013. .12200 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11186. .11258, 11432. .11569, 



OJ991112 13. 0110. C3 



13491 
GENSCAN 
12200 
.4 

11628. . 



11976, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2691 Seq. ID 

5631 Strand 

8150 End 

OJ991112_13.0110.C3.o5.np Method 

11450 End 

5852093 Score 
11450. .11493, 13197.. 13306 
(AL117264) zwhlG.l [Oryza sativa] 



OJ991112_13.0110.C3 

13491 
AAT/NAP 
13306 
52 



OJ991112 13. 0110. C3 



2691 Seq. ID 

5631 Strand 
8150 End 13491 

OJ991112_13.0110.C3.o4.np Method AAT/NAP 

11491 End 13491 

6907106 Score 414 

11491. .11697, 11771. .12113, 13456.. 13491 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 2691 
Gene No. 5631 
Start 8150 

Name OJ991112_13 . 0110 .C3 . ol . tm 

Start 11589 
GI none 

Exons 11589. .11633, 11589 11633, 

11647. .11718, 11711. .11794, 
11735. .11941 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11608. .11712, 
11722. .11745, 



OJ991112 13. 0110. C3 



13491 

TBLASTX: Maize 
11959 
61 

11642. .11716, 
11723. .11959, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2692 
5632 
55 

OJ991112_13.0110.C4.ol.gs 
55 

none 

55. .186, 353. .397 



Seq. ID OJ991112_13.0110:C4 

Strand + 

End 397 

Method GENSCAN 

End 397 

Score .84 



2692 Seq. ID 

5633 " Strand 

4394 End 
OJ991112_13.0110.C4.ol.gp Method 
4394 End 
4878407 Score 
4394. .4567 

6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



OJ991112_13.0110.C4 
+ 

4567 
AAT/GAP 
4567 
315 



Seq. No. 



2692 



Seq. ID OJ991112_13.0110.C4 



2774' 



Gene No. 


5634 


Strand 








Start 


1219 


End 


JJlv 






Name 


OJ991112 13.0110.C4.ol.np 


Method 


AAT/NAP 






Start 


1219 


End 


3310 






GI 


6069653 


Score 


956 






Exons 


1219.. 2233, 2315.. 3074, 3109. 


.3310 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 




oeq. id 


OJ991112_ 


_13. 


.0110. C5 


Ocr lie vi\j ■ 


JOJJ 


otrana 


X 
I 






Start 


280 


End 


553 






Name 


OJ991112 13.0110.C5.ol.gs 


Method 


GENSCAN 






Start 


280 


End 


553 






GI 


none 


Score 


.94 






Exons 


280. .371, 436. .553 










Seq. No. 


2693 


Seq. ID 


OJ991112_ 


13. 


.0110. C5 


Gene No. 


5636 


Strand 


+ 






Start 


2815 


End 


3171 






Name 


OJ991112 13.0110.C5.ol.gp 


Method 


rvrt 1 / on r 






Start 


2815 


End 


3171 






GI 


54401 1.R1084 


Score 


710 






Exons 


2815. .3171 










GI Descrip. 


* 606964 3/dbj | AP000616 . 1 | AP000616 1 . Oe- 


152 Oryza 


sativa genoi 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. 


2693 


Seq. ID 


OJ991112_ 


13, 


.0110. C5 


Gene No. 


* 5637 


Strand 








O Lai L. 


1 


End 


. O *i .7 






Name 


OJ991112 13.0110.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


349 






GI 


4680186 


Score 


156 






Exons 


1..78, 121. .349 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


2693 


Seq. ID 


OJ991112_ 


13, 


.0110. C5 


Gene No. 


5638 


Strand 








Start 


3056 


End 


5925 






Name 


OJ991112 13.0110.C5.o2.np 


Method 


AAT/NAP 






Start 


3056 


End 


5849 






GI 


4539677 


Score 


969 






Exons 


3056.. 3289, 3738.. 4046, 4441. 


.4602, 5060.. 5249, 


5417. .5598, 




5694. .5849 










GI Descrip. 


(AF061282) patatin-like protein [Sorghum bicolor] 




Seq. No. 


2693 


Seq. ID 


OJ991112_ 


13. 


.0110. C5 


Gene No. 


5638 


Strand 








Of- -i -r+- 
O Lai C 


.3056 


End 


5925 






Name 


OJ991112 13.0110.C5.o2.gs 


Method 


GENSCAN 






Start 


3056 


End 


5837 






GI 


none 


Score 


.81 






Exons 


3056. .3289, 3738. .4046, 4441. 


.4602, 5060. .5249, 


5420. .5598, 




5694. .5837 










Seq. No. 


2693 


Seq. ID 


OJ991112_ 


13. 


0110. C5 


Gene No. 


5638 


Strand 








Start 


3056 


End 


5925 







2775 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991112_13 . 0110 . C5 . o2 . gp Method AAT/GAP 
3233 End 5925 

15750_1.R1084 Score 2127 

3233.-3289, 3738. .4046, 4441. .4602, 5060. .5249, 5420. .5598, 
5694. .5925 

•2739381 1.0e-107 (AC002505) putative patatin [Arabidopsis 
thaliana] ' 



2693 
5639 
8765 

OJ991112_13.0110.C5.ol.tm 

3071 

none 

3071.. 3295, 3078.. 3278, 3736. 
3921.. 3968, 3922.. 4023, 4436. 
4493. .4582, 5024. .5242, 5061. 
5417.. 5632, 5419.. 5598, 5421. 
5686.-5796 



Seq. ID OJ991112_13.0110.C5 
Strand 

End 10305 
Method TBLASTX : Mai ze 
End 5796 
Score 117 

.3885, 3738. .3911, 3742. .3882, 
.4474, 4441. .4500, 4489. .4617, 
.5210, 5072. .5245, 5416. .5601, 
.5600, 5685.. 5783, 5685.. 5783, 



Seq. No. 2693 

Gene No. 5639 

Start 8765 ■ 

Name OJ991112_13 . 0110 . C5 . ol . tc 

Start 3074 

GI none 
Exons 



Seq. ID OJ991112_13.0110.C5 
Strand 

End 10305 

Method TBLASTX : Cress 

End 5780 

Score 65 



3074. .3286, 3090. .3296, 3741. .3923, 3921. .3998, 4405. .4617, 
4442. .4570, 5025. .5057, 5057. .5242, 5069. .5200, 5422. .5598, 
5426. .5596, 5437. .5601, 5685. .5774, 5685. .5780, 5698. .5778 



Seq. No. 2693 

Gene No. 5639 

Start 8765 

Name OJ991112_13 . 0110 . C5 .ol . ts 

Start 5414 

GI none 
Exons 



Seq. ID OJ991112_13.0110.C5 
Strand 

End 10305 

Method TBLASTX: Soybean 

End 5780 

Score 176 



5414. .5632, 5422. .5598, 5685.. 5780, 5698.-5778 



Seq. No. 2693 
Gene No. 5639 
Start 8765 

Name OJ991112_13 . 0110 . C5 . o3 . gp 

Start ■ 8121 

GI LIB3477-003-P1-K1-E9 
Exons 8121.. 8218 

GI Descrip.' ' 24 98586/sp | Q40638 | MP01J3RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ991112_13.0110.C5 
Strand 

End 10305 

Method AAT/GAP 

End 8218 

Score 125 



Seq. No. 2693 

Gene No. 5639 

Start 8765 

Name OJ991112_13 . 0110 . C5 . o3 . gs 

Start 8765 

GI none 

Exons 8765.. 8992, 9817.. 10305 



Seq. ID OJ991112_13.0110.C5 
Strand 

End 10305 

Method GEN SCAN 

End 10305 

Score . 62 



2776 



Seq. No. 


2693 


Seq. ID 


OJ991112 


13. 0110. C5 


Gene No. 


5639 


Strand 






Start 


8765 


End 


10305 




Name 


OJ991112. 13.0110.C5.o4.gp 


Method 


AAT/GAP 




Start 


9106 


End 


9246 




GI 


LIB3477-003-P1-K1-A5 


Score 


282 




Exons 


9106.. 9246 








GI Descrip. 


•6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza 


sativa qeno 




DNA, chromosome 6, clone : P05-14G12 1 






Seq. No. 




Seq. ID 


OJ991112 


13. 0110. C6 


Gene No . 


S640 


Strand 


+ 




Start 


3809 


End 


7023 




Name 


OJ991112 13.0110.C6.o2.np 


Method 


AAT/NAP 




Start 


3809 


End 


7023 




GI 


6063557 


Score 


124 




Exons 


3809.. 3906, 4121.. 4800, 4910. 


.5242, 5823.-5942, 


6538. . 6649, 




6823. .7023 








GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 


Seq. No. 


2694 


Seq. ID 


OJ991112_ 


13. 0110. C6 


Gene No . 


5640 


Strand 


+ 




Start 


3809 


End 


7023 




Name 


OJ991112 13.0110.C6.ol.np 


Method 


AAT/NAP 




Start 


4003 


End 


6196 




GI 


6691467 


Score 


551 




Exons 


4003. .4984, 6157. .6196 








GI Descrip. 


(AB030708) AHMP1 [Triticum aestivum] 






Seq. No. 


2694 


Seq. ID 


OJ991112_ 


13. 0110. C6 


Gene No. 


5641 


Strand 






Start 


7021 


End 


12591 




Name 


OJ991112 13.0110.C6.o2.gs 


Method 


GENSCAN 




Start 


7021 


End 


12171 




GI 


none 


Score 


. 64 




Exons 


7021.. 7023, 7185.. 7333, 8669. 


.8828, 9145. .9230, 


9316. . 9358, 




10344. .10400, 10484. .10541, 11456 .. 12171 




Seq. No. 


2694 


Seq. ID 


OJ991112_ 


13. 0110. C6 


Gene No. 


5641 


Strand 


+ 




Start 


7021 


End 


12591 




Name 


OJ991112 13.0110.C6.ol.gp 


Method 


AAT/GAP 




Start 


8308 


End 


9233 




GI 


2312641 


Score 


615 




Exons 


8308.. 8428, 8669.. 8828, 9145. 


.9233 






Seq. No. 


2694 


Seq. ID 


OJ991112_ 


13. 0110. C6 


Gene No. 


5641 


Strand 


+ 




Start 


7021 


End 


12591 




Name 


OJ991112 13.0110.C6.o2.gp 


Method 


AAT/GAP 




Start 


11661 


End 


12591 




GI 


none 


Score 


1586 




Exons 


11661. .12304, 12388. .12591 








Seq. No. 


2694 


Seq. ID 


' OJ991112_ 


13. 0110. C6 


Gene No. 


5642 


Strand 


+ 




Start 


19071 


End 


19493 





■ V- 2777 



Name OJ991112_13 . 0110 .C6.o3 . gp Method AAT/GAP 

Start 19027 End 19493 

GI 59186_1.R1084 Score 691 

Exons 19027. .19220, 19315.. 19493 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 


2694 


Seq. ID 


OJ991112_13.0110 


.C6 


Gene No. 


5642 


Strand 


+ 




Start 


19071 


End 


19493 




Name 


OJ991112 13 0110 C6 o5 as 


Method 


GENSCAN 




Start 


19071 


End 


19475 




GI 


none 


Score 


.76 




Exons 


19071. .19220, 19315.. 19475 








Seq. No. 


2694 


Seq. ID 


OJ991112_13.0110 


.C6 


Gene No. 


5642 


Strand . 


+ 




Start 


19071 


End 


19493 




Name 


O.TQQ1 1 1 9 1 ^ mid Pfi nn 


Method 


AAT/NAP 




Start 


19121 


End 


19493 




GI 


3402704 


Score 


87 




Exons 


19121. .19220, 19315.. 19493 








GI Descrip. 


(AC004261) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


2694 


Seq. ID 


OJ991112_13.0110 


.C6 


Gene No. 


5643 


Strand 






OLai L 


J. O £. J 3 


End 


16526 




Name 


OJ991112 13.0110.C6.o3.gs 


Method 


GENSCAN 




Start 


13233 


End 


16526 




GI 


none 


Score 


.68 




Exons 


13233. .13344, 14263 14286, 


14816. .14983, 16402. .16526 




Seq. No. 


2694 


Seq. ID 


OJ991112_13.0110 


.C6 


Gene No. 


5644 


Strand 






Start 


17405 


End 


17596 




Name 


OJ991112 13.0110.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


4132 


End 


4428 




GI 


none 


Score 


307 




Exons 


4132. .4428, 4197. .4403 








Seq. No. 


2694 


Seq. ID 


OJ991112_13.0110 


.C6 


Gene No. 


5644 


Strand 






Start 


17405 


End 


17596 




Name 


OJ991112 13.0110.C6.o4 .gs 


Method 


GENSCAN 




Start 


17405 


End 


17596 




GI 


none 


Score 


.65 




Exons 


17405. .17596 









Seq. No. 2695 

Gene No. 5645 

Start 2310 

Name OJ991112_13 . 0110 . C7 . ol . gp 

Start 2310 

GI none 

Exons 2310.. 2856 



Seq. ID OJ991112_13.0110.C7 

Strand + 

End 2856 

Method AAT/GAP 

End 2856 

Score 1065 



Seq. No. 



2695 



Seq. ID OJ991112_13.0110.C7 



2778 





Gene No. 


5646 






Strand 






Start 


2509 






End 


11801 




Name 


OJ991112 13 


.0110.C7.o2. 


gs 


Method ■ 


GENSCAN 






2509 






End 


11801 




GI 


none 






Score 


.46 




Exons 


2509. .2852, 


3053. .3142, 


4100 


..4154, 444 


15. .4550, 4775. .4890, 






4982. .5023, 


5524. .5931, 


6390 


..6440, 6S64..6698, 6805. .6898, 






7076. .7172, 


7862. .8020, 


8602 


..8862, 10242. .10470, 10665 .. 10838 , 






11616. .11683, 11786.. 11801 








Seq. No. 








Seq. ID 


OJ991112_13.0110.C7 




bene lno . 


5646 






Strand 






Start 


2509 






End 


11801 




Name 


n TQQ1 1 1 0 IT 


.0110.C7.o2. 


gp 


Method 


AAT/GAP 




Start 


T"7 ^"7 
J / D / 






End 


4350 




GI 


none 






Score 


820 




Exons 


07C7 T7Q9 


3923. .4350 










Seq. No. 








Seq. ID 


OJ991112_13.0110.C7 




Gene No. 


5646 






Strand 






Start 


2509 






End 


11801 




Name 


n TQQ1 1 1 9 IT 


.0110.C7.ol. 


np 


Method 


AAT/NAP 




Start 


-3QQQ 






End 


5658 




GI 


fl fl 0 /1J.J 






Score 


513 




Exons 


3999. .4154, 


4286. .4339, 


4445 


..4550, 4775. .4881, 4970. .5018, 






5519. ,5658 












GI Descrip. 


(AL035538) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


2695 






Seq. ID 


OJ991112_13.0110.C7 


1 i i 


uene iNo . 


5646 






Strand 






Start 


2509 






End 


11801 




Name 


OJ991112 13 


.0110.C7.o3. 


gp 


Method 


AAT/GAP 


! S? 


Start 


6044 






End 


8916 


,1 GL 


GI 


none 






Score 


1796 




Exons 


6044. .6440, 


6564. .6650, 


6805 


..6869, 7862. .7943, 8602. .8916 


;: si 


Seq. No. 


2695 






Seq. ID 


OJ991112_13.0110.C7 


i. 1 


Gene No. 


5647 






* Strand 




• ST 


Start 


12903 






End ■ 


20247 




Name 


OJ991112 13'.0110.C7.o2. 


tm 


Method 


TBLASTX: Maize 


P 


OLalU 


6211 






' End 


8719 




GI 


none 






Score 


36 




Exons 


6211. .6240, 


6214. .6240, 


6215 


..6241, 6335. .6439, 6336. .6440, 






6336. .6446, 


6361. .6447, 


6556 


..6648, 6790. .6894, 6806. .6898, 






7856. .7945, 


7858. .7944, 


7860 


..7946, 8600. .8698, 8602. .8718, 






8606. .8719 












Seq. No. 


2695 






Seq. ID 


OJ991112_13.0110.C7 




Gene No. 


5647 






Strand 






o tare 


12903 






End 


20247 




Name 


OJ991112 13 


.0110.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6790 






End 


8719 




GI 


none 






Score 


91 




Exons 


6790. .6894, 


6800. . 6898, 


• 7858 


..7944, 7860. .7946, 7862. .7945, 






8602. .8718, 


8606. .8719 










Seq. No. 


2695 






Seq. ID 


OJ991112_13.0110.C7 



2779 






Gene No. 


5647 


Strand 










1 9Qn^ 


End 


20247 






Name 


OJ991112 13.0110.C7.o3.gs 


Method 


GENSCAN 






Start 


12903 


End 


18204 






GI 


none 


Score 


.43 






Exons 


12903. .13049, 13897 14326, 


14424. .14580, 14 947 .. 15179, 








16354. .16647, 16812 .. 17341, 


17408. .17473, 17938.. 18204 






Seq. No. 


2695 


Seq. ID 


OJ991112_13.0110. 


C7 




Gene No. 


5647 


Strand 








Q+- a >-4- 




End 


20247 






Name 


OJ991112 13.0110.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


14458 


End 


14741 






GI 


none 


Score 


49 






Exons 


14458. .14511, 14459. .14497, 


14509. .14589, 14509 .. 1458 6, 








14584. .14739, 14592. .14741 










Seq. No. 


2695 


Seq. ID 


OJ991112_13.0110. 


C7 




Gene No. 


5647 


Strand 








Start 


12903 


End 


20247 






Name 


OJ991112 13.0110.C7.o2.np 


Method 


AAT/NAP 






OLdi L 


14483 


End 


20247 






GI 


4836899 


Score 


329 




• as J 


Exons 


14483. .14631, 16553 .. 17141, 


20195. .20247 






GI Descrip. 


(AC007369) Unknown protein 


[Arabidopsis thaliana] 




'is? 




gi| 6319180 | gb | AAF07197 . 1 | AF194974 1 (AF194974) ESCAROLA 




!-■- 

! y 




[Arabidopsis thaliana] 








r i 


Seq. No. 


2696 


Seq. ID 


OJ991112_13.0110. 


C8 






5648 


Strand 


+ 






Start 


1 


End 


287 






Name 


OJ991112 13.0110.C8.ol.gp 


Method 


AAT/GAP 




flJ 


Start 


1 


End 


287 






GI 


none 


Score 


524 






Exons 


1. .287 










Seq. No. 


2696 


Seq. ID 


OJ991112_13.0110. 


C8 


js sir 


bene ino. 


5649 


Strand 








Start 


163 


End 


1742 




i s J 


Name 


OJ991112 13.0110.C8.ol.gs 


Method 


GENSCAN 






Start 


163 


End 


1742 






GI 


none 


Score 


.81 






Exons 


163. .716, 894..9S5, 1227. .1442, 1617.. 


1742 






Seq. No. 


2696 


Seq. ID 


OJ991112_13.0110. 


C8 




bene ino. 


5649 


Strand 








Start 


163 


End 


1742 






Name 


OJ991112 13.0110.C8.o2.gp 


Method 


AAT/GAP 






Start 


398 


End 


716 






GI 


none 


Score 


566 






Exons 


398. .716 










Seq. No. 


2696 


Seq. ID 


OJ991112_13.0110. 


C8 




Gene No. 


5649 


Strand 








Start 


163 


End 


1742 






Name 


OJ991112 13.0110.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


539 


End " 


1704 





2780 



GI 

Exons 



none Score 47 

539. .598, 608. .718, 624. .668, 681. .725, 891. .959, 893.-982, 
893. .958, 1222. .1443, 1224. .1445, 1226. .1444, 1617. .1703, 
1617. .1703, 1618. .1704, 1618. .1704 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



2696 
5649 
163 

OJ991112_13.0110.C8.ol.ts 

620 

none 



Seq. ID OJ991112_13.0110.C8 
Strand 

End 1742 

Method TBLASTX : Soybean 

End . 1664 

Score 110 



620. .718, 1224. .1358, 1225. .1359, 1359. .1445, 1387. .1443, 
1617. .1664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2696 
5649 
163 

OJ991112_13.0110.C8.ol.np 
894 

3281861 



Seq. ID OJ991112_13.0110.C8 
Strand 

End . 1742 

Method AAT/NAP 

End * : 1704 

Score 268 



894. .955, 1227. .1442, 1617. .1704 

(AL031004) putative protein [Arabidopsis thaliana] 



! i 



fy 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2697 

5650' 

5776 

OJ991112_13.0110.C9.o2.gs 

5776 

none 



Seq. ID OJ991112_13.0110.C9 

Strand + 

End 10111 

Method GEN SCAN 

End 10111 

Score . 64 



5776. .5902, 7173. .7246, 7252. .7348, 8683. .9093, 9442. .9464, 
9866. .10111 



2697 
5651 
1 

OJ991112_13.0110.C9.ol.np 
1 

4220534 



Seq. ID OJ991112_13.0110.C9 
Strand 

End 5925 

Method AAT/NAP 

End 1809 

Score 431 



1..20, 300. .452, 568. .688, 1144. .1306, 1393. .1478, 1723. .1809 
(AL035356) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2697 
5651 
1 

OJ991112_13.0110.C9.o2.np 
1 

4220534 



Seq. ID OJ991112_13.0110.C9 
Strand 

End 5925 

Method AAT/NAP 

End 5925 

Score 439 



1..20, 300. .452, 568.-688, 1144. .1306, 1393. .1478, 1723. .1799, 
5866.-5925 

(AL035356) putative protein [Arabidopsis thaliana] 



Seq. No. 2697 

Gene No. 5651 

Start 1 

Name OJ991112_13 . 0110 .C9 . ol . gs 

Start 295 

GI none 



Seq. ID OJ991112_13.0110.C9 
Strand 

End 5925 

Method GENSCAN 

End 4756 

Score .8 



2781 




Exons 


295. .452, 568. .688, 1144. .1306, 1393.. 


1478, 1723.. 1805, 




1879. .2740, 4329. . 4756 






Seq. No. 


2697 


Seq. ID 


OJ991112_13.0110.C9 


Gene No. 


5652 


Strand 




Start 


10391 


End 


12296 


Name 


OJ991112 13.0110.C9.ol. ts 


Method 


TBLASTX: Soybean 


Start 


289 


End 


1444 


GI 


none 


Score 


83 


Exons 


289. .453, 294..4S2, 565. .690, 


572. .694 


, 1091. .1297, 1143.. 




1144. .1293, 1391. .1444 






Seq. No. 


2697 


Seq. ID 


OJ991112_13.0110.C9 


Gene No. 


5652 


Strand 




Start 


10391 


End 


12296 


Name 


OJ991112 13.0110.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


294 


End 


1910 


GI 


none 


Score 


122 


Exons 


294. .434, 297. .452, 299.-448, 


305. .454 


, 307. .453, 565. .690 




565. .690, 569.-694, 569. .691, 


1096. .1305, 1143. .1304, 




1372.. 1482, 1388.. 1489, 1392. 


.1490, 1723. .1806, 1725. .1805 




1726. .1809, 1882. .1908, 1884. 


.1910, 1885. .1908 


Seq. No. 


2697 


■Seq. ID 


OJ991112_13.0110.C9 


Gene No. 


5652 


'Strand 




Start 


10391 


End 


12296 


Name ! 


OJ991112 13.0110.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


1941 


End 


2181 


GI 


none 


Score 


62 


Exons 


1941.. 2030, 1942. .2031, 1943. 


.2032, 2012. .2179, 2017. .2181 




2029. .2181 






Seq. No. 


2697 


Seq. ID 


OJ991112_13.0110.C9 


Gene No . 


5652 


Strand 




Start 


10391 


End 


12296 


Name 


OJ991112 13.0110.C9.o3.gs 


Method 


GEN SCAN 


Start 


10391 


End 


12296 


GI 


none 


Score 


.54 


Exons 


10391. .10556, 10717. .10777, 12239.. 12296 


Seq. No. 


2698 


Seq. ID 


OJ991022_14.0119.C1 


Gene No. 


5653 


Strand 


+ 


Start 


3589 


End 


4914 


Name 


OJ991022 14 .0119.Cl.o2.np 


Method 


AAT/NAP 


Start 


3524 


End 


4911 


GI 


3548810 


Score 


796 


Exons 


3524. .4911 






GI Descrip. 


(AC005313) putative chloroplast nucleoid DNA binding prote: 




[Arabidopsis thaliana] 






Seq. No. 


2698 


Seq. ID 


OJ991022_14.0119.C1 


Gene No. 


5653 


Strand 


+ 


Start 


3589 


End 


4914 


Name 


OJ991022 14 .0119.Cl.o2.gs 


Method 


GEN SCAN 


Start 


3589 


End 


4914 


GI 


none 


Score 


-.96 


Exons 


3589. .4914 







2782 





Seq. No. 


2698 


Seq. ID 


OJ991022_14.0119.C1 




Gene No. 


5654 


Strand 


+ 




Start • 


10193 


End 


12551 




Name 


OJ991022 14.0119.Cl.o3.np 


Method 


AAT/NAP 




Start 


10193 


End 


12551 




GI 


4803959 


Score 


194 




Exons 


10193. .10218, 11403.. 12551 








GI Descrip. 


(AC006202) putative chloroplast nucleoid DNA binding prote. 






[Arabidopsis thaliana] 








O C • IN \J * 




oeq . ±u 


O.TQQ1 099 Id 01 1 Q PI 




Gene No. 


5654 


Strand 


+ _ 




Start 


10193 


End 


12551 




Name 


OJ991022 14.0119.Cl.o4.gs 


Method 


GENSCAN 




Start 


11181 


End 


12548 




GI 


none 


Score 


.72 




Exons 


11181. .12548 










2698 


Seq. ID 


OJ991022_14 .0119. CI 




Gene No. 


OOjj 


Strand 






Start 


870 


End 


1544 




Name 


OJ991022 14.0119-Cl.ol.gs 


Method 


GENSCAN 


!- _i 


Start 


870 


End 


1544 


W 


GI 


none 


Score 


.55 


\j \ i 


Exons 


870. .1544 








Seq. No. 


2698 


Seq. ID 


OJ991022_14.0119.C1 






D DjD 


Strand 






Start 


5471 


End 


10554 


i. 1 


Name 


OJ991022 14.0119.Cl.o3.gs 


Method 


GENSCAN 


rU 


Start 


5471 


End 


10554 




GI 


none 


Score 


.59 


!"1 


Exons 


5471.. 5770, 5778.. 6153, 6290 


..6508, 6522. .6715, 8292. .8396 


*s=r 




8941. .9152, 10458. .10554 






L -3. 


Seer No 


2698 


Seq. ID 


OJ991022_14.0119.C1 




Gene No.' 


5657 


Strand 




I s 3 


Start 


13871 


End 


17306 




Name 


OJ991022 14.0119.Cl.o5.gs 


Method 


GENSCAN 


'■: off 


Start 


13871 


End 


17306 




GI 


none 


Score 


.71 




Exons 


13871. .14004, 16108. .16200, 


17109. .17211, 17289. .17306 




Seq. No. 


2698 


Seq. ID 


OJ991022_14.0119.C1 




Gene No. 


5658 


Strand 






Start 


18200 


End 


19254 




Name 


OJ991022 14 .0119.Cl.ol.ts 


Method 


■ TBLASTX: Soybean 




Start 


3861 


End 


12239 




GI 


none 


Score 


126 




Exons 


3861. .3947, 3862. .3948, 3954 


..4031, 3955. .4062, 4092. .4169 



4093. .4170, 4230. .4361, 4231. .4383, 4437. .4565, 4459. .4566, 
4689. .4901, 4690. .4917, 5648. .5872, 5904. .5969, 6039. .6149, 
6361. .6417, 6491. .6562, 6596. .6637, 6647. .6697, 11421 .. 11573, 
11438. .11572, 11571. .11660, 11805 .. 11900, 1 1807 .. 11899, 
11897. .12004, 11916. .12005, 12126. .12239 



2783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2698 
5658 
18200 

OJ991022_14.0119.Cl.ol.tc 

3862 

none 



Seq. ID OJ991022_14.0119.C1 
Strand 

End 19254 

Method TBLASTX : Cress 

End 12536 

Score 82 



3862. .3951, 3955. .4062, 4096. .4362, 4113.. 4325, 4462. .4566, 
4801. .4902, 5997. .6146, 11439 .. 11573, 117 90 .. 11900, 
12297. .12380, 12447.. 12536 



2698 
5658 
18200 

OJ991022_14.0119.Cl.ol.tm 

3880 

none 



Seq. ID OJ991022_14.0119.C1 
Strand 

End 19254 

Method TBLASTX : Mai ze 

End 11900 

Score 71 



3880. .3948, 3955. .4062, 4075. .4368, 4113.. 4367, 114 69 .. 11573, 
11721. .11771, 11781. .11900 



2698 
5658 
18200 

OJ991022_14.0119.Cl.o6.gs j 

18200 

none 

18200. .18772, 19183. .19254 



Seq. ID OJ991022_14.0119.C1 
Strand 

End 19254 

Method GEN SCAN 

End 19254 

Score ' .87 



Seq. No. 2699 

Gene No. 5659 

Start 33 

Name OJ991022_14 . 0119 .C2 .ol . gs 

Start 33 

GI none 

Exons 33.. 149, 1131.. 1133 



Seq. ID OJ991022_14 .0119.C2 
Strand 

End 1133 

Method GEN SCAN 

End 1133 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



2700 
5660 
7396 

OJ991022_14 .0119.C3.o3.np 
7396 
6539570 

7396. .7611, 7819. .7877, 7947. .7981 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ991022_14.0119.C3 
Strand + 

7981 
AAT/NAP 
7981 
139 



End . 
Method 
End 
Score 



Seq. ID OJ991022_14.0119.C3 
Strand 

End 399 

Method AAT/NAP 

End 399 

Score 60 



2700 
5661 
1- 

OJ991022_14.0119.C3.ol.np 

l' 

5441894 
1. .146,. 309. .399 

(AP000367) EST AU030111 (E50640 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



2700 
5662 
2338 



Seq. ID OJ991022_14 .0119.C3 
Strand 

End 6103 



2784 



Name 

Start 

GI 

Exons 



OJ991022_14 . 0119 . C3 . ol . tw Method TBLASTX : Wheat 

306 End 672 

none Score 65 

306. .398, 307. .372, 496.-534, 543. .665, 543. .671, 544. .672 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



2700 
5662 
2338 

OJ991022_14 . 0119 . C3 . o2 . np 

2338 

2253582 



Seq. ID OJ991022_14.0119.C3 
Strand 

End 6103 

Method AAT/NAP 

End 4828 

Score 281 



2338. .2372, 4131. .4221, 4322. .4583, 4710. .4828 

(U78721) putative homeodomain transcription factor [Arabidopsis 
thaliana] 



m 



! 3 T 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



2700 
5662 
2338 

OJ991022JL4.0119.C3.o2.gs 

3795 

none 



Seq. ID OJ991022_14.0119.C3 
Strand 

End 6103 

Method GEN SCAN 

End 6103 

Score . 5 



3795. .4067, 4111. .4583, 4713. .4888, 5459. .5642, 5729.-5954, 
5999. .6103 



2700 
5662 
2338 

OJ991022_14.0119.C3.ol.ts 

4372 

none 



Seq. ID OJ991022_14.0119.C3 
• Strand 

End 6103 

Method TBLASTX : Soybean 

End 4 575 

Score 72 



4372. .4575, 4394. .4438, 4402. .4518 



2701 
5663 
1 

OJ991022_14.0119.C4.ol.np 

1 

3548810 
1.1875 

(AC005313) putative chloroplast nucleoid DNA binding protein 
[Arabidopsis thaliana] 



Seq. ID OJ991022_14.0119.C4 

Strand + 

End 878 

Method AAT/NAP 

End 875 

Score 279 



Seq. No. 


2701 










Seq. ID 


OJ991022 


Gene No. 


5663 










Strand 


+ 


Start 


1 










End 


878 


Name 


OJ991022 14 


.0119. 


.C4. 


.ol. 


,gs 


Method 


GENSCAN 


Start 


39 










End 


878 


GI 


none 










Score 


.95 


Exons 


39. .878 














Seq. No. 


2702 










Seq. ID 


OJ991022 


Gene No. 


5664 










Strand • 




Start 


995 










End 


2348 


Name 


OJ991022 14 


.0119, 


,C5, 


.ol. 


.np 


Method 


AAT/NAP 


Start 


995 










End 


2348 


GI 


6539553 










Score 


2282 


Exons 


995. .2348 















2785 




GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


2702 








Seq. ID 


OJ991022_14.0119. 


C5 




Gene No. 


5664 








Strand 








Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 








J. A. -J J. 








End 


1607 






GI 


none 








Score 


347 






Exons 


1131. .1517, 


1169. 


.1516, 


1210. 


.1518, 1532.. 1606, 1536.. 1607 




Seq. No. 


2702 








Seq. ID 


OJ991022_14.0119. 


ps 




Gene No. 


5664 








Strand 








Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 






O Ldl L 










End 


1600 






GI 


none 








Score 


83 






Exons 


1259. .1468, 


1338. 


.1463, 


1487. 


.1600, 1494. .1574 






Seq. No. 


2702 








Seq. ID 


OJ991022_14.0119. 


PS 




Gene No. 


5664 








Strand 






: ! Sf 


Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




I'fl 




iiOJ 








End 


1802 . 




f\\ 


GI 


none 








Score 


206 




i i 


Exons 


1463. .1801, 


1464. 


.1802 










;« 


Seq. No. 


2702 








Seq. ID 


OJ991022_14.0119. 


ps 


feel 


Gene No. 


5664 








Strand 






: y 


Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 






O Ldl L. 


1 61 ? 








End 


1958 




* -i 


GI 


none 








Score 


124 




- =5 


Exons 


1613. .1957, 


1758. 


.1958 












Seq. No. 


2702 








Seq. ID 


OJ991022_14.0119. 


PS 


; -J 


Gene No. 


5664 








Strand 








Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 






O Lai L. 


1 ft 1 1 








End 


2341 






GI 


none 








Score 


48 






Exons 


1811. .2017, 


1821. 


.1943, 


2012. 


.2341, 2036.. 2209 






Seq. No. 


2702 








Seq. ID 


OJ991022_14 .0119. 


C5 




Gene No. 


5664 








Strand 








Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1892 








End 


2342 






GI 


none 








Score 


55 






Exons 


1892. .2338, 


1995. 


.2105, 


2039. 


.2221, 2175. .2342 






Seq. No. 


2702 








Seq. ID 


OJ991022_14.0119. 


C5 




Gene No. 


5664 








Strand 








Start 


995 








End 


2348 






Name 


OJ991022 14 


.0119. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 





2786 



Start 1976 

GI none 

Exons 1976.. 2320, 1982.. 2215 

Seq. No. 2702 

Gene No. 5664 

Start 995 

Name OJ991022_14 . 0119 . C5 . ol . tc 

Start 2138 

GI none 

Exons 2138.. 2347 



End 2320 
Score 109 



Seq. ID OJ991022_14.0119.C5 
Strand 

End 2348 

Method TBLASTX : Cres s 

End 2347 

Score 227 



r-rt 
1.1! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2703 Seq. ID OJ991022_14 . 0119 . C6 

5665 Strand 

1 End 2209 

OJ991022_14 . 0119 . C6 . ol . np Method AAT/NAP 

1 End 2209 

6539553 Score 3831 

1. .2209 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



2703 Seq. ID 

5666 Strand 

7328 End 

OJ991022_14 . 0119 . C6 . o2 . gs Method 

7328 End 

none Score 
7328. .8638 



OJ991022_14.0119.C6 

9502 
GENSCAN 
8638 
1 



□ 



Seq. No. 2703. Seq. ID OJ991022JL4 . 0119 . C6 

Gene No. 5666 Strand 

Start < 7328 End 9502 

Name OJ991022_14 . 0119.C6.o2 . np Method AAT/NAP 

Start 7331 End 9502 

GI 3548810 Score 555 

Exons 7331.. 8651, 9453.. 9502 

GI Descrip. (AC005313) putative chloroplast nucleoid DNA binding protein 
[Arabidopsis thaliana] 



Seq. No. 


2703 










Seq. ID 


OJ991022_14.0119 


.C6 


Gene No. 


5666 










Strand 






Start 


7328 










End 


9502 




Name 


OJ991022 14, 


.0119. 


C6 


.ol. 


gp 


Method 


AAT/GAP 




Start 


7857 










End 


8245 




GI 


568330 










Score 


718 




Exons 


7857. .8245 
















Seq. No. 


2703 










Seq. ID 


OJ991022_14.0119 


.C6 


Gene No. 


5667 










Strand 






Start 


10700 










End 


23675 




Name 


OJ991022 14, 


.0119. 


C6 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5 










End 


475 




GI 


none 










Score 


392 




Exons 


5. .475, 12.. 


.467. 















2787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2703 Seq. ID 

5667 Strand 

10700 End 

OJ991022JL4 . Oil 9 . C6 . o3 . tm Method 

47 End 

none Score 

47. .292, 311. .619, 335 .. 490, 345 536 



OJ991022_14.0119.C6 
23675 

TBLASTX: Maize 

619 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2703 Seq. ID 

5667 Strand 

10700 End 

OJ991022JL4 . 0119 . C6 . ol . ts Method 

125 End 

none Score 



OJ991022_14.0119.C6 
23675 

TBLASTX : Soybean 

523 

38 



125. .298, 252. .290, 299.-523, 345. .515 



2703 " Seq. ID 

5667 Strand 

10700 End 

OJ991022_14 . 0119 . C6 . o3 . tw Method 

476 End 

none Score 

476. .667, 476. .667 



OJ991022_14.0119.C6 
23675 

TBLASTX: Wheat 

667 

186 



Seq. No. 2703 Seq. ID 

Gene No. 5667 Strand 

Start 10700 End 

Name OJ991022_14 . 0119 . C6 . o3 . ts Method 

Start 533 End 

GI none Score 

Exons 533.. 781, 764.. 919 

Seq. No. 2703 Seq. ID 

Gene No. 5667 Strand 

Start 10700 End 

Name OJ991022_14 . 0119 . C6 . ol . tm Method 

Start 94 6' End 

GI none Score 
Exons 



946.. 1113, 947.. 1261, 948. .1241, 1014, 



OJ991022_14.0119.C6 
23675 

TBLASTX : Soybean 

919 

86 



OJ991022_14.0119.,C6 
23675 

TBLASTX: Maize 
1268 
389 
.1268 



Seq. No. 2703 Seq. ID 

Gene No. 5667 Strand 

Start 10700 End 

Name OJ991022_14 . 0119 . C6 . o2 . tm Method 

Start 17 67 End 

GI none Score 

Exons 1767.. 2072, 1769.. 2080 



OJ991022_14.0119.C6 
23675 

TBLASTX: Maize 

2080 

284 



Seq. No. 2703 Seq. ID 

Gene No. 5667 Strand 

Start 10700 End 

Name OJ991022_14 . 0119 . C6 . o2 . tw Method 

Start 1829 End 

GI none Score 

Exons 1829.. 2215, 1830.. 2204 



OJ991022_14.0119.C6 
23675 

TBLASTX: Wheat 

2215 

245 



2788 



Seq. No. 2703 

Gene No. 5667 

Start 10700 

Name OJ991022_14 . 0119.C6.o2 . ts 

Start 7601 

GI none 

Exons 7601.. 7738, 7736.-7834, 7901. 

8058.. 8126, 8183.. 8395, 8238. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8041, 7947 
.8402 



OJ991022 14. 0119. C6 



23675 

TBLASTX : Soybean 
8402 
53 

8021, 8042.. 8128, 



Seq. No. 2703 Seq. ID 

Gene No. 5667 Strand 

Start 10700 End 23675 

Name OJ991022_14 . 0119.C6 .o3 . gs Method GENSCAN 

Start 10700 End 23675 

GI none Score . 65 

Exons 10700. .10837, 10905 .. 11222, 1127 6 .. 11633, 13741 

14926. .15023, 15857 .. 15960, 16662 .. 16822 , 16882 



OJ991022 14. 0119. C6 



13847, 
17454, 



17589. .18139, 18213 .. 19038, 20043 .. 20240, 2024 6 .. 20356, 
21040. .21197, 22080. .22150, 22966 .. 23045, 23323.-23493, 
23607. .23675 



Seq. No. 2703 Seq. ID 

Gene No. 5667 Strand 

Start , 10700 End 

Name OJ991022_14 . 0119.C6 . o4 . tm .Method 

Start 10955 End 

GI none Score 

Exons 10955. .11035, 10971 11189, 10972 .. 11097 , 11094 
11108.-. 11182 



OJ991022 14. 0119. C6 



23675 

TBLASTX: Maize 
11189 
56 

11153, 



Seq. No. 


2703 




Seq. ID 


OJ991022_14 .0119 


.C6 


Gene No. 


5667 




Strand 






Start 


10700 




End 


23675 




Name 


OJ991022 14. 0119. C6 


. o3 . np 


Method 


AAT/NAP 




Start 


16444 




End 


20406 




GI 


4206200 




Score 


376 




Exons 


16444. .16573, 16962 


. .17396, 


17549. .18004, 18213 .. 187 11 , 






20380. .20406 










GI Descrip. 


(AF071527) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


2703 




Seq. ID 


OJ991022JL4.0119 


.C6 


Gene No. 


5667 




Strand 






Start 


10700 




End 


23675 




Name 


OJ991022 14. 0119. C6 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17589 




End 


18468 




GI 


none 




Score 


133 




Exons 


17589. .17879, 17626 


. .17877, 


18343. .18468 




Seq. No. 


2703 




Seq. ID 


OJ991022_14.0119 


.C6 


Gene No. 


5667 




Strand 






Start 


10700 




End 


23675 




Name 


OJ991022 14. 0119. C6 


. oS.tm 


Method 


TBLASTX: Maize 




Start 


17595 




End 


17879 




GI 


none 




Score 


139 




Exons 


17595. .17879, 17626 


. .17877 








Seq. No. 


2703 




Seq.- ID 


OJ991022_14.0119 


.C6 



2789 



t tsfc 



m 



Gene No. 


5667 


Strand 




Start 


10700 


End 


23675 


Name 


OJ991022 14.0119.C6.o4.np 


Method - 


AAT/NAP 


Start 


20066- 


End 


20383 


GI 


6539588 


Score 


140 


Exons 


20066. .20383 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


£. / KJH 


q pn TD 

JClj . -L U 


OJ991022 


Gene No. 


D D DO 






Start 


1 


End 


2362 


Name 


OJ991022_14.0119.C7 -ol-np 


Method 


AAT/NAP 


Start 


X 




2362 


GI 


H O JO jlfi 


Score 


76 


Exons 


1 *70 TQl i i 9"5/in Olfcl ' 
1 . . / ^ , /Or. .1140/ ^ J^U . . Z OOZ 






GI Descrip. 


(AC007153) 68961 [Arabidopsis 


thaliana] 


1 


Seq. No. 


2704 


Seq. ID 


OJ991022 




5668 


Strand 




Start 


1 


End 


2362 


Name 


OJ991022 14.0119.C7.ol.gs 


Method 


GEN SCAN 


Start 


658 


End 


1404 


GI 


none 


Score 


.44 


Exons 


658. .1176, 1197. .1404 






Seq. No. 


2705 


Seq. ID 


OJ991022 


Gene No. 


5669 


Strand 


+ 


Start 


576 


End 


6220 



Name 

Start 

GI 

Exons 

GI Descrip. 



14. 0119. C8 



Method AAT/NAP 
End 6220 
Score 6782 
2870, 3054.. 3188, 3363.. 3603, 
.6220 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991022_14 .0119.C8 .ol.np 
576 

6498441 

576. .1639, 1970. .2433, 2497. 
3796. .4277, 4449. .5845, 5939 



Seq. No. 


2705 ' 




Seq. ID 


OJ991022_ 


14 


.0119 


.C8 


Gene No. 


5670 




Strand 










Start 


6840 




End 


11826 








Name 


OJ991022 14 


.0119.C8.o2.gs 


Method - 


GENSCAN 








Start 


6840 




End 


10147 








GI 


none 




Score 


.78 








Exons 


6840. .8787, 


8886. .10147 












Seq. No". 


2705 




Seq. ID 


OJ991022_ 


14 


.0119 


.C8 


Gene No. 


5670 




Strand 










Start 


6840 




End 


11826 








Name 


OJ991022 14 


.0119.C8.o2.np 


Method 


AAT/NAP 








Start 


6843 




'End 


10147 








GI 


6907089 




Score 


4284 








Exons 


6843. .8787, 


8886. .10147 












GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


2705 




Seq. ID 


OJ991022_ 


14 


.0119 


.C8 


Gene No. 


5670 




Strand 










Start 


6840 




End 


11826 









2790 




Name 


OJ991022 14.0119.C8.o3.np 


Method 


AAT/NAP 




Start 


9380 


End 


11826 




GI 


5922623 


Score 


274 




Exons 


9380.. 9406, 10987 .. 11062, 11230 .. 11388, 


11746. .11826 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 |dbj IBAA85199.il (AP000570) hypothetical protein 




[Oryza sativa] 








Seq. No. 


2705 


Seq. ID 


OJ991022_14.0119. 


C8 


ucilc INU . 


5671 


Strand 






Start 


13533 


End 


14282 




Name 


ujyyiuzz 1*1 . uny . lo . oo . tw 


Method 


TBLASTX: Wheat 




Start 


724 


End 


1116 




GI 


none 


Score 


58 




Exons 


724. .771, 778. .876, 795. .875, 


843. .1004, 859. .1116 




Seq. No. 


2705 


Seq. ID 


OJ991022JL4.0119. 


C8 


("onn Ma 


5671" 


Strand 






Start 


13533 


End 


14282 




Name 


OJ991022_14 . 0119 . C8 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


*7 O Q 


End 


1014 




GI 


none 


Score 


193 




Exons 


729.. 1013, 766.. 1014 








Seq. No. 


2705 


Seq. ID 


OJ991022_14 .0119. 


C8 


Gene No. 


5671 


Strand 






o Lax t_ 


13533 


End 


14282 




Name 


OJ991022_14.0119.C8.65.tw 


Method 


TBLASTX: Wheat 




Start 


1 1 OA 


End 


4583 




GI 


none 


Score 


234 




Exons 


1124. .1177, 4122. .4373, 4149. 


.4373, 4214. .4387, 4434. .4583, 




4443. .4580, 4445. .4582 








Seq. No. 


2705 


Seq. ID 


OJ991022_14.0119. 


C8 


uC 11C IN » 


5671 


Strand 






Start 


13533 


End 


14282 




Name 


ATQQ1fl99 1 A fl1 1 Q PQ ^ ^ 1 j 

uuyyiuz^ Xfi . u n y . uo . oo . lw 


Method 


TBLASTX: Wheat 




Start 


1854 


End 


2337 




Gr 


none 


Score 


412 




Exons 


1854.. 2027, 1855.. 2337, 2049. 


.2309 






Seq. No. 


2705 


Seq. ID 


OJ991022_14.0119. 


C8 




5671 


Strand 






Start 


13533 


End 


14282 




Name 


OJ991022 14.0119.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2504 


End 


2967 




GI 


none 


Score 


219 




Exons 


2504. .2947, 2505. .2960, 2506. 


.2967, 2506.. 2961 




Seq. No. 


2705 


Seq. ID 


OJ991022JL4.0119. 


C8 


Gene No. . 


5671 


Strand 






Start 


13533 


End 


14282 




Name 


OJ991022 14.0119.C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


2545 


End 


2910 




GI 


none 


Score 


117 




Exons 


2545. .2769, 2776. .2910 









2791 




Seq. No. 


2705 








Seq. ID 












Cf rand 

Oil QllLl 


Start 


13533 








End 


Name 


OJ991022 14 


.'0119 


.C8.ol. 


tm 


Method 


Start 


2635 








End 


GI 


none 








Score 


Exons 


2635. .2991, 


2670 


..2981, 


2686. 


.2991 


Seq. No. 


2705 








Seq. ID 


CoriQ Mo 
ucllc INU * 










JUL allU 


Start 


13533 








End 


Name 


OJ991022 14 


.0119 


.C8.o3. 


tm 


Method 


Start 


3018 








End 


GI 


none 








Score 


Exons 


3018. .3383, 


3019 


. .3402 






Seq. No. 


2705 








Seq. ID 


none M o 










91- rand 

J Li CI I lv* 


Start 


13533 








End 


Name 


OJ991022 14 


.0119 


.C8.o2. 


tw 


Method 


Start 


3075 








End 


GI 


none 








Score 


Exons 


3075. .3500, 


3076 


. .3495 






Seq. No. 


2705 








Seq. ID 




jD / 1 








Oil aiiU 


Start 


13533 








End 


Name 


OJ991022 14 


.0119 


.C8.ol. 


ts 


Method 


Start 


3154 








End 


GI 


none 








Score 


Exons 


3154. .3525, 


3171 


. .3314 






Seq. No. 


2705 








Seq. ID 


Gene No. 


5671 








Strand 


Start 


13533 








End 


Name 


OJ991022 14 


.0119 


.C8.o2. 


ts 


Method 


Start 


4272 








End 


GI 


5666795 








Score 


Exons 


4272. .4370, 


4446 


. .4583, 


4638. 


.4838 


GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


Seq. No. 


2705 








Seq. ID 




5671 








Strand 


Start 


13533 








End 


Name 


OJ991022 14 


.0119.C8.o8. 


tw 


Method 


Start 


4586 








End 


GI 


none 








Score 


Exons 


4586. .4762, 


4638 


. .4898 






Seq. No. 


2705 








Seq. ID 


Gene No. 


5671 








Strand 


Start 


13533 








End 


Name 


OJ991022 14 


.0119 


.C8.o2. 


tm 


Method 


Start 


5090 








End 


GI 


none 








Score 


Exons 


5090. .5413, 


5119 


. .5400 








OJ991022_14.0119.C8 
14282 

TBLASTX : Maize 

2991 

392 



OJ991022_14.0119.C8 
14282 

TBLASTX: Maize 

3402 

360 



OJ991022_14.0119.C8 
14282 

TBLASTX : Wheat 

3500 

487 



OJ991022_14.0119.C8 
14282 

TBLASTX : Soybean 

3525 

279 



OJ991022_14.0119.C8 
14282 

TBLASTX : Soybean 

4838 

68 

mays] 

OJ991022_14.0119.C8 
14282 

TBLASTX: Wheat 

4898 

192 



OJ991022_14.0119.C8 
14282 

TBLASTX: Maize 

5413 

362 



2792 



Seq. No. 


2705 








Seq. ID i 




5671 








*5t- rand 


Start 


13533 








End 


Name 


OJ991022 14 


.0119. 


C8.o4. 


tw 


Method 


Start 


5227 








End 


GI 


none 








Score 


Exons 


5227. .5283, 


5228. 


.5608, 


5329. . 


5577 


Seq. No. 


2705 








Seq. ID < 


VjCIIC ViKJ ■ 


5671 










Start 


13533 ' 








End 


Name 


OJ991022 14 


.0119. 


C8.o7. 


tw 


Method 


Start 


5609 








End 


GI 


none 








Score 


Exons 


5609. .5899, 


5614. 


.5892, 


6085. . 


6207, 608 


Seq. No. 


2705 








Seq. ID i 


Cone Wr\ 










OH CLllvJ. 


Start 


13533 








End 


Name 


OJ991022 14 


.0119. 


C8.o5. 


tm 


Method 


Start 


6080 








End 


GI 


none 








Score 


Exons 


6080. .6247, 


6085. 


.6219 






Seq. No. 


2705 








Seq. ID i 




5671 








O LI CI I i Li 


Start 


13533 








End 


Name 


OJ991022 14 


.0119. 


C8.o3. 


gs 


Method i 


Start 


13533 








End 


GI 


none 








Score 


Exons 


13533. .14282 








Seq. No. 


2706 








Seq. ID < 


Gene No. 


5672 








Strand 


Start 


1 








End 


Name 


OJ991022 14 


.0119. 


C9.ol. 


np 


Method 


Start 


1 








End 


GI 


6063557 








Score 


Exons 


1..171, 314 


, .477, 


3403. 


.3429 




GI Descrip. 


(AP000615) 


similar to dJ522J7. 


2 (Z98885 


Seq. No. 


2706 








Seq. ID i 


Gene No. 


5672 








Strand 


Start 


1 








End 


Name 


OJ991022 14 


.0119.C9.o2. 


np 


Method 


Start 


1 








End 


GI 


6721512 








Score 


Exons 


1..57, 516. 


.650, 


678.. 811, 854 


I -.937, 84 


GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


Seq. No. 


2706 








Seq. ID i 


Gene No. 


5673 








Strand 


Start 


4833 








End 


Name 


OJ991022 14 


.0119. 


C9.o3. 


gs 


Method < 


Start 


4833 








End 


GI 


none 








Score 


Exons 


4833. .4874, 


5152. 


.5708, 


6983. . 


7679 



14282 

TBLASTX: Wheat 
5608 
375 



14282 

TBLASTX: Wheat 
10276 
265 



14282 

TBLASTX: Maize 
6247 
192 



14282 
GENSCAN 
14282 
.5 



+ 

8476 
AAT/NAP 
3429 
113 



+ 

8476 
AAT/NAP 
8476 
180 



7679 
GENSCAN 
7679 
.74 



2793 






Seq. No. 


2706 


Seq. ID 


OJ991022 14.0119 


.C9 




Gene No. 


5674 


Strand 








Start 


12652 


End 


12881 






Name 


OJ991022 14.0119.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5185 - 


End 


7238 






GI 


none 


Score 


127 






Exons 


5185. .5463, 5204. .5431, 7071. 


.7238 








Seq. No. 


2706 


Seq. ID 


OJ991022 14.0119 


.C9 




Gene No. 


5674 


Strand 








Start 


12652 


End 


12881 






Name 


OJ991022 14.0119.C9.o4.gs 


Method 


GENSCAN 






Start 


12652 


End 


12881 






GI 


none 


Score 


.71 






Exons 


12652. .12881 










Seq. No. ■ 


2707 


Seq. ID 


OJ991022_14.0119 


.C10 




Gene No. 


5675 


Strand 


+ 






Start 


1 


End 


548 






Name 


OJ991022 14.0119.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


548 






GI 


4680203 


Score 


548 






Exons 


1. .548 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




i;n 


Sea No 


2707 


Seq. ID 


OJ991022__14.0119 


.CIO 


| ui 


Gene No. 


5675 


Strand 


+ 




i" ~~t 


Start 


1 


End 


548 






Name 


OJ991022 14.0119.C10.ol.tw 


Method 


TBLASTX: Wheat 






Start 


24 7 


End 


548 




t I 


GI 


none 


Score 


103 




1 Li 


Exons 


247. .354, 337. .546, 338. .541, 


345. .545, 348. .548 






Seq. No. 


2708 


Seq. ID 


OJ991022_14 .0119 


.Cll 


'"J 


Gene No. 


5676 


. Strand 


+ 




.X 


Start 


16 


End 


651 






Name 


OJ991022 14.0119.Cll.ol.np 


Method 


AAT/NAP 






Start 


' 16 


End 


6 si- . 




! T 


GI 


6498441 


Score 


1001 




;3 


Exons 


16. .651 










GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






Seq. No. 


2708 ■ 


Seq. ID 


OJ991022_14.0119 


.Cll 




Gene No. 


5676 


Strand 


+ 






Start 


16 


End- 


651 






Name 


OJ991022 14.0119.Cll.ol.gs 


Method ■ 


GENSCAN 






Start 


64 


End 


578 






GI 


none 


Score 


.49 






Exons 


64. .120, 140. .319, 462. .578 










Seq. No. 


2708 


Seq. ID 


OJ991022_14.0119 


.Cll 




Gene No. 


5676 


Strand 


+ 






Start 


16 


End 


651 






Name 


OJ991022 14.0119.Cll.ol.tw 


Method 


TBLASTX: Wheat 





2794 



Start 
GI 

Exons 



167 
none 

167. .211, 218.. 316, 235.. -315, 



Seq. No. 2708 

Gene No. 5676 

Start 16 

Name OJ991022JL4 . 0119. Cll . ol . tm 

Start 191 

GI none 

Exons 191.. 454, 208.. 453 



End 556 

Score 44 

283.. 522, 299.. 556 

Seq. ID OJ991022_14. 0119. Cll 

Strand + 

End 651 

Method TBLASTX : Mai ze 

End 454 

Score * 200 



Seq. No. 2709 

Gene No. 5677 

Start 1 

Name OJ991022_14 . 0119.C12 .ol . np 

Start 1 

GI 5902445 

Exons 1 . .716 

GI Descrip. (AB030283) GAG- POL precursor 



Seq. No. 

Gene No. 
;:3 Start 
j Name 
\t Start 

!:!; gi 

l LJ Exons 



2709 
5677 
1 

OJ991022_14.0119.C12.o2.tw 
1 

none 

1..204, 2. .205 



Seq. ID OJ991022_14.0119.C12 

Strand + 

End 716 

Method AAT/NAP 

End 716 

Score 841 

[Oryza sativa] 

Seq. ID OJ991022_14.0119.C12 

Strand + 

End 716 

Method TBLASTX : Wheat 

End 205 

Score 274 



•4 

'is? 

Q 



Seq. No. 2709 

Gene No. 5677 

Start 1 

Name OJ991022_14 . 0119. C12 . ol . tm 

Start 16 

GI none 

Exons" 16.. 327, 17.. 337, 221,. 337 

Seq. No. 2709 

Gene No. 5677 

Start 1 

Name OJ991022_14 . 0119.C12 .ol . tw 

Start 206 

GI none 

Exons 206.. 613, 208.. 606 



Seq. ID OJ991022_14.0119.C12 

Strand + 

End 716 

Method TBLASTX: Maize 

End 337 

Score 386 



Seq. ID OJ991022_14.0119.C12 

Strand + 

End 716 

Method TBLASTX : Wheat 

End 613 

Score 436 



Seq. No. 2709 

Gene No. 5677 

Start 1 

Name OJ991022_14 . 0119 . C12 . o2 . tm 

Start 364 

GI none 

Exons 364.. 648, 365.. 649, 597.. 704, 

Seq. No. 2709 

Gene No. 5677 

Start 1 

Name OJ991022 14 . 0119.C12 .ol . ts 



Seq. ID OJ991022_14.0119.C12 

Strand + 

End 716 

Method TBLASTX : Mai ze 

End 705 

Score 245 

598. .705 

Seq. ID OJ991022_14.0119.C12 

Strand + 

End 716 

Method TBLASTX : Soybean 



2795 




Start 


410 






End - 


613 


GI 


none 






Score 


177 


Exons 


410. .613, 418.. 597 








Seq. No. 


2710 






Seq. ID 


OJ991022_14 .0119.C13 


Gene No. 


5678 






Strand 


+ 


O Lai L. 


7861 






End 


10212 


Name 


OJ991022 14 0119 


C13 . o2 . 


gs 


Method 


-GENSCAN 


Start 


7861 ~~ 






End 


10212 


GI * 


none 






Score 


.68 


Exons 


7861 8094. 8434 


.8625, 


8737. 


.8917, 9301. .9464, 9506. .9638, 




10061. .10212 










Seq. No. 


2710 






Seq. ID 


OJ991022_14.0119.C13 


Gene No. 


S678 






Strand 


+ 


Start 


7861 






End 


10212 


Name 


OJ991022 14 0119 


C13 o3 


gp 


Method 


AAT/GAP 


Start 


8379 ~ 






End 


8918 


GI 


20585 1 R1084 






Score 


773 


Exons 


8379.78625, 8737 


.8918 








GI Descrip. 


■295355 1.0e-19 


(L13653) 


peroxidase [Lycopersicon esculentum]- 1 


Seq. No. 


271 0 






Seq. ID 


OJ991022_14.0119.C13 


OC11C INU • 


S679 






Strand 


+ 


Start 


11247 






End 


11849 


Name 


OJ991022 14 0119 


C13 . o3 . 


gs 


Method" 


GENSCAN 


Start 


11247 ~~ 






End 


11849 


GI 


none 






Score 


.96 


Exons 


11247. .11849 










Seq. No. 


2710 






Seq. ID 


OJ991022_14 .0119.C13 




5680 






Strand 




Start 


549 






End 


3928 


Name 


OJ991022 14.0119 


C13.ol. 


gs 


Method 


GENSCAN 


Start 


549 ~~ 






End 


3928 


GI 


none 






Score 


.64 


Exons 


549. .1741, 3140. 


3205, 3922.. 


3928 




Seq. No. 


2710 






Seq. ID 


OJ991022_14.0119.C13 


VjCllC LNvJ. 


5681 






Strand 




Start 


12820 






End 


13464 


Name 


OJ991022 14.0119 


C13.o4.. 


tm 


Method 


TBLASTX: Maize 


Start 


646 






End' 


1343 


GI 


none 






Score 


34 


Exons 


646.. 717, 800.. 871, 846. 


.881, 


915. .1343, 919. .1098, 1126. .1281 


Seq. No. 


2710 






Seq. ID 


OJ991022_14 .0119.C13 


Gene No. 


5681 






Strand ' 




Of ari- 
O Ldl L 


12820 






End 


13464 


Name 


OJ991022 14.0119 


C13.ol. 


tc 


. Method 


TBLASTX: Cress 


Start 


7957 






End 


9713 


GI 


none 


.8619, 




Score 


119 


Exons 


7957.. 8094, 8431 


8433. 


.8612, 8755. .8919, 8772. .8918, 




9288. .9713, 9296 


.9391, 


9440. 


.9532, 9605.. 9709 


Seq. No. 


2710 






Seq. ID 


OJ991022_14.0119.C13 


Gene No. 


5681 






Strand 





2796 




O L.Q1 L 


12820 


End 


13464 


Name 


OJ991022 14.0119.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7957 


End 


9710 


GI 


. none 


Score 


104 


Exons 


*7957..8094, 8431. .8466, 8467 


-.8619, 8481.. 8612, 8755.. 8919, 




9288.. 9428, 9293.. 9391, 9444 


..9710, 9614. .9706 


Seq. No. 


2710 


Seq. ID 


OJ991022_14.0119.C13 




JUOl 


Strand 




Start 


12820 


End 


13464 


Name 


OJ991022 14-0119. C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7957 


End 


8621 


GI 


none 


Score 


156 


Exons 


7957. .8094, 7965. .8093, 8431 


..8466, 8481. .8621, 8482. .8619 


Seq. No. 


2710 


Seq. ID 


OJ991022_14.0119.C13 


Gene No. 


5681 


Strand 








End 


13464 


Name 


OJ991022 14.0119.C13.o3.tm 


Method 


TBLASTX: Maize 


Start 


8580 


• End 


9719 


GI 


none 


Score 


132 


Exons 


8580. .8621, 8742. .8918, 8761 


..8919, 9294.. 9392, 9296. .9391, 




9426. .9581, 9441. .9563, 9611 


..9709, 9627. .9719 


Seq. No. 


2710 


Seq. ID 


OJ991022_14.0119.C13 


VJCilC LNU . 


juoi 


Strand 




Start 


12820 


End 


13464 


Name 


OJ991022 14.0119.C13.o5.tm 


Method 


TBLASTX: Maize 


Start 


11277 


End 


11429 


GI 


none 


Score 


205 


Exons 


11277. .11429, 11279. .11428 






Seq. No. 


2710 


Seq. ID 


OJ991022_14.0119.C13 


Clears a NFo 




Strand 




Start 


12820 


End 


13464 


Name 


OJ991022 14.0119.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


11448 


End 


11874 


GI , 


none 


Score 


449 . 


Exoris 


11448. .11849, 11450. .11848, 


11758. .11874 


Seq. No. 


2710 


Seq. ID 


OJ991022_14.0119.C13 




S681 


Strand 




Start 


12820 


End 


13464 


Name 


OJ991022 14.0119.Ci3.o4.gp 


Method 


AAT/GAP 


Start 


12553 


End 


13080 


GI 


none 


Score 


804 


Exons 


12553. .12868, 12977. .13080 






Seq. No. 


2710 


Seq. ID 


OJ991022JL4 .0119.C13 


Gene No. 


5681 


Strand 




Start 


12820 


End 


13464 


Name 


OJ991022 14 .0119.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


12709 


End 


13464 


GI 


none 


Score 


148 


Exons 


12709. .12735, 12793 12870, 


12975. .13040, 12976. .13077, 



12977. .13078, 13153 .. 13275, 13154 .. 13273, 13363 .. 134 64 , 
13364. .13462 



2797 



Seq. No. 


2710 


Seq. ID 


OJ991022 


_14.0119.C13 


Gene No. 


5681 


Strand 






btart 


i ooon 
LZoZU 


End 


13464 




Name 


ujyyiu^^ i4.uny.L-u.04.gs 


Method 


GENSCAN 




btart 


i ooon 


End 


13449 




bl 


none 


Score 


.81 




Exons 


1 OflOH 1 OQCQ i OQTl i^mR 

izozu. . i^ooo/ izy/ a. .1-3U/0/ 


13154 . .13273, 13364 


1 ^ A A Q 
. . 1 -54 4 y 


Seq. No. 


2710 


Seq. ID 


OJ991022 


_14.0119.C13 


Gene No. 


5681 


Strand 






otart 


1 OQOft 

IzozU 


End 


13464 




Name 


uuyyiuzz 14 .uiiy.tij.oz.ts 


Method 


TBLASTX: 


Soybean 


Start 


i^y bz 


End 


13246 




GI 


none 


Score 


99 




Exons 


l^yb<: . . lou to, Izy / b . . loU / / , 


13153. .13245, 13154 


. . 1 oZ 4 D 


Seq. No. 


OT1 1 
Z / 11 


Seq. ID 


OJ991022 


14 . Ull y . L,14 


Gene No. 


5682 


Strand 


+ 




Start 


2696 - 


End 


6207 




Name 


ujyyiuzz 14 . u i l y . 4 . oi . gs 


Method 


GENSCAN 




otart 


zoy o 


End 


5932 




P T 

GI 


none 


Score 


.61 




Exons 


zbyb.-zyuo, jloU. . jjIo, jjjj 


..3684, 4458. .4574, 


DZoo . .0441, 




c a q o ccfi cnnn cqoo 








beq. No. 


on 1 
^ / 11 


Seq. ID 


OJ991022 


1/1 m 1 Q PI /I 
14 • Ull y . L14 


Gene No. 


5682 


Strand 


+ 




Start 


2696 


End 


6207 




Name 


OJ991022 14.0119.C14.ol.np 


Method 


AAT/NAP 




btart 


3238 


End 


6207 




P T 

bl 


6714472 


Score 


532 




Exons 


3238.. 3785, 4499.. 4574, 5288 


..5561, 5770. .5932, 


6157. . 6207 


GI Descrip. 


(AC008261) hypothetical protein [Arabidopsis thaliana] 


beq. no. 


2711 


Seq. ID 


OJ991022 


_14.0119.C14 


uene lno . 


5683 


Strand 






Start 


1 


End 


2724 




Name 


OJ991022 14.0119.C14.ol.gp 


Method 


AAT/GAP 




bcart 


1 


End 


767 




bl 


18818 1.R1084 


Score 


493 




Exons 


1..137, 227. .323, 665.-767 








GI Descrip. 


•2317725 3.0e-25 (AF015811) 


putative lysophosphatidic acid 




acyltransferase [Mus musculus] ' 






beq. No. 


2711 


Seq. ID 


OJ991022 


_14.0119.C14 


Gene No. 


5683 


Strand 






Start 


1 


End 


2724 




Name 


OJ991022 14.0119.C14.ol.ts 


Method 


TBLASTX: 


Soybean 


btart 


44 


End 


769 




GI 


none 


Score 


93 




Exons 


44. .139, 49. .138, 220. .327, 


225. .344, 


225. .326, 


662. .769, 




672.. 752, 692.. 763 








Seq. No. 


2711 


Seq. ID 


OJ991022 


_14.0119.C14 


Gene No. 


5683 


Strand 






Start 


1 


End 


2724 





2798 



Name 

Start 

GI 

Exons 



OJ991022_14 . 0119 . C14 . ol . tm Method TBLASTX : Mai ze 

52 End 2724 

none Score 115 

52. .138, 56. .139, 225. .326, 226. .324, 226. .330, 227:. 325, 

657. .761, 662. .766, 663. .761, 665.-763, 892. .987, 911. .994, 

921. .995, 1419. .1565, 1420. .1557, 1437. .1559, 2407. .2442, 

2420. .2482, 2424. .2483, 2590. .2700, 2617. .2724 



Seq. No. 2711 Seq. ID OJ991022_14 . 0119 . C14 

Gene No. 5683 Strand 

Start 1 End 2724 

Name OJ991022_14 . 0119 . C14 . o2 . ts Method TBLASTX : Soybean 

Start 930 End 2479 

GI none Score 60 

Exons 930.. 1010, 935.. 994, 1419.. 1565, 1437.. 1562, 1438.. 1608, 
2426. .2479 



Seq. No. 2711 

Gene No. 5684 

Start 3301 

Name OJ991022_14 . 0119 . C14 . o2 . tm 

Start 3301 

GI none 
Exons 



Seq. JD .OJ991022_14.0119.C14 
Strand 

End 3534 

Method TBLASTX : Maize 

End 3534 

Score 241 



3301.. 3465, 3321.. 3461, 3336. .3476, 3502.. 3534 



if\ Seq.- No. 

py Gene No. 

],t Start 

; == ; Name 

j *y Start 

Q GI 

Exons 



2711 
5685 
5779 

OJ991022_14.0119.C14.o3.tm 

5779 

none 



Seq. ID OJ991022_14.0119.C14 
Strand 

End 6207 

Method TBLASTX : Maize 

End 6207 

Score 226 



5779. .5931, 5780. .5932, 6135. .6206, 6154. .6207 



Seq. No. 
Gene No. 
y Start 
M Name 
Start 
GI 

Exons 

GI Descrip. 



*s=f 



2712 Seq. ID OJ991022JL4 . 0119 . C15 

5686 ■ Strand + 

1 End 1113 

OJ991022_14 . 0119 . C15 . ol . np Method AAT/NAP 

1 End 745 

6714472 * Score 289 

1. .745 

(AC008261) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 2712 

Gene No. 5686 

Start 1 

Name OJ991022_14 . 0119 . C15 . o2 . tm 

Start * 5 

GI none 
Exons 



Seq. ID OJ991022_14 .0119.C15 

Strand + 

End 1113 

Method TBLASTX : Mai ze 

End 34 3 

Score 54 



5. .103, 92. .229, 106. .237, 112. .297, 113. .310, 272. .343 



Seq. No. 2712 Seq. ID OJ991022_14 . 0119 . C15 

Gene No. 5686 Strand + 

Start 1 End 1113 

Name OJ991022_14 . 0119 . C15 . ol . gs Method GENSCAN 

Start 7 End 1113 

GI none Score . 68 

Exons 7. .552, 561. .745, 885. .1113 



2799 



Seq. No. 2712 Seq. ID 

Gene No. 5686 Strand 

Start 1 End 

Name OJ991022_14 . 0119 . C15 . ol . tw Method 

Start 287 End 

GI none Score 
Exons 



287. .358, 344.-535, 363. .446, 395. .550, 475 
552.. 590, 555.-593, 559.. 600, 630.. 671 



OJ991022_14.0119.C15 
+ 

1113 

TBLASTX: Wheat 

671 

52 

549, 493.-552, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2712 Seq. ID 

5686 Strand 

1 End 

OJ991022_14 . 0119. CIS . ol . tm Method 

347 End 

none Score 



OJ991022_14. 0119. CIS 
+ 

1113 

TBLASTX: Maize 

747 

62 



347. .487, 395.-487, 425. .550, 475,. 549, 498. .551, 499. .552, 
541. .624, 552. .593, 560. .625, 607. .741, 630. .746, 634. .747, 
683.. 745 



Seq. No. 2713 Seq. ID 

Gene No. 5687 Strand 

Start 74 94 End 

Name OJ991022_14 . 0119 . C16 . o3 . gs Method 

Start ,74 94 End 

GI none Score 

Exons 7494.-7846, 7921.. 8528, 9708.. 10129 



OJ991022_14.0119.C16 
+ 

10129 
GEN SCAN 
10129 
.45 



Seq. No. . 2713 

Gene No. 5688 

Start 1 

Name OJ991022_14 . 0119 . C16. ol . np 

Start 1 

GI 6721549 

Exons 1..59, 447.. 1419 

GI Descrip. (AP001073) Similar to Disease 
(AF105140) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_14 .0119.C16 

3605 
AAT/NAP 
1419 
209 



resistance gene homolog 9N. 



Seq. No. 2713 - Seq. ID 

Gene No. 5688 ■ Strand 

Start 1 End 

Name OJ991022_14 . 0119 .C16 . ol . gs Method 

Start 384 End 

GI none Score 

Exons 384.. 3605 



OJ991022_14.0119.C16 

3605 
GEN SCAN 
3605 
.62 



Seq. No. 2713 Seq. ID 

Gene No. 5689 Strand 

Start 3846 End 

Name OJ991022_14 . 0119 .C16. o2 . gs Method 

Start 3846 End 

GI none Score 

Exons 3846.. 3951, 4514.. 4645, 5130.. 5326 



OJ991022_14.0119.C16 

5326 
GENSCAN 
5326 
.97 



Seq. No. 
Gene No. 
Start 



2713 
5690 
5854 



Seq. ID 

Strand 

End 



OJ991022 14.0119.C16 



10111 



2800 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991022_14.0119.C16.o2.np 
5854 
4680204 

5854. .5885, 6579. .6619, 



Method 
End 
Score 
9311. .10111 



AAT/NAP 

10111 

400 



(AF114171) hypothetical protein [Sorghum bicolor] 





Seq. No. 


2713 


Seq. ID 


OJ991022_14.0119 


.C16 




Gene No. 


5690 


Strand 








Start 


5854 


End 


10111 






Name 


OJ991022 14.0119.C16 


. o3.np Method 


AAT/NAP 






Start 


9316 


End 


10111 






GI 


4680204 


Score 


402 








9316. .10111 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


2713 


Seq. ID 


OJ991022_14 .0119 


.C16 




Gene No. 


5691 


Strand 








Start 


11145 


End 


14.414 






Name 


OJ991022 14.0119.C16 


. ol.tw Method 


TBLASTX : Wheat 






Start 


3164 


End 


14014 






rir 


none 


Score 


1-21 






Exons 


3164.. 3262, 12698 .. 12790, 12779 .. 12859, 


12872. .13012, 








12882. .13013, 12960. 


.13055, 12992. .13051, 13058 .. 13099, 








13058. .13102, 13097. 


.14014, 13113. .13967, 13835.. 14011 




. 1 


Seq. No. 


2713 


Seq. ID 


OJ991022_14 .0119 


.C1'6 


: -. : 


Gene No. 


5691 


Strand 








Start 


11145 


End 


14414 




. _J 


Name 


OJ991022 14.0119.C16 


. o4.gs Method 


GENSCAN 




< J 


Start 


11145 


End 


14338 




,3 


GI 


none 


Score 


.56 






Exons 


11145. .11639, 12674. 


.14338 








Seq. No. 


2713 


Seq. ID 


OJ991022_14.0119 


.C16 




Gene No. 


5691 


Strand 








Start 


11145 


End 


14414 






Name 


OJ991022 14.0119.C16 


. ol.gp Method 


AAT/GAP 






Start 


11920. 


End 


14414 






GI 


342 1.R1084 


Score 


4561 






Exons 


11920. .14414 










GI Descrip. 


, 4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 protein 


[Oryza 






sativa] 1 









Seq. No. 


2713 


Seq. ID 


OJ991022_14.0119. 


C16 


Gene No. 


5691 


Strand 






Start • 


11145 


End 


14414 




Name 


OJ991022 14.0119.C16.o4. 


np Method 


AAT/NAP 




Start 


13182 


End 


14414 




GI 


6742729 


Score 


1915 




Exons 


13182. .14414 








GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


2713 


Seq. ID 


OJ991022_14.0119. 


C16 


Gene No. 


5691 


Strand 






Start 


11145 


End 


14414 




Name 


OJ991022 14.0119.C16.ol. 


tc Method 


TBLASTX: Cress 




Start 


13280 


End - 


13731 





2801 



□ 

-,3 



I . ! 



□ 



□ 

□ 



GI 


none 


Score 


179 






Exons 


13280. .13717, 13280. .13723, 


13284. .13727, 13290 


. .13727, 






13549. .13731 










Seq. No. 


2713 


Seq. ID 


OJ991022 


_14.0119 


.C16 


OtJIlC IN (J. 




Strand 








Start 


11145 


End 


14414 






Name 


OJ991022 14.0119.C16.ol.tm 


Method 


TBLASTX: ! 


Maize 




Start 


13625 


End 


14101 






GI 


none 


Score 


80 






Exons 


13625. .14101, 13695. .13868, 


13886. .13963 






Seq. No. 


2713 


Seq. ID 


OJ991022 


_14.0119 


.C16 


Gene No. 


5691 


Strand 








Olal I. 


1 1 1 4 S 

J. J. J. *i J 


End 


14414 






Name 


OJ991022 14.0119.C16.o2.tw 


Method 


TBLASTX: 1 


Wheat 




Start 


14015 


End 


14414 






GI 


none 


Score 


78 






Exons 


14015. .14101, 14016. .14102, 


14016. .14105, 14135 


. .14353, 






14175. .14357, 14363 .. 14413, 


14379. .14414 






Seq. No. 


2714 


Seq. ID 


OJ991202 


JL6.0103 


.CI 


Gene No. 


5692 


Strand 


+ 






Start 


1 


'End 


912 






Name 


OJ991202 16.0103.Cl.ol.np 


Method 


AAT/NAP 






Start 


•1 


End 


912 






GI 


5091513 


Score 


1125 






Exons 


1. .912 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


2714 


Seq. ID 


OJ991202 


JL6.0103 


.CI 


\JCilC Vi\J . 


5692 


Strand 


+ 






Start 


1 


End 


912 






Name 


OJ991202 16.0103.Cl.ol.gs 


Method 


GENSCAN 






Start 


_ 254 


End 


850 






GI 


none 


Score 


.77 






Exons 


254. .850 










Seq. No. 


2715 


Seq. ID 


OJ991202 


_16.0103 


.C2 


Gene No. 


5693 


Strand 








Start 


1344 


End 


4580 






Name 


OJ991202 16.0103.C2.ol.np 


Method 


AAT/NAP 






Start 


134 4 '■•V 


End 


4580 






GI 


5091513 


Score 


1983 






Exons 


1344.. 1503, 1536.. 1663, 2047 


. .3276, 4023. .4580 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


2715 


Seq. ID 


OJ991202 


_16.0103 


.C2 - 


UCilC LN<J • 


5693 


Strand 








Start 


1344 


End 


4580 






Name 


OJ991202 16.0103.C2.o2.gs 


Method 


GENSCAN 






Start 


1995 


End 


4538 






GI 


none 


Score 


.7 






Exons 


1995.. 2182, 2236.. 3241, 4104 


. .4538 








Seq. No. 


2716 


Seq. ID 


OJ991202 


_16.0103 


.C3 


Gene No. 


5694 


■ Strand 


+ 







2802 



ru 



Q 



Start 


1127 


End 


8997 


Name 


OJ991202 16.0103.C3.o2.np 


Method 


AAT/NAP 


Start 


1127 


End 


8997 . 


GI 


5091513 


Score 


1377 


Exons 


1127.. 2474, 3277.. 3368, 3409.. 


,3467, 3664. .3819, 




8953. .8997 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


i / ID 




OJ991202 


Cono Mo 

UCllC ViKJ ■ 


5694 


Strand 


+ 


Start 


1127 


End 


8997 


Name 


OJ991202 16.0103.C3.o2.gs 


Method 


GENSCAN 


Start 


1323 


End 


2916 


GI 


none 


Score 


.48 


Exons 


1323.. 2474, 2659.. 2916 






Seq. No. 


2716 . 


Seq. ID 


OJ991202 


Gene No. 


5695 


Strand 


+ 


Start 


9990 


End 


14948 


Name 


OJ991202 16.0103.C3.o3.np 


Method 


AAT/NAP 


Start 


9990 


End 


14948 


GI 


6815097 


Score 


307 


Exons 


9990.. 10703, 11689. .11748, 14923.. 14948 


GI Descrip. 


(AP001081) Similar to putative copia polyprotei: 




[Oryza sativa] 






Seq. No. 


2716 


Seq. ID 


OJ991202 


Gene No. 


5696 


Strand 




Start 


1 


End 


1164 


Name 


OJ991202 16.0103.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


518 


GI 


5091513 


Score 


852 


Exons 


1. .518 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


2716 


Seq. ID 


OJ991202 




5696 


Strand 




Start 


1 


End 


1164 - 


Name 


OJ991202 16.0103.C3.ol.gs 


Method 


GENSCAN 


Start 


19 


End 


1164 


GI 


none 


Score 


.46 


Exons 


19. .538, 715. .878, 992. .1164 






Seq. No. 


2716 


Seq. ID 


OJ991202 




5697 


Strand 




Start 


3222 


End 


3573 


Name 


OJ991202 16.0103.C3.o3.gs 


Method 


GENSCAN 


Start 


3222 


End 


3573 


GI 


none 


Score 


.51 


Exons 


3222.. 3295, 3444.. 3573 






Seq. No. 


2716 


Seq. ID 


OJ991202 


Gene No. 


5698 


Strand 




Start 


11673 


End 


22288 


Name 


OJ991202 16.0103.C3.o6.gs 


Method 


GENSCAN 


Start 


11673 


End 


22288 


GI 


none 


Score 


.64 



2803 



Exons 



11673. .11785, 12428. .12498, 12853 .. 12917, 14 515 14 688, 
16136. .16756, 16887 .. 18453, 22077.. 22288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2716 



Seq. ID OJ991202_16.0103.C3 



5698 Strand 

11673 End 22288 

OJ991202_16 . 0103 . C3 . o4 . np Method AAT/NAP 

14291 End 15232 

6466937 Score 317 
14291. .15232 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



2716 
5698 
11673 

OJ991202_16.0103.C3.ol.tm 
14398 
none 
14398 
14755 



Seq. ID OJ991202_16.0103.C3 
Strand 

22288 

TBLASTX: Maize 
15061 
72 



End 

_ Method 

End 
Score 

14574, 14419. .14580, 14652. .14756, 14 662 14757, 
14967, 15005.. 15061 



ill 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i.3 Seq. No. 
i=ii Gene No. 
; * Start 
Name 
Start 
GI 

Exons 



2716 
5698 
11673 

OJ991202_16.0103.C3.ol.tw 

14779 

none 



Seq. ID OJ991202_16.0103.C3 
Strand 
End 

Method 
End 
Score 



22288 

TBLASTX: Wheat 

15174 

91 



14779. .14946, 15017 . : 15094 , 15097.. 15174 



2717 
5699 
299 

OJ991202_16 . 0103 ."C4 .ol .gs 

299 

none 



Seq. ID OJ991202_16.0103.C4 



Strand 
End 

Method 

End 

Score 



+ 

3912 
GENSCAN 
3912 
.51 



299. .469, 1912. .2049, 2524. .2621, 3746. .3823, 3867. .3912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI # 

Exons 



2717 Seq. ID 

5700 Strand 
14001 End 
OJ991202_16.0103.C4 .ol.np Method 
14001 End 
126669 Score 
14001. .14253,. 15033. .15055 

M PROTEIN, SEROTYPE 5 PRECURSOR gi | 80041 | pir MA28616 protein M5 
precursor - Streptococcus pyogenes gi 1153813 (M20374) 5 M 
protein [Streptococcus pyogenes] 



OJ991202_16.0103.C4 
+ 

15055 
AAT/NAP 
15055 
52 



2717 
5701 
4388 

OJ991202_16.0103.C4 .o2.gs 

4388 

none 



Seq. ID OJ991202_16.0103.C4 
Strand 

End 8 68 9 

Method GENSCAN 

End 8 68 9 

Score .53 



4388. .4434, 4626. .4917, 5287. .5310, 6315. .6449, 8627;.8689 



2804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2717 Seq. ID OJ991202_16 . 0103 . C4 

5701 Strand 

4388 End 8689 

OJ991202_16 . 0103 . C4 . ol . gp Method AAT/GAP 

7530 End 8081 

4879016 Score 787 

7530. .8081 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
.complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2717 Seq. ID 

5702 Strand 

9321 End 

OJ991202_16 . 0103 . C4 . o3 . gs Method 

9321 End 

none Score 

9321.. 9773, 9854.. 10279* 



OJ991202_16.0103.C4 

10279 
GENSCAN 
10279 
.99 



Seq. No. 2717 Seq. ID OJ991202_16 . 0103 . C4 

Gene No. 5703 Strand 

Start 10407 End 12764 

Name OJ991202JL6 . 0103 . C4 . o4 . gs Method GENSCAN 

Start 10407 End ■ 12764 

GI none . Score .45 

Exons 10407. .11216, 11528 .. 11600, 12035 . .12401, 12553 .. 12667 , 
12681. .12764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2717 
5704 
13410 

OJ991202_16.0103.C4.o2.gp 

13410 

3760640 

13410.. 13497 

4176420/dbj IBAA37167 | 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202_16.0103.C4 

13497 
AAT/GAP 
13497 
101 



(AB008097) cytochrome P450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2718 . Seq. ID 

5705 Strand 
15553 End - 

OJ991202_16 . 0103 . C5 . ol . np Method 
15553 End 
6630696 Score 
15553. .19344 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ991202_16.0103.C5 
+ 

19344 
AAT/NAP 
19344 
6574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2718 
5705 
15553 

•OJ991202_16.0103.C5.o2.gp 
15595 

101595_1.R1084 

15595. .16295, 16411.. 16485 

'3047066 3.pe-15 -.(AF058825) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991202 
+ 

19344 
AAT/GAP 
16485 
1451 



16. 0103. C5 



contains similarity to 



2805 



retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



OJ991202_16.0103.C5 
+ 

24522 
AAT/GAP 
24522 
941 



Seq. No. 2718 Seq. ID 

Gene No. 5706 Strand 

Start 24129 End 

Name OJ991202_16 . 0103 . C5 . o3 . gp Method 

Start 24035 End 

GI 16165_1.R1084 Score 

Exons 24035. .24522 

GI Descrip. 1 2118425/pir | | S61830 2.0e-20 subtilisin/chymotrypsin inhibitor - 
.maize >gi_475253_emb_CAA55588_ (X78988) proteinase inhibitor 
[Zea mays] >gi_475922_emb_CAA49593_ (X69972) proteinase 
inhibitor [Zea mays] >gi_559538_emb_CAA57 677_ (X82187) substilin 
/chymotrypsin-like inhibitor [Zea mays] ' 



m 



.J 5£ 



Seq. No. 


2718 


Seq. ID 


OJ991202_16.0103.C5 


Gene No. 


5706 


- Strand 


+ 


Start 


24129 


End 


24522 


Name 


OJ991202 16.0103.C5.o4.np 


Method 


AAT/NAP 


Start 


24099 


End 


24332 


GI 


6900314 


Score 


245 


Exons 


24099. .24332 






GI Descrip. 


(AJ250663) putative proteinase inhibitor [Hordeum vulgare] 


Seq. No. 


2718 


Seq. ID 


OJ991202_16.0103.C5 


Gene No. 


5706 


Strand 


+ 


Start 


24129 


End 


24522 


Name 


OJ991202 16.0103.C5.o4.gs 


Method 


GENSCAN 


Start 


24129 


End 


24335 


GI 


none 


Score 


.89 


Exons 


24129. .24335 






Seq. No. 


2718 


Seq. ID 


OJ991202_16.0103.C5 


Gene No. 


5707 


Strand 




Start 


117 


End 


6949 


Name 


OJ991202 16.0103.C5.ol.gs 


Method 


GENSCAN 


Start 


117 


End . 


6949 


GI 


none 


Score 


.63 


Exons 


117.. 120, 716.. 1091, 3052.. 


3174, 3219. 


.3391, 3544.. 3691", 




4175. .4568, ■ 5107. .5214, 6410. .6433, 6640. .6816, 6872. .6949 


Seq. No. 


2718 " * 


Seq. ID 


OJ991202_16.0103.C5 


Gene No. 


5708 


Strand 




Start 


8188 


End 


15217 


Name 


OJ991202 16.0103.C5.ol.gp 


Method 


AAT/GAP 


Start 


8188 


• End 


8933 


GI 


none 


Score 


1356 


Exons 


8188. .8933 






Seq. No. 


2718 


Seq. ID 


OJ991202_16.0103.C5 


Gene No. 


5708 


Strand 




Start 


8188 


End 


15217 


Name 


OJ991202 16.0103.C5.o2.gs 


Method 


GENSCAN 


Start 


8507 


• End 


15217 


GI 


none 


Score 


.75 


Exons 


8507.. 9013, 9142.. 10777, 11937 .. 12198, 


13035. .13264, 




13848. .1407,9,.; 14348 .. 14430, 


14710. .14925, 14932. .15116, 
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15146. .15217 



Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


721 




End - 


12092 




GI 


none 




Score 


134 




Exons 


721. .870, 734 . .871, 


11899. . 


12069, 11942 


. . 12091, 11949. . 


12092 


Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5. 


o2. tw 


Method 


TBLASTX : Wheat 




Start 


11747 




End 


21515 




GI 


none 




Score 


105 




Exons 


11747. .11809, 18733. 


. 18807, 


18734. .18793, 18738. .18806, 






18822. .19208, 18823. 


. 19206, 


21447. .21515 




Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15448 




End 


15844 




GI 


none 




Score 


128 




Exons 


15448. .15582, . 15559. 


.15843, 


15633. .15824, 15662. .1584 4 




Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15595 




End 


15903 




GI 


none 




Score 


318 




Exons 


15595. .15903, 15642. 


. 15824, 


15695. .15838, 15724.. 15900 




Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start . 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16426 




End 


16770 




GI 


none 




Score 


381 




Exons 


16426. . 16698, 16427 . 


. 16699, 


16428. .16700, 16.428 .. 16700, 






16729. . 16770 








*. 


Seq. No. 


2718 




Seq. ID 


OJ991202JL6.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 . 


06. ts 


Method 


TBLASTX: Soybean 




Start 


16744 




End 


17124 




GI 


none 




Score ■ 


87 




Exons 


16744. .16893, 16876. 


.17124 








Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16882 




End 


17346 





2807 




GI 


none 




Score 


313 




Exons 


16882. .17346, 17121 


. .17339 








Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gpne No 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


,o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16989 




End 


17188 




GI 


none 




Score 


278 




Exons 


16989. .17186, 16990 


. .17187, 


16997. .17188 




Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


17134 




End 


17532 




GI 


none 




Score 


207 




Exons* . 


17134. .17355, ■ 17136 


. .17351, 


17359. .17532 




Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17189 




End 


17937 




GI 


none 




Score 


290 




Exons 


17189. .17350, 17190 


;. 17648, 


17190. .17687, 17197 . .17937, 






17387. .17812, 17748 


. .17933, 


17755. .17937 




Seq. No. 


2718 




Seq. ID 


OJ991202JL6.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17857 




End 


18321 




GI 


5509260 




Score 


388 




Exons 


17857. .18321, 17952 


. .18113 








GI Descrip. 


— 










Seq. No. 


2718 




Seq. ID 


OJ991202JL6.0103 


.C5 


Gene No . 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


-17950 




End 


18210 




GI 


none 




Score 


291 




Exons 


17950. .18210, 17952 


. .18122 








Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


.C5 


Genp No 


5709 




. Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


17991 




End 


18456 




GI 


none 




Score 


359 




T* 1 von o 


17QQ1 1 fil 99 17QQ9 


. . 104 JO; 


18127. .18207, 18243. .18353 




Seq. No. 


2718 




Seq. ID 


OJ991202JL6.0103 


.C5 


Gene No. 


5709 




Strand 






Start 


22329 




End 


23634 




Name 


OJ991202 16. 0103. C5 


,o3.tw 


Method 


TBLASTX: Wheat 
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Start 


17992 




End 


18480 


GI 


none 




Score 


316 


Exons 


17992. .18336, 18009 


. .18173, 


18331. .18480 


Seq. No. 


2718 




Seq. ID 


OJ991202_16.0103 


Gene No. 


5709 




Strand 




Start 


22329 




End 


23634 


Name 


OJ991202 16. 0103. C5 


.o5.ts 


Method 


TBLASTX : Soybean 


Start 


18390 




End 


18717 


GI 


none 




Score 


83 


Exons 


18390. .18437, 18391 


. .18480, 


18481. .18537, 18537 .. 18710, 



18538. .18717 



Seq. No. 2718 Seq. ID 

Gene No. 5709 Strand 

Start 22329 End 

Name OJ991202_16 . 0103 . C5 . o3 . tm Method 

Start 18505 End 

GI none Score 

Exons 18505. .18876, 18528.. 18875 



OJ991202_16.0103.C5 
23634 

TBLASTX: Maize 

18876 

358 



Seq. No. 2718 

Gene No. 5709 

Start 22329 

Name OJ991202_1 6 . 0103 . C5 . o3 . ts 

Start 18721 

GI none 
Exons 



Seq. ID OJ991202_16.0103.C5 
Strand 

End 23634 

Method TBLASTX : Soybean 

End 19095 

Score 117 



18721. .18852, 18727 .. 18852 , 18870 .. 19001, 18871.. 19095 



Seq. No. 2718 

Gene No. 5709 

Start 22329 

Name OJ991202_16 . 0103 . C5 . o3 . np 

Start 22329 

GI 6815099 

Exons 22329. .22442, 23585.. 23634 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ991202_16.0103.C5 
Strand 

End 23634 

Method AAT/NAP 

End 23634 

Score 69 



Seq. No. 2718 

Gene No. 5710 

Start 24137 

Name OJ991202_16 . 0103 . C5 . o4 . ts 

Start 24137 • 

GI none 
Exons 



Seq. ID OJ991202_16.0103.C5 
Strand 

End 24501 

Method TBLASTX : Soybean 

End 24332 

Score 228 



24137. .24205, 24 153 .. 24332, 24216 .. 24272, 24272.. 24331 



Seq. No. 2718 

Gene No. 5710 

Start 24137 

Name OJ991202_16 . 0103 . C5 . 06 . tm 

Start 24137 

GI none 
Exons 



Seq. ID OJ991202_16.0103.C5 
Strand 

End -24501 
Method TBLASTX: Maize 
End 24501 
Score 251 



24137. .24331, 24 153 .. 24332, 24445. .24501 



Seq. No. 2718 Seq. ID OJ991202_16 . 0103 . C5 

Gene No. 5710 Strand 

Start 2.4137 End 24501 



2809" 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method TBLASTX : Wheat 
End 24334 
Score 223 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16. 0103. C6 



OJ991202_16.0103.C5.o6.tw 
24140 
none 

24140. .24334, 24153. .24332 

2719 
5711 
3887 

OJ991202_16.0103.C6.ol.gp 
3784 

16165_2.R1084 
3784. .4202 

1 2118425/pir | IS61830 2.0e-14 subtilisin/chymotrypsin inhibitor - 
maize >gi_475253_emb_CAA55588_ (X78988) proteinase inhibitor 
[Zea mays] >gi_475922__emb_CAA49593_ (X69972-) proteinase 
inhibitor [Zea mays] >gi_559538_emb_CAA57677_ (X82187) substilin 
/chymotrypsin-like inhibitor [Zea mays] 1 



OJ991202_ 
+ 

6116 
AAT/GAP 
4202 
713 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
□ GI 
Exons 



2719 Seq. ID 

5711 Strand 

3887 End 

OJ991202_16.0103.C6.o2.gs Method 

3887 End 

none Score 



OJ991202_16.0103.C6 
+ 

6116 
GENSCAN 
6116 
.8 



3887. .4052, 4590. .4672, 5110. .5844, 5964. .6116 



I s ! I 



! Li 



Seq. No. 2719 Seq. ID OJ991202_16 . 0103 . C6 

Gene No. 5711 Strand + 

Start . 3887 End 6116 

Name OJ991202_16. 0103 . C6 . o2 . np Method AAT/NAP 

Start 3898 End 4124 

GI 2118425 Score 246 

Exons 3898.. 4124 

GI Descrip. subtilisin/chymotrypsin inhibitor - maize 

gi|475253|emb|CAA55588| (X78988) proteinase inhibitor 
gi I 475922 |emb|CAA49593| (X69972) proteinase inhibitor 
gi|559538|emb|CAA57677| (X82187 
inhibitor [Zea mays] 



[Zea mays] 
[Zea mays] 
substilin /chymotrypsin-like 



M Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 


£3 Gene No. 


5712 


Strand 


+ 


Start 


8519 


End 


8752 


Name 


OJ991202 16. 0103. C6 


. o4.np Method 


AAT/NAP 


Start 


8501 


End 


8749 


GI 


6900314 


Score 


256 


Exons 


8501, .8749 






GI Descrip. 


(AJ250663) putative 


proteinase inhibitor [Hordeum vulgare] 


Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 


Gene No. 


5712 


Strand 


+ 


Start 


8519 


End 


8752 


Name 


OJ991202 16. 0103. C6 


. o3.gs Method 


GENSCAN 


Start 


8519 


End 


8752 


GI 


none 


Score 


.99 


Exons 


8519. .8752 






Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 



2810 






5713 


Strand 






Start 


415 ^ 


End 


4611 




Name 


OJ991202 16.0103.C6.ol.gs 


Method 


GENSCAN 




Start 


415 


End 


1926 




GI 


none 


Score 


.5 




Exons 


415. .536, 963. .1146, 1254. .1422, 1473., 


.1651, 1861.. 1926 


Seq. No. 


2719 


Seq. ID 


OJ991202 


16. 0103. C6 


Gene No. 


5713 


Strand 






Start 


415 


End 


4611 




Name 


OJ991202 16.0103.C6.ol.np 


Method 


AAT/NAP 




Start 


418 


End 


4611 




GI 


6815052 


Score 


420 




Exons 


418. .536, 807. .881, 963. .1141 


, 4565. .4611 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2719 


Seq. ID 


OJ991202 


16. 0103. C6 


Gene No. 


5714 


Strand 






Start 


4680 


End 


4841 




Name 


OJ991202 16.0103.C6.o3.np 


Method 


AAT/NAP 




Start 


4680 


End 


4841 




GI 


5852172 


Score 


67 




Exons 


4680. .4841 . 








GI Descrip. 


(AL117265) zhb0002<. 1 [Oryza sativa] 






Seq. No. 


971 Q 


Seq. ID 


OJ991202 


16. 0103. C6 


Gene No. 


CT1 C 

D I ID 


Strand 








9804 


End 


14790 




Name 


OJ991202 16.0103.C6.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


3914 


End 


8752 




GI 


none 


Score 


130 




Exons 


3914. .4048, 3946. .4047, 4049. 


.4123, 4050. .4136, 


8548. .8748, 




8549. .8752 








Seq. No. 


2719 


Seq. ID 


OJ991202 


16. 0103. C6 


Gene No. 


5715 


Strand 






Start 


9804 


End 


14790 




Name 


OJ991202 16.0103.C6.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


3920 


End 


8752 




GI 


none 


Score 


159 




Exons 


3920. .4045, 3940. .4044, 4053. 


.4142, 4055. .4141, 


8563 . . 8751, 




8564.. 8752 








Seq. No. 


2719 


Seq. ID 


OJ991202 


16 0103 C6 


Gene No. 


5715 


Strand 






J Lai L 


9804 


End 


14790 




Name 


OJ991202 16.0103.C6.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3941 


End 


8752 




GI 


none 


Score 


157 




Exons 


3941. .4045, 3943. .4044, 4052. 


.4123, . 4053. .4127, 


8533. .8748, 




8537. .8752 








Seq. No. 


2719 


Seq. ID 


OJ991202 


_16.0103._C6 


Gene No. 


5715 


Strand 






Start 


9804 


End 


14790 




Name 


OJ991202 16.0103.C6.o4.gs 


Method 


GENSCAN 




Start 


9804 


End 


14781 





2811 



GI 

Exons 



none Score .59 

9804.. 9837, 11405 11526, 11554 11692, 13154 .. 13217 , 
13476. .13525, 13654 13766, 13863 .. 14009, 14506 .. 14 592, 
14731. .14781 



Seq. No. 2719 
Gene No. 5715 
Start 9804 

Name ' OJ991202_16 . 0103 . C6 . ol . tm 

Start 13085 
GI none 
Exons 13085. 

13470. 

13653. 

13862. 

14504. 



13186, 13106. .13207, 

,13538, 13477. .13527, 

.13772, 13654. .13773, 

,13945, 13863. .13946, 

14593, 14728. .14781, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13186. .13221, 



OJ991202 16. 0103. C6 



13614. 
13849. 
13864. 
14729. 



14790 

TBLASTX: Maize 
14787 
68 

13190 
.13667, 13653 
.13944, 13857 
.13950, 14504 



.14782, 14731, 



13249, 
13763, 
13949, 
14593, 
14787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

II 3 Exons 

cn 

i : 

l Ji Seq. No. 
! «« Gene No. 
LJ Start 
Name 
Start 

[; gi 

Exons 
^ GI Descrip. 

'4 

\~ Seq. No. 
!!S Gene No. 



i := i 



Start 
Name 
Start 
GI 

Exons 



2719 
5715 
9804 

OJ991202_16.0103.C6.ol.ts 
13140 
none 
13140. 
13479. 
14510. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,13220, 13148. .13249, 13150 .. 13221, 13465 
,13538, 13653. .13772, 13654 13770/, 13863 
,14593, 14728. .14781 



OJ991202_16.0103.C6 
14790 

TBLASTX : Soybean 

14781 

89 

13527, 
13949, 



OJ991202 16. 0103. C6 



2719 Seq. ID 

5715 Strand 
9804 End 14790 

OJ991202_16. 0103.C6.o3.gp Method AAT/GAP 

13143 End 13745 

LIB3479-007-Q6-K1-B4 Score 386 

13143. .13217, 13476. .13525, 13654.. 13745 
, 3063661/gb|AAC14280.1| 5.0e-36 (AF058391) nucleoside 
diphosphate kinase la [Arabidopsis thaliana] 1 



2719 
5715 
9804 

OJ991202_16.0103.C6.ol.tc 
13150 



OJ991202 16. 0103. C6 



none 
13150. 
13487, 
13635, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

13221, 13151. .13228, 134 65 13500, 13475 .. 13501 , 
13531, 13494.. 13547, 13495.. 13563, 13635 .. 137 69, 
13784, 13648. .13806, 13854 .. 13955, 13858.. 13944 



14790 

TBLASTX: Cress 

13955 

79 



Seq. No. 2719 Seq. ID OJ991202_1 6 . 0103 . C6 

Gene No. 5715 Strand 

Start- 9804 End 14790 

Name OJ991202_16 . 0103 . C6 . o5 .np Method AAT/NAP 

Start 13153 End . 14790 

GI 3063661 Score 520 

Exons 13153. .13217, 13476 .. 13525, 13654 .. 137 66, 13863 .. 1394 3, 

14506. .14592, 14731.. 14790 
GI Descrip. (AF058391) nucleoside diphosphate kinase la [Arabidopsis 

thaliana] 



2812 





Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 




Gene No. 


5715 


Strand 






Start 


9804 


End 


14790 




Name 


OJ991202_16. 0103.C6.o2. tw 


Method 


TBLASTX: Wheat 




Start 


13477 


End 


13950 




GI 


none 


Score 


85 




Exons 


13477. .13545, 13653. .13763, 


13654. .13770, 13857 .. 1394 9, 






13858. .13950 








Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 




Gene No. 


5715 


Strand 






Start 


9804 


End 


14790 




Name 


OJ991202 16.0103.C6.o4.gp 


Method 


AAT/GAP 




Start 


13717 


End 


13949 




GI 


702913 


Score 


213 




Exons 


13717. .13766, 13863.. 13949 








GI. Descrip. 


3063661/gb|AAC14280.1| 5.0e- 


36 (AF058391) nucleoside diphosphate 






kinase la [Arabidopsis thaliana] 






Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 




Gene No_. 


5715 


Strand 






Start 


9804 


End 


14790 




Name 


OJ991202 16.0103.C6.o5.gp 


Method 


AAT/GAP 




Start, 


14279 


End 


14785 


rS 


GI 


702913 


Score 


211 




Exons 


14279. .14301, 14505. .14592, 


14731. .14785 




GI Descrip. 


3063661/gbi AAC14280.il 5.0e- 


36 (AF058391) nucleoside diphosphate 


sa. 




kinase la [Arabidopsis thaliana] 






Seq. No. 


2719 


Seq. ID 


OJ991202_16.0103.C6 




Gene No. 


5715 


Strand 




ru 


Start 


9804 


End 


14790 




Name 


OJ991202 16.0103.C6.o6.gp 


Method 


AAT/GAP 


1. _i 


Start 


14505 


End 


14785 


'"4 


GI 


702913 * 


Score 


213 




Exons 


14505. .14592, 14731. .14785 






ll 


GI Descrip.' 


3063661/gb|AAC14280.1| 5.0e- 


36 (AF058 


391) nucleoside diphosphate 






kinase la [Arabidopsis thaliana] 




: : sf 
1- -J 


Seq. No. 


2720 


Seq. ID 


OJ991202_16.0103.C7 




Gene No. 


5716 


Strand 


+ 




Start 


3670 


End 


4038 




Name 


OJ991202 16.0103.C7.ol.gs 


Method 


GENSCAN 




Start 


3670 


End 


4038 




GI 


none 


Score 


.83 




Exons 


3670. .4038 








Seq. No. 


2720 


Seq. ID 


OJ991202_16.0103.C7 




Gene No. 


5717 


Strand 


+ 




Start 


5866 


End 


13529 




Name 


OJ991202 16.0103.C7.o2.gs 


Method 


GENSCAN 




Start 


5866 


End 


12321 




GI 


none 


Score 


.82 




Exons 


5866.. 6157, 6229.-6652, 6820 


..7284, 8: 


139. .9741, 9827. .9947, 



10046. .10143, 10336. .10401, 11269 . .11358 , 12019 .. 12195, 
12292.. 12321 



2813 



Seq. No. 


2720 


Seq. ID 


OJ991202_16. 0103.1 


Gene No. 


5717 


Strand 


+ 


Start 


5866 


End * 


13529 


Name 


OJ991202 16.0103.C7.o2.np 


Method 


AAT/NAP 


Start 


6701 


End 


13031 


GI 


4586253 


Score 


1430 


Exons 


6701.. 7292, 8139.. 8405, 8481. 


.9462, 9526.. 9607, 9647.. 97 




9820.. 9971, 10064. .10187, 10333 .. 10401, 11269 .. 11358, 




12019. .12195, 12996.. 13031 






GI Descrip. 


(AL049640) auxilin-like protein [Arabidopsis thaliana] 


Seq. No. 


2720 


Seq. ID 


OJ991202_16. 0103J 


Gene No. 


5717 


Strand 


+ 


Start 


5866 


End 


13529 


Name 


OJ991202 16.0103.C7.o2.gp 


Method 


AAT/GAP 


Start 


7169 


End 


8328 


GI 


none 


Score 


561 - 


Exons 


7169.. 7284, 8139.. 8328 






Seq. No. 


2720 


Seq. ID 


OJ991202_16.0103.< 


Gene No. 


5717 


Strand 


+ 


Start 


5866 


End 


13529 


Name 


OJ991202 16.0103.C7.o3.gp 


Method 


AAT/GAP 


Start 


9571 


End 


13529 


GI 


16295 1.R108L4 


Score 


2348 


Exons 


9571. .9741, '9827. .9947, 10046 


. .10143, 


10336. .10401, 




11269. .11358, 12019. .12195, 12996.. 13529 


GI Descrip. 


, 4586253/emb|CAB40994.1| 4 . Oe 


-66 (AL049640) auxilin-like 



[Arabidopsis thaliana] ' 



Seq. No. 


2720 




Seq. ID 


OJ991202_16.0103.C7 


Gene No. 


5718 




Strand 




Start 


3649 




End 


3965 


Name 


OJ991202 16 


.0103.C7.ol. 


gp Method 


AAT/GAP 


Start . 


3649 




End 


3965 


GI 


702913 




Score 


279 


Exons 


3649. .3709, 


3848. .3965 






GI Descrip. 


3063661/gb|AAC14280.1 | 


5.0e-36 (AF058391) nucleoside diphos 




kinase la [Arabidopsis 


thaliana] 




Seq. No. 


2720 




Seq. ID 


OJ991202_16.0103.C7 


Gene No. 


5719 




Strand 




Start 


13481 




End 


14173 


Name 


OJ991202 16 


.0103.C7.o3. 


tm Method 


TBLASTX: Maize 


Start 


8271 




End 


8655 


GI 


none 




Score 


255 


Exons 


8271. .8561, 


8272. .8562, 


8453. .8566, 8600-. .8650, 8602.. 8655 


Seq. No. 


2720 




Seq. ID 


OJ991202_16.0103.C7 


Gene No. 


5719 




Strand 




Start 


13481 




End 


14173 


Name 


OJ991202 16 


.0103.C7.ol. 


tm Method 


TBLASTX: Maize 


Start 


8658 




End 


9520 . 


GI 


none 




Score 


143 


Exons 


8658. .8774, 


8659. .8748, 


8724. .8780, 8743. .8784, 8751. .8780, 




8753. .8785, 


8779. .8895, 


8786. .8914, 87? 


36.. 8911, 8839.. 8922, 



2814 



8907.. 9011, 8907.. 9026, 8915.. 9142, 8923.. 9108, 9005.. 9112, 
9087. .9185, 9194. .9241, 9242. .9382, 9349. .9483, 9482. .9520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2720 
5719 
13481 

OJ991202_16 . 0103 . C7 . o2 . tm 
9523 



none 

9523.-9558, 
9803. .9862, 
9871. .9945, 



10335. 
12008. 



,10400 
,12046 



12993. .13040 
13292. .13321 



Seq. I 
Strand 
End 

Method 
End 
Score 

9563.-9583, 9649.. 9738, 
9819.. 9881, 9827.. 9862, 
9881.. 9952, 10055.. 10147 
, 10336. .10401, 11259.. 1 
, 12018. .12197, 12019. .1 
, 12995. .13042, 13062.. 1 
, 13299. .13334, 13384.. 1 



D OJ991202_16.0103.C7 
14173 

TBLASTX: Maize 
13422 
143 

9666. .9743, 9681. .9749, 
9848.-9946, 9849.. 9950, 
, 10085. .10144, 
1360, 11269. .11361, 
2195, 12086. .12196, 
3184, 13258. .13281, 
3419, 13387.. 13422 



Seq. No. 2720 - Seq. ID 

Gene No. 5719 Strand 

Start 13481 End 

Name OJ991202_1 6 . 0103 . C7 . ol . tc Method 

Start 10335 End 

GI none Score 
Exons 



OJ991202_16.0103.C7 
14173 

TBLASTX: Cress 

12197 

95 



10335. .10394, 10336 .. 10398, 11280 .. 11360, 11281 .. 11361, 
12018. .12197, 12019.. 12195 



.iSX 
: I 



Seq. No. 2720 

Gene No. 5719 

Start 13481 

Name OJ991202_16 . 0103 . C7 . ol . ts 

Start 11278 

GI none 
Exons 



Seq. ID OJ991202216.0103.C7 
Strand 

End 14173 

Method TBLASTX : Soybean 

End 12197 

Score 103 



11278. .11361, 11280. .11348, 12007 .. 12195, 12010 .. 12105, 
12012. .12197 



Seq. No. 2720 Seq. ID 

Gene No. 5719 Strand 

Start 13481 End 

Name OJ991202_16 . 0103 . C7 . o3 . gs Method 

Start * 13481 End 

GI none Score 

Exons , 13481. .13633, 14114.. 14173 



OJ991202_16.0103.C7 

14173 
GEN SCAN 
14173 
.71 



OJ991202 16. 0103. C8 



Seq. No. 2721 Seq. ID 

Gene No. . 5720. Strand 

Start 27 End 627 

Name OJ991202_16 . 0103 . C8 . ol . np Method AAT/NAP 

Start 27 End 627 

GI 418604 Score 1036 

Exons 27.. 627 

GI Descrip. HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. No. 2722 Seq. ID 

Gene No. 572L',W . Strand 

Start 1085" ■"" ' End 

Name OJ991022_13 . 0119 . CI . ol . gs Method 



OJ991022_13.0119.C1 

1657 
GEN SCAN 



2815 



Start 
GI 

Exons 



1085 
none 

1085.. 1205, 1596.. 1657 



End 
Score 



1657 
.55 



Seq. No. 2723 Seq. ID 

Gene No. 5722 Strand 

Start 589 End 

Name OJ991022_13 . 0119 . C3 . ol . gs Method 

Start 589 End 

GI none Score 

Exons 58 9.. 7 11 



OJ991022_13.0119.C3 
711 

GENSCAN 

711 

.74 



Seq. No. 2724 Seq. ID 

Gene No. 5723 Strand 

Start 14175 End 20803 

Name OJ991022JL3 . 0119.C4 . o2 . gs Method GENSCAN 

Start 14175 End 20803 

GI none Score .66 

Exons 14175. .14317, 14843 .. 15083, 16715 .. 1 684 9, 17118 
20637.. 20803 



OJ991022_13.0119.C4 
+ 



17166, 



Seq. No. 
Gene No. 
□ Start 
3 Name 
: " Start 
GI 

Exons 



Eft 



I, J Seq. No. 

i n Gene No . 

;;;; Start" 

5 H Name 

|; Start 

U GI 

"J Exons 



2724 
5724 
22954 

OJ991022_13.0119.C4.o3.gs 

22954 

none 

22954. .23691 

2724 
5725 
29283 

OJ991022_13.0119.C4.o5.gs 

29283 

none 



Seq. ID OJ991022_13.0119.C4 

Strand + 

End 23691 

Method GENSCAN 

End 23691 

Score .88 



Seq. ID OJ991022_13.0119.C4 

Strand + 

End 38 607 

Method GENSCAN 

End 37870 

Score .59 



29283. .29314, 30066 .. 30189, 30250 .. 30321, 33657 .. 33943, 
34050. .34392, 35088 .. 35237, 35354 .. 35620, 37514.. 37870 



Seq. No. 


2724 * 


Seq. ID 


OJ991022 


Gene No. 


5725 


Strand 


+ 


Start 


29283 


End 


38607 


Name 


OJ991022 13.0119.C4.o4.np 


Method 


AAT/NAP 


Start 


29286 


End 


29800 


GI 


6539571 


Score 


55 


Exons 


29286. .29408, 29703.. 29800 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


2724 


Seq. ID 


OJ991022 


Gene No. 


5725 


Strand 


+ 


Start 


29283 


End 


38607 


Name 


OJ991022 13.0119.C4.o5.np 


Method 


AAT/NAP 


Start 


33826 


End 


38607 


GI 


4176420 


Score 


931 


Exons 


33826.-33943, 34050 34392, 


35088. .35237, 35354 



35620, 



36899. .36988, 37514 .. 37847, 38487.. 38607 
GI Descrip. (AB008097) cytochrome P450 [Arabidopsis thaliana] 



2816 



Seq. No. 2724 

Gene No. 5726 

Start 536 

Name OJ991022_13. 0119.C4 . ol . gs 

Start 536 

GI none 
Exons 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 12278 

Method GENSCAN 

End 12278 

Score .41 



536. .700, 2417. .2602, 2658. .2797, 3237. .3312, 4715. .4828, 
5327.. 5420, 6062.. 6191, 6217.. 6370, 6931.. 8460, 8584.. 9120, 
9261. .10412, 10469. .11169, 11592 .. 11850, 11878 .. 12062, 
12233. .12278 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2724 
5726 
536 

OJ991022_13.0119.C4.ol.np 
6810 
6539558 
6810. .10918 

(AP000836) Similar to putative polyprotein (AC006248) [Oryza 
sativa] 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 12278 

Method AAT/NAP 

End 10918 

Score 3248 



2724 
5727 
14788 

OJ991022_13.0119.C,4.o2.np 
14788 
1903367 
14788. .14840, 23058.. 23550 

(AC000104) ESTs gb | N65789, gb | T04 628 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 23550 

Method AAT/NAP . 

End 23550 

Score 246 





Seq. No. 


2724 


Seq. ID 


OJ991022_13.0119. 


C4 


fu 


Gene No. 


5728 


Strand 








Start 


25071 


End 


29668 






Name 


OJ991022 13.0119.C4.o4.gs 


Method 


GENSCAN 




" h 4 


Start 


25071 


End 


27199 




M 


GI 


none 


Score 


.8 




a 


Exons 


25071. .25179, 26131 .. 26282 , ' 


26713. .26813, 27079.. 27199 






Seq. No. 


2724 


Seq. ID 


OJ991022_13.0119. 


C4 


□ 


Gene No. 


5728 


Strand 






Start 


25071 


End 


29668 






Name 


OJ991022 13.0119.C4.o3.np 


Method 


AAT/NAP 






Start 


26124 


End 


29668 






GI 


5852172 


Score 


62 






Exons 


26124. .26282, 29647.. 29668 










GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 








Seq. No. 


2724 


Seq. ID 


OJ991022_13.0119. 


C4 




Gene No. 


5729 


Strand 








Start 


38740 


End 


40678 






Name 


OJ991022 13.0119.C4.o6.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


2567 






GI 


none 


Score 


64 






Exons 


1..66, 3. .62, 536. .703, 540. 


.701, 544. 


.711, 2406. .2567, 





2414 . .2566 



2817 



:- i I 

m 



Seq. No. 


2724 








Seq. ID 


OJ991022_13 . 0119. 


C4 


Gene No. 


5729 








Strand 






Start - 


38740 








End 


40678 




Name 


OJ991022 13. 


.0119. 


C4.o7. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 








End 


703 




GI 


none 








Score 


208 




Exons 


1..66, 536., 


,703, 


540. .701 








Seq. No. 


2724 








Seq. ID 


OJ991022_13.0119. 


C4 


Gene No. 


5729 








Strand 






Start 


38740 








End 


40678 




Name 


OJ991022 13. 


.0119. 


C4 .06. 


tc 


Method 


TBLASTX: Cress 




Start 


536 








End 


2593 




GI 


none 








Score 


168 




Exons 


536. .703, 540. .701, 2406. .2567, 2414.. 


2593, 2415. .2591 




Seq. No. 


2724 








Seq. ID 


OJ991022_13.0119. 


C4 


Gene No . 


5729 








Strand 






Start 


38740 








End 


40678 




Name 


OJ991022 13. 


.0119. 


C4.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


6817 








End 


7488 




GI 


none 








Score 


47 




Exons * 


6817. .7299, 


6968. 


.7024, 


7127. 


.7294, 7318. .7488 




Seq. No. 


2724 








Seq. ID 


OJ991022_13.0119. 


C4 


Gene No. 


5729 








Strand 






Start 


38740 








End 


40678 




Name 


OJ991022 13. 


.0119. 


C4.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


6874 








End 


7299 




GI 


none 








Score 


59 




Exons 


6874. .7053, 


7090. 


.7299, 


7094 . 


.7189 






Seq. No. 


2724 








Seq. ID 


OJ991022_13.0119. 


C4 


Gene No. 


5729 








Strand 






Start 


38740 








End 


40678 




Name 


OJ991022 13. 


.0119. 


C4.ol. 


tc 


Method 


' TBLASTX: Cress 




Start 


6960 








End 


7510 




GI 


none 








Score 


83 




Exons 


6960. .7109, 


6967. 


.7095, 


7091. 


.7204, 7093. .7209, 7213. .7299, 




7220. .7285, 


7327. 


.7509, 


7328. 


.7510 






Seq. No. 


2724 








Seq. ID 


OJ991022_13.0119. 


C4 


Gene No. 


5729 








Strand 






Start 


38740 








End 


40678 




Name 


OJ991022 13, 


.0119. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7093 








End 


7551 




GI 


none 








Score 


198 




Exons 


7093. .7320, 


7103. 


.7297, 


7321. 


.7548, 7322. .7513, 7345. .7551 


Seq. No. 


2724 








Seq. ID 


OJ991022_13.0119. 


C4 


Gene No. 


5729 








Strand 






Start - 


38740 








End 


40678 




Name 


OJ991022 13. 


,0119. 


C4.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


7621 








End 


8016 




GI 


none 








Score 


88 




Exons 


7621. .8016, 


7808. 


.8014 











2818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

: =a Exons ' 

J ;f Seq. No. 

0- Gene No. 

"U Start 

j as f Name 

p Start 

" ts * Exons 

ru 

:= Seq. No. 

r~ s Gene No. 

: , I Start 

, ? Name 

I s * Start 

hi GI 

i;3 Exons 

.c as. 
I. _i 

Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2724 Seq. ID 

5729 Strand 

38740 End 

OJ991022JL3 . 0119 . C4 . ol . tw Method 

7657 End 

none Score 

7657. .7860, 7852. .8196, 7940. .8041 



OJ991022_13.0119.C4 
40678 

TBLASTX: Wheat 

8196 

80 



2724 Seq. ID 

5729 Strand 

38740 End 

OJ991022_13.0119.C4.ol.ts Method 

78 61 End 

5509260 Score 



OJ991022_13.0119.C4 
40678 

TBLASTX ; Soybean 

8391 

117 



7861. .8391, 7886. .8044, 7888. .8346, 8075.. 8365 



2724 








Seq. ID 


OJ991022_13.0119.C4 


5729 








Strand 




38740 








End 


40678 


OJ991022 13 


.0119. 


C4 .o5. 


tc 


Method 


TBLASTX: Cress 


7978 








End 


8239 


none 








Score 


157 


7978. .8238, 


7997 . 


.8239 








2724 








Seq. ID 


OJ991022_13.0119.C4 


5729 








Strand 




38740 








End 


40678 


OJ991022 13 


.0119. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 


8017 








End 


8328 


none 








Score 


202 


8017. .8328, 


8018. 


.8326, 


8032. 


.8328 




2724 








Seq." ID 


OJ991022_13.0119.C4 


5729 








Strand 




38740 








End 


40678 


OJ991022 13 


.0119. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean 


-8725 








End 


9202 


none 








Score 


94 


8725. .9126, 


8725. 


.9132, 


8906. 


.9130, 8948.J9133, 9137.. 9202 


2724 








Seq. ID 


OJ991022_13.0119.C4 


5729 








Strand 




38740 








End 


40678 


OJ991022 13 


.0119. 


C4.o4. 


tc 


Method 


TBLASTX: Cress 


8740 








End 


9135 


none 








Score 


81 


8740. .9135, 


8743. 


.8934, 


8986. 


.9120 • 




2724 








Seq. ID 


OJ991022_13.0119.C4 


5729 








Strand 




38740 








End 


40678 


OJ991022 13 


.0119. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


8803 








End 


9223 


none 








Score 


222 


8803. .8874, 


8881. 


.9135, 


8897. 


.9127, 8942. .9166, 9146. .9223 



.2819 



Seq. No. 2724 

Gene No. 5729 

Start 38740 

Name OJ991022_13 . 0119 .C4 ,o3. tw 

Start 8812 

GI none 
Exons 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX : Wheat 

End 9440 

Score 173 



8812. .8880, 8875. .8964, 8971. .9135, 9140. .9226, 9207. .9440 



Seq. No. 2724 

Gene No. 5729 

Start 38740 - - 

Name OJ991022_13 . 0119 . C4 . 08 . ts 

Start 9291 

GI none 

Exons 9291.. 9575, 9399.. 9479 



Seq. ID OJ991022_13.0119.C4 
Strand 

End" 40678 

Method TBLASTX : Soybean 

End 9575 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2724 
5729 
38740 

OJ991022_13.0119.C4.ol0.tm 

9517 

none 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX: Maize 

End 9881 

Score 53 



9517.. 9621, 9519.. 9620, 9600.. 9803, 9636.. 9803, 9792.. 9881 



2724 
5729 ' 
38740 

OJ991022_13.0119.C4.o2.tw 

9519 

none 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX : Wheat 

End 9965 

Score 60 



9519. .9599, 9598. .9645, 9600. .9965, 9685. .9945 



Seq. No. 
Gene No. 
Start 



■> Name 



Start 
GI 

Exons 



2724 
5729 
38740 

OJ991022_13.0119.C4.o9.ts 
9873 
"none 

9873.. 10001, 10481.. 10873 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX : Soybean 

End 10873 

Score 189 



Seq. No. 2724 

Gene No. 5729 

Start 38740 

Name ■ OJ991022JL3 . 0119 . C4 . 08 . tm 

Start 9891 

GI none 
Exons 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX : Mai ze 

End 10603 

Score 92 



9891. .10001, 9898. .10008, 10104 .. 10265, 10368 10442., 
10448. .10603 



Seq. No. 2724 

Gene No. 5729 

Start 38740 

Name OJ991022_13 . 0119. C4 . o7 . tw 

Start 10496 

GI none 

Exons 10496. .10867, 10499.. 10879 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX : Wheat 

End 10879 

Score 99 



2820 




Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 


f!pnp Nn 

VJC11C lri\J » 


5729 




Strand 






Start 


38740 




End 


40678 




Name 


OJ991022 13. 0119. C4 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


10739 




End 


11006 




GI ' 


none 




Score 


82 




Exons 


10739. .10993, 10764 


. .11006, 


10773. .10991 




Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 




5729 




Strand 






Start 


38740 




End 


'40678 




Name 


OJ991022 13. 0119. C4 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


23083 




End 


23619 




GI 


none 




Score 


74 




Exons 


23083. .23169, 23236 


. .23544, 


23306. .23398, 23593.. 23619 




Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 


OC i 1~ Vt\J . 


5729 




Strand 






Start 


38740 




End 


40678 




Name 


OJ991022 13. 0119. C4 


,o7 .tc 


Method 


TBLASTX: Cress 




Start 


23257 




End 


23544 




GI 


none 




Score 


68 




Exons 


23257. .23544, 23303 


. .23398 








Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 


Gene No. 


5729 




Strand 






O L.O. J- L. 


38740 




End 


40678 




Name 


OJ991022 13. 0119. C4 


.b7 . tm 


Method 


TBLASTX: Maize 




Start 


23281 




End 


23649 




GI 


none 




Score 


121 




Exons 


23281. .23541, 23303 


. .23401, 


23510. .23539, 23593 .. 2364 9, 






23594. .23620 










Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 


Gene No. 


5729 




Strand 






Start 


38740 




End 


40678 




Name 


OJ991022 13. 0119. C4 


.o3 . tc 


Method 


TBLASTX: Cress 




Start 


33839 




End 


38559 




rij 

ox 


none ~* 




Score 


118 




Exons 


33839*. .33934, 33840 


. .33932, 


34051. .34305, 34051 .. 34 134 , 






34149. .34217, 35084 


. .35242, 


35094. .35318, 35477 .. 35617 , 






36881. .37006, 37502 


.'.37594, 


37513. .37593, 37607 .. 37705, 






37609. .37704, 37715 


. .37801, 


37758. .37838, 37765 .. 37851 , 






38488. .38559 










Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 


Gene No. 


5729 




Strand 






O Lai L. 


38740 




End 


40678 




Name 


OJ991022 13. 0119. C4 


,o3.ts 


Method 


TBLASTX: Soybean 




Start 


33839 




End 


34296 




GI 


none 




Score 


127 




Exons 


33839. .33937, 33840 


. .33932, 


34038. .34088, 34045 .. 34296, 






34152. .34280 










Seq. No. 


2724 




Seq. ID 


OJ991022_13.0119 


.C4 


Gene No. 


5729 




Strand 






Start 


38740 




End 


40678 





2821 




Name 


OJ991022 13. 0119. C4. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


35444 




End 


38571 






GI 


none 




Score 


62 






Exons 


35444. .35491, 35474. 


.35620, 


35492. .35635, 36881 


. .37006, 






36898. .36996, 37487. 


.37594, 


37510. .37593, 37607 


. .37714, 






37612. .37707, 37745. 


.37801, 


37745. .37801, 37782 


. .37853, 






37783. .37854, 38481. 


.38570, 


38485. .38571 






Seq. No. 


2724 




Seq. ID 


OJ991022 


_13.0119. 


C4 


fZpne No 


5729 




Strand 








Start 


38740 




End 


40678 






Name 


OJ991022 13. 0119. C4. 


06. gs 


Method 


GENSCAN 






Start 


38740 




End 


40306 






GI 


none 




Score 


.61 






Exons 


38740. .38802, 38845. 


.38967, 


39842. .40030, 40202 


. .40306 




Seq. No. 


2724 




Seq. ID 


OJ991022 


_13.0119. 


C4 


Gene No. 


** 5729 




Strand 








Start 


38740 ' 




End 


40678 






Name 


OJ991022 13 0119 C4 


o4 . tm 


Method 


TBLASTX:: 


Mai ze 




Start 


39669 




End 


40367 






GI 


none 




Score 


86 






Exons 


39669..39776, 39693. 


.39776, 


39831. .40031, 39842 


. .40042, 






39842. .40030, 39964. 


.40044, 


40199. .40354, 40199 


. .40336, 






40199. .40360, 40200. 


.40361, 


40200. .40367, 40229 


. .40309 




Seq. No. 


2724 




Seq. ID 


OJ991022 


_13.0119. 


C4 


Gene No. 


5729 




Strand 








Start 


38740 




End 


40678 






Name 


OJ991022 13. 0119. C4. 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


39708 




End 


40301 






GI 


none 




Score 


63 






Exons 


39708. .39776, 39712. 


.39768, 


39840. .40031, 39842 


. .40030, 






40199. .40300, 40200. 


.40301 










Seq. No. 


2724 




Seq. ID 


OJ991022 


_13.0119. 


C4 


Gene No. 


5729 




Strand 








Start 


38740 




End 


40678 






Name 


OJ991022 13 0119 C4 


o5 . ts 


Method 


TBLASTX: 


Sovbean 




Start 


39708 




End 


40361 






GI 


none 




Score 


64 






Exons 


39708. .39776, 39712. 


.39768, 


39839. .40033, 39842 


. .40030, 






39855. .40043, 39862. 


.40044, 


39964. .40044, 40189 


. .40344, 






40199. .40360, 40200. 


.40361, 


40200. .40361 






Seq. No. 


2724 




Seq. ID 


OJ991022 


_13.0119. 


C4 


Gene No. 


5729 




Strand 








Start 


38740 




End 


40678 






Name 


OJ991022 13. 0119. C4. 


06. np 


Method 


AAT/NAP 






Start 


39711 




End 


40678 






GI 


3643607 




Score 


551 






Exons 


39711. .39767, 39842. 


.40030, 


40202. .40362, 40657 


. .40678 




GI Descrip. 


(AC005395) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


2724 




Seq. ID 


OJ991022 


_13.0119. 


C4 


Gene No. 


5729 




Strand 








Start 


38740 




End 


40678 







2822 



Name 

Start 

GI 

Exons 



OJ991022_13.0119.C4.o5.tw Method 
39717 End 
none Score 



TBLASTX: Wheat 

39980 

49 



39717. .39776, 39718 .. 39780, 39840 .. 39980, 39842.. 39979 



Seq. No. 2724 

Gene No. 5729 

Start 38740 

Name OJ991022_13. 0119 . C4 .ol . gp 

Start 39967 

GI uC-osflcyp053h01bl 

Exons 39967. .40030, 40202.. 40366 

GI Descrip. 1 3643607 3.0e-73 (AC005395) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method AAT/GAP 

End 40366 

Score 404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2724 
5729 
38740 

OJ991022_13.0119.C4.o4.tw 

40189 

none 



Seq. ID OJ991022_13.0119.C4 
Strand 

End 40678 

Method TBLASTX : Wheat 

End 40362 

Score 24 9 



40189. .40353, 40199 .. 40360, 40199 .. 40288 , 40200 .. 4 0361, 
40200. .40361, 40201 .. 40362, 40229.. 40309 



2725 
5730 
1 

OJ991022_13.0119.C5.ol.np 
1 

3643611 



Seq. ID OJ991022_13.0119.C5 
• Strand 
End 909 
Method AAT/NAP 
End 900 
Score 504 
1..213, 312. .378, 448. .542, 639. .710, 798. .900 
(AC005395) putative casein kinase I [Arabidopsis thaliana] 



2725 
5730 
1 

OJ991022_13.0119.C5.ol.gp 

23 ■ 

none 

23..56, 313. .378, 448. .515 

2725 
5730 
1 

OJ991022_13.0119.C5-ol.tc 

82 

none 



Seq. ID OJ991022_13.0119.C5 
Strand 

End 909 

Method AAT/GAP 

End 515 

Score 198 



Seq. ID OJ991022_13.0119.C5 

Strand . - 

End 909 

Method TBLASTX : Cress 

End 639 

Score 64 



82. .210, 83. .211, 84. .215, 85. .216, 311. .379, 312. .389, 
443.-526, 449.-526, 453. .527, 456. .527, 586.-639 



Seq. No. 2725 ' 

Gene No. 5730 

Start 1 

Name OJ991022_13 . 0119 . C5 . ol . ts 

Start 82. 

GI none 
Exons 



Seq. ID OJ991022_13.0119.C5 
Strand 

End 909 

Method TBLASTX : Soybean 

End 90 9 

Score 72 



82. .210, 84. .212, 84. .215, 91. .216, 311. .379, 312. .380, 



2823 



443. .541, 444..S39, 450. .542, 632. .709, 647. .715, 797. .862, 
801. .851, 811. .909, 812. .862, 814. .900 



Seq. No. 2725 

Gene No. 5730 

Start 1 

Name OJ991022_13.0119.C5.ol.gs 

Start 84 

GI none 

Exons 84.. 213, 639.. 710, 798.. 844 



Seq. ID OJ991022_13.0119.C5 
Strand 

End 909 

Method GENSCAN 

End 84 4 

Score .46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2725 Seq. ID 

5730 Strand 

1 End 

OJ991022_13 . 0119 . C5 . ol . tm Method 

120 End 

none Score 



OJ991022_13.0119.C5 
909 

TBLASTX: Maize 

863 

132 



120. .215, 121. .216, 310. .375, 311. .379, 312. 
444. .542, 450. .542, 452. .544, 607. .708, 616. 
635. .715, 770. .853, 796. .852, 797. .862, 798. 



.380, 443. .541, 
.672, 632. .715, 
.863 



Seq. No. 2726 Seq. ID 

Gene No. 5731 Strand 

Q Start 8832 End 

h3 ^me OJ991022_13 . 0119 . C6 . o2 . gs Method 

rfl Start 8832 " End 

Hi GI none Score 

; : ? Exons 8832.. 8913, 9662.. 9903 



OJ991022_13.0119.C6 
+ 

9903 
GENSCAN 
9903 
.74 



l M Seq. No. 
i 6 3 Gene No. 

Start 

Name 
;L Start 
H GI 
"'"4 Exons 

j=£ GI Descrip. 

=. 

:1k Seq. No. 
l Vz Gene No. 
^ Start 

Name 

Start 

GI 

Exons 



2726 • Seq. ID 

5732 Strand 

1212 End 

0 J991022_13 . 0119 . C6 . ol . np Method 

1212 End 

3643611 Score 
1212.. 1315, 1471.. 1544, 1632.. 1745 

(AC005395) putative casein kinase I [Arabidopsis thaliana] 



OJ991022_13.0119.C6 

1745 
AAT/NAP 
1745 
265 



2726 Seq. ID 

5733 Strand 

3691 End 

OJ991022_13 . 0119 . C6 . ol . gp Method 

3691 End 

2312068 Score 
3691. .3896 



OJ991022_13.0119.C6 

3896 
AAT/GAP 
3896 
388 



Seq. No. .2726 Seq. ID 

Gene No. 5734 Strand 

Start 14336 End 

Name OJ991022_13 . 011 9 . C6 . o2 . gp Method 

Start 14336 End 

GI none Score 

Exons . 14336.. 14841 



OJ991022_13.0119.C6 

14841 
AAT/GAP - 
14841 
984 



Seq. No. 
Gene No. 
Start 



2726 
5735 
15468 



Seq. ID 

Strand 

End 



OJ991022 13. 0119. C6 



20942 



2824 






Name 


OJ991022_13.0119.C6.ol . ts 


Method 


TBLASTX : Soybean 






Start 


1473 


End 


1772 






GI 


none 


Score 


85 






Exons 


1473.. 1547, 1477.. 1545, 1668 


. .1772 








Seq. No. 


2726 


Seq. ID 


OJ991022_13. 0119. 


C6 




Gene No. 


5735 


Strand 








Start 


15468 


End 


20942 






Name 


OJ991022_13.0119.C6.o4.gs 


Method 


GENSCAN 






Start 


15468 


End 


20853 






GI 


none 


Score 


.6 






Exons 


154 68. .15587, 16659. .17020, 


17467. .17624, 17865 .. 18185, 








20711. .20853 










Seq. No. 


2726 


Seq. ID 


*OJ991022_13.0119. 


C6 




Gene No. 


5735 


Strand 








Start 


15468 


End 


20942 






Name 


OJ991022 13.0119.C6.o2.np 


Method 


AAT/NAP 






Start 


18489 


End 


20942 






GI 


4680341 


Score 


372 






Exons 


18489. .18526, 20135 .. 20210, 


20476. .20827, 20886.. 20942 






GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 




Seq. No. 


2727 


Seq. ID 


OJ991022_13.0119. 


C7 




Gene No . 


5736 


Strand 


+ 






Start 


558 


End 


922 




ry 


Name 


OJ991022 13.0119.C7.ol.gs 


Method 


GENSCAN 






Start 


558 ~ 


End 


922 






GI 


none 


Score 


. 64 






Exons 


558.. 605, 902.. 922 








ru 


Seq. No. 


2728 


Seq. ID 


OJ991022_13.0119. 


C8 




Gene No. 


5737 


Strand 


+ 




:i 

si 


Start 


13992 


End 


16177 




(. J 


Name 


OJ991022 13.0119.C8.o3.gs 


Method 


GENSCAN 






Start 


13992 


End 


16177 




-== 


GI 


none 


Score 


.76 




iJ 


Exons 


13992. .14054, 14724 .. 14822, 


15094. .15210, 15636. .15908, 




= C J 




16055.. 16177 








: =r. 

f 


Seq. No. 


2728 


Seq. ID 


OJ991022_13.0119. 


C8 




Gene No. 


5738 


Strand 








Start 


690 


End 


861 






Name 


OJ991022 13.0119.C8.ol.gp 


Method 


AAT/GAP 






Start 


690 


End 


861 






GI 


10431 1.R1084 


Score . 


300 






Exons 


690. .861 










GI Descrip. 


' 1256198/dbj | D63711 | RICTNR3 


4.0e-82 Rice transposon Tnr3 


1 DNA, 






complete sequence' 










Seq. No. 


2728 


Seq." ID 


OJ991022_13.0119. 


C8 




Gene No. 


5739 


Strand 








Start 


10724 


End 


11547 






Name 


OJ991022 13.0119.C8.o2.gs 


Method 


GENSCAN 






Start 


10724 


End 


11547 






GI 


none 


Score 


.86 






Exons 


10724. .11131, 11335.. 11547 









2825 



Seq. No. 2729 Seq. ID OJ991022_13 . 0119 . C9 

Gene No. 5740 Strand + 

Start 46 . End " 370 

Name OJ991022_13.0119.C9.ol.np Method AAT/NAP 

Start 4 6 End 370 

GI 131647 Score 149 

Exons 4 6.. 370 

GI Descrip. PHOSPHORIBOS YLFORMYLGLYCINAMI DINE SYNTHASE (FGAM SYNTHASE) 
{ FORMYLGLYCINAMIDE RIBOTIDE AMI DOT RAN SFE RASE) (FGARAT) 
gi I 68654 |pir| (SYECPG phosphoribosylf ormylglycinamidine synthase 
(EC 6.3.5.3) - Escherichia coli gi 1 147423 (M19501) 
formylglycineamide ribonucleotide synthetase (EC 6.3.5.3) 
[Escherichia coli] gi 11033146 (U36841) 
phosphoribosylformylglycineamide synthetas 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991022_13.0119.C9 
+ 

370 

GENSCAN 

345 

.68 



2729 Seq. ID 

5740 Strand 
4 6 End 
OJ991022_13.0119.C9.ol.gs Method 
58 End 
none Score 
58. .345 

2730 Seq. ID 

5741 Strand 
1880 End 
OJ991022_13 . 0119 . Cll . ol . gs Method 
1880 End 
none Score 
1880. .1955, 2356. .2446, 2990. .3065 

2730 Seq. ID 

5742 Strand 
3778 End 
OJ991022_13 . 0119 . Cll . o2 . gs Method 
3778 End 
none Score 
3778. .3857, 3970. .4032, 5204. .5303, 6508. .6796, 6879. .7049, 
7128. .7942, 8084. .8527, 8609 .. 9340 , 9797 .. 10219, 10257 .. 10794 , 
10819. .10941, 11297.. 12384 



OJ991022_13. 0119. Cll 
+ 

3065 
GENSCAN 
3065 
.49 



OJ991022_13. 0119. Cll 

13131 
GENSCAN 
12384 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2730 Seq. ID 

5742 Strand 

3778 End 

OJ991022_13 . 0119 . Cll . ol . np Method 

5511 End 

4680204 Score 



OJ991022JL3. 0119. Cll 

13131 
AAT/NAP 
13131 
120 



5511. .5543, 8609. .8678, 9774. .9934, 10107 10224 , 12060. 
13079. .13131 

(AF114171) hypothetical protein [Sorghum bicolor] 



,12156, 



2730 Seq. ID 

5742 Strand 

3778 End 

OJ991022_13. 0119. Cll. o5.np Method 

8539 End 



OJ991022_13. 0119. Cll 

13131 

AAT/NAP 

12390 



2826 



GI 


4680203 


Score 


1071 






Exons 


8539. .8560, 10961. .12390 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


2730 


£eq. ID 


OJ991022 


_13.0119 


.Cll 


Gene No. 


5742 


Strand 








Start 


3778 


End 


13131 






Name 


OJ991022 13.0119.Cll.o2.np 


Method 


AAT/NAP 






Start 


9086 


End 


12390 






GI 


4680203 


Score 


1065. 






Exons 


9086.. 9294, 10963.. 12390 










GI Descrip. 


(AF114171.) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


2730 


Seq. ID 


OJ991022 


_13.0119 


.Cll 


Gene No. 


5742 


Strand 








Start 


3778 


End 


13131 






KTramo 
In dlUC 




Method 


TBLASTX : 


Wheat 




Start 


10224 


End 


10973 






GI 


none 


Score 


74 






Exons 


10224. .10343, 10344 .. 10448, 


10345. .10452, 10467 


. .10520, 






10520. .10564, 10521. .10571, 


10587. .10727, 10597 


. .10713, 






10725. .10925, 10735 .. 10872, 


10932. .10973 






Seq. No. 


2730 


Seq. ID 


OJ991022 


_13.0119 


.Cll 


UC11C Vi\J . 


5742 


Strand 








Start - *' 


377-8 


End 


13131 






Name 


OJ991022 13.0119.Cll.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


10287 


End 


10535 






GI 


none 


Score 


105 






Exons 


10287. .10535, 10351.. 10533 










Seq. No. 


2730 


Seq. ID 


OJ991022 


_13.0119 


.Cll 


Gene No. 


5742 


Strand 








Start 


3778 


End 


13131 






Name 


OJ991022 13.0119.Cll.o4.np 


Method 


AAT/NAP 






Start 


10961 


End 


11586 






GI 


6742729 


Score 


464 






Exons 


10961. .11586 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


2730 


Seq. ID 


OJ991022 


_13.0119 


.Cll 


Gene No. 


5742 


Strand' 








Start 


3778 


End 


13131 






Name 


OJ991022 13.0119.Cll.o3.np 


Method 


AAT/NAP 






Start 


10969 


End 


12390 






GI 


4680203 


Score 


1067 






Exons 


10969.. 12390 










GI Descrip. 


(AF11417i) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 


2730 


Seq. ID 


OJ991022 


_13.0119 


.Cll 


Gene No. 


5742 


Strand 








Start 


3778 


End ' 


13131 






Name 


OJ991022 13.0119.Cll.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


10978 


End 


11427 






GI 


none 


Score 


73 






Exons 


10978. .11172, 11006. . 11173, 


11179. .11421, 11195 


. .11422, 





11296. .11427 



2827 




Seq. No. 


2730 




Seq. ID 


OJ991022_13.0119 


.Cll 


u Gil ^ I ' s*s * 


5742 




Strand 






Start 


3778 




End 


13131 




Name 


OJ991022 13.0119.C11 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


11017 " 




End 


11361 




GI 


none 




Score 


63 




Exons 


11017. .11172, 11018. 


.11266, 


11216. .11311, 11218. .11313, 






11320. .11361 
















Seq. ID 


OJ991022_13.0119 


.Cll 


Gene No. 


5742 




Strand 






Start 


3778 




End 


13131 




Name 


OJ991022 13.0119.C11 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11266 




End 


11613 - 




GI 


none 




Score 


98 




Exons 


11266. .11613, 11267. 


.11419, 


11459. .11608 




Sea No 


2730 




Seq. ID 


OJ991022_13.0119 


.Cll 


Gene No. 


5742 




Strand 






Start 


3778 




End 


13131 




Name 


OJ991022 13.0119.C11 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11347 




End 


11614 




GI 


none 




Score 


132 




Exons 


11347. .11610, 11348. 


.11614 








Seq. No. 


2730 




Seq. ID 


OJ991022_13.0119 


.Cll 


Gene No. 


5742 




Strand 






Start 


3778 




End 


13131 




Name 


OJ991022 13.0119.C11 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


11362 




End 


12042 




GI 


none 




Score 


88 




Exons 


11362. .11487, 11494. 


.11613, 


11507. .11596, 11629. .12042, 





11642. .11953 



Seq. No. 
| a i Gene' No. 
,^ Start 
^ Name 
u Start 
U GI 

Exons 



2730 
5742 
3778 

OJ991022_13. 0119. Cll. ol.ts 

11633 

none 



Seq. ID OJ991022_13. 0119. Cll 



Strand 
End 

Method 

End 

Score 



13131 

TBLASTX : Soybean 

11970 

175 



11633. .11917, 11635. .11916, 11915 .. 11965 , 11923.. 11970 



Seq. No. 2731 

Gene No. 5743 

Start 252 

Name OJ991102_15 . 0124 .C3 . ol . gs 

Start 252 

GI none 

Exons 252.. 254, 295.. 324, 422.. 445 



Seq. ID OJ991102_15.0124.C3 

Strand + 

End 445 

Method GENSCAN 

End 445 

Score .63 



Seq. No. 2732 Seq. ID 

Gene No. 5744 Strand 

Start 1 End 

Name OJ991102_15 . 0124 . C4 . ol . np Method 

Start ■ 1 End 

GI 2832239 Score 



OJ991102_15.0124 .C4 

2361 
AAT/NAP 
2361 
225 



2828 



Exons 1..46, 274.. 443, 2296.. 2361 

GI Descrip. (AF025526) complement component C3 [Strongylocentrotus 
purpuratus] 



Seq. No. 2732 Seq. ID 

Gene No. 5744 Strand 

Start 1 End 

Name OJ991102_15 . 0124 . C4 . ol . gs Method 

Start 250 End 

GI none Score 

Exons 250.. 4 64 



OJ991102_15.0124.C4 

2361 
GENSCAN 
464 
.49 



Seq. No. 2733 

Gene No. 5745 

Start 1 

Name OJ991102_15 . 0124 ,C5 . ol . np 

Start 1 

GI 2832239 

Exons 1. .20, 1154. .1275, 2896.-2984 

GI Descrip. (AF025526) complement component C3 [Strongylocentrotus 
purpuratus] 



Seq. ID OJ991102_15.0124 .C5 
Strand 

2984 
AAT/NAP 
2984 
107 



End 

Method 

End 

Score 



Seq. No. 2733 

Gene No. 5745 

Start 1 

Name OJ991102JL5 . 0124 .C5V61 . gs 

Start 709 

GI none 
Exons 



Seq-. ID OJ991102_15.0124 .C5 
Strand 

End- 2984 

Method GENSCAN 

End 2513 

Score .44 



709. .743, 1167. .1275, 2430. .2513 



Seq. No. 2734 

Gene No. 5746 

Start 430 

Name OJ991102_15 . 0124 ,C6 . ol .np * 

Start 430 

GI 2832239 

Exons 430.. 760, 2063.. 2083 

GI Descrip. (AF025526) complement component C3 

, purpuratus] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991102_15.0124.C6 

2083 
AAT/NAP 
2083 
288 



[Strongylocentrotus 



Seq. No. 


2734 






Seq. ID 


OJ991102_ 


_15. 


0124 


.C6 


Gene No. 


5746 






Strand 










Start 


430 






End 


2083 








Name 


OJ991102 15.0124 


.C6.ol 


.gs 


Method 


GENSCAN 








Start 


569 






End 


1750 








GI 


none 






Score 


.48 








Exons 


' 569.. 683, 1322.. 


1446, 


1640. . 


1750 










Seq. No. 


2735 






Seq. ID 


OJ991102_ 


_15. 


0124 


.C7 


Gene No. 


5747 






Strand 


+ 








Start 


2480 






End 


3885 








Name 


OJ991102 15.0124 


.C7.ol 


. gs 


Method 


GENSCAN 








Start 


2480 






End 


3885 








GI 


none 






Score 


.66 








Exons 


2480.. 2590, 2675 


. .2757 


, 3355 


..3433, 3769.. 3885 








Seq. No. 


2735 






Seq. ID 


OJ991102_ 


15. 


0124 


.C7 



2829 






Gene No. 


5748 




Strand 








Start 


4749 




End 


6402 






Name 


OJ991102 15.0124.C7.ol. 


np 


Method 


AAT/NAP 






Start 


4749 




End 


6402 






GI 


2832239 




Score 


62 






Exons 


4749.. 4918, 6235.. 6402 












GI Descrip. 


(AF025526) complement component C3 [Strongylocentrotus 








purpuratus] 












Seq. No. 


2735 




Seq. ID 


OJ991102_15.0124 


.C7 




Gpnp No 


5748 




Strand 








Start 


4749 




End 


6402 






Name 


0.1991102 15 0124 C7 o2 


gs 


Method 


GEN SCAN 






Start 


5191 




End 


6389 






GI 


none 




Score 


.58 






Exons 


5191. .5516, 5581. .5748, 


5843. 


.5989, 6326. .6389 






Seq. No. 


2736 




Seq. ID 


OJ991102JL5.0124 


.C9 




Gene No. 


5749 




Strand 


-h 






Start 


1 




End 


662 






Name 




np 


Method 


AAT/NAP 






Start 


1 




End 


578 






GI 


4512242 




Score 


996 






Exons 


1. .578 












GI Descrip. 


(AB014750) polyprotein 


[Nicotiana tabacum] 




'tit 


Seq. No.. 


2736 




Seq. ID 


OJ991102 15.0124 


.C9 


ry 


f^prif 3 No 


5749 




Strand 


+ 






Start 


i 

J. 




End 


662 




! -I 


Name 


OJ991102 15.0124.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




-B U 
f. 1 


Start 


2 




End 


143 




i s if 


GI 


none 




Score 


187 




i y 


Exons 


2. .142, 3. .143 










£3 

S J 


Seq. No. 


2736 




Seq. ID 


OJ991102_15.0124 


.C9 


Gene No 


5749 




Strand 


+ 




M 


Start 


i 

j. 




• End 


662 






Name 


OJ991102 15.0124.C9.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


2 




End 


158 




W 


GI 


none 




Score 


204 




I.Jj 


Exons 


2. .142, 3. .158, 9. .152 












Seq. No. 


2736 




Seq. ID 


OJ991102_15.0124 


.C9 




Hprip No 


5749 




Strand 


+ 






Start 


1 




End 


662 






Name 


OJ991102 15.0124.C9.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


3 




End 


224 






GI 


none 




Score 


243 






Exons 


3. .224, 11. .223 












Seq. No. 


2736 




Seq. ID 


OJ991102_15.0124 


.C9 




Gene No. 


5749 




Strand 


+ 






Start 


1 




End 


662 






Name 


OJ991102 15.0124.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


159 




End 


662 






GI 


none 




Score 


626 






Exons 


159.. 662, 191.. 580, 207 


. .584 









2830 



Seq. No. 


2736 


Seq. ID 


OJ991102_15.0124 


.C9 


Gene No. 


5749 


Strand 


+ 




Start 


1 


End 


662 




Name 


OJ991102 15.0124 .C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


165 


End 


410 




GI 


none 


Score 


205 




Exons 


165.. 410, 182.. 409 








Seq. No. 


2736 


Seq. ID 


OJ991102 15.0124 


-C9 


Gene No. 


, 5749 


Strand 


+ 




Start 


1 


End 


662 




Name 


OJ991102 15.0124 .C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


230 


End 


584 




GI 


none 


Score 


478 




Exons 


230. .580, '231. .584 








Seq. No. 


2737 


Seq. ID 


OJ991102_15.0124 


.C10 


Gene No . 


5750 


Strand 






Start 


1 


End 


380 




Name 


OJ991102 15.0124 .C10. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


380 




GI 


5852180 


Score 


324 




Exons 


1..205, 257. .380 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


2738 


Seq. ID 


OJ991102 15.0124 


.C12 


Gene No. 


5751 


Strand 


+ 




Start 


319 


End 


359 




Name 


OJ991102 15.0124.C12.ol.gs 


Method 


GENSCAN 




Start 


319 


End 


359 




GI 


none 


Score 


.72 




Exons 


319. .359 








Seq. No. 


2739 


Seq. ID 


OJ991102 15.0124 


.C14 


Gene No*. 


5752 


Strand 


+ 




Start 


14 


End 


342 




Name 


OJ991102 15.0124 .C14.ol.gs 


Method 


GENSCAN 




Start 


14 


End 


342 




GI 


none 


Score 


.5 




Exons 


14. .342 








Seq. No. 


2740 


Seq. ID 


OJ991102_15.0124 


.C15 


Gene No . 


5753 


Strand 






Start 


3674 


End 


15503 




Name 


OJ991102 15.0124 .C15.o2.gs 


Method 


GENSCAN 




Start 


3674 


End 


14837 




GI 


none 


Score 


.88 




Exons 


3674. .3685, 4094. .4168, 5249 


..5380, 8059. .8268, 9431. .9538, 




10199. .10441, 13543. .13639, 


14360. .14444, 14813. .14837 




Seq. No. 


2740 


Seq. ID 


OJ991102_15.0124. 


.C15 


Gene No. 


5753 


Strand 






Start 


3674 


End 


15503 




Name 


OJ991102 15. 0124. C15. ol.np 


Method 


AAT/NAP 




Start 


4090 


End ■ 


15503 




GI 


2832239 


Score 


886 





2831 



Exons 4090.. 4168, 5249.. 5380, 8059.. 8268, 10199 .. 10441, 13543 13639, 

14360. .14463, 15452. .15503 
GI Descrip. (AF025526) complement component C3 [Strongylocentrotus 

purpuratus] 



Seq. No. 2741 

Gene No. 5754 

Start 160 

Name OJ991102_15. 0124 .C17 .ol .gs 

Start 160 

GI none 

Exons 160.. 406 



Seq. ID OJ991102_15.0124.C17 

Strand + 

End 406 

Method ' GEN SCAN 

End 406 

Score .76 



ry 
□ 

i . i 

I " 

*S EE? 

\ y 

a 

Q 



Seq. No. 2741 

Gene No. 5755 

Start 1133 

Name " OJ991102_15. 0124 .C17 .o2 .gs 

Start 1133 

GI none 

Exons 1133.. 1312, 2150.. 2302 



Seq. ID OJ991102_15.0124.C17 
Strand 

End 2501 
Method GEN SCAN 
End 4 ■ 2302 
Score "-'."99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2741 
5755 
1133 

OJ991102_15. 0124 .C17 .ol .np 
2112 
2832239 
2112.. 2302, 2476.. 2501 

(AF025526) complement component C3 [Strongylocentrotus 
purpuratus] 



Seq. ID OJ991102_15.0124.C17 
Strand 

2501 
AAT/NAP 
2501 
78 



End 

Method 

End 

Score 



2742 
5756 
1 

OJ991102_15.0124.C19.ol.np 
1 

2832239 
1. .50, 1615. .1815 . 

(AF025526) complement component C3 [Strongylocentrotus 
purpuratus] 



Seq. ID OJ991102_15.0124.C19 
Strand 

End 1815 

Method AAT/NAP 

End 1815 

Score 225 



2742 
5756 
1 

OJ991102_15.0124.C19.ol.gs 
33 

none 

33. .211, 1615. .1815 



Seq. ID OJ991102_15 . 0124 . C19 
Strand 

End 1815 

Method GENSCAN 

End 1815 

Score .88 



Seq. No. 2743 

Gene No. 5757 

Start 1 

Name OJ991102_15 . 0124 . C20 . ol . np 

Start 1 

GI 2832239 

Exons 1..55, 639.. 811, 3990.. 4069 

GI Descrip. (AF025526) complement component C3 [Strongylocentrotus 



Seq. ID OJ991102_15.0124.C20 
Strand 

End 6441 

Method AAT/NAP 

End 4069 

Score 271 



2832 



purpuratus] 



Seq. No. 2743 

Gene No. 5757 

Start 1 . 

Name OJ991102_15 . 0124 .C20.ol.gs 

Start 642 

GI none 
Exons 



Seq. ID OJ991102_15.0124.C20 
Strand 

End 64 41 

Method -GENSCAN 
End 64 41 

Score . 6 



642. .811, 1956. .1992, 2721. .2795, 6178. .6199, 6424. .6441 



Seq. No. 2744 

Gene No. 5758 

Start 84 

Name OJ991102_15 . 0124 .C22.ol.gs 

Start 84 

GI none 
Exons 



Seq. ID OJ991102_15.0124.C22 

Strand + 

End 3156 

Method GEN SCAN 

End 3156 

Score .81 



84. .115, 1143. .1174, 2308. .2384, 2821. .3156 



Seq. No. 
Gene No. 
Start 
Name 
Start 



C3 GI 



2745 
5759 
4919 

OJ991102_15.0124.C23.o2.gs 

4919 

none 



Seq. ID OJ991102_15.0124 .C23 

Strand + 

End 8201 

Method GEN SCAN 

End 8201 

Score .56 



Exons 



4919. .4975, 7477. .7575, 8009. .8057, 8179. .8201 



i y 



Seq. No. 2745 

Gene No. 5760 

Start 9867 

Name OJ991102_15 . 0124 .C23.o3.gs 

Start 9867 

GI none 

Exons 9867.. 9870, 10899.. 10918 



Seq. ID OJ991102_15.0124.C23 

Strand + 

End 10918 

Method GENSCAN 

End 10918 

Score .43 



Seq. No. 2745 

Gene No. 5761 

Start 45 

Name OJ991102_15 . 0124 .C23 . ol . gs 

Start 45 

GI none 
Exons 



Seq. ID OJ991102_15.0124.C23 
Strand 

End 1389 

Method GENSCAN 

End 1389 

Score .81 



45. .325, 724. .948, 960. .1029, 1035. .1289, 1309. .1389 



Seq. No. 2746 

Gene No. 5762 

Start 2435 

Name OJ991102_15 . 0124 .C25 . ol . gs 

Start 2435 

GI none 

Exons 2435.. 2613 



Seq. ID OJ991102_15.0124.C25 
Strand 

End 2613 

Method GENSCAN 

End 2613 

Score .89 



Seq. No. 2747 

Gene No. 5763 

Start 269 

Name OJ991102_15 . 0124 .C27.ol.gs 

Start 269 

GI none 

Exons 269.. 435 



Seq. ID OJ991102_15.0124.C27 

Strand + 

End 4 35 

Method GENSCAN 

End 4 35 

Score .99 



2833 



iXi 



Q 

:' ^ 



Seq. No. 


2747 




Seq. ID 


OJ991102_15.0124.C27 


Gene No. 


5764 




Strand 


+ 


Start 


3497 




End 


8134 


Name 


OJ991102 15 


.0124.C27.ol.np 


Method 


AAT/NAP 


Start 


2740 




End 


8134 


GI 


3928787 




Score 


582 


Exons 


2740. .2780, 


3988.. 4074, 4964 


..5173, 6466. .6548, 7185. .7299, 




8099. .8134 








GI Descrip. 


(AF059284) 


factor B SpBf [Strongylocentrotus purpuratus] 


Seq. No. 


2747 




Seq. ID 


OJ991102_15 . 0124 . C27 




5764 




Strand 


+ 


Start 


3497 




End 


8134 


Name 


OJ991102 15 


.0124.C27.o2.gs 


Method 


GENSCAN 


Start 


3497 




End 


7299 


GI 


none 




Score 


.64 


Exons 


3497. .3554-, 


3877. .4074, 4964 


..5173, 6072.. 6163, 6240.. 6288, 




6466. .6548, 


7146. .7299 






Seq. No. 


2748 




Seq. ID 


OJ991102_15.0124.C28 


Gene No . 


5765 




Strand 


+ 


Start 


1 




End 


2184 


Name 


OJ991102 15 


.0124.C28.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2184 


GI 


3928787 




Score 


299 


Exons 


1..31, 513. 


.746, 2156. .2184 






GI Descrip. 


(AF059284) 


factor B SpBf [Strongylocentrotus purpuratus] 


■ 

Seq. No. 


2749- 




Seq. ID 


OJ991102_15.0124.C29 


Gene No. 


5766 




Strand 




Start 


663 




End 


4079 


Name 


OJ991102 15 


.0124.C29.ol.np 


Method 


AAT/NAP 


Start 


182 




End 


2260 


GI 


5597017 




Score 


466 


Exons 


182.. 220, 567;. 2260 






GI Descrip. 


(AF025672) 


reverse transcriptase [synthetic construct] 


Seer. No . 


2749 




Seq. ID 


OJ991102_15.0124.C29 


Gene No. 


5766 




Strand 




Start 


663 




End 


4079 


Name 


OJ991102 15 


.0124.C29.ol.gs 


Method 


GENSCAN 


Start 


663 




End 


4079 


GI 


none 




Score 


.59 


Exons 


663.. 902, 1433.. 1910, 2301.. 


2418, 3381 


..3512, 3867.. 4079 


Seq. No. 


2750 




Seq. ID 


OJ991102_15.0124.C30 


(^pnp Mr} 


5767 




Strand 


+ 


Start 


1148 




End 


8089 


Name 


OJ991102 15 


.0124.C30.ol.gs 


Method 


GENSCAN 


Start 


1148 




End 


7641 


GI 


none 




Score 


.78 


Exons 


1148. .1324, 


1725.. 1972, 3836 


..3853, 4281.. 4500, 5680.. 5796, 




7429. .7641 








Seq. No. 


2750 




Seq. ID 


OJ991102_15 . 0124 . C30 


Gene No. 


5767 




Strand 


+ 



2834 



■=cr 



!*!? 



LJ 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1148 End 8089 

OJ991102_15.0124 .C30.ol.np Method AAT/NAP 
1150 End 8089 

3928787 Score 1039 

1150. .1324, 1725. .1972, 4281. .4422, 5680. .5796, 7429. .7641, 
8071. .8089 

(AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



2751 
5768 
1 

OJ991102_15.0124.C31.ol.np 
1 

3928787 
1..92, 2723. .2844 

(AF059284) factor B SpBf [Strongylocentrotus purpuratus] 



Seq. ID OJ991102_15.0124.C31 

Strand + 

End 284 4 

Method AAT/NAP 

End 2844 

Score 124 



2751 
5769 
133 

OJ991102_15.0124 .C31.ol.gs 

133 

none 



Seq. ID OJ991102_15.0124.C31 
Strand 

End 3766 

Method GENSCAN 

End 37 66 

Score .58 



133. .211, 664. .737, 1271. .1371, 1518. .1598, 2728. .2820, 
3757. .3766 



2752 
5770 
1 

OJ991102_15.0124.C33.ol.np 
1 

2832239 



Seq. ID OJ991102_15.0124.C33 
Strand 

End 3182 

Method AAT/NAP 

End 3182 

Score 59 



1..62, 2271. .2326, 2817. .2890, 2989. .3182 
(AF025526) complement component C3 [Strongylocentrotus 
purpuratus] 



2752 
5770 
1 

OJ991102_15.0124.C33.ol.gs 

2276 

none 

2276..2326, 2817. .2862 



Seq. ID OJ991102_15.0124.C33 
Strand 

End 3182. 

Method GENSCAN 

End 2862 

Score . 65 



Seq. No. 2753 

Gene No. 5771 

Start 614 

Name OJ991102_15 . 0124 .C34 . ol . gs 

Start 614 

GI none 

Exons 614.. 784 



Seq. ID OJ991102_15.0124 .C34 

Strand + 

End 784 

Method GENSCAN 

End 784 

Score .51 



Seq. No. 2754 

Gene No. 5772 

Start 14 63 

Name OJ991102_15 . 0124 . C36 . o2 . gs 

Start 1463- 



Seq. ID OJ991102_15.0124 .C36 
Strand 

End 5751 

Method GENSCAN 

End 5751 



2835 



GI 

Exons 



none Score .66 

1463. .1765, 2087. .2257, 2475. .2549, 4636.-4768, 5711. 



.5751 



Seq. No. 2754 

Gene No. 5773 

Start * 6287 

Name OJ991102_15 . 0124 .C36. ol .np 

Start 6255 

GI 4378025 

Exons 6255.. 7719, 8967.. 9015 

GI Descrip. (AF086712) reverse transcriptase-like protein [Fugu rubripes] 



Seq. ID OJ991102_15.0124.C36 
Strand 

End 9015 

Method AAT/NAP 

End 9015 

Score 882 



Seq. No. 2754 Seq. ID 

Gene No. 5773 Strand 

Start 6287 - End 

Name OJ991102_15 .0124 .C36.o3.gs Method 

Start 6287 End 

GI none Score 

Exons 6287.. 7498, 8477.. 8674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2755 Seq. ID 

5774 Strand 
1 End 
OJ991102_15.0124.C37.ol.np Method 
1 End 
2636683 Score 
1. .693 

(U66333) pol [Schistosoma mansoni] 

2756 Seq. ID 

5775 Strand 
119 End 
OJ991102_15 . 0124 . C38 . ol . gs Method 
119 End 
none Score 
119. .651, 720. .1031 



OJ991102_15.0124.C36 

9015 
GENSCAN 
8674 
.8 



OJ991102_15.0124.C37 
693 

AAT/NAP 

693 

284 



OJ991102_15.0124.C38 

1031 
GENSCAN 
1031 
.43 



2757 
5776 
578 

OJ991112_14.0128.Cl.ol.np 
578 

5922620 



OJ991112_14.0128.C1 
+ 

2577 
AAT/NAP 
2348 
169 



Seq. ID 
Strand 
End 

Method 
End 
Score 

578. .628, 1726. .1752, 2167. .2348 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj |BAA85196.1t -(AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 2757 Seq. ID 

Gene No. 5776 Strand 

Start 578 End 

Name OJ991112_14 . 0128 .CI . ol .gp Method 

Start 2146 End 

GI ■ LIB3479-006-Q6-K1-B11 • Score 

Exons -2146.. 2577 



OJ991112_14.0128.C1 
+ 

2577 
AAT/GAP 
2577 
566 



2836 



u 



Hi 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



'5734616/cibj I AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



2757 "V* 

5777 

2623 

OJ991112_14 . 0128 . CI . o2 . gs 

2623 

none 

2623.. 2799, 3538 .. 3771, ■ 3773 . 
4917.. 5054, 5532.. 5646 



OJ991112_14.0128.C1 
+ 

564 6 
GENSCAN 
5646 
.64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3978, 4250. .4364, 4694. .4863, 



2757 
5777 
2623 

OJ991112_14.0128.Cl.o2.np 

2623 

5922620 



OJ991112_ 
+ 

5646 
AAT/NAP 
5643 
561 



14. 0128. CI 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2623.. 2820, 3734.. 3808, 3893.. 4138, 4614.. 4675, 5462.. 5643 
(AP000492) -EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



2757 
5778 
148 

OJ991112J14 .0128.Cl.ol.gs 

148 

none 



2757 
5779 
6826 

OJ991112JL4 .0128.Cl.o3.np 

6826 

6539588 

6826. .7108 



2757 
5780 
11119 

OJ991112_14 .0128.Cl.o4 .np 
11119 
6553884 

11119. .11253, 11386. .11616, 13134. .13192 

(AC012563) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 


OJ991112 


Strand 




End 


2254 


Method 


GENSCAN 


End 


2254 


Score 


.59 


1045.. 1192, 1547. 


Seq. ID 


OJ991112 


Strand 




End 


7108 


Method 


AAT/NAP 


End 


7108 


Score 


224 


;in [Oryza 


sativa] 


Seq. ID 


OJ991112 


Strand 




End 


13192 


Method 


AAT/NAP 


End 


13192 


Score 


192 



2757 Seq. ID 

5780 • Strand 

11119 . End 

OJ991112_14 . 0128 . CI .,o2 . tm Method 

11395 End 

none Score 



OJ991112_14.0128.C1 
13192 

TBLASTX: Maize 

11620 

101 



2837 





Exons 


11395 . . 11484, 11397 


. . 11480, 


11399. .11482, 11503. .11541, 








11503. . 11541, 11527 


. . 11592, 


11535. .11570, 11543.. 11620 






Seq. No. 


2757 




Seq. ID 


OJ991112 14.0128 


.CI 




Gene No. 


5780 




Strand 








Start 


11119 




End 


13192 






Name 


OJ991112_14 . 0128 . CI 


. o4 . gs 


Method 


GENSCAN 






Start 


12449 




End 


13074 






GI 


none 




Score 


.51 






Exons 


12449. . 13074 












Seq. No. 


2757 




Seq. ID 


OJ991112_14.0128 


.CI 




Gene No. 


5780 




Strand 








Start 


11119 




End 


13192 






Name 


OJ991112_14 . 0128 .CI 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


12518 




End 


12880 






GI 


none 




Score 


137 






Exons 


12518 .. 12661, 12538 


. . 12615, 


12724. .12789, 12725.. 12880 






Seq. No. 


2757 




Seq. ID 


OJ991112_14.0128 


.CI 




Gene No. 


5780 




Strand 








Start 


11119 




End 


13192 






Name 


OJ991112_14.0128.C1 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


12848 




End 


13051 




'is? 


GI 


none 




Score 


48 




Ui 


Exons 


12848 . . 12886, 12902 


. . 12979, 


12902. .12964, 12 904 .. 12984 , 




ru 




12964. .13050, 12965 


. . 13051 










Seq. No. 


2758 




Seq. ID 


OJ991112_14.0128 


. C2 




Gene No. 


5781 




Strand 


+ 






Start 


1706 




End 


2247 






Name 


OJ991112 14. 0128. C2 


. ol . gs 


Method 


GENSCAN 






Start 


1706 




End 


2247 






GI 


none 




Score 


.65 




# i 


Exons 


1706.. 1750, 1780.. 1923, 2170 


. .2247 







! l(f 



<-.=r c 



Seq. No. 2758 

Gene No. 5782 

Start 2954 

Name OJ991112_14 . 0128 .C2 . ol . gp 

Start 2592 

GI 42051_1.R1084 

Exons 2592.. 3249 

GI Descrip. 1 4522009/gb | AAD21782 . 1 | 3.0e-14 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991112_14.0128.C2 

9911 
AAT/GAP 
3249 
1244 



(AC007069) unknown protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2758 
5782 
2954 

OJ991112_14 . 0128 .C2 . o2 . gs 

2954 

none 

2954.. 3355, 3613. .3738, 4157. 
4874. .5089, 5501. .5758, 6509. 
8210. .8385, 9873. .9911 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4308, 4395.. 4554, 
.6712, 7934.. 7962, 



OJ991112_14.0128.C2 

9911 
GENSCAN 
9911 
.84 



4618. .4788, 
8025. .8164, 



Seq. No. 



2758 



Seq. ID OJ9911I2_14.0128.C2 



2838 





Gene No. 


5782 


• Strand 






Start 


2954 


End 


9911 




Name 


OJ991112 14.0128.C2.ol.np 


Method 


AAT/NAP 




Start 


3012 


End 


9022 




GI 


4522009 


Score 


1290 




Exons 


3012.. 3355, 3450.. 3524, 3613 


..3686, 3940. .4027, 4157. .4308 






4395. .4554, 4633. .4788, 4874 


..5089, 5501. .5746, 6488. .6712 






8025.. 8057, 8978.. 9022 








GI Descrip. 


(AC007069) unknown protein [Arabidopsis thaliana] 




Seq. No. 


97Sft 

L f JO 


Seq. ID 


OJ991112_14.0128.C2 




Gene No. 


5782 


Strand 






Start 


2954 


End 


9911 




Name 


O.TQQI 1 1 9 1 4 fil 9fi P9 n9 rrn 


Method 


AAT/GAP 




Start 


4 fi9Q _ 


End 


'5600 




GI 




Score 


809 




Exons 


469Q 47ftft 4ft74 S08Q SS01 


. .5600 






GI Descrip. 


4 S? 20 09 /nb 1 AAD21 782 11 6 Oe- 


28 (AC007069) unknown protein 






I rix dJJ XUvJLJo X o Lila.XXcli.lclj 








Seq. No. 


2758 


Seq. ID 


OJ991112_14.0128.C2 






5782 


Strand 






Start 


9QS4 


End 


9911 




Name 


O.TQQ1 119 14 01 9ft P9 rrn 


Method . 


AAT/GAP 


w 


Start . 


fifil 1 ~~ 
U v X X 


End 


8408 


: B ! c 


GI 


none 


Score 


870 


!"i : 

J t-f 


Exons 


6611 6719 809S 8408 






^ 
»s=f 
i . : 


Seq. No. 


97 Sft 


Seq. ID 


OJ991112_14.0128.C2 




Gene No. 


5783 


Strand 




■is? 


Art- 


15177 


End 


17370 


i y 


Name 


OJ991112 14.0128.C2.o3.gs 


Method 


GENSCAN 


I: 


Start 


15177 


End 


17370 


: 3 


GI 


none 


Score 


.83 




Exons 


15177. .15295, 154 44 .. 15504 , 


15591. .15717, 16398. .16468, 


M 




16701. .16799, 16900. .17017, 


17104. .17180, 17275. .17370 




Seq. No. 


2758 


Seq. ID 


OJ991112_14.0128.C2 


r 3 


Gene No. 


5783 


Strand 




.: =i 


Start 


15177 


End 


17370 




Name 


OJ991112 14.0128.C2.o4.gp 


Method 


AAT/GAP 




Start 


15918 


End 


16419 




GI 


none 


Score 


975 




Exons 


15918. .16419 







Seq. No. 2758 Seq. ID 

Gene No. 5784 Strand 

Start 18031 End 

Name OJ991112_14 . 0128 . C2 . ol . tm Method 

Start 3005 End 

GI none Score 

Exons 3005.. 3049, 3006.. 3053, 3010.. 3057, 

3055.. 3099, 3101.. 3310, 3101.. 3310, 

3449.. 3520, 3450.. 3521, 3610.. 3684, 

3941. .4030, 3942. .4028, 4157. .4309, 

4387.. 4467, 4395.. 4499, 4410.. 4499 



OJ991112__14.0128.C2 
18774 

TBLASTX: Maize 
4499 
63 

3053. .3097, 3055.. 3099, 
3300. .3347, 3415. .3513, 
3615. .3683, 3615. .3689, 
4157. .4312, 4385. .4468, 



2839 



: ; 
! i : 
■ rr 

CD 

U 



!, C 

□ 



Seq. No. 


2758 










Seq. ID 


OJ991112_14 .0128.C2 


Gene No. 


5784 










Strand 




Start 


18031 










End 


18774 


Name 


OJ991112 14 


.0128 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3021 










End 


3530 


GI 


none 










Score 


70 


Exons 


3021. 


.3053, 


3059 


. .3205, 


3268. 


.3354, 3462.. 3530 


Seq. No. 


2758 










Seq. ID 


OJ991112_14.0128.C2 


Gene No. 


5784 










Strand 




Start 


18031 










End 


18774 


Name 


OJ991112 14, 


.0128 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3610 










End 


4546 


GI 


none 










Score 


66 


Exons 


3610. 


.3684, 


3611 


. . 3685 , 


3941. 


.4027, 3962.. 4027, 4160.. 4309, 




4160. 


.4312, 


4161 


. .4313, 


4339. 


.4545, 4385.-4522, 4394. .4546 


Seq. No. 


2758 










Seq. ID 


OJ991112_14.0128.C2 


Gene No. 


5784 










Strand 




Start 


18031 










End 


18774 


Name 


OJ991112 14, 


.0128 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4154 










End 


5674 


GI 


none 










Score 


57 


Exons 


4154. 


.4294, 


4154 


. .4312, 


4385. 


.4522, 4393. .4557, 4624. .4791, 




4871. 


.5092, 


4881 


. .5072, 


5501. 


.5587, 5570.. 5674 


Seq. No. 


2758 










Seq. ID 


OJ991112_14.0128.C2 


Gene No . 


5784 










Strand 




Start 


18031 










End 


18774 


Name 


OJ991112 14, 


.0128 


. C2 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


4624 










End 


5734 


GI 


none 










Score 


103 


Exons 


4624. 


.4791, 


4871 


. .5092, 


4896. 


.5075, 5618.. 5734 


Seq. No. 


2758 










Seq. ID 


OJ991112_14.0128.C2 


Gene No . 


5784 










Strand 




Start 


18031 










End 


18774 


Name - 


OJ991112 14. 


.0128 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4684 










End 


5092 


GI 


none 










Score 


51 


Exons 


4684. 


.4791, 


4705 


. .4797, 


4871. 


.5092, 4872.. 5075 


Seq. No. 


2758 










Seq. ID 


OJ991112_14.0128.C2 


Gene No. 


5784 










Strand 




Start 


18031 










End 


18774 


Name 


OJ991112 14. 


.0128 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6485 










End 


8217 


GI 


none 










Score 


263 


Exons 


6485. 


.6712, 


6511 


. .6714, 


6518. 


.6709, 6568. .6717, 8025. .8123, 




" 8025. 


.8114, 


8047 


. .8124, 


8087. 


.8122, 8197. .8217 


Seq. No. 


2758 










Seq. ID 


OJ991112_14:0128.C2 


Gene No. 


5784- 










Strand 




Start 


18031 










End 


18774 


Name 


OJ991112 14. 


,0128 


,C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6527 










End 


6709 


GI 


none 










-Score 


65 



2840 



ru 



Exons 


6527 . . 6709, 6554 . 


. 6709 








Seq. No. 


2758 






Seq. ID 


OJ991112 


Gene No. 


5784 






Strand 




Start 


18031 






End 


18774 


Name 


A7Q01 1 1 O T A /MOO 

ojyyiiiz i4.ui2o. 


C2 . ob . 


gp 


Method 


AAT/GAP 


Start 


17970 






End 


18351 


GI 


3763219 






Score 


735 


Exons 


17970 . . 18351 










Seq. No. 


- 

2758 






Seq. ID 


OJ 991112 


Gene No. 


5784 






Strand 




Start 


18031 






End 


18774 


Name 


OJ991112 14.0128. 


C2.o4. 


gs 


Method 


GENSCAN 


Start 


18031 






End 


18774 


GI 


none 






Score 


. 54 


Exons 


18031. .18599, 18619.. 18774 






Seq. No. 


2759 






Seq. ID 


OJ991112 


Gene No. 


5785 






Strand 


+ 


Start 


1 






End 


3804 


Name 


OJ991112 14.0128. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


3804 


GI 


5777623 






Score 


1310 


Exons 


1..156, 407. .560, 


739. . 


1247, 


1977.. 2257, 3763.. 


GI Descrip. 


(AJ24 5900 )- CAA3037 11.1 


protein [Oryza 


sativa] 


Seq. No. 


2759 






Seq. ID 


OJ991112 


bene No. 


5786 






Strand 




Start 


1389 






End 


4606 


Name 


OJ991112 14.0128. 


C4.o3. 


np 


Method 


AAT/NAP 


Start 


1389 






End 


4606 


GI 


2129478 






Score 


76 


Exons 


1389.. 1427, 2296. 


.2386, 


3386. 


.3474, 3544. .3788, 



14. 0128. C4 



3804 



14. 0128. C4 



4462. .4606 

GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb | CAA55883 I 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



;3 



Seq. No. 


2759 










Seq. ID 


OJ991112 


_14 


.0128 


.C4 


Gene No. 


5786 










Strand 










Start 


1389 










End 


4606 








Name 


OJ991112 14 


.0128 


.C4.o2. 


gs 


Method 


GENSCAN 








Start 


3305 








End 


3769 








GI 


none 










Score 


.89 








Exons 


3305. 


.3769 


















Seq. No. 


2760 










Seq. ID 


OJ991112 


_14 , 


.0128 


.C6 


Gene No. 


5787 










Strand 


+ 








Start 


4025 










End 


4854 








Name 


OJ991112 14 


.0128 


.C6.ol. 


gs 


Method 


GENSCAN 








Start 


4025 










End 


4854 








GI 


none 










Score 


.46 








Exons 


4025. 


.4262, 


4522 


. .4583, 


4762. 


.4854 










Seq. No. 


2760 










Seq. ID 


OJ991112_ 


JL4 . 


.0128 


.C6 


Gene No. 


5788 










Strand 


+ 








Start , 


. 6014 










End 


6640 









2841 



Name 

Start 

GI 

Exons 



OJ991112_14 .0128.C6.o2.gs 

6014 

none 

6014.. 6640 



Method GENSCAN 
End 6640 
Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2760 
5789 
8029 

OJ991112_14.0128.C6.o3.gs 

8029 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8029. .8559, 8565.. 8703, 8938.. 8997, 9255.. 9556, 10424 .. 10558 , 
10641. .10714, 11068. .11107, 11693 .. 118 68 , 11956. . 12081, 
12464. .12538, 13242 .. 13367, 13922 .. 13991, 14599.. 14655 



OJ991112_14.0128.C6 
+ 

16863 
GENSCAN 
14655 
.72 



Q 



! ii 

•: -si 

ru 

:==% 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



2760 
5789 
8029 

OJ991112_14 .0128.C6.o3.np 

9314 

3834317 

9314. .9556, 10424 .. 10558, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
10641. .10714, 



OJ991112_14.0128.C6 
+ 

16863 
AAT/NAP 
16863 
1484 
11068. .11107, 



12464, 
15324, 



11286. .11331, 11679. .11868, 11956 12081, 
13242. .13367, 13922 . '. 13991, 14369 14451, 
15992. .16091, 16733. .16863 

(AC005679) Similar to CDC 16 protein gb|U18291 
Homo sapiens. [Arabidopsis thaliana] 



,12538, 
,15437, 



(CDC16HS) from 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112 14. 0128. C6 



2760 
5790 
1 

OJ991112_14 .0128.C6.ol.np 
1 

6466937 
1. .1711 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



13333 
AAT/NAP 
1711 
1240 



2760 
5790 
1 

OJ991112_14.0128.C6.o2.np 
1 

5042454 



Seq. ID OJ991112_14.0128.C6 



Strand 
End 

Method 

End 

Score 



13333 
AAT/NAP 
13333 
297 



1..295, 4042. .4473, 8462. .8636, 13251. .13333 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 2760 Seq. ID 

Gene No. 5791 Strand 

Start 15617 End 

Name OJ991112_14 . 0128 . C6 . o4 . tm Method 

Start 285 End 

GI none Score 

Exons 285.. 653, 484.. 651 



OJ991112_14.0128.C6 
16159 

TBLASTX: Maize 

653 

88 



Seq. No. 
Gene No. 



2760 
.5791 



Seq. ID 
Strand 



OJ991112 14. 0128. C6 



2842 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


651 






End 


893 


GI 


none 






Score 


183 


Exons 


651. .893 










Seq. No. 


2760 






Seq. ID 


OJ991112_14 .0128 


Gene No . 


5791 






Strand 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


654 






End 


1178 


GI 


none 






Score 


91 


Exons 


654. .944, 670. .915, 927 


. .1178 


, 928.. 1170 


Seq. No. 


2760 






Seq. ID 


OJ991112 14.0128 


Gene No . 


5791 






Strand 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.ol. 


t's ■ • 


Method 


TBLASTX : Soybean 


Start 


927 






End 


1268 


GI 


none 






Score 


116 


Exons 


927. . 1268, 


928. . 1266 








Seq. No. 


2760 






Seq. ID 


OJ991112 14.0128 


Gene No . 


5791 






Strand 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


927 






End 


1202 


GI 


none 






Score 


73 


Exons 


927. .1202, 


979. . 1170 








Seq. No. 


2760 






Seq. ID 


OJ991112 14.0128 


Gene No . 


5791 






Strand 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1197 






End 


1676 


GI 


none 






Score 


171 


Exons 


1197 . . 1676, 


1200. . 1583, 


1204. 


. 1599 




Seq. No.. 


2760 






Seq. ID 


OJ991112_14.0128 


Gene no . 


5791 






Strand 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1251 






End 


1697 


GI 


none 






Score 


190 


Exons 


1251. .1697, 


1255. .1629 








Seq. No. 


2760 






Seq. ID 


OJ991112_14 .0128 


Gene No . 


5791 






Strand 




Start 


15617 






End 


16159 


Name 


OJ991112 14 


.0128.C6.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1383 






End 


1697 


GI 


none 






Score 


220 


Exons 


1383. .1697 










Seq. No. 


2760 






Seq. ID 


OJ991112_14.0128 


Gene No. 


5791 






Strand 




Start 


15617 






End 


16159 



2843 



M 



Name 


OJ991112 14. 0128. C6. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


6206 




End 


8433 




GI 


none 




Score 


97 




Exons 


6206.. 6304, 6422.. 6466, 8176 


..8268, 8178. .8267, 8368. .8433, 




8377. .8430 










Seq. No. 


2760 




Seq. ID 


OJ991112JL4.0128 


.C6 


bene inu . 


5791 




Strand 


- 




Start 


15617 




End 


16159 




Name 


OJ991112 14. 0128. C6. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


9338 




End 


9511 




GI 


none 




Score 


229 




Exons 


9338.. 9511, 9356.. 9445, 9367 


. .9492 






Seq. No. 


2760 




Seq. ID 


OJ991112_14.0128 


.C6 


Gene No. 


5791 




Strand 






OUal L 


15617 




End 


16159 




Name 


OJ991112 14. 0128. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


9338 




End 


10504 




GI 


none 




Score 


258 




Exons 


9338.. 9556, 9356.. 9445, 9367 


..9555, 10372. .10473, 10418 


. .10501, 




10425. .10502, 10427. 


.10504 








Seq. No. 


2760 




Seq. ID 


OJ991112_14.0128 


.C6 


Gene No. 


5791 




Strand 






Start 


15617 




End 


16159 




Name 


OJ991112 14. 0128. C6. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


11488 




End 


15387 




GI 


none 




Score 


98 




Exons 


11488. .11583, 11490. 


.11573, 


11504. .11584, 11504. .11584, 






11670. .11876, 11692. 


.11880, 


11693. .11863, 11956. .12081, 






11957. .12082, 11957. 


.12085, 


12445. .12543, 124 62 .. 12539, 






12463. .12543, 12464. 


.12544, 


13237. .13332, 13239 .. 13310, 






13241. .13366, 13243. 


.13380, 


13891. .13989, 13920 13991, 






13922. .13999, 13923. 


.14000, 


14365. .14454, 14366 .. 14452, 






14366. .14455, 15316. 


.15387, 


15316.. 15387 




Seq. No. 


2760 - 




Seq. ID 


OJ991112_14.0128 


.C6 




5791 




Strand 






Start 


15617 




End 


16159 




Name 


OJ991112 14. 0128. C6. 


o4 .gs 


Method 


GENS CAN 




Start 


15617 




End 


16159 




GI 


none 




Score 


.56 




Exons 


15617. .15664, 16083. 


.16159 








Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128 


.C7 


UCIlC LNU . 


5792 




Strand 


+ 




Start 


898 




End 


2010 




Name 


OJ991112 14. 0128. C7. 


ol . gs 


Method 


GEN SCAN 




Start 


898 




End 


2010 




GI 


none 




Score 


.45 




Exons 


898. .912, 1987. .2010 








Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128 


.C7 


Gene No. 


5793 




Strand 


+ 




Start 


3099 




. End 


10518 




Name 


OJ991112 14. 0128. CI. 


ol.gp 


Method 


AAT/GAP 





2844 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3020 End 4019 

42904JL.R1084 Score 898 

3020.. 3259, 3675.. 3715, 3800.. 4019 

' 4406780/gb|AAD20090| 2.0e-45 (AC006532) putative multispanning 
membrane protein [Arabidopsis thaliana] ' 



2761 
5793 
3099 

OJ991112_14.0128.C7.o2.gs* 

3099 

none 



Seq. ID OJ991112_14.0128.C7 

Strand + 

End 10518 

Method GEN SCAN 

End 10518 

Score .72 



3099.. 3259, 3675.. 3715, 3800.. 4385, 4951.. 5088, 5581.. 5976, 
6511.. 6722, 8233.. 8575, 9659.. 9902, 10029. . 10217, 10294.. 10518 



Seq. No. 2761 

Gene No. 5793 

Start 3099 

Name OJ991112_14 . 0128 .C7 .ol .np 

Start 3114 

GI 4406780 

Exons 3114.. 3259, 3675.. 3715, 3800. 

5492. .5976, 6511. .6727 

GI Descrip. (AC006532) putative endosomal protein [Arabidopsis thaliana] 



Seq. ID OJ991112_14.0128.C7 

Strand + 

End 10518 

Method AAT/NAP 

End 6727 

Score 2455 

.4385, 4951. .5088, 5216. .5372, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2761 Seq. ID 

5793 Strand 

3099 End 

OJ991112_14.0128.C7.o2.gp Method 

4 345 End 

5555 1.R1084 Score 



'OJ991112_14.0128.G7 
+ 

10518 
AAT/GAP 
7170 
2721 



4345. .4385, 4951. .5088, 5216. .5372, 5492.-5976, 6511. .7170 
M406780/gb|AAD20090| 1.0e-140 (AC006532) putative multispanning 
membrane protein [Arabidopsis thaliana] f 



2761 Seq. ID 

5793 Strand 

3099 End 

OJ991112_14 . 0128 . C7 . o3 . gp Method 

8205 End 

17779 1.R1084 Score 



OJ991112_14.0128.C7 
+ 

10518 
AAT/GAP 
10440 
1705 
10294. .10440 



8205.. 8575, 9659.. 9902, 10029. . 10208, 
' 4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



2761 Seq. ID 

5793 Strand 

3099 End 

OJ991112_14 . 0128 .C7 . o2 .np Method 

8268 End 

6478216 Score 



OJ991112_14.0128.C7 
+ 

10518 
AAT/NAP 
10515 
8 62 

10294. .10515 



8268. .8575, 9659. .9902, 10029. .10208, 
(AF108438) putative NADPH-dependent oxidoreductase 
somniferum] 



[Papaver 



2761 
5794 



Seq. ID OJ991112_14.0128.C7 
Strand + 



2845 



Start 
Name 
Start 
GI 

Exons 



21225 End 30804 

OJ991112_14 . 0128 . C7 . o5 . gs Method GENSCAN 

21225 End 30804 

none Score .43 

21225. .21324, 22409 .. 224 48 , 22699 .. 22961 , 24288. 

25356. .25474, 26177 .. 26321 , 29420 .. 2954 6, 30706. 



.24519, 
,30804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2761 Seq. ID 

5794 Strand 

21225. End 

OJ991112_14 . 0128 .C7 .o4 .np Method 

26118 End 

6539588 Score 
26118. .26395, 27653.. 27742 

(AP000837) hypothetical protein [Oryza sativa] 



OJ991112_14.0128.C7 
+ 

30804 
AAT/NAP 
27742 
193 



2761 
5795 
11054 

OJ991112_14 .0128.C7.o3.gs 

11054 

none 

11054 . .11146, 
12418. .12473, 
15015. .15105 



11276. .11367, 
14401. .14455, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11411. .11716, 
14537. .14689, 



OJ991112 14. 0128. C7 



20915 
GENSCAN 
15105 
.71 

12195. 
14924. 



.12311, 
,14980, 



OJ991112 14. 0128. C7 



Seq. No.... 2761 Seq. ID 

Gene No. 5795 Strand 

Start 11054 End 20915 

Name OJ991112_14 . 0128 . C7 . o3 . np Method AAT/NAP 

Start 11908 End 20289 

GI 4406777 Score 663 

Exons 11908. .11926, 16774 .. 16912 , 17064 17121 , 1958$ 

19893. .20057, 20139.. 20289 
GI Descrip. (AC006532) putative C2H2-type zinc finger protein 

thaliana] 



19826, 
[Arabidopsis 



OJ991112 14.0128. C7 



Seq. No. 2761 Seq. ID _ 

Gene No. 5795 * Strand 

Start 11054 End 20915 

Name OJ991112_14 . 0128 .C7 .o4 .gs Method GENSCAN 

Start 16452 End 20915 

GI none Score .57 

Exons 16452. .17121, 17502 .. 1764 1, 19507 .. 20057 , 20139 .. 20244 , 
20910. .20915 



Seq. No. 2761 Seq. ID 

Gene No. 5796 Strand 

Start 38486 End 

Name OJ991li2_14 . 0128 .C7 . ol . tm Method 

Start 3168 End 

GI none Score 
Exons 



OJ991112_14.0128.C7 
40146 

TBLASTX: Maize 

5100 

143 



3168. .3257, 3672. .3713, 3673. .3714, 3798. .4388, 3799. .4386, 
3946. .4389, 4948. .5085, 4948. .5100, 4991. .5089 



Seq. No. 
Gene . No. 



2761 
5796 



Seq. ID 
Strand 



OJ991112 14. 0128. C7 



2846 






Start 


38486 








End 


40146 




Name 


OJ991112 14 


.0128 


.C7.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


3171 








End 


4095 




GI 


none 








Score 


122 




Exons 


3171. .3257, 


3672 


. .3722, 


3673. 


.3717, 3793. .4095, 3804. .4094 




Seq. No. 


2761 








Seq. ID 


OJ991112_14 .0128.C7 




Gene No. 


5796 








Strand 






Start 


38486 








End 


40146 




Name 






. u / . OX . 


uC 


Method 


TBLASTX: Cress 




Start 


3793 








End 


5662 




GI 


none 








Score 


811 




Exons 


3793. .4386, 


3804 


. .4388, 


4006. 


.4392, 4164. .4388, 4948. .5040, 






4952. .5083, 


4991 


. .5089, 


4993. 


.5100, 5153.. 5203, 5216.. 5374, 






5217. .5375, 


5486 


. .5662, 


5491. 


.5661 






Seq. No. 


2761 








Seq. ID 


OJ991112_14.0128.C7 




Gene No. 


5796 








Strand 






Start 


38486 








End 


40146 




Name 


OJ991112_14 


.0128 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




otart 










End 


6743 




GI 


none 








Score 


404 




Exons 


4098. .4388, 


4099 


. .4386, 


4099. 


.4392, 4948.. 5052, 4952.. 5077, 


:-=t 




4991. .5089, 


4993 


. .5100, 


5216. 


.5374, 5216.. 5374, 5217.. 5375, 


=; 




5483. .5860, 


5491 


. .5940, 


5661. 


.5978, 5927.. 5977, 6502.. 6729, 


.zst. 




6505. .6729, 


6506 


. .6730, 


6509. 


.6730, ' 6510. .6743 


ru 


Seq. No. 


2761 








Seq. ID 


OJ991112_14.0128.C7 


i* s 


Gene No . 


5796 








Strand 




Ly 


Start 


38486 








End 


40146 


: t 


Name 


HTQQ1 1 1 O 1 A 




. C / . OZ . 


tin 


Method 


TBLASTX: Maize 


': =? 


Start 


5216 








End 


6626 


i y 


GI 


none 








Score 


264 




Exons 


5216. .5374, 


5217 


. .5375, 


5483. 


.5860, 5491. .5940, 5909. .5977, 


J 




5927. .5977, 


5929 


. .5979, 


6502. 


.6609, 6505.. 6624, 6506.. 6625, 






6509. .6625, 


6510 


. .6626 








| 3 


Seq. No. 


2761 








Seq. ID 


OJ991112_14.0128.C7 


—J 


Gene No . 


d / y d 








Strand 




;=? 


Start 


38486 








End 


40146 


12 
r cr 


Name 


OJ991112 14 


.0128 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5512 








End 


5833 




GI 


none 








Score 


58 




Exons 


5512. .5757, 


5542 


. .5817, 


5555. 


.5833 






Seq. No. 


2761 








Seq. ID 


OJ991112_14.0128.C7 




bene no. 


o / y b 








Strand 






Start 


38486 








End 


40146 




Name 


OJ991112 14 


.0128 


.C7.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


6575 








End 


6730 




GI 


none 








Score 


254 




Exons 


6575. .6730, 


6577 


. .6729 










Seq. No. 


2761 








Seq. ID 


OJ991112_14.0128.C7 




Gene No. 


5796 








Strand 






Start 


38486 








End 


40146 




Name 


OJ991112 14 


.0128 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 



2847 



Start 
GI 

Exons 



6628 End 7039 

none Score 178 

6628.. 6729, 6629. .6730, 6632.. 6805, 6721.. 6819, 6751.. 6780, 

6791. .6820, 6792. .6818, 6801. .6860, 6812. .6862, 6813. .6860, 

6847.. 6909, 6861.. 6926, 6862.. 6927, 6909.. 6932, 6992.. 7039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2761 
5796 
38486 

OJ991112_14 .0128.C7 .o3.tc 

8346 

none 



Seq. ID OJ991112J.4.0128.C7 



Strand 
End 

Method 

End 

Score 



40146 

TBLASTX: Cress 

10175 

228 



8346.. 8570, 8372.-8563, 9651.. 9695, 9684.. 9755, 9788.. 9904, 
9789.. 9905, 10026.. 10175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2761 
5796 
38486 

OJ991112_14.0128.C7.o3.ts 

8346 

none 



Seq. ID OJ991112_14 .0128.C7 
Strand 

End 40146 

Method TBLASTX: Soybean 

End 10518 

Score 208 



8346. .8573, 8381. .8581, 9650. .9706, 9657. .9716, 9737. .9904, 
9738. .9920, 10026 .. 10208 , 10285 .. 10518, 10291 .. 104 19, 
10293.. 10511 



*;f Seq. No. 

Gene No. 
| s y Start 
I s 3 Name 
Start 
GI 

Exons 



ru 



2761 
5796 
38486 

OJ991112JL4 . 0128 . C7 . o3 . tm 

8366 

none 



Se.q. ID OJ991112_14 .0128.C7 
Strand 

End 40146 

Method TBLASTX : Mai ze 

End 10538 

Score 257 



8366. .8572, 8367. .8573, 9650. .9904, 9660. .9914, 10026 10208 , 
10028. .10204, 10091. .10234, 10290 .. 10538, 10291.. 10518 



£3 Seq. No. 2761 Seq. ID 

C\ Gene No. 5796 Strand 

; 7 Start 38486 End 

Name OJ9?1112_14 . 0128 . C7 . o2 . tc Method 

! i3 Start 19588 End 

|!5 GI none Score 

; : 3 Exons 19588. .19698, 19592 .. 19699, 19715. 

19906. .19947, 19948 19980, 19975. 



OJ991112_14.0128.C7 
40146 

TBLASTX: Cress 

20058 

70 



.19813, 
.20058 



19741. .19821, 



Seq. No. 2761 

Gene No. 5796 

Start 38486 

Name OJ991112_14 . 0128 .C7 .06. ts 

Start 19588 

GI none 

Exons 19588. .19671, 19592 .. 19672, 
19906. .19935 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_14.0128.C7 
40146 

TBLASTX : Soybean 

19935 

109 



19675. .19821, 19676 .. 19819, 



Seq. No. 2761 Seq. ID 

Gene No. 5796 Strand 

Start 38486 End 

Name OJ991112_14 . 0128 . C7 . 06 . tm Method 

Start 19588 End 



OJ991112_14 .0128.C7 
40146 

TBLASTX: Maize 
20058 



2848 




GI 


-none 




Score 


76 




Exons 


19588. . 19704, 19592 


. .19714, 


19712. .19744, 19715 .. 19822 , 






19741. . 19821, 19906 


. .20058, 


19915. .19995 




Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128 


,C7 


Gene No . 


5796 




Strand 






Start 


38486 




End 


40146 




Name 


OJ991112 14. 0128. C7 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


19945 




End 


20169 




GI 


none 




Score 


87 




Exons 


19945. .20058, 19970 


. .20032, 


20140.. 20169 




Seq. No. 


2761 




Seq. ID 


OJ991112_14 .0128 


.C7 


Gene No . 


5796 




Strand 






Start 


38486 




End 


40146 




Name 


OJ991112 14. 0128. C7 


.o5. ts 


Method 


TBLASTX: Soybean 




Start 


38474 




End 


39132 




GI 


• none 




Score 


53 




Exons 


38474. .38731, 38550 


. . 38696, 


38743. .39132, 38786.. 39025 




Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128 


.C7 


Gene No. 


5796 




Strand 






Start 


38486 




End 


40146 




Name 


OJ991112 14. 0128. C7 


. o5 . np 


Method 


AAT/NAP 




Start 


38486 




End 


40146 




GI 


6630685 




Score 


1561 - -- 




Exons 


38486. .40146 










GI Descrip. 


(AP000969) Similar 


to copia 


-type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128 


,C7 


Gene No. 


5796 




Strand 






Start 


38486 




End 


40146 ' 




Name 


OJ991112 14. 0128. C7 


,o4.tm 


Method 


TBLASTX: Maize 




Start 


38504 




End 


39150 




GI 


none 




Score 


110 




Exons 


38504. .38737, 38519 


. .38716, 


38535V. 38729, 38737 .. 39150, 






38738. .39025, 39089 


. .39142 








Seq. No. 


2761 




Seq. ID 


OJ991112_14 .0128 


.C7 


Gene No . 


5796 




Strand 






Start 


' 38486 




End 


40146 




Name 


OJ991112.-14 .0128.C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


38896 




End 


39327 




GI 


none 




Score 


101 




Exons 


38896. .39153, 39178 


. .39327 








Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128 


.C7 


Gene No. 


5796 




Strand 






Start 


38486 




End 


40146 




Name 


OJ991112 14. 0128. C7 


. o5 . tm 


Method 


TBLASTX: Maize 




'Start 


39265 




End 


•39703 




GI 


none 




Score 


134 




Exons 


39265. .39600, 39268 


. .39594, 


39467. .39598, 39599 .. 39703, 





39612. .39689 



Seq. No. 



2761 



Seq. ID OJ991112_14.0128.C7 

2849 



.e C£ 
L; 3 
:3s ; 

£3 



Gene No. 


5796 




Strand 




Start 


38486 




End 


40146 


Name 


OJ991112 14. 0128. C7 . 


o2 . ts 


Method 


TBLASTX: Soybean 


Start 


39503 




End 


40116 


GI 


5509260 




Score 


81 


Exons 


39503. .39616, 39508. 


.39597, 


39602. .39700, 39602 .. 39724 , 




39709. .40062, 39806. 


.39988, 


39823. .40053, 40051.. 40116 


GI Descrip. 


- 








Seq. No., 


2761 




Seq. ID 


OJ991112_14.0128.C7 


Gene No. 


5796 




Strand 




Start 


38486 




End 


40146 


Name 


OJ991112 14 0128 C7 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


39517 




End 


39988 


GI 


none 




Score 


55 


Exons 


39517. .39597, 39527. 


.39598, 


39605. .39694, 39606 .. 39692, 




39715. .39918, 39719. 


.39760, 


39806. .39856, 39898 .. 39987, 




39899. .39988 








Seq. No. 


2761 




Seq. ID 


OJ991112_14.0128.C7 




5796 




Strand 




Start 


38486 




End 


40146 


Name 


OJ991112 .14. 0128. C7. 


08 . tm 


Method 


TBLASTX: Maize 


Start 


39709 




End 


39978 


GI 


none 




Score 


95 


Exons 


39709. .39978, 39806. 


.39961 






Seq. No. 


2762 




Seq. ID 


OJ991022_18.0127.C1 


Gene No. 


5797 




Strand 


+ 


Start 


209 




End 


2928 


Name 


OJ991022 18. 0127. CI. 


ol . np 


Method 


AAT/NAP 


Start 


209 




End 


2214 


GI 


730510 




Score 


767 


Exons 


209.. 295, 1132.. 1179 


, 1273. 


.1320, 1409 


..1480, 1568. .1723, 




1830. .1933, 2124. .2214 






GI Descrip. 


RAS- RELATED PROTEIN 


RIC1 gi|542150|pir | IS38740 GTP-binding 



Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



protein - rice gi | 432607 | gb | AAB28535 | (S66160) ras-related GTP 
binding protein possessing GTPase activity=ricl [Oryza 



sativa=rice, 
sativa] 



var. Yamahoushi, callus, Peptide, 202 aa] [Oryza 



2762 Seq. ID 

5797 Strand 
209 End 
OJ991022_18 . 0127 . CI . ol . gp Method 
242 End 
373_1.R1084 Score 
242. .295, 1132. .1179, 1273. .1320, 1409 
1830. .1933, 2124. .2490 

, 730510/sp|P40392|RICl_ORYSA 1.0e-106 RAS-RELATED PROTEIN RIC1 

>gi_542150_pir S38740 GTP-binding protein - rice 

>gi_432607_gb_AAB28535_ (S66160) ras-related GTP-binding protein 
possessing GTPase activity=ricl [Oryza sativa=rice, var. 
Yamahoushi, callus, Peptide, 202 aa] [Oryza sativa] ' 



OJ991022JL8.0127.C1 
+ 

2928 
AAT/GAP 
2490 
1533 

..1480, 1568. .1723, 



.Seq. No. 
Gene No. 



2762 
5797 



Seq. ID OJ991022_18.0127.C1 
Strand . + 



2850 



ill 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



209 ~ 

OJ991022_18.0127.Cl.ol.tm 
242 
none 
242. . 
1093. 
1275. 
1548. 
1828. 
2148. 



End 

Method 

End 

Score 



2928 

TBLASTX: Maize 

2260 

89 



295, 242. .295, 242. .295, 242. .295, 247. .297, 247. .297, 



1182, 1107. .1220, 1132. 
1319, 1408. .1482, 1409. 



.1179, 1132. .1167, 1273. .1320, 
.1483, 1410. .1463, 1411. .1482, 



1724, 1577. .1723, 1595. .1729, 1788. .1934, 1827. .1934, 



.1935, 2119.. 2154, 2119. 
.2249, 2159.. 2260 



2762 
5797 
209 

OJ991022_18.0127.Cl.ol.ts 

242 

none 



,2145, 2139. .2249, 2140. .2199, 



Seq. ID OJ991022_18.0127.C1 

Strand + 

End 2928 

Method TBLASTX : Soybean 

End 2213 

Score 89 



242. .295, 244. .297, 1107. .1190, 1132. .1179, 1273. .1320, 
1275. .1313, 1409. .1483, 1411. .1482, 1545. .1724, 1570. .1686, 
1577. .1729, 1827. .1934, 1829. .1933, 2118. .2159, 2119. .2160, 
2145. .2213, 2146. .2199 



2762 
5797 
209 

OJ991022_18 . 0127 .CI . ol .'tw 

242 

none 



Seq. ID OJ991022_18.0127.C1 

Strand + 

End 2928 

Method TBLASTX : Wheat 

End 1711 

Score 8 9 

1179, 1272.. 1319, 



242..29S, 244. .297, 1107. .1220, 1132. 
1273. .1320, 1275. .1319, 1405. .1479, 1409. .1483, 1411. .1479, 
1570.. 1701, 1577.. 1711, 1612.. 1707 



2762 Seq. ID 

5797 Strand 

209 End 

OJ991022_18 . 0127 . CI . ol . tc Method 

242 End 

none Score 



OJ991022_18.0127.C1 
+ 

2928 

TBLASTX: Cress 

2196 

83 

1179, 1269.. 1319, 



242. .295, 244. .297, 1107. .1184, 1132. 
1273. .1320, 1275. .1319, 1405. .1458, 1409. .1483, 1411. .1479, 
1569. .1724, 1577. .1723, 1827. .1934, 1829. .1930, 2140. .2196 



2762 
5797 
209 

OJ991022_18.0127.Cl.ol.gs 
1132 
.none 



Seq. ID OJ991022_18.0127.C1 



Strand 
End 

Method 

End 

Score 



+ 

2928 
GEN SCAN 
2928 
.84 



1132. .1179, 1273. .1320, 1409. .1480, 1568. .1723, 1830. .1933, 
2432. .2538, 2831. .2928 



2762 Seq. ID 

5797 Strand 

209 End 

OJ991022_18 . 0127 . CI . o2 . tw Method 

1818 End 

none Score 



OJ991022_18.0127.C1 
+ 

2928 

TBLASTX: Wheat 

2374 

185 



2851 



Exons 



1818.. 1934, 1829.. 1933, 2118.. 2252, 2118.. 2225, 2261.. 2311, 
2261.. 2311, 2333.. 2374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



2763 
5798 
50 

OJ991022_18 . 0127 . C2 . ol . gs 
50 

none 

50. .651, 1649. .1866 

2763 
5798 
50 

OJ991022_18 . 0127 . C2 . ol . tm 

247 

none 



Seq. ID OJ991022_18.0127.C2 
Strand 

End 1866 

Method GENSCAN 

End 1866 

Score .85 



Seq. ID OJ991022_18.0127.C2 
Strand 

End 1866 

Method TBLASTX: Maize 

End 667 

Score 114 



247. .360, 248. .361, 249. .368, 270. .368, 363. .662, 363. .662, 
36S..667, 470. .664 



2763 
5798 
50 

OJ991022_18 . 0127 . C2 . ol . np 
461 

6714422 
461. .651, 1649. .1831 

(AC012328) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991022_18.0127.C2 
Strand 

End 1866 

Method AAT/NAP 

End 1831 

Score 282 



2763 
5798 
50 

OJ991022_18 . 0127 . C2 . o2 . tm 

1648 

none 

1648. .1833, 1649. .1828 



Seq. ID OJ991022_18.0127.C2 
Strand 

End 1866 

Method TBLASTX : Mai ze 

End 1833 

Score 240 



r ~ Seq. No. 

Gene No. 
l!3 Start 
f_2 Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2764 
5799 
33 

OJ991022_18.0127.C3.ol.gs 

33 

none 



Seq. ID OJ991022_18.0127.C3 

Strand + 

End 10102 

Method GENSCAN 

End 10102 

Score .59 



33. .103, 1787. .1911, 4005. .4126, 6527. .6577, 6927. .7136, 
7715. .7748, 7874. .7943, 8081. .8138, 8784. .8912, 9269. .9360, 
9499. .9583, 9863. .9935, 10041. .10102 



2764 
5799 
33 

OJ991022_18.0127.C3.ol.gp 

7069 

49685.86 



Seq. ID OJ991022_18.0127.C3 

Strand + 

End 10102 

Method AAT/GAP 

End 8155 

Score 543 



7069. .7136, 7269. .7334, 7474. .7541, 7715. .7748, 7874. .7943, 
8081. .8155 



Seq. No. 



2764 



Seq. ID OJ991022_18.0127.C3 



2852 



Gene No. 5800 Strand + 

Start 10116 End 10415 

Name OJ991022_18 . 0127 . C3 . o2 . gp Method AAT/GAP 

Start 10116 End 10415 

GI 699958 Score 538 

Exons 10116. . 10415 



Seq. No. 2764 Seq. ID OJ991022_18 . 0127 . C3 

Gene No. 5801 Strand + 

Start 10569 End 10853. 

Name OJ991022_18 . 0127 . C3 . o3 . gp Method AAT/GAP. 

Start 10569 End 10853 

GI uC-osflM2020117h06al Score 562 

Exons 10569.. 10853 

GI Descrip. ' 5852170/emb I AL117265 . 1 (OST17804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



□ 



i j 



Seq. No. 


2764 


Seq. ID 


OJ991022_18.0127 


Gene No. 


5802 


Strand 




Start 


10875 


End 


11282 


Name 


OJ991022 18.0127.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10875 ' 


End 


11282 


GI 


none 


Score 


64 


Exons 


. 10875. .10949, 10885 .. 10944 , 


11035. .11112, 11036. . 11113, 




11199. .11282, 11201.. 11281 






Seq. No. 


2765 


Seq. ID 


OJ991022_18.0127 


Gene No. 


5803 


Strand 


+ 


Start 


.6778 


End 


7533 


Name 


OJ991022 18.0127.C4.ol.gp 


Method 


AAT/GAP 


Start 


6755 


End 


7175 


GI 


LIB3431-028-P1-K1-A7 


Score 


794 


Exons 


6755. .7175 






GI Descrip. 


, 4127348/emb|CAA09188| 6.0e 


-26 (AJ010449) glutathione 




transferase [Alopecurus myosuroides] ' 




Seq. No. 


2765 


Seq. ID 


OJ991022_18.0127 


Gene No. 


5803 


Strand 


+ 


Start 


6778 


End 


7533 


Name 


OJ991022 18.0127.C4.o2.gs 


Method 


GENSCAN 


Start 


6778 


End 


7530 


GI 


none 


Score 


1 


Exons 


6778. .7530 







.C3 



Seq. No. 


2765 


Seq. ID 


OJ991022_18.0127.C4 


Gene No. 


5803 


Strand 


+ 


Start 


6778 


End 


7533 


Name 


OJ991022 18.0127.C4.o2 


. np Method 


AAT/NAP 


Start 


6802 


End 


7533 


GI 


4127348 


Score 


554 


Exons 


6802. .7533 






GI Descrip. 


(AJ010449) glutathione 


transferase [Alopecurus myosuroides] 


Seq. No. 


2765 


Seq. ID 


OJ991022_18.0127.C4 


Gene No. 


5804 


Strand 


+ 


Start 


10065 


End 


10170 


Name 


OJ991022 18.0127.C4.o3 


. np Method 


AAT/NAP 



2853 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10065 End 10170 

5777617 Score 95 

10065. .10170 

(AJ245900) CAA30375.1 protein" [Oryza sativa] 



2765 Seq. ID 

5805 . Strand 

11072 End 

OJ991022_18.0127.C4 ,o3.gp Method 

11072 End 

4879016 Score 
11072. .11641 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ991022_18.0127.C4 
+ 

11641 
AAT/GAP 
11641 
847 



2765 Seq. ID 

5806 Strand 

12378 End 

OJ991022_18.0127.C4 .o4 .gs Method 

12378 End 

none Score 
12378.. 12680 



OJ991022_18.0127.C4 
+ 

12680 
GENSCAN 
12680 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2765 
5807 
1 

OJ991022_18.0127 .C4 .ol .np 
1 

399367 

1..130, 692. .778, 897. .956, 



Seq. ID OJ991022_18.0127.C4 
Strand 
End 

Method 
End 
Score 

1032. .1118, 1694. .1901, 1981. .2111 



5651 
AAT/NAP 
2111 
476 
1694. .1901, 



NADP-SPECIFIC GLUTAMATE DEHYDROGENASE (NADP-GDH) 
gi|5678876|emb|CAA42048.2| (X59404) glutamate dehydrogenase 
(NADP+) [Corynebacterium glutamicum] 



2765 
5807 
1 

OJ991022_18.0127.C4.ol.gs 
56 

none 



Seq. ID . OJ991022_18.0127.C4 
Strand 

End 5651 
Method GENSCAN 
End 5651 
Score .7 



56. .127, 692.. 778, 897. .956, 1032. .1118, 1694. .1895, 1981. .2107, 
2617. .3308, 3431. .3627, 4840. .4926, 5280. .5420, 5640. .5651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2765 Seq. ID OJ991022_18 . 0127 . C4 

5808 Strand 

7541 End 7749 

OJ991022JL8 . 0127 . C4 . o2 . gp Method AAT/GAP 

7541 End 7749 

LIB3431-028-P1-N1-A7 Score 398 

7541. .7749 

, 6041757/gb|AC011806.1|AC011806 -O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence* 



2765 
5809 



Seq. ID 
Strand 



OJ991022 18. 0127. C4 



2854 



ni 



Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3 






End 


1750 


GI 


none 






Score 


104 


Exons 


3. .128, 53. 


.130, 


690. .755, 692. .781, 693. .773, 897. .959, 




897. .959, 1034. .1132, 1044. .1148, 1688 


..1750, 1695.. 1748 


Seq. No. 


2765 






Seq. ID 


OJ991022_18.0127.C4 


Gene No. 


5809 






Strand 




Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4 .o3. tm 


Method 


TBLASTX: Maize 


Start 


21 






End 


1800 


GI 


none 






Score 


127 


Exons 


21. .128, 53 


. .130, 


53.:130, 687. .773, 692. .781, 692. .781, 




876. .959, 877. .957, 896.-979, 


1028. .1141, 1031. .1117, 




1044. .1148, 


1667. 


.1798, 1695. 


.1799, 1699.. 1800, 1708.. 1800 


Seq. No. 


2765 






Seq. ID 


OJ991022_18.0127.C4 


Gene No . 


5809 






Strand 




Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4.o2.tc 


Method 


TBLASTX: Cress 


Start 


1044 






End 


2058 


GI 


none 






Score 


124 


Exons 


1044. .1148, 


1694. 


.1900, 1695. 


.1880, 1975. .2058 


Seq. No. 


2765 






Seq. ID 


OJ991022_18.0127.C4 


Gene No. 


5809 






Strand 




Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4 . o4 . tm 


Method 


TBLASTX: Maize 


Start 


1864 






End 


2672 


GI 


none 






Score 


170 


Exons 


1864. .1887, 


1950. 


.2108, 1978. 


.2109, 1982. .2110, 1993. .2109, 




2615. .2671, 


2616. 


.2672 






Seq. No. 


2765 






Seq. ID 


OJ991022_18.0127'.C4 


Gene No. 


5809 






Strand 




Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


2673 






End 


3172 


GI 


none 






Score 


126 


Exons 


2673. .2819, 


2675. 


.2818, 2730. 


.2819, 2808. .2867, 2816. .2872, 




2918. .2971, 


2981. 


.3028, 2982. 


.3029, 3047.. 3172 


Seq. No. 


2765 






Seq. ID 


OJ991022_18.0127.C4 


fiprip No 


5809 






Strand 




Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


2705 






End 


3139 


GI 


none 






Score 


152 


Exons 


2705. .2881, 


2733. 


.2867, 3017. 


.3139 




Seq. No. 


2765 






Seq. ID 


OJ991022_18.0127.C4 


Gene No. 


5809 






Strand 




Start 


8085 






End 


11345 


Name 


OJ991022 18 


.0127. 


C4 .ol.tw 


Method 


TBLASTX: Wheat 


Start 


6802 






End 


7044 


GI 


none 






Score 


81 



2855 



"4 



Exons 


6802. .6903, 


6814 


. .6894, 


6895. , 


.7044, 6951. .7025, 6994. .7035 


Seq. No. 


2765 








Seq. ID 


OJ991022_18.0127 


.C4 


Gene No . 


5809 








. Strand 






Start 


8085 








End 


11345 




Name 


OJ991022 18 


.0127 


,C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6814 








End 


7044 




GI 


none 








Score 


233 




Exons 


6814. .7044 














Seq. No. 


2765 








Seq. ID 


OJ991022_18.0127 


,C4 


Gene No. 


5809 








Strand 






Start 


8085 








End 


11345 




Name 


OJ991022 18 


.0127 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6814 








End 


7556 




GI 


none 


■ 






Score 


260 




Exons 


6814. .7044, 


6951 


. .7025, 


7096. , 


.7182, 7270. .7497, 7344. .7424, 




7414 . .7527, 


7533 


. .7556 










Seq. No. 


2765 








Seq. ID 


OJ991022_18.0127 


.C4 


Gene No . 


5809 








Strand 






Start 


8085 








End 


11345 




Name 


OJ991022 18 


.0127 


.C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6817 








End 


7044 




GI 


none 








Score 


269 




Exons 


6817. .6909, 


6820 


. .7044, 


6951. , 


.7025 






Seq. No. 


2765 








Seq. ID 


OJ991022_18.0127 


,C4 


Gene No. 


5809 








Strand 






Start 


8085 








End 


11345 




Name 


OJ991022 18 


.0127 


.C4 .o3. 


gs 


Method 


GENSCAN 




Start 


8085 








End 


11345 




GI 


none 








Score 


.67 




Exons 


8085. .8156, 


8249 


. .8563, 


8768. 


.8877, 10285. .10369, 10374 


. . 10621, 




11333. .11345 












Seq. No. 


2766 








Seq. ID 


OJ991022_18.0127 


.C5 


Gene No . 


5810 








Strand 


+ 




Start 


134 








End 


445 




Name 


OJ991022 18 


.0127 


.CS.ol. 


gs 


Method 


GENSCAN 




Start 


134 








End 


445 




GI 


none 








Score 


.67 




Exons 


134. .445 














Seq. No. 


2766 








Seq. ID 


OJ991022JL8.0127 


.C5 


Gene No. 


5811 








Strand 






Start 


597. 








End 


711 




Name 


OJ991022 18 


.0127 


.CS.ol. 


np 


Method 


AAT/NAP 




Start 


597 








End 


711 




GI 


5777617 








Score 


68 




Exons 


597. .711 














GI Descrip. 


(AJ245900) ' 


CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


2766 








Seq". ID 


OJ991022_18.0127 


.C5 


Gene No. 


5812 








Strand 






Start 


2517 








End 


4157 ' 




Name • 


OJ991022 18 


.0127 


,C5.o2. 


gs 


Method 


GENSCAN 





2856 



Start 


2517 


End 


4157 






GI 


none 


Score 


.81 






Exons 


2517.. 2581, 3066.. 3114, 3406. 


.3500, 4079.. 4157 






Seq. No. 


2767 


Seq. ID 


OJ991022 


J.8.0127 


.C6 




JOIJ 










Start 


2751 


End 


3089 






Name 


OJ991022 18.0127.C6.ol.gs 




GEN^CAN 

VJJ J_J IN ij V_r^XLi 






Start 


2751 


End 


3089 






GI 


none 


Score 


.44 






Exons 


2751.. 2924, 3069.. 3089 










Seq. No. 


2767 


Seq. ID 


OJ991022 


_18.0127 


.C6 


Gene No. 


5814 


Strand 








Start 


6604 


End 


11222 






Name 


OJ991022 18.0127.C6.ol.np 


Method 


AAT/NAP 






Start 


6604 


End 


11222 






GI 


5091513 


Score 


2466 






Exons 


6604.. 6823, 6876.. 6961, 7726. 


.7851, 7895.. 8044, 


8111. .8675, 




9418.. 10937, 11071.. 11222 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


oaf i ua 1 
OQllVQj 






Seq. No. 


Z / Do 


beq . 1 u 


OJ991022 


JL8.0127 


.C7 




CQ1 C 


Strand 








Start 


i/O J 


TT 1 w-v 


1267 






Name 


UUiJyiUZ^ lg . U1Z / . .Ol . Tim 




TBLASTX:! 


Maize 




Start 




End 


1267 






GI 


none 


Score 


78 






Exons 


983. .1084, 1079. .1267, 1095.. 


1265 








Seq. No. 


2769 


Seq. ID 


OJ991022 


_18.0127 


.C9 




5816 


Strand 








Start 


67 


End 


204 






Name 


OJ991022 18.0127.C9.ol.gs 


Method 


GENS CAN 






Start 


67 


End 


204 






GI 


none 


Score 


. 65 






Exons 


67.. 204 










Seq. No. 


2770 


Seq. ID 


OJ991022 


_18.0127 


.C10 




5817 


Strand 


+ 






Start 


88 


End 


346 






Name 


OJ991022 18-0127-C10.ol.gs 


Method 


GENSCAN 






Start 


88 


End 


346 






GI 


none 


Score 


.87 






Exons 


88. .346 










Seq. No. 


2771 


Seq. ID 


OJ991022 


J.8.0127 


.Cll 


Gene No. 


5818 


Strand 








Start 


52 


End 


641 






Name 


OJ991022 18.0127.Cll.ol.np 


Method 


AAT/NAP 






Start 


52 


End 


641 






GI 


418604 


Score 


930 






Exons 


52. .641 










GI Descrip. 


HYPOTHETICAL 35.6 KD PROTEIN 


IN RPME-TDK INTERGENIC REGION 




(ORFP) 










Seq. No. 


2771 


Seq. ID 


OJ991022 


_18.0127 


.Cll 



2857 






Rft i ft 




Of- r -a nr ) 






Start 


52 




End 


641 




Name 


OJ991022 18.0127.Cll.ol 


. gs 


Method 


GENSCAN 




Start 


245 




End 


486 




GI 


none 




Score 


.9 




Exons 


245. .486 










Seq. No. 


2772 




Seq. ID 


OJ991022_18.0127 


.C12 














Start 


66 




End 


131 




Name 


OJ991022 18.0127.C12.ol 


.gs 


Method 


GENSCAN 




Start 


66 




End 


131 




GI 


none 




Score 


.57 




Exons 


66. .131 










Seq. No. 


2772 




Seq. ID 


OJ991022_18.0127 


.C12 


Gene No. 


5820 




Strand 








331 




End 


856 




Name 


OJ991022 18.0127.C12.ol 


.np 


Method 


AAT/NAP 




Start 


331 




End 


856 




GI 


5852093 




Score 


61 




Exons 


331. .457, 822. .856 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


z / / J 




Cay* T n 

oeq. iu 


OJ991022_18.0127 


.C13 








b tranci 






Start 


303 




End 


657 




Name 


OJ991022 18.0127.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


303 




End 


657 




GI 


none 




Score 


100 




Exons 


303.. 434, 307.. 453, 432 


. .524 


, 433. .657, 


576. .653 




Seq. No. 


2774 




Seq. ID 


OJ991022JL8.0127 


.C14 


ocllc LNvJ . 


5822 




Strand 






Start 


20 




End 


577 




Name 


OJ991022 18.0127.C14.ol 


.gs 


Method 


GENSCAN 




Start 


20 




End 


577 




GI 


none 




Score 


.53 . 




Exons 


20. .303, 511. .577 










Seq. No. 


2775 




Seq. ID 


OJ991022_18.0127 


. CIS 


vjcilti INvJ . 


5823 




Strand 






Start 


315 




End 


4 31 




Name 


OJ991022 18.0127.C15.ol 


. gs 


Method 


GENSCAN 




Start 


315 




End 


431 




GI 


none 




Score 


.53 




Exons 


315. .431 










Seq. No. 


2776 




Seq. ID 


OJ991022_18.0127 


.C16 


Gene No. 


5824 




Strand 


+ 




Start 


505 




End 


5723 




Name 


OJ991022 18.0127.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


505 




End 


2776 




GI 


10446 1.R1084 




Score 


953 




Exons 


505. .959, 2697. .2776 










GI Descrip. 


'3335365 9.0e-21 (AC003028) 


high affinity calcium antiporter 




[Arabidopsis thaliana] ' 











2858 



ill 

C3 

; . S 



Seq. No. 


2776 


Seq. ID 


OJ991022_18 


.0127. 


C16 


Gene No. 


5824 


Strand 


+ 






Start 


505 


End 


5723 






Name 


OJ991022 18.0127.C16.ol.np 


Method 


AAT/NAP 






Start 


520 


End 


4664 






GI 


3063392 


Score 


1129 






Exons 


520. .549, 720. .959, 2697. .2764, 2867.. 


2895, 3336.. 


4006, 






4121. .4174, 4269.. 4385, 4527 


. .4664 








GI Descrip. 


(AB012932) Ca2+/H+ exchanger 


[Vigna radiata] 






Seq. No. 


2776 


Seq. ID 


OJ991022_18 


.0127. 


C16 


Gene No. 


5824 


Strand 


+ 






Start 


505 


End 


5723 






Name 


OJ991022 18.0127.C16.ol.gs 


Method 


GENSCAN 






Start 


702 


End 


4765 






GI 


none 


Score 


.44 






Exons 


702. .959, 2697. .2764, 2867.. 


2895, 3336 


..4006, 4121 


. .4174 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 



4269.-4385, 4527. .4617, 4698.-4765 



Seq. No. * 


2776 


Seq. ID 


OJ991022 


Gene No. 


5824 


Strand 


+ 


Start 


505 * 


End 


5723 


Name 


OJ991022 18.dl27.C16.o2.gp 


Method 


AAT/GAP 


Start 


4531 


End 


5723 


GI 


hone 


Score 


1049 


Exons 


4531. .4617, 4698. .4768, 5323. 


.5723 




Seq. No. 


2776 


Seq. ID 


OJ991022 


Gene No. 


5825 


Strand 


+ 


Start 


9631 


End 


10260 


Name 


OJ991022 18.0127.C16.o2.np 


Method 


AAT/NAP 


Start 


9631 


End 


10260 


GI 


6630699 


Score 


82 


Exons 


9631. .9889, 10175. .10260 






GI Descrip. 


(AP000969) hypothetical prote 


in [Oryza 


sativa] 



18.0127.C16 



18.0127.C16 



gi|6721536|dbj | BAA8 9566.il 
[Oryza sativa] 



(AP001073) hypothetical protein 



2776 Seq. ID 

5826 Strand 
10396 End 
OJ991022_18.0127.C16.o3.np Method 
10396 End 
6539570 Score 

10396. .10590, 10782. .10848, 13142.. 13175 
(AP000836) hypothetical protein [Oryza sativa] 



OJ991022_18 . 0127 .C16 
+ 

13175 
AAT/NAP 
13175 
196 



2776 Seq. ID 

5827 Strand 

13549 End 
OJ991022_18 . 0127 . CI 6 . o4 . gp Method 

13512 End 

569440 Score 
13512. .13720 



OJ991022_18.0127.C16 
+ 

14501 
AAT/GAP 
13720 
326 



Seq. No. 



2776 



Seq. ID OJ991022_18.0127.C16 



2859 



fipnp No - 


5827 


Strand 


+ 




Start 


13549 


End 


14501 




Name 


OJ991022 18.0127.C16.o4.gs 


Method 


GENSCAN 




Start 


13549 


End 


14501 




GI 


none 


Score 


. 91 




Exons 


13549. .14127, 14220.. 14501 








Seq. No. 


2776 


Seq. ID 


OJ991022_ 


18.0127.C16 


Gene No. 


5827 


Strand 


+ 




Start 


13549 


End 


14501 




Naitie 


OJ991022 18.0127.C16.o4.np 


Method 


AAT/NAP 




Start 


13558 


End 


14498 




GI 


3242721 


Score 


429 




Exons 


13558. .13960, 14027 .. 14127, 


14220. .14498 




GI Descrip. 


(AC003040) putative acetone- 


cyanohydrin lyase [Arabidopsis 




thaliana] 








Seq. No. 


2776 


Seq. ID 


OJ991022_ 


18.0127.C16 


Gene No. 


5828 


Strand 






Start 


10177 


End 


10605 




Name 


OJ991022 18.0127.C16.o3.gp 


Method 


AAT/GAP 




Start 


10177 


End 


10605 




GI 


LIB3479-006-Q6-K1-B11 


Score 


615 




Exons 


10177. .10605 








GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 l.Oe- 


■110 Oryza 


sativa genomic 




DNA, chromosome 6, .-clone : P0538G01 1 






Seq. No. 


2776 


Seq. ID 


OJ991022_ 


18.0127.C16 




5829 


Strand 






Start 


11320 


End 


13304 




Name 


OJ991022 18.0127.C16.o3.gs 


Method 


GENSCAN 




Start 


11320 


End 


13304 




GI 


none 


Score 


.77 




Exons 


11320. .11780, 12812. .12928, 


13142. .13304 




Seq. No. 


2776 - 


Seq. ID 


OJ991022_ 


18.0127.C16 


Gene No. 


5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


765 


End 


4773 




GI 


none 


Score 


57 




Exons 


765. .821, 801. .962, 824. .961 


, 2694. .2765, 2696.. 


2785, 




2696.. 2764, 2868.. 2894, 3310 


..3666, 3317. ..3628, 


3613. .4011, 




3661.. 3693, 3686.. 4012, 4120 


. .4176, 4121. .4177, 


4262. .4381, 




4269.-4385, 4269.. 4385, 4503 


..4616, 4524. .4619, 


4525. .4680, 




4526. .4618, 4703. .4768, 4708 


. .4773 






Seq. No. 


2776 


Seq. ID 


OJ991022_ 


18.0127.C16 




5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.o4.tc 


Method 


TBLASTX: Cress 


Start 


767 


End 


3373 




GI 


none 


Score * 


193 




Exons 


767.. 937, 768.. 953, 2670.. 2765, 2705.. 


2782, 3320 


. .3373 


Seq. No. 


2776 


Seq. ID 


OJ991022_ 


18.0127.C16 


Gene No. 


5830 


Strand 







2860 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


768 


End 


4633 




GI 


none 


Score 


198 




Exons 


768.. 953, 773.. 952, 2700.. 2765, 3320.. 


3619, 3334.. 3429, 






3686. .4012, 3826. .4011, 4120 


. .4176,- 4121. .4177, 4262. .4387, 






4269. .4385, 4474.. 4620, 4503 


..4613, 4508. .4633 




Seq. No. 


2776 


Seq. ID 


OJ991022_18.0127.C16 




Gene No. ■ 


5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


3485 


End 


4613 




GI 


none 


Score 


103 




Exons 


3485.. 3610, 36S5..3756, 3686 


..3760, 3791. .4012, 3826. .4011, 






4120. .4176, 4121. .4177, 4262 


..4387, 4269. .4385, 4503. .4613 




Seq. No. 


2776 


Seq. ID 


OJ991022_18.0127.C16 




Gene m 


5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.ol.tw 


Method 


. TBLASTX : Wheat 




Start 


3661 


End 


4012 




GI 


none 


Score 


128 


= =j 


Exons 


3661.. 3756, 3683.. 3763, 3689 


..3775, 3791. .4012, 3823. .4005 


v n 


Seq*. No. • 


2776 


Seq. ID 


- OJ991022_18.0127.C16 


. 1 § 


Gene No . 


5830 


Strand 




: 5 


Start 


14955 


End 


15318 


ST 

;3 


Name 


OJ991022 18.0127.C16.o2.tc 1 


Method 


TBLASTX: Cress 




Start 


13605 


End 


13920 




GI 


none 


Score 


112 




Exons 


13605. .13658, 13606 .. 13683, 


13729. .13920, 13812.. 13919 


y 


Seq. No. 


2776 


Seq. ID 


OJ991022_18.0127.C16 




Gene No. 


5830 


Strand 




: 


Start 


14955 


End 


15318 


'"■J 


Name 


OJ991022 18.0127.C16.o3.tm 


Method 


TBLASTX: Maize 


1=2 . 


- Start 


13605 


End 


13923 


:3 


GI 


none 


Score 


62 




Exons 


13605. . 13652, 13606 .. 13650, 


13732. .13923, 13774 .. 13905, 






13809. .13919 








Seq. No. 


2776 


Seq. ID 


OJ991022_18.0127.C16 




Gene No . 


5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 '18.0127.C16.o2.ts 


Method 


TBLASTX : Soybean 




Start * 


13606 


End 


14118 




GI 


none 


Score 


98 




Exons 


13606. .13683, 13732 .. 13932, 


13812. .13919, 14029.. 14118 




Seq. No. 


2776 


Seq. ID 


OJ991022_18.0127.C16 




Gene No. 


5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13611 


End 


13923 




GI 


none 


Score 


93 




Exons 


13611. .13658, 13612. .13683, 


13729. .13923, 13774 .. 13890, 



2861 



13809. .13913 



i s !f 



Seq. No. 


2776 


Seq. ID 


OJ991022JL8.0127 


.C16 


Gene No. 


5830 


Strand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


14019 


End 


14381 




GI 


none 


Score 


139 




Exons 


14019. .14129, 14023. .14127, 


14217. .14381, 14217. .14381 




Seq. No. 


2776 


Seq. ID 


OJ991022JL8.0127 


.C16 


Gene No. 


5830 


Qf rand 






Start 


14955 


End 


15318 




Name 


OJ991022 18.0127.C16.o3.tc 


Mot* H piH 


L i-> LlTiJ X £\ * n-> J. C o D 




Start 


14080 


End 


14501 




GI 


none 


Score 


4 4 




Exons 


14080. .14112, 14217.. 14501 








Seq. No. 


2776 


Seq. ID 


OJ991022 18 0127 


.C16 


Gene No. 


5830 


Strand 






Start 


14955 


. End 


15318 




Name 


OJ991022 18.0127.C16.o5.gs 


Method 


GENSCAN 




Start 


14955 


End 


.15318 




GI 


none 


Score 


.49 




Exons 


14955. .15128, 15229.. 15318 








Seq. No. 


2777 


Seq. ID 


OJ991022_18.0127 


*.C17 


Gene No. 


5831 


Strand 


+ 




Start 


3365 


End 


5402 




Name 


OJ991022 18.0127.C17.ol.gp 


Method 


AAT/GAP 




Start 


3365 


End 


3717 




GI 


2801069 


Score 


531 




Exons 


3365. .3717 








GI Descrip. 


2498779/sp|Q43360| PI7B ORYSA 


5.0e-10 : 


PIR7B PROTEIN 






>gi 629801 pir S47087 pir7b protein 


- rice 






>gi_498745_emb_CAA84026_ (Z34271) Pir7b [Oryza sativa] 




Seq. No. 


2777 


Seq. ID 


OJ991022 .18.0127 


.C17 


Gene No. 


5831 


Strand 


+ 




Start 


3365 


End 


5402 




Name 


OJ991022 18.0127.C17.ol.gs 


Method 


GENSCAN 




Start 


3453 


End 


5402 




GI 


none 


Score 


.89 




Exons 


3453. .4278, 5230. .5402 








Seq. No. 


2777 


Seq. ID 


OJ991022_18.0127 


.C17 




5831 


Strand 


+ 




Start 


3365 


End 


5402 




Name 


OJ991022 18.0127.C17.o2.gp 


Method 


AAT/GAP 




Start 


3912 


End 


3967 




GI 


LIB3434-051-P1-K1-G8 


Score 


64 




Exons 


3912. .3967 








GI Descrip. 


»5670155/gb|AF161269.1|AF161269 4.0e-J 


3 6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 




Seq. No. 


2777 


Seq. ID 


OJ991022_18.0127 


.C17 


Gene No. 


5832 


Strand 


+ 





2862 






Start 


5936 








End 


11887 




Name 


OJ991022 18 


.0127 


.C17.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


3470 








End 


3818 




GI 


none 








Score 


124 




Exons 


3470. .3592, 


3489 


. .3593, 


3651. 


.3818 






Seq. No. 


2777 








Seq. ID 


OJ991022_18.0127.C17 




UCllC Vi\J ■ 


JO J^, 








Strand 


+ 




Start 


5936 








End 


11887 




Name 


OJ991022 18 


.0127 


.C17.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


3504 








End 


3850 




GI 


none 








Score 


76 




Exons 


3504. .3569, 


3648 


. .3830, 


3693. 


.3824, 3728.. 3850 




Seq. No. 


2777 








Seq. ID 


OJ991022_18.0127.C17 




Can q XT /^s 


JOOZ 








Strand 


+ 




Start 


5936 








End 


11887 




Name 


OJ991022 18 


.0127 


.C17.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3507 








End 


3854 




GI 


none 








Score 


114 




Exons 


3507. .3593, 


3512 


. .3592, 


3651. 


.3854, 3731.. 3853 




Seq. No. 


2777 








Seq. ID 


OJ991022_18.0127.C17 






JO Jc 








Strand 


+ 




Start 


5936 








End 


11887 




Name 


. OJ991022 18 


.0127 


.C17.03' 


.tw 


Method 


TBLASTX: Wheat 


■i ' i 


Start 


3522 








End 


3854 ' 


l"i s 
t =? 


GI 


none 








Score 


93 


■id 


Exons 


3522. .3596, 


3530 


. .3595, 


3651. 


.3833, 3728.. 3832, 3750.. 3854 


! * ■ 


Seq. No. 


2777 








Seq. ID 


OJ991022_18 .0127.C17 






JOJl 








Strand 


+ 




Start 


5936 








End 


11887 


M 


Name 


OJ991022 18 


.0127 


.C17.o3, 


, tm 


Method 


TBLASTX: Maize 




Start 


3969 








End 


4254 




GI 


none 








Score 


264 


! s 


Exons 


3969. .4106, 


3970 


. .4254, 


4156. 


.4254 






Seq. No. 


2777 








Seq. ID 


OJ991022_18.0127.C17 






JO jZ. 








Strand 


+ 




Start 


5936 








End 


11887 




Name 


OJ991022. 18 


.0127 


.C17.o3, 


.tc 


Method 


TBLASTX: Cress 




Start 


4039 








End 


4353 




GI 


none 








Score 


224 




Exons 


4039. .4353, 


4044 


. .4094, 


4165. 


.4332, 4170. .4352 




Seq. No. 


2777 








Seq. ID- 


OJ991022 18.0127.C17 




Gene No. 


5832 








Strand 


+ 




Start 


5936 








End 


11887 




Name 


OJ991022 18 


.0127 


.C17.o2. 


,gs 


Method 


GENSCAN 




Start 


5936 








End 


11767 




GI 


none 








Score 


.72 




Exons 


5936. .6022, 


6367 


. .6660, 


6852. 


.6908, 6953. .7246, 7642. .7888, 



8468. .11767 



Seq. No. 2777 Seq. ID OJ991022_18 . 0127 . C17 

Gene No. 5832 Strand + 



2863 




O Ldi L 


5936 




End 


11887 




Name 


OJ991022 18. 


0127.C17.ol.np 


Method 


AAT/NAP 




Start 


8476 




End 


11887 




GI 


4234852 




Score 


3437 




Exons 


8476. .8636, 


8679. .11887 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


Z I I I 




Seq. ID 


OJ991022_18.0127 


.C17 


Gene No. 






Strand 


+ 










End 


11887 




Name 


OJ991022 18. 


0127.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


8568 




End 


9579 




GI 


none 




Score 


588 




Exons 


ODOO . . y 14 D , 


8569.. 9177, 9187.. 9318, 9258.. 9299, 9423.. 9473, 




yoiH . . yo / y 










Seq. No. 


£.111 




Seq. ID 


OJ991022_18.0127 


.C17 


Gene No . 


Oo6Z 




Strand 


+ 




Start 


5936 




End 


11887 




Name 


OJ991022_18. 


0127.C17.o4.tw 


Method 


TBLASTX: Wheat 




Start 


94 yy 




End 


y y j o 




GI 


none 




Score 


115 




Exons 


94 99. . 9696, 


9766. .9936 








Seq. No. 


Z I I I 




Seq. ID 


OJ991022_18.0127 


.C17 


Gene No . 


c o o o 




Strand 






Start 


59 Jo 




End 


11887 




Name 


OJ991022 18. 


0127.C17.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9793 




End 


10179 




GI 


none 




Score 


344 




Exons 


y / y o . . iui / y , 


9804. .10010 








Seq. No. 


£ I I I 




Seq. ID 


OJ991022JL8.0127 


• C17 


Gene No. 


COT) 




Strand 


+ 




otart 


oyjo 




End 


11887 




Name 


OJ991022 18. 


0127.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9955 




End 


10617 




GI 


none 




Score 


252 




Exons 


9930 . . 1U1 y4 , 


9969.. 10193, 10234. .10539, 


10257. .10517, 






i nci o i neon 


, .10519. .10617 








Seq. No. 


Z I I I 




Seq. ID 


OJ991022_18.0127 


.C17 


ijene ino . 


ROTO 
DO JZ 




Strand 


+ 




Start 


5936 




End 


11887 




Name 


OJ991022 18. 


0127.C17.o5.tm 


Method 


TBLASTX: Maize 




Start 


9970 




End 


10428 




GI 


none 




Score 


128 




Exons 


9970. .10194, 


10243. .10428, 


10245. .10406 




Seq. No. 


2777 




Seq. ID 


OJ991022_18.0127 


.C17 


Gene No. 


5832 




Strand 


+ 




Start 


5936 




End 


11887 




Name 


OJ991022 18. 


0127.C17.o3.ts 


Method 


TBLASTX: Soybean 




Start 


10234 




End 


10620 




GI 


none 




Score 


186 




Exons 


10234. .10443, 10236 .. 10415, 


10447. .10620 





2864 




Seq. No. 


2777 




Seq. ID 


OJ991022_18.0127 


.C17 




«_/ U J 






+ 




Start 


5936 




End 


11887 




Name 


OJ991022 18.0127.C17 


. o4 .tc 


Method 


TBLASTX: Cress 




Start 


10234 




End 


10614 




GI 


none 




Score 


123 




Exons 


10234. .10434, 10447. 


.10614 








Seq. No. 


2777 




Seq. ID 


OJ991022_18.0127 


.C17 


Gene No. 


5832 




Strand 


+ 




Start 


5936 




End 


11887 




Name 


OJ991022 18.0127.C17 


■ol.ts 


Method 


TBLASTX : Soybean 




Start 


11131 




End 


11568 




GI 


5509260 




Score 


365 




Exons 


11131. .11568, 11220. 


.11492, 


11535. .11567 




GI Descrip. 


- 










Seq. No. 


2777 




Seq. ID 


OJ991022_18.0127 


.C17 




JO Jt 




Strand 


+ 




Start 


5936 




End 


11887 




Name 


OJ991022 18.0127.C17 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11218 




End 


11478 




GI 


none 




Score 


249 




Exons 


11218. .11478, 11220. 


.11456 








Seq. No. 


2777- 




•Seq. ID 


OJ991022_18.0127 


.C17 


Gene No. 


5832 




Strand 


+ 






J JJO 




End 


11887 




Name 


OJ991022 18.0127.C17 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


11259 




End 


11880 




GI 


none 




Score 


364 




Exons 


11259. .11606, 11260. 


.11604, 


11260. .11613, 11589. .11876, 






11590. .11877, 11674. 


.11880 








Seq. No. 


2777 




Seq. ID 


OJ991022_18.0127 


.C17 








Strand 


+ 




Start 


5936 




End 


11887 




Name 


OJ991022 18.0127.C17 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11260 




End 


11724 




GI 


none 




Score 


275 




Exons 


11260. .11568, 11277. 


.11567, 


11602. .11724 




Seq. No. 


2778 




Seq. ID 


OJ991022_18.0127 


.C18 


Gene No. 


5833 




Strand 


+ 




Start 


1 




End 


522 




Name 


OJ991022 18.0127.C18 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


522 




GI 


4234854 




Score 


672 




Exons 


1. .522 










GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No. 


2778 




Seq. ID 


OJ991022_18.0127 


.C18 


Gene No. 


5833 




Strand 


+ 




Start 


1 




End 


522 




Name 


OJ991022 18.0127.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


25 




End 


483 




GI 


none 




Score 


55 





2865 



Exons 



25. .84, 67. .243, 292. .483 



Seq. No. 


2778 


Seq. ID 


OJ991022_18.0127 


.C18 


Gene No. 


5833 


Strand 


+ 




Start 


1 


End 


522 




Name 


OJ991022 18.0127.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


68 


End 


471 




GI 


none 


Score 


51 




Exons 


68. .181, 72. .305, 76. .471 








Seq. No. 


2778 


Seq. ID 


OJ991022JL8.0127 


.C18 


Gene No. 


5833 


Strand 






Start 


1 


End 


522 




Name 


OJ991022 18.0127.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


93 


End 


468 




GI 


none 


Score 


124 




Exons 


93. .194, 97. .288, 277. .468 










2779 


Seq. ID 


OJ991022 18 0127 


. C19 


Gene No. 


5834 


Strand 


+ _ 




Start 


2 


End 


4605 




Name 


OJ991022 18.0127.C19.ol.gs 


Method 


GENSCAN 




Start 


2 


End 


4605 




GI 


none 


Score 


.74 




Exons 


.2. .199, 1479. .1901, 2936. .3103, 3187.. 


3226, 3330.. 3441, 






3514.. 3583, 4207. .4605 








Seq. No. 


2779 


Seq. ID 


OJ991022_18.0127 


.C19 




5835 


Strand 


+ 




Start 


5384 


End 


6096 




Name 


OJ991022 18.0127.C19.ol.gp 


Method 


AAT/GAP 




Start 


5384 


End 


6096 




GI 


4219 1.R1084 


Score 


1131 




Exons 


5384. .6096 








GI Descrip. 


M490321/emb ICAB38705.il 2. 


0e-09 (AJ011604) nitrate transporte 




[Arabidopsis thaliana] 1 








Seq. No. 


2779 


Seq. ID 


OJ991022_18.0127 


.C19 


Gene No. 


5836 


Strand 






Start 


5654 


End 


7039 




Name 


OJ991022 18.0127.C19.o2.gs 


.Method 


GENSCAN 




Start 


5654 


End 


6973 




GI 


none 


Score 


.99 




Exons 


5654. .6973 








Seer No 


2779 


Seq. ID 


OJ991022_18.0127 


.C19 


Gene No. 


5836 


Strand 






Start 


5654 


End 


7039 




Name 


OJ991022 18.0127.C19.o2.np 


Method 


AAT/NAP 




Start 


5663 


End 


7039 




GI 


2760834 


Score 


1322 




Exons 


5663. .7039 








GI Descrip. 


(AC003105) putative nitrate 


transporter [Arabidopsis thaliana] 


Seq. No. 


2779 


Seq. ID 


OJ991022_18.0127 


.C19 


Gene No. 


5836 


Strand 






Start 


5654 


End 


7039 





2866 



Q 
•J 

m 

□ 

w 

ru 

:E 

Q 



in cunt; 


n.TQQin?? ip 

\JKJ AO. 




PI 9 nl 




Method 


TBLASTX: Cress 


Start 


5732 








End 


6986 


GI 


none 








Score 


242 


Exons 


5732. .5836, 


5841. 


.6050, 


5921. 


.6106, 6056.. 6298, 6144.. 6281, 




6284. .6445, 


6288. 


.6437, 


6563. 


.6634, 6611.. 6985, 6615.. 6764, 




6885. .6986 












Seq. No. 


2779 








Seq. ID 


OJ991022_18.0127.C19 


Gene No. 


5836 








Strand 














End 


7039 


Name 


OJ991022 18. 


0127. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5732 








End 


6440 


GI 


none 








Score 


187 


Exons 


5732. .5836, 


5853. 


.6053, 


5904. 


.5939, 5921.. 6061, 6068.. 6187, 




6171. .6440, 


6173. 


.6439 








Seq. No. 


2779 








Seq. ID 


OJ991022_18 . 0127 . C19 


Gene No. 


5836 








Strand 




O Lai i_ 


JDJ 1 ! 








End 


7039 


Name 


OJ991022 18. 


0127. 


C19.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5792 








End 


6545 


GI 


none 








Score 


228 


Exons 


5792. .5836, 


5850. 


.6041, 


5921. 


.6040, 5930. .6043, 6047. .6280, 




6144. .6281, 


6284. 


.6445, 


6288. 


.6440, 6513. .6545 


Seq. No. 


2779 . 








Seq. ID 


OJ991022_18.0127.C19 


Gene No. 


5836 








Strand 




Start 


5654 








End 


7039 


in dilic 


OJ991022 18. 


0127. 


C19.o2. 


gp 


Method 


AAT/GAP 


Start 


6024 








End 


6513 


GI 


LIB3431-054- 


■Pl-Kl 


-Fll 




Score 


926 


Exons 


6024. .6513 












GI Descrip. 


■ 2760834 /gb 1 AAB95302 . 1 | 


2.0e- 


41 (AC003105) putative nitrate 




transporter 


[Arabidopsis 


; thaliana] 1 




Seq. No. 


2779 








Seq. ID 


OJ991022_18.0127.C19 


P Ann KT /-\ 


5836 








Strand 




Start 


5654 








End 


7039 


Name 


OJ991022 18. 


0127. 


C19.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


6476 








End 


6988 


GI 


none 








Score 


289 


Exons 


6476.-6547, 


6605. 


.6988 








Seq. No. 


2779 








Seq. ID 


OJ991022_18.0127.C19 




5836 








Strand 




Start 


5654 








End 


7039 


Name 


OJ991022 18. 


0127. 


C19.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6644 








End 


6886 


GI 


none 








Score 


78 


Exons 


6644. .6886, 


6657. 


.6764 








Seq. No. 


2780 








Seq. " ID 


OJ991022JL8.0127 .C20 


Gene No. 


5837 








Strand 




Start 


1 








End 


378 


Name 


OJ991022 18. 


0127. 


C20.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


378 


GI 


3761683 








Score 


321 



2867 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



1..104, 290. .378 

2760834/gb|AAB95302.1| 1.0e-12 (AC003105) putative nitrate 
transporter [Arabidopsis thaliana] 



2781 
5838 
1545 

OJ991022_18.0127.C21.ol.np 
1545 
1085679 
1545. .1985 

calmodulin - Macrocystis pyrifera gi I 728609 | emb | CAA59418 | 
(X85091) calmodulin [Macrocystis pyrifera] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 18.0127.C21 



1985 
AAT/NAP 
1985 
257 



Seq. No. 2781 

Gene No. 5838 

Start 1545 

Name OJ991022_18 . 0127- C21 . ol . tc 

Start 1563 

GI none 

Exons 1563.. 1604, 
1821. .1925 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022_18 . 0127 .C21 
1985 

TBLASTX: Cress 

1925 

43 



1590. .1643, 1651. .1698, 1664. .1702, 1817. .1924, 



Seq. No. 2781 

Gene No. 5838 

Start 1545 

Name OJ991022_18 . 0127 . C21 . ol . tw 

Start 1563 

GI none 

Exons 1563.. 1607, 1563.. 1604, 
1696. .1761, 1697. .1762, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1590.. 1643, 1651.. 1698, 
1817. .1924, 1818. .1925 



OJ991022 18.0127.C21 



1985 • 

TBLASTX: Wheat 
1925 
42 

1652. .1735, 



Seq. No. 2781 

Gene No. 5838 

Start 1545 

Name OJ991022_18 . 0127 .C21 . ol . ts 

Start 1563 

GI none 

Exons 1563.. 1604, 1589.. 1645, 1590. 

1697. .1765, 1817. .1924, 1821. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991022 18.0127.C21 



1985 

TBLASTX : Soybean 
1925 
35 

1643, 1651. .1698, 1696. .1761, 
1925 



Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 



2781 
5838 
1545 

OJ991022_18.0127.C21.ol.tm 
1563 



OJ991022 18.0127.C21 



none 
1563. 
1652. 
1831. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1604, 1566. .1598, 1584. .1643, 1590. .1643, 1651. .1698, 
1735, 1696. .1761, 1697. .1765, 1817. .1924, 1818. .1925, 
1896 



1985 

TBLASTX: Maize 

1925 

35 



Seq. No. 2782 Seq. ID 

Gene No. 5839 Strand 

Start 227 End 

Name OJ991022_18 . 0127 .C22 . ol . gs Method 

Start 227 End 

GI none Score 



OJ991022_18 .0127.C22 
+ 

357 

GEN SCAN 

357 

.89 



2868 



Exons 


227. .357 










Seq. No. 


2783 




Seq. ID 


OJ991022_18.0127 


.C24 


Gene No. 


C O A f\ 




btrana 


T 




Start 


101 




End 


841 




Name 


OJ991022 18.0127.C24.ol 


. gs 


Method 


GENSCAN 




Start 


101 




End 


841 




GI 


none 




Score 


.4 




Exons 


101. .293, 298. .400, 752 


. .841 








Seq. No. 


2784 




Seq. ID 


OJ991022_18.0127 


.C25 


Gene No . 


5841 




btrana 


+ 




Start 


93 




End 


1169 




Name 


OJ991022 18.0127.C25.ol 


.gs 


Method 


GENSCAN 




Start 


93 




End 


629 




GI 


none 




Score 


.62 




Exons 


93. .629 










Seq. No. 


2784 




Seq. ID 


OJ991022JL8.0127 


.C25 


Gene No. 


C O A 1 

584 1 




btrana 


+ 




Start 


93 




End 


1169 




Name 


OJ991022 18.0127.C25.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


197 




End 


608 




GI 


none 




Score 


322 




Exons 


. 197. .598, 273. .608, 297 


. .608 








Seq. No. 


2784 




Seq. ID 


OJ991022_18.0127 


.C25 


Gene No. 


5841 




Strand 


+ 




Start 


93 




End 


1169 




Name 


nTQQi mo 1 q ni on coc, 


.np 


Method 


AAT/NAP 




Start 


326 




End 


1169 




GI 


4581111 




Score 


232 




Exons 


326. .695, 726. .1169 










GI Descrip. 


(AC005825) putative non 


-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


2784 




Seq. ID 


OJ991022_18.0127 


.C25 


Gene No . 


C O A i 

5841 




Strand 


+ 




Start 


93 




End 


1169 




Name 


OJ991022 18.0127.C25.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


622 




End 


799 




GI 


none 




Score 


• 197 




Exons " 


622. .792, 626. .799 










Seq. No. 


2784 




Seq. ID 


OJ991022_18.0127 


.C25 


Gene No . 


5841 




Strand 


+ 




Start 


93 ' 




End 


1169 




Name 


OJ991022 18.0127.C25.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


932 




End 


1154 




GI 


none 




Score 


140 




Exons 


932. .1048, 1044. .1154, 


1046. 


.1153 






Seq. No. 


2784 




Seq. ID 


OJ991022_18.0127 


.C25 


Gene No. 


5841 




Strand 


+ 




Start 


93 




End * 


1169 




Name 


OJ991022 18.0127.C25.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


974 




End 


1169 





2869 



GI 

Exons 



none 



Score 



107 



974. .1048, 977. .1066, 1043. .1162, 1044.. 1166, 1053. .1169 



Seq. No. 2785 

Gene No. 5842 

Start 308 

Name OJ991022_18 . 0127 . C26 . ol . gs 

Start 308 

GI none 

Exons 308.. 456, 462.. 554, 833.. 904 

Seq. No. 2786 

Gene No. 5843 

Start 80 

Name OJ991022_18 . 0127 . C27 . ol . gs 

Start 80 

GI none 

Exons 80.. 5 1-4 



Seq. ID OJ991022_18.0127.C26 

Strand + 

End 904 

Method GENSCAN 

End 904 

Score .46 



Seq. ID OJ991022_18.0127.C27 

Strand 

End 514 

Method GENSCAN 

End 514 

Score 1 



C3 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



i s 3 Seq. No. 

I J Gene No . 

^ Start 

Name 

& Start 

- GI 

Q Exons 

Seq. No. 
: _ Gene No . 
^ Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Start 



2787 
5844 
1 

OJ991102_13.0120.Cl.ol.np 
1 

4680179 
1..2285 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991102_13.0120.C1 
Strand + 

2288 
AAT/NAP 
2285 
3251 



End 

Method 

End 

Score 



2787 
5844 
1 

OJ991102_13.0120.Cl.ol.ts 
33 

none 

33. .266, 34. .267 

2787 
5844 
1 

OJ991102_13.0120.Cl.o4.tw 
33 

none 

33. .266, 34. .282 

2787 
5844 
1 

OJ991102_13.0120.Cl.o4 .tm 
34 

none 

34. .348, 135. .347 

2787 
5844 
1 

OJ991102_13.0120.Cl.ol.gs 
94 



Seq. ID OJ991102_13.0120.C1 

Strand + **-'* 

End 2288 

Method TBLASTX : Soybean 

End 267 

Score 299 



Seq. ID OJ991102_13.0120.C1 

Strand + 

End 2288 

Method TBLASTX : Wheat 

End 282 

Score 323 



Seq. ID OJ991102_13.0120.C1 

Strand + 

End 2288 

Method TBLASTX: Maize 

End 348 

Score' 320 



Seq. ID OJ991102_13.0120.C1 

Strand + 

End 2288 

Method GENSCAN 

End 894 



2870 



GI 

Exons 



none 
94. .894 



Score 



.59 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



Seq. No. 2787 

Gene No. 5844 

Start 1 

Name OJ991 102_13 . 0120 . CI . o2 . tw 

Start 283 

GI none 

Exons 283.. 786, 315.. 704, 331.. 708 

Seq. No. 2787 

Gene No. 5844 

Start 1 

Name OJ991102_13. 0120. CI. o3. ts 

Start 289 

GI none 

Exons 289.. 534, 306.. 533 

Seq. No. 2787 

Gene No. 5844 

Start 1 

Name OJ991102_13 . 0120 . CI . o2 . tm 

Start 354 

GI none 

Exons 354;. 704, 355. .708 

Seq. No. 2787 

Gene No. 5844 

Start 1 

Name OJ991 102_13 . 0120 . CI . o3 . tw 

Start 787 

GI none 

Exons 787. .873, 885. .1268, 890. .1270, 891. .1274 



Seq. ID OJ991102_13.0120.C1 
Strand + 

2288 

TBLASTX: Wheat 
786 
626 



Seq. ID OJ991102_13.0120.C1 
Strand + 

2288 

TBLASTX : Soybean 
534 
205 



Seq. ID OJ991102_13.0120.C1 



Strand 
End 

Method 

End 

Score 



+ 

2288 

TBLASTX: Maize 
708 
478 



Seq. ID OJ991102_13.0120.C1 

Strand + 

End 2288 

Method . TBLASTX : Wheat 

End 1274 

Score 82 



Seq. No. 
; ; Gene No. 
|: * Start 

Name 
:3 Start 
=1 GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
- GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



End 

Method 
End 
Score 
1297 



2787 
5844 
1 

OJ991102_13.0120.Cl.ol.tc 
981 
none 

981. .1154, 1155. .1298, 1157, 

2787 
5844 
1 

OJ991102_13.0120.Cl.o2.ts 
1062 
none 

1062.. 1322, 1067.. 1321, 1186.. 1323 



Seq. ID OJ991102_13.0120.C1 
Strand + 

2288 

TBLASTX: Cress 
1298 
90 



2787 
5844 

1 * 

OJ991102_13 . 0120 . CI . o2 . gs 

1086 

none 



Seq. ID OJ991102_13.0120.C1 
Strand + 

2288 

TBLASTX: Soybean 
1323 
297 



End 

Method 
End 
Score 



Seq. ID OJ991102__13.0120.C1 

Strand + 

End 2288 

Method GEN SCAN 

End 2288 

Score .66 



2871 



Exons 



1086. .2288 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GL 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2787 Seq. ID 

5844 Strand 

1 End 

OJ991102_13 . 0120 . CI . o3 . tm Method 

1121 End 

none Score 

1121. .1408, 1122. .1412 



OJ991102_13.0120.C1 
+ 

2288 

TBLASTX: Maize 

1412 

374 



2787 
5844 
1 

OJ991102_13.0120.Cl.ol.tw 

1281 

none 

1281.. 1907, 1337.. 1795, 1653. 



Seq. ID OJ991102_13.0120.C1 
Strand + 

2288 

TBLASTX: Wheat 
1907 
708 



End 

Method 
End 
Score 
.1904 



2787 Seq. ID 

5844 Strand 

1 End 

OJ991102__13 . 0120 . CI . ol . tm Method 

1461 End 

none Score 
1461. 



OJ991102_13.0120.C1 
+ 

2288 

TBLASTX: Maize 

2060 

231 



,1622, 1466. .1624, 1469. .1615, 1619. .1717, 1619. .2044, 



1620. .2060 



Seq. No. 2787 

Gene No. 5844 

Start 1 

Name OJ991102_13 . 0120 . CI . o5 . tw 

Start 1907 

GI none 

Exons 1907.. 2176, 1908.. 2240, 1911. 



Seq. ID OJ991102_13.0120.C1 

Strand + 

End 2288 

Method TBLASTX : Wheat 

End 2240 

Score 292 
.2219 



Seq. No. 2788 Seq. ID 

Gene No. 5845 Strand 

Start 19 End 

Name OJ991102_13 .0120 . C2 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19.. 278 



OJ991102_13.0120.C2 
+ 

278 

GEN SCAN 
278 - 
.76 



Seq. ID OJ991102JL3.0120.C3 
Strand + 

812 

AAT/NAP 
812 
88 



End 

Method 

End 

Score 



Seq. No. 2789 
Gene No. 584 6 

Start 1 

Name OJ991102_13.0120.C3.ol.np 
Start 1 
GI 6721561 
Exons 1..24, 595.. 678, 749.. 812 

GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 681508 6 | dbj | BAA90372 . 1 1 (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



2789 



Seq. ID OJ991102_13.0120.C3 



2872 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5846 Strand + 

1 End 812 

OJ991102_JL3 . 0120 . C3 . ol . gs Method GENSCAN 

121 End-v 78 6 

none Score . 59 
121.. 227, 563.-678, 749. '.786 



Seq. ID OJ991102_13.0120.C4 
Strand + 

176 

AAT/GAP 
176 
303 



2790 
5847 
1 

OJ991102_13.0120.C4.ol.gp 
1 

61605_3.R1084 
1..176 

' 1402920/emb|CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



2790 
5848 
271 

OJ991102_13 . 0120 . C4 . ol . gs 
271 
none 

271. .417, 502. .615, 951. .1155 

2791 
5849 
1 

OJ991102_13.0120.C5.o4.np 
1 

4680186 



Seq. ID OJ991102_13.0120.C4 

Strand + 

End 1155 

Method GENSCAN 

End 1155 

Score . 67 



Seq. ID OJ991102_13.0120.C5 

Strand + 

End 4787 

Method AAT/NAP 

End 4787 

Score 353 



1..115, 3694. .3748, 4587. .4787 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991102_13.0120.C5 
Strand 

End 5178 

Method AAT/NAP . 

End 5178 

Score 397 



2791 
5850 
1 

OJ991 102_13 . 0120 . C5 . ol . np 
1 

4544372 
1..844, 5067. .5178 

(AC006920) putative retroelement pol polyprbtein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



2791 
5850 
. 1 

OJ991102_13.0120.C5.ol.gs 

270 
none 



Seq. ID OJ991102_13.0120.C5 
Strand 

End 5178 

Method GENSCAN 

End 3564 

Score .49 



270.. 1058, 1574.. 1727, 1912.. 3080, 3384.. 3564 



2791 
5850 
1 

OJ991102_13.0120.C5.ol.ts 
436 



Seq. ID OJ991102_13.0120.C5 
Strand 

End 5178 

Method TBLASTX : Soybean 

End 717 



2873 




GI 


none 




Score 


70 


Exons 


436. .717, 437. .529 








Seq. No. 


2791 




Seq. ID 


OJ991102_13.0120.C5 




O J \J 




^t* rand 




Start 


1 




End 


5178 


Name 


OJ991102 13.0120.C5.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


466 




End 


798 


GI 


none 




Score 


215 


Exons 


466. .798 








Seq. No. 


2791 




Seq. ID 


OJ991102_13.0120.C5 




JOJU 




rand 




Start 


1 




End 


5178 


Name 


OJ991102 13.0120.C5.o2 


.ts 


Method 


TBLASTX : Soybean " 


Start 


1434 




End 


1835 


GI 


none 




Score 


213 


Exons 


1434.. 1835 








Seq. No. 


2791 




Seq. ID 


OJ991102_13.0120.C5 


Gene No. 


5850 




Strand 


- 


Start 


1 




End 


5178 


Name 


OJ991102 13.0120.C5.o2 


.gp 


Method 


Z\ AT /(ZAP 


Start 


4339 




End 


4720 


GI 


uC-osflcyp033a04bl 




Score 


659 


Exons 


4339. '.4720" 








GI Descrip. 


'6016845/dbj IAP000570. 


1IAP000570 3.0e- 


■59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120.C6 




5851 




Strand 




Start 


111 




End 


580 


Name 


OJ991102 13.0120.C6.ol 


.gs 


Method 


GENSCAN 


Start 


111 




End 


580 


GI 


none 




Score 


.55 


Exons 


111. .289, 298. .580 








■Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120.C6 


otJi.lt; In (J. 


5852 




Strand 




Start 


1885 




End 


6429 


Name 


OJ991102 13.0120.C6.o2 


. gs 


Method 


GENSCAN 


Start 


1885 




End 


4095 


GI 


none 




Score 


1 - , 


Exons 


1885. .4095 








Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5852 




Strand 




Start 


1885 




End 


6429 


Name 


OJ991102 13.0120.C6.ol 


. np 


Method 


AAT/NAP 


Start 


1888 




End 


6405 


GI 


4680179 




Score 


5332 


Exons 


1888. .5289, 5323. .6405 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5852 




Strand 




Start 


i885 




End 


6429 



2874 




Name 


OJ991102 13.0120.C6.o2.np 


Method 


AAT/NAP 








Start 


1921 


End 


6429 








GI 


4539660 


Score 


4380 








Exqns 


1921. .6287, 6339. .6429 












GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 








Seq. No. 


97 QO 

Z f Z7Z 




o TQQi i no 


13. 


0120 


.C6 


UCllC WW. 


c: q c o 
JO JZ 


ouidnu 










Start 


1 ppc 
iOOD 


Lnu 


Of! Z 








Name 


OJ991102 13.0120.C6.o3.gs . 


Method 


GENSCAN 








Start 


4156 


End 


6399 








GI 


none 


Score 


.84 








Exons 


4 J.DD . . ooyy 












Seq. No. 


97 Q9 
Z / ;?Z 


Seq. ID 


OJ991102_ 


13. 


0120 


.C6 


Con d Wn 


JO JJ 


Strand 










Start 


OOJ / 


End 


9770 








Name 


OJ991102 13.0120.C6.o4.gs 


Method 


GENSCAN 








Start 


6657 


End 


9770 








GI 


none 


Score 


.66 








Exons 


ooj/../3oo, y±yj..yjoo, y^Zi . 


.9625, 9663.. 9770 








Seq. No. 


9 7 Q9 

z / yz 


Seq. ID 


OJ991102_ 


13. 


0120 


.C6 




R Q R yt 
JOJ4 


Strand 










Start 


i n a o r 


End 


14885 








Name 




Method 


GENSCAN 








Start 


10425 


End 


11261 








GI 


none 


Score 


.89 








Exons 


J. U ft Z J • . IIZOI 












Seq. No. 


97 Q9 
Z / jZ 


Seq. ID 


OJ991102_ 


13. 


0120 


.C6 


Gene No. 


Rft R4 
JO Jl 


Strand 










Start 


-L U 1 Z J 


End 


14885 








Name 


u j yyiiuz ij . uizu.lo.oj. np 


Method 


AAT/NAP 








Start 


10428 


End 


14885 








GI 


4680179 


Score 


5538 








Exons 


10428. .13831, 13859. .14885 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 






Seq. No. 


2792 


Seq. ID 


OJ991102_ 


13. 


0120 


.C6 


Gene No. 


5854 


Strand 










O Ldl L 


10425 


End 


14885 








Name 


OJ991102 13.0120.C6.o6.gs 


Method 


GENSCAN 








Start 


11658 


End' 


14854 








GI 


none 


Score 


.73 








Exons 


11658. .12526, 12677 .. 12756, 12902 .. 13104 , 13184. 


.13968, 






14110. .14854 












Seq. No. 


2792 


Seq. ID 


OJ991102_ 


13. 


0120 


.C6 


UCllC IN (J. 


5855 


Strand 










Start 


15128 


End 


15922 ( , 








Name 


OJ991102 13.0120.C6.o7.gs 


Method 


GENSCAN 








Start 


15128 


End 


15814 








GI 


none 


Score 


. 98 








Exons 


15128. .15814 












Seq. No. 


2792 


Seq. ID 


OJ991102_ 


13. 


0120 


.C6 



2875 



Gene No. 


5855 




Strand 






Start 


15128 




End 


15922 




Name 


OJ991102 13.0120 


. C6 . o4 . np 


Method 


AAT/NAP 




Start 


15131 




End 


15922 




GI 


4512231 




Score 


1300 




Exons 


15131. .15922 










GI Descrip. 


(AB014741) ORF0 ; 


protein [Oryza sativa] 






Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120 


.C6 


Gene No. 


5856 




Strand 






Start 


17096 




End 


17459 




Name 


OJ991102 13.0120 


.C6.06. tw 


Method 


TBLASTX: Wheat 




Start 


1933 




End 


10806 




GI 


none 




Score 


124 




Exons 


1933.. 2265, 1954 


. .2262,. 1997. 


.2266, 10473. .10805, 10494 


. .10655, 




10525. .10806 










Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120 


.C6 


Gene No. 


5856 




Strand 






Start 


17096 




End 


17459 




Name 


OJ991102 13.0120 


.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2113 




End 


11253 




GI 


none 




Score 


253 




Exons 


2113.. 2553, 2129 


..2551, 2551. 


.2712, 2570. .2704, 10668.. 


11093, 




10669. .10866, 10848 .. 10934 , 10930 .. 11094 , 11091 .. 11252, 






11098. .11253 










Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120 


.C6 


Gene No. 


5856 




Strand 






Start 


17096 




End 


17459 




Name 


OJ991102 13.0120 


.C6.ol . tw 


Method 


TBLASTX: Wheat 




Start 


2266 




End 


11432 




GI 


none 




Score 


291 




Exons 


2266.. 2892, 2267 


..2836, 10806 


. .11432, 


10807. .10866, 






10848. .11372, 10927. .11373 








Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120 


.C6 


Gfane* No 


5856 




Strand 






Start 


17096 




End 


17459 




Name 


OJ991102 13.0120 


.C6 .o3 . tm 


Method 


TBLASTX: Maize 




Start 


2761 




End 


11592 




GI 


none 




Score 


216 




Exons 


'2761.. 3051, 2765 


..3052, 11301 


. .11591, 


11305. .11592, 11305. .11592 


Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120 


.C6 


fZpnp Wo 


5856 




Strand 






Start 


17096 




End 


17459 




Name 


OJ991102 13.0120 


ic6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2851 




End 


11651 




GI 


none 




Score 


148 




Exons 


2851.. 3111, 2852 


...3106, 11391 


. .11651, 


11392. .11640 




Seq. No. 


2792 




Seq. ID 


OJ991102_13.0120 


.C6 


Gene No. 


5856 




Strand 






Start 


17096 




End 


17459 




Name 


OJ991102 13.0120 


.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


2875 




End 


11784 





2876 



GI none Score 85 

Exons 2875.. 3018, 2876.. 3016, 3019.. 3192, 114 15 11558, 11416 .. 11556, 

11559. .11741, 11569.. 11784 



Seq. No. 


2792 






Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 






Strand 


- 


Start 


17096 






End 


17459 


Name 


OJ991102 13. 


0120. 


C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2899 






End 


11978 


GI 


none. 






Score 


340 






?Qnn 


. J1UU/ J. J. *i JO 


. .11683, 


11439. .11978, 11443.. 11937 


Seq. No. 


2792 






Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 






Strand 




Start 


17096 






End 


17459 


Name 


OJ991102 13. 


0120. 


C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


3466 






End 


12361 


GI 


none 






Score 


178 


Exons 


3466. .3819, 


3518. 


.3820, 3614. 


.3820, 12006. .12347, 12013 12339, 














Seq. No. 


2792 






Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 






Strand 




Start 


17096 






End 


17459 


Name 


OJ991102 13. 


0120. 


C6.o3.tw 


Method 


TBLASTX: Wheat 


Start 


3467 






End 


12431 


GI 


none 






Score 


236 - 




J 1 ! O / • • J041/ 


3469. 


.3843, 3469. 


.3891, 3503.. 3862, 12006 .. 124 31, 




12013. .12342 


, 12367. .12429 






Seq. No. 


2792 






Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 






Strand 




Start 


17096 






End 


17459 


Name 


OJ991102 13. 


0120. 


C6.o3.ts 


Method 


TBLASTX: Soybean 


Start 


3640 






End 


12425 


GI 


none 






Score 


81 


Exons 


3640. .3885, 


3641. 


.3868, 12177 


. .12425 




Seq. No. 


2792 






Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 






Strand 




Start 


. 17096 






End 


17459 


Name 


OJ991102 13. 


0120. 


C6.o4 . tm 


Method 


TBLASTX: Maize 


Start 


3856 






End 


12891 


GI 


none 






Score 


50 


Exons 


3856. .4146, 


3899. 


.3949, 3977. 


.4105, 4177. .4356, 4229. .4348, 




12396. .12530, 12532 12699, 12533 .. 12 64 6, 12754.. 12891 


Seq. No. 


2792 






Seq. ID 


OJ991102_13. 0120. C6 


Gene No. 


5856 






Strand 




Start 


17096 






End, 


17459 


Name 


OJ991102 13. 


0120. 


C6.o5.tw 


Method 


TBLASTX: Wheat 


Start 


3892 






End 


12724 


GI 


none 






Score 


297 


Exons 


3892. .4194, 


3908. 


.4192, 12432 


. .12530, 


12432. .12530, 



12433. .12531, 12445 .. 12543, 12532 .. 12696, 12536 .. 12724 , 
12642. .12716 



2877 



If 



Seq. No. 2792 

Gene No. 5856* 

Start 17096 

Name OJ991102_13. 0120.C6 .ol . ts 

Start 3907 

GI none 
Exons 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



J Seq. No. 

y Gene No. 

3 Start, 
jl Name 

* Start 
GI 

4 Exons 

i 

& Seq. No. 

=t Gene No. 



Seq. ID OJ991102_13.0120.C6 
Strand 

End 17459 

Method TBLASTX : Soybean 

End 12843 

Score 211 



3907. .4266, 3908. .4198, 4229. .4264, 4270. .4302, 4271.. 4300, 
12447. .12530, 12457 12531, 12532 .. 12807 , 12536 12706, 
12568. .12789, 12755 12805, 128 11 .. 1284 3, 12812. .12841 



Seq. No. 2792 

Gene No. 5856 

Start 17096 

Name OJ991102_13 . 0120 . C6 . o4 . tw 

Start 4243 

GI none 
Exons 



Seq. ID OJ991102_13.0120.C6 
Strand 

End 17459 

Method TBLASTX : Wheat 

End 13268 

Score 254 



4243.. 4725, 4286.. 4729, 12784 .. 13122, 12827 13117 , 
12835. .13119, 12912. .13199, 13103 .. 13267 , 13107.. 13268 



2792 
5856 
17096 

OJ991102_13 . 0120 . C6 . o5 . tm 

4424 

none 



Seq. ID OJ991102_13.0120.C6 
Strand 

End 17459 

Method TBLASTX : Mai ze 

End 13258 

Score 179 



4424. .4714, 4426. .4713, 12965 13114 , 12967 13122 , 
12994. .13119, ' 13103. .13258, 13122. .13256 



2792 
5856 
17096 

OJ991102_13.0120.C6.o8.tw 

4858 

none 



Seq. ID OJ991102_13.0120.C6 
Strand 

End 17459 

Method TBLASTX : Wheat 

End 13753 

Score 43 



4858.. 5211, 4895.. 5038, 5132.. 5212, 134 00 .. 13753, 13475.. 13663 



2792 
5856 



Seq. ID OJ991102_13.0120.C6 
Strand 



Start 


17096 








End 


17459 




Name 


OJ991102 13, 


.0120. 


C6.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


4945 








End 


13807 




GI 


none 








Score 


63 




Exons 


4945. .5298, 


5129. 


.5269, 


13487 


. .13807, 


13689. .13760 , 




Seq. No. 


2792 








Seq. ID 


OJ991102_13.0120 


.C6 


Gene No. 


5856 








Strand 






Start 


17096 








End 


17459 




Name 


OJ991102 13, 


.0120. 


C6.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5581 








End 


14437 




GI 


none 








Score 


109 




Exons 


5581. .5928, 


5738. 


.5932, 


14108 


. .14437, 


14243. .14347 




Seq. No. 


2792 








Seq. ID 


OJ991102_13.0120 


.C6 


Gene No. 


5856 








Strand 






Start 


17096 








End 


17459 




Name 


OJ991102 13. 


.0120. 


C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


5626 








End 


14437 





2878 



■J 



GI 


none 


Score 


90 


Exons 


5626.. 5928, 5801.. 5917, 14132 


. .14437 




Seq. No. 


2792 


Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 


Strand 




Start 


17096 


End 


17459 


Name 


OJ991102 13.0120.C6.o9.tw 


Method 


TBLASTX: Wheat 


Start . 


5966 


End 


14687 


GI 


none 


Score 


116 


Exons 


5966.. 6163, 5968.. 6165, 6169. 


.6192, 14489. .14683, 14 489 .. 14 686, 




14490. .14687 






Seq. No. 


2792 


Seq. ID 


OJ991102_13.0120.C6 


Gene No. 


5856 


Strand 




Start 


17096 


. End 


17459 


Name 


OJ991102 13.0120.C6.o5.np 


Method 


AAT/NAP 


Start 


17096 


End 


17459 


GI 


6063554 


Score 


106 


Exons 


17096. .17267, 17371. .17459 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




-correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


2793 


Seq. ID 


OJ991102_13.0120.C7 


Gene No. 


5857 


Strand 


+ 


Start- 


4344 


End 


5017 


Name 


OJ991102 13.0120.C7.o2.gp 


Method 


AAT/GAP 


Start 


4166 


End 


4547 


GI 


uC-osflcyp033a04bl 


Score 


687 


Exons 


4166. .4547 






GI Descrip. 


■6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


2793 


Seq. ID 


OJ991102_13.0120.C7 


Gene No . 


5857 


Strand 


+ 


Start 


4344 


End 


5017 


Name 


OJ991102 13.0120.C7.o2.gs 


Method 


GENS CAN 


Start 


4344 


End 


5017 


GI 


none 


Score 


.41 


Exons 


4344. .4419, 4989. .5017 






Seq. No. 


2793 


Seq. ID 


OJ991102_13.0120.C7 


Gene No. 


5858 


Strand 


+ 


Start 


6102 


End 


9234 


Name 


OJ991102 13.0120.C7.o3.gs 


Method 


GENSCAN 


Start 


6102 


End 


9234 


GI 


none 


Score 


.81 


Exons 


6102.. 6183, 6511.. 6627, 6722. 


.6768, 6804. .7018, 7045. .7139, 




7364. .7456, 7530. .7653, 8041. 


.8133, 9009.. 9234 


Seq. No. 


2793 


Seq. ID 


OJ991102_13.0120.C7 


Gene No. 


5859 


Strand 




Start 


1 


End 


4453 


Name 


OJ991102 13.0120.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4453 


GI 


5852180 


Score 


595 


Exons 


1..60, 2066. .2136, 2831. .3242 


, 3294. .3411, 4396. .4453 



2879 



GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 










Seq. No. 


2793 Seq. ID 


OJ991102 


_13. 


0120 


.C7 




5859 Strand 










Start 


1 End 


4453 








Name 


OJ991102 13.0120.C7.ol.gs Method 


GENSCAN 








Start 


1072 End 


3249 








GI 


none Score 


.74 








Exons 


1072. .1229, 1332. .1439, 1493. .2140, 2697. .3249 








Seq. No. 




OJ991102 

\J <J J Zf X X \J 


_13. 


0120 


.C7 


Gene No. 


5860 Strand 










O tdl l 


6884 End 


7083 








Name 


O.T991 1 09 13 0120 Cl o3 nn Method 


AAT /NAP 








Start 


D0 0 4 LjIILI 


708 3 

/UOJ 








GI 


£007 DR Q c r nrp 

U I7U / \J O 7? O L-L> -L t: 


97 








Exons 


fiflfta 7na3 

0004 . . / v O «J 










GI Descrip. 


fAPnfi119Q\ h\mnf-hoi-i ral nrnfpi n fnrv7a 


oaLivaj 








Seq. No. 


9793 TD 


OJ991102 


_13. 


0120 


.C7 


Gene No. 


5860 Strand 










JLui L 


6884 End 


7083 








Name 


OJ991102 13 0120 Cl o? nn Method 


AAT /NAP 








Start 


fiftftfi _ pnH 

OOOO Hii I Li 


/ W O J 








GI 


SR039SQ 9rr»r*P 


100 








Exons 


fififtfi 7D83 










GI Descrip. 


(AP00f)399^ hvnnl-hpl- H 1 nrnfpin [Orv7a 


oaf -i -tra 1 
JuLI v u J 








Seq. No. 


9793 qpa TO 


OJ991 102 


_13. 


0120 


.C7 


Gene No. 


5861 Strand 










o Lai L. 


8036 End 


8580 








Name 


OJ991102_13 . 0120 . C7 . o4 . np Method 


AAT /NAP 








Start 


fi03fi FnH 

OOJU HiilH 


8580 








GI 


\J -J \J *J OL>UXG 


151 








Exons 


ftn^fi fiiii ft4i^ fisftn 

OU JU • . O X X X f Q I X • • O JOU 










GI Descrip. 


fAP00fiR37^ h vnni'hpi' \ ra 1 nrnfpin rOrv73 


OaUl V O J 








Seq. No. 


Z. / J *± _ OC2LJ • X L/ 


O.T991 1 09 


_13. 


0120 


.C8 


Gene No. 


SR62 

jool o l j. aiiu 


+ 








Start 


1 End 


378 








Name 


OJ991102 13.0120.C8.ol.gp Method 


AAT /GAP 








Start 


1 End 


378 








GI 


uC-osflcyp033a04bl Score 


655 








Exons 


1. .378 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-J 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 










Seq. No. 


2794 Seq. . ID 


OJ991102 


_13. 


0120 


,C8 


Gene .No. 


5863 Strand 










o Lair c 


1 End 


130 








Name 


OJ991102 13.0120.C8.ol.np Method 


AAT /NAP 








Start 


1 End 


130 








GI 


4680186 Score 


210 








Exons 


1..130 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


2794 Seq. ID 


OJ991102 


_13. 


0120 


.C8 



2880 



Gene No. 5864 Strand 

Start 227 End 280 

Name OJ991102_13.0120.C8.ol.gs Method GEN SCAN 

Start 227 End 280 

GI none Score . 72 

Exons 227.. 280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J Seq. No. 

~ £ Gene No. 

fi Start 

y Name 

Start 

3 GI 

J Exons 

^ GI Descrip. 

=* 

f Seq. No. 
J Gene No. 
3 Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2795 
5865 
3407 

OJ991102 
3407 
5852180 
3407. .3477, 
(AL117265) 



Seq. ID OJ991102_ 

Strand + 

End 10313 

Method AAT/NAP 

End 8642 

Score 446 
7015.. 7080, 8061.. 8179, 8231.. 8642 
zhbOOOlO.l [Oryza sativa] 



13. 0120. C9 



13.0120.C9.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9474 



2795 
5865 
3407 

OJ991102_13.0120.C9.o3.np 
8338 
6721561 

8338.. 8519, 9259.. 9345, 94: 

(AP001073) EST AU082058 (C12976) corresponds to a region of 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991102_ 
+ 

10313 
AAT/NAP 
10313 
769 
9551. .10313 



13. 0120. C9 



the 



2795 Seq. ID 

5866 Strand 

15058 End 

OJ991102_13.0120.C9.o6.np Method 

15058 End 

4206306 Score 
15058. .15265, 16277 ... 17625 
(AF049110) prpol [Zea mays] 



OJ991102_13.0120.C9 
+ 

21453 
AAT/NAP 
17625 
924 



2795 
5866 
15058 ' 

OJ991102_13.0120.C9.o5.np 
15906 
4378066 

15906. .15965, 16251 17 633, 21253.. 21324 
(AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 I gb I AAD27571.il AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991102_ 
+ 

21453 
AAT/NAP 
21324 
898 



13. 0120. C9 



2795 Seq. ID 

5866 Strand 

15058 End 

OJ991102_13.0120.C9.o7.np Method 

17908 End 

6587815 Score 
17908. .18100, 21211.. 21453 

(AC010924) Similar to gb|U44028 Arabidopsis thaliana 



OJ991102_13.0120.C9 
+ 

21453 
AAT/NAP 
21453 
. 120 



2881 




transcription factor CKC and contains a PF 100069 Eukaryotic 
protein kinase domain. 



Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120.C9 


Gene No. 


5867 


Strand 




Start 


488 


End 


5011 


Name 


OJ991102 13.0120.C9.ol.np 


Method 


AAT/NAP 


Start 


488 


End 


5011 


GI 


4680179 


Score 


5187 


Exons 


488.-3892, 3926. .5011 






GI Descrip. 


(AF111709) polyprotein {.Oryza sativa subsp. indica] 




2795 


Seq. ID 


OJ991102_13.0120.C9 


Gene No. 


5868 


Strand 




Start 


6928 


End 


•701 n 

/ jIU 


Name 


OJ991102 13.0120.C9.ol.gp 


Method 




Start 


6928 


End 


/ jlu 


GI 


uC-osflcyp033a04bl 


Score 


DlZ 


Exons 


6928. .7310 






GI Descrip. 


'6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


£. i yo 


oeq. lu 


PiTQQiino 1 *5 ni on no 
ujyyiiU/i ij.uizu.Ly 


Gene No. 


jOD" 


Of- ranr | 




Start 


1 1 T7 9 


iitna 


1 / Di / 


Name 


OJ991102 13.0120.C9.o6.tw 


Method 


1 Dlj/io 1A . Wncat 


Start 


533 


End 


ODD 


GI 


none 


Score 


107 


CjXOIIo 


R*}*} QCC CICjI QC*5 CQ7 QCC 
jjj. .oDD/ DD^ , . Ojj, Or*/.. ODD 






Seq. No. 


2795 


Seq. ID 


niQQi 1 no 1*5 m on co 


Gene No. 


5869 


Strand 




Start 


11772 


End 


1 / <)£ I 


Name 


OJ991102 13.0120.C9.ol.tm 


Method 


1 O Lir\0 1 A . LYla 1 Z 6 


Start 


713 


End 


1 *31 A 
1 J 1 H 


GI 


none 


Score 


191 


Exons 


713. .1123, 729. .1124, 1123.. 


1155, 115.3 


..1314, 1160. .1306 


Seq. No. 


2795 


Seq. ID 


htqqi 1 no 1*5 m 0 n 
ujyyiiu^. ij.uizu.uy 


Gene No. 


5869 


Strand 




Start 


11772 


End 


17627 


Name 


OJ991102 13.0120.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


866 


End 


1494 


GI 


none 


Score 


125 


Exons 


866. .1120, 978. .1118, 1121.. 


1438, 1126 


. . 1494 


Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120.C9 


Gene No. 


5869 


Strand 




Start 


11772 


End 


17627 


Name 


OJ991102 13.0120.C9.o5.tm 


Method 


TBLASTX: Maize 


Start 


1363 


End 


1654 


GI 


none 


Score 


214 


Exons 


1363.. 1653, 1367.. 1654 






Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120.C9 


Gene No. 


'5869 


Strand 




Start 


11772 


End 


17627 



2882 




Name 


OJ991102 13 


.0120 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1453 








End 


1713 




GI 


none 








Score 


154 




Exons 


1453. .1713, 


1454 


. .1708 










Seq. No. 


2795 








Seq. ID 


OJ991102_13.0120 


.C9 


Gene No. 


5869 








Strand 






otar l 


L X 1 1 £. 








End 


17627 




Name 


OJ991102 13 


.0120 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1501 








End 


2038 




GI 


none 








Score 


257 




Exons 


1501. .1794, 


1502 


. .1786, 


1507. 


.1788, 1790.. 2038, 1802.. 1969 




1815. .1994 














Seq. No. 


2795 








Seq. ID 


OJ991102JL3.0120 


.C9 


uene wo. 


rp £Q 








Strand 


- 




Start 


11772 








End 


17627 




Name 


OJ991102 13 


.0120 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2069 








End 


2424 




GI 


none 








Score 


1 TC 
J. / D 




Exons 


2069. .2422, 


2110 


. .2424, 


2121. 


.2423 






Seq. No. 


2795 








Seq. ID 


OJ991102_13.0120 


.C9 


Gene No . 


RQ £Q 








Strand 


- 




Start. 


11772 








End 


17627 




Name 


OJ991102 13 


.0120 


.C9.o3. 


tw 


Method 


TBLASTX: Wheat ' 




Start . 


. 20.69 








End 


2494 




GI 


none 








Score 


220 




Exons 


2069. .2431, 


2069 


. .2494, 


2112. 


.2462 






Seq. No. 


2795 








Seq. ID 


OJ991102_13.0120 


.C9 


Ljene wo. 


00 D J 








Strand 






Start 


11772 








End 


17627 




Name 


OJ991102 13 


.0120 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2243 








End 


2488 




GI 


none 








Score 


99 




Exons 


2243. .2488, 


2244 


. .2471 










Seq. No. 


2795 








Seq. ID 


OJ991102_13.0120 


.C9 


uene ino • 


JOD j 








Strand 






Start 


11772 








End 


17627 




Name 


OJ991102 13 


.0120 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2459 








End 


17487 




GI 


none 








Score 


62 




Exons 


2459. .2773, 


2780 


. .2959, 


2829. 


.2951, 17353.. 17487 




Seq. No. 


2795 








Seq. ID 


OJ991102_13.0120 


.C9 


Gene No . 


Do by 








Strand 






Start 


11772 








End 


17627 




Name 


OJ991102 13 


.0120 


.C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2495 ■ 








End 


2797 




GI 


none 








Score 


243 




Exons 


2495. .2797, 


2511 


. .2786 










Seq. No. 


2795 








Seq. ID 


OJ991102_13.0120 


,C9 


Gene No. 


5869 








Strand 






Start 


11772 








End 


17627 





2883 




i I 



Name 


OJ991102 13.0120\C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2510 


End 


17625 




GI 


none 


Score 


193 




Exons 


2510.. 2869, 2510.. 2869, 2867 


. .2905," 17404. .17625 




Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120 


.C9 


Gene No. 


5869 


Strand 






C4-3 

o tar l 


1 1 *77 9 


End 


17627 




Name 


OJ991102 13.0120.C9.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2846 


End 


17412 




GI 


none 


Score 


239 




Exons 


2846.-3223, 2904.. 3332, 3278 


..3328, 17096. .17284, 17120 


• .17 




17296. .17400, 17308.. 17412 








Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120 


.C9 




5869 


Strand 


- 




Start 


11772 


End 


17627 




Name 


OJ991102 13.0120.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


2972 


End 


17299 




GI 


none 


Score 


OJl 




Exons 


2972.. 3190, 16999. .17298, 17000.. 17299 






Seq. No. 


z / 


Seq. ID 


OJ991102_13.0120 


.C9 


C* nno XT /~\ 

uene wo ■ 




Strand 


- 




Start 


1 1 "7 *7 9 


End 


17627 




Name 




Method 


TBLASTX: Wheat 




Start 


3540 


End 


4769 




GI 


none 


Score 


128 




Exons 


■3^40 "3£41 440Q 476R 4410 


. .4769 






Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120 


.C9 


bene wo. 


5869 


Strand 






Start 


11772 


End 


17627 




Name 


OJ991102 13.0120.C9.o6.tm 


Method 


TBLASTX: Maize 




Start 


4223 


End 


4528 




GI 


none 


Score 


91 




Exons 


4223. .4528, 4398. .4514 








Seq. No. 


2795 - : - 


Seq. ID 


OJ991102_13.0120 


.C9 


Gene No. 


5869 


Strand 






O U Cl i- L. 


11772 


End 


17627 




Name 


OJ991102 13.0120.C9.o4.np 


Method 


AAT/NAP 




Start 


11772 


End 


15877 




GI 


5902445 


Score 


286 




Exons 


11772. . 12194, 15784. .15877 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


2795 


Seq. ID 


OJ991102_13.0120 


.C9 


uene lmo . 


5869 


Strand 






Start 


11772 


End 


17627 




Name 


OJ991102 13.0120.C9.o8.tw 


Method 


TBLASTX: Wheat 




Start 


17416 


End • 


17627 




GI 


none 


Score 


198 




Exons 


17416. .17625, 17419 .. 17598, 


17427. .17627 




Seq. No. 


2796 


Seq. ID 


OJ991102_13.0120 


.C10 


Gene No. 


5870 


Strand 


+ 





2884 






- Start 


1 


End 


1387 




Name 


OJ991102 13.0120.C10.ol.np 


Method 


AAT/NAP 






1 


End 


1387 




GI 


6063554 


Score 


160 




Exons 


1..53, 550. .579, 1213. .1387 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


2796 


Seq. ID 


OJ991102_13. 0120. C10 




Gene No. 


5870 


Strand 


+ 




Start 


1 


End 


1387 




Name 


OJ991102 13.0120.C10.ol.gp 


Method 


AAT/GAP 




Start 


795 


End 


1227 




GI 


2428185 


Score 


710 




Exons 


795. .1227 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 






indica(GLA4) genomic DNA, chromosome . 4 , 


BAC clone :tl7804 




Seq. No. 


2796 


Seq. ID 


OJ991102_13. 0120. C10 




v^ene ino . 


5871 


Strand 






Start 


17 


End 


1242 




Name 


OJ991102 13.0120.C10.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


1242 




GI 


none 


Score 


.54 


n 


Exons 


17. .148"," 1118. .1242 






: j 
:r? 


Seq. No. 


2797 


Seq. ID 


OJ991102_13.0120.C11 


e£ 


Gene No. 


5872 


Strand 




ij 


o Lai L 


1 


End 


1604 




Name 


OJ991102 13.0120.Cll.ol.np 


Method 


AAT/NAP 


J 


Start 


1 


End 


1604 


y 


GI 


6498436 


Score 


350 




Exons 


1..546, 1422. .1604 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2797 


Seq. ID 


OJ991102_13.0120.C11 




uclic 1NO . 


5872 


Strand 




3 


Start 


1 


End 


1604 




Name 


OJ991102 13.0120.Cll.ol.gs 


Method 


GENSCAN 




Start 


1397 


End 


1520 




GI 


none 


Score 


.68 




Exons 


1397. .1520 








Seq. No. 


2798 


Seq. ID 


OJ991102_13.0120.C12 




Gene No. 


5873 


Strand 


+ 




Cf a r-+- 


5527 


End 


25535 




Name 


OJ991102 13.0120.C12.o2.np 


Method 


AAT/NAP 




Start 


5527 


End 


21243 




GI 


4680183 


Score 


181 




Exons 


'5527. .5629, 17743 .. 17774 , 20475 .. 2054 5 , 


21154. .21243 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


2798 


Seq. ID 


OJ991102_13.0120.C12 




Gene No. 


5873 


Strand 


+ 




Start 


5527 


End 


25535 




Name 


OJ991102 13.0120.C12.o6.gp 


Method 


AAT/GAP 



2885 



Start 


8020 


End 


8141 


GI 


uC-osflcyp033a04bl 


Score 


181 


Exons 


8020. .8141 






GI Descrip. 


'6016845/dbj ! AP000570 . 1 ! AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 




Seq. ID 


OJ991102 




JO 1 J 


St rand 


+ 


Start 


SS27 


End 


25535 


Name 


13 0120 C12 o3 as 


Method 


GENSCAN 


Start 


17279, 


End 


17398 


GI 


none 


Score 


.52 


Exons 


17279. .17398 






Seq. No. 


2798 


Seq. ID 


OJ991102 


Gene No. 


5873 


Strand 


+ 


Start 


5527 


End 


25535 


Name 


OJ991102 13.0120.C12.o5.np 


Method 


AAT/NAP 


Start 


19826 


End 


24871 


GI 


4680186 


Score 


380 


Exons 


19826. .19870, 23487 .. 23632, 


23782. .23833, 24671 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


2798 


Seq. ID 


OJ991102 


Gene No. 


5873 


Strand 


+ 


Start. 


5527 


End 


25535 


Name 


OJ991102 13.0120.C12.o4.np 


Method 


AAT/NAP 


Start 


23433 


End 


25535 


GI 


6721561 


Score 


47 


Exons 


23433. .23502, 23617 .. 23720, 


25505. .25535 


GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to 



13.0120.C12 



.24871 



a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi) 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 2798 Seq. ID 

Gene No. 5874 Strand 

Start 4 9 End 

Name OJ991102JL3 . 0120 . C12 . ol . gs Method 

Start 49 End 

GI none Score 

Exons 49.. 395, 1117.. 1192 



OJ991102_13.0120.C12 

1371 
GENSCAN 
1192 
.61 



OJ991102 13.0120.C12 



Seq. No. 2798 • Seq. ID 

Gene No. 5874 Strand 

Start 49 End 1371 

Name OJ991102_13 . 0120 . C12 . ol . gp Method- AAT/GAP 

Start 558 End 629 

GI uC-osroM202024h08al Score 83 

Exons S58..629 

GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 5.0e-84 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 
Gene No. 
Start 



2798 
5874 
49 



Seq. ID 

Strand 

End 



OJ991102 13-.0120.C12 



1371 



2886 



Name OJ991102_13 . 0120 .C12 . o2 . gp Method AAT/GAP 

Start- 989 End 1371 

GI uC-osflcyp033a04bl Score 708 

Exons 989.. 1371 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2798 Seq. ID OJ991102_13 . 0120 . C12 

5875 Strand 

5640 End 5710 

OJ991 102_13 . 0120 - C12 . o4 . gp Method AAT/GAP 

5640 End 5710 

uC-osroM202024h08al Score 85 

5640.. 5710 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2798 Seq. ID OJ991102_13 . 0120 . C12 

5876 Strand 

5850 End 6034 

OJ991102_13 . 0120 . C12 . o5 . gp Method AAT/GAP 

5850 End 6034 

uC-osflM202048cl2bl Score 318 

5850.. 6034 

'5257255/cibj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8*, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991102 13.0120.C12 



2798 Seq. ID 

5877 Strand 

10028 End 14530 

OJ991102JL3 . 0120 . C12 . ol . np Method AAT/NAP 

10028 End 14530 

4680179 Score 5435 
10028. .13429, 13463.. 14530 

(AF111709) polyprotein [Oryza sativa .subsp. indica] 

2798 Seq. ID OJ991102_13 . 0120 . C12 

5878 Strand 

16465 End 16850 

OJ991102_13 . 0120 .C12 . o7 . gp Method AAT/GAP 

16465 End 16850 

uC-osflcyp033a04bl Score 649 
16465. .16850 " . 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2798 Seq. ID OJ991102_13 . 0120 . C12 

5879 Strand 

22271 End 23096 

OJ991102JL3 . 0120 . C12 . o3 . np Method AAT/NAP 

22271 End 23096 

119714 Score 174 

22271. .23096 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 |pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



2887 




beq. no. 


2798 






beq. iu 


atqqi 1 no 1*3 m on 


. tlz 


Gene No. 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120.C12.o7 


.tm 


Method 


TBLASTX: Maize 




Start 


' 3311 






End 


10969 




GI 


none 






Score 


194 




Exons 


3311.. 3430, 3315, 


. .3458, 


10853 


. .10969, 


10881. .10958 




Seq. -No. 


2798 






Seq. ID 


OJ991102_13.0120 


.C12 


Gene No . 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120, 


,C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3324 






End 


11032 




GI 


none 






Score 


668 




Exons 


3324.. 3905, 3335, 


. .3793, 


3654. 


.3899, 3836.. 3904, 10406.. 


11032, 




10407. .10976 












Seq. No. 


2798 






Seq. ID 


OJ991102_13.0120 


.C12 


Gene No. 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120, 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3459 






End 


10852 




GI 


none 






Score 


230 




Exons 


3459. .3620, 3465, 


. .3611, 


3467. 


.3622, 3467.. 3613, 3617.. 3919, 




3618. .4007.,-;. 4010, 


. .4042. 


10253 


. .10693, 


10269. .10694, 






10691. .1085-2, 10698.. 10844 








Seq. No. 


2798 






Seq. ID 


OJ991102_13.0120 


.C12 


bene no . 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120, 


.C12.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


3905 






End 


10406 




GI 


none 






Score 


138 




Exons 


3905.. 3979, 3906, 


. .4007, 


4010. 


.4237, 10073. .10405, 10094 


. .1040 




10137. .10406 












beq. No. 


2798 






Seq. ID 


OJ991102_13.0120 


.C12 


Gene No. 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120, 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


10971 






End 


11230 




GI 


none 






Score 


249 




Exons 


10971. .11225, 10971. .11204, 10973 .. 11227, 10988.. 11230 




beq. No. 


2798 






Seq. ID 


OJ991102_13.0120 


-C12 


Gene No. 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120, 


,C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


10991 






End 


11251 




GI 


none 






Score 


156 




Exons 


10991. .11251, 10992. .11246 








Seq. No. 


2798 






Seq. ID 


OJ991102_13.0120 


.C12 


Gene No. 


5880 






Strand 






Start 


24423 






End 


24804 




Name 


OJ991102 13.0120, 


X12.o2 


. tw 


Method 


TBLASTX: Wheat 





2888 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11039 
none 

11039. .11575, 11043. 



,11606 



End 
Score 



11606 
340 



2798 
5880 
24423 

OJ991102_13 . 0120 . C12 . o2 . tm 
11597 
none 

11597. .11959, 11606. .11959, 11610.. 11960 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 

Method TBLASTX: Maize 

End 11960 

Score 162 



Seq. No. 2798 

Gene No. 5880 

Start 24423 

Name OJ991102_13 . 0120 . C12 . o3 . tw 

Start 11609 

GI none 

Exons 11609. .12031, 11610.. 11999 

Seq. No. 2798 

Gene No. 5880 

. sa Start 24423 

le f Name OJ991102_13 . 0120 . C12 . o3 . ts 

'iJ Start 11780 

i;n GI none 

Exons 11780. .12025, 11781,. 12008 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 

Method TBLASTX : Wheat 

End 12031 

Score 368 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 

Method TBLASTX : Soybean 

End 12025 

Score 90 



% Seq. No. 2798 

^ Gene No. 5880 

3 Start 24423 

ij Name OJ991102_13. 0120.C12 .o3 . tm 

Start 11996 

=1 GI none 

1 Exons 11996. .12310, 12039 12089, 12117 .. 12245, 12317 124 96, 

4 12342.. 12488 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 

Method TBLASTX : Mai ze 

End 12496 

Score 50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2798 
5880 
24423 

OJ991102_13.0120.C12.o5.tw 

12032 

none 

12032. .12334, 12048.. 12332 

2798 
5880 
24423 

OJ991102_13.0120.C12.ol.ts 

12047 

none 

12047. .12406, 12048 .. 12338 , 
12410. .12442, 12411.. 12440 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 

Method TBLASTX : Wheat 

End 12334 

Score 266 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 

Method TBLASTX : Soybean 

End 12442 

Score 193 
12204. .12407, 12366. .12404, 



Seq. No. 
Gene No. 
Start 



2798 
5880 
24423 



Seq. ID OJ991102_13.0120.C12 
Strand 

End 24804 



2889 



ry 
a 

L J 

ry 



Name 


OJ991102 13.0120.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12383 




End 


12869. 




GI 


none 




Score 


303 




Exons 


12383. .12760, 12426. 


.12869, 


12815. .12865 




Seq. No. 


2798 




Seq. ID 


OJ991102 13.0120 


.C12 


OCilC IN W . 


5880 

J O O \J 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


. o5. tm 


Method 


TBLASTX: Maize. 




Start 


12564 




End 


12854 




GI 


none 




Score 


213 




Exons 


12564. .12854, 12566. 


.12853 








Seq. No. 


2798 




Seq. ID 


OJ991102_13.0120 


.C12 




5880 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


.08. tw 


' Method 


TBLASTX: Wheat 




Start 


12980 




End 


13402 




GI 


none 




Score - 


69 




Exons 


12980. .13147, 13035. 


.13148, 


13193. .13402, 13194. .1334 6 




Seq. No. 


2798 




Seq. ID 


OJ991102 13.0120 


.C12 




5880 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


. 08 . tm 


Mpfhod 


TBLASTX * Mai ze 




Start 


13085 




End 


13438 




GI 


none 




Score 


189 




Exons 


13085. .13438 










Seq. No. 


2798 




Seq. ID 


OJ991102_13.0120 


.C12 




5880 

JOOU 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


13721 




End 


14072 




GI 


none 




Score 


107 




Exons 


13721. .14071, 13878. 


.14072 








Seq. No. 


'2798 




Seq. ID 


OJ991102_13.0120 


.C12 




5880 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


. 06 . tm 


Method 


TBLASTX: Maize 




Start- 


13766 




End 


14071 




GI 


none 




Score 


85 




Exons 


13766. .14071, 13941. 


.14057 








Seq. No. 


2798 




Seq. ID 


OJ991102_13.0120 


.C12 




5880 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


14106 




End 


14448 




GI 


none' 




Score 


122 




Exons 


14106. . 14303, 14108 . 


. 14305, 


14416. .14448 




Seq. No. 


2798 




Seq. ID 


OJ991102JL3.0120 


.C12 


Gene No. 


5880 




Strand 






Start 


24423 




End 


24804 




Name 


OJ991102 13.0120.C12 


. 08 . gp 


Method 


AAT/GAP 





2890 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24423 End 24804 

* uC-osf Icyp033a04bl Score 647 

24423. .24804 

'6016845/dbj | AP000570 . 1 1 AP000570 3 . Oe-59 ,6ryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

2799 Seq. ID OJ991102_13 . 0120 . C13 

5881 Strand + 

3821 End 11378 

OJ991102_13 . 0120 . C13 . o3 . np Method AAT/NAP 

3821 End 8374 

6063554 Score 396 

3821. .3866, 6518. .6665, 6784. .7005, 7524. .7551, 8200. .8374 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


2799 


Seq. ID 


OJ991102_13. 


0120 


• C13 




Gene No. 


5881 


Strand 


+ 










JOti 


End 


11378 








Name 


OJ991102 13.0120.C13.o3.gs 


Method 


GEN SCAN 








Start 


8222 


End 


11280 








GI 


none 


Score 


.78 








Exons 


8222. .8234, 8854. .8886, 9133. 


.9182, 9562.. 10249, 10349. 


.104' 






11260. .11280 










■& 
:. ! t 
: z i : 


Seq. No. 


2799 


Seq. ID 


OJ991102_13. 


0120 


.C13 


s y 


Gene No. 


5881 


Strand 


+ 






.i » 

: 


Start 


3821 


End 


11378 






: : 

i s y 


Name 


OJ991102 13.0120.C13.o4.np 


Method 


AAT/NAP 








Start 


9512 


End 


11378 






GI 


4680179 


Score 


762 






i y 


Exons 


9512.. 10616, 11354.. 11378 










is 

; := = 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






"'4 


Seq. No. 


2799 


Seq. ID 


OJ991102_13. 


0120 


.C13 


jlCl 


Gene No. 


5882 


Strand 








C2. 


Start 


134 


End 


5721 






hJ 


Name 


OJ991102 13.0120.C13.ol.gs 


Method 


GENSCAN 








Start 


134 


End 


5706 








GI 


none 


Score 


.58 








Exons 


134.. 1110, 1171.. 4699, 4847.. 


4890, 4947.. 5706 








Seq. No. 


2799 


Seq. ID 


OJ991102_13. 


0120 


.C13 




Gene No. 


5882 


Strand 










Start 


134 


End 


5721 








Name 


OJ991102 13.0120.C13.ol.np 


Method 


AAT/NAP 








Start 


137 


End 


4699 








GI 


4680179 


Score 


7783 








Exons 


137. .4699 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 








Seq. No. 


2799 


Seq. ID 


OJ991102_13. 


0120 


.C13 




Gene No. 


5882 


Strand 










Start 


134 


End 


5721 








Name 


OJ991102 13.0120.C13.o2.np 


Method 


AAT/NAP 








• Start 


4954 


End 


5721 . 







2891 




GI 5042448 Score 1077 

Exons 4954.. 5721 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5883 




Strand 


- 




Start 


6291 




End 


7175 




Name 


OJ991102 13.0120.C13.o2. 


gs 


Method 


GENSCAN 




Cf arf 
JLuI l 






FnH 


71 7S 




GI 


none 




Score 


.86 




Exons 


6291.. 7074, 7138.. 7175 










Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5884 




Strand 


- 




Start 


8743 




End 


10257 




Name 


OJ991102 13.0120.C13.o6. 


tw 


Method 


TBLASTX: Wheat 




Jlai L 


14 7 

J. H 1 




EjI L\JL 


SI 4 




GI 


none 




Score 


35 




Exons 


147. .200, 182. .514, 306. 


.422, 


407. .487 






Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5884 




Strand 


- 




Start 


8743 




End 


10257 




Name 


OJ991102 13.0120.C13.o7. 


tm 


Method 


TBLASTX: Maize 




OLai L 


i fii 

J. D ± 






?Sfi 

J JO 




GI 


none 




Score 


197 




Exons 


161. .358 










Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5884 




Strand 


- 




Start 


8743 




End 


10257 




Name 


OJ991102 13.0120.C13.ol. 


tm 


Method 


TBLASTX: Maize 






JUL 




FnH 






GI 


none 




Score 


258 




Exons 


362.. 802, 375.. 800, 800. 


.961, 


807. .953 






Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5884 




Strand 


- 




Start 


8743 




End 


10257 




Name 


OJ991102 13.0120.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




o Lai t_ 


si s 
j ± j 




FnH 


1141 ' 

±141 




GI 


none 




Score 


353 




Exons 


515. .1141, 516. .1139 










Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5884 




Strand 






Start 


8743 




End 


10257 




Name 


OJ991102 13.0120.C13.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1010 




End 


1301 




GI 


none 




Score 


219 




Exons 


1010.. 1300, 1014.. 1301 










Seq. No. 


2799 




Seq. ID 


OJ991102_13.0120 


.C13 


Gene No. 


5884 




Strand 






Start 


8743 




End 


10257 




Name 


OJ991102 13.0120.C13.o2. 


ts 


Method 


TBLASTX: Soybean 





2892 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



en GI 



Exons 



Seq. No. 
<»y Gene No. 
;J Start 



ru 



Name 
Start 

]•={ Exons 
"'"4 
U 



Seq. No. 
Gene No. 
Start 
Name 
Start 

gi y..-.. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1100 
none 

1100. .1360, 

2799 
5884 
8743 

OJ991102_13. 
1124 - 
none 

1124. .1267, 

2799 
5884 
8743 

OJ991102_13. 

1148 

none 

1148. .1627, 

2799 
5884 
8743 

OJ991102_13. 

1631 

none 

1631. .2140, 

2799 
5884 
8743 

OJ991102_13. 

1703 

none 

1703. .2014, 

2799 
5884 
8743 

OJ991102_13. 

1889 

none 

1889. .2134 

2799 
5884 
8743 

OJ991102_13. 

2105 

none 

2105. .2440, 

2799 
5884 
8743 

OJ991102_13. 
2141 



End 
Score 



1360 
154 



1101. .1355 

0120.C13.ol. tc 
1125.. 1265, 1268. 

0120.C13.o3.tw 
1149.. 1556, 1268. 

0120.C13.o2.tw 
1715.. 2062, 1797. 

0120.C13.o2.tm 
1715.. 2068, 1800. 

0120.C13.o3.ts 



Seq. ID OJ991102_13.0120.C13 
Strand 

10257 

TBLASTX: Cress 
1441 
87 



End 

Method 
End 
Score 
.1441 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1594 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2108 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.2066 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991102_13.0120.C13 
10257 

TBLASTX: Wheat 

1627 

304 



OJ991102_13.0120.C13 
10257 

TBLASTX: Wheat 

2140 

238 



OJ991102_13.0120.C13 
10257 

TBLASTX: Maize 

2068 

160 



OJ991102_13.0120.C13 
10257 

TBLASTX : Soybean 

2134 

202 



0120.C13.o3.tm 



Seq. ID OJ991102_13.0120.C13 
Strand 

End 10257 

Method TBLASTX : Mai ze 

End 2605 

Score 43 



2148.. 2198, 2225.. 2353, 2426.. 2605 



0120.C13.o5. tw 



Seq. ID OJ991102_13.0120.C13 
Strand 

End 10257 

Method TBLASTX : Wheat 

End 2443 



2893 




GI 


none 








Score 


229 


Exons 


2141. .2443, 


2142. 


.2411, 


2341. 


.2442 




Seq. No. 


2799 








Seq. ID 


OJ991102_13.0120.C13 


Gene No. 


C O O A 

5884 








Strand 




Start 


8743 








End 


10257 


Name 


OJ991102 13. 


0120. 


C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2156 








End 


2551 


GI 


none 








Score 


162 


Exons 


2156. .2515, 


2157. 


.2411, 


2471. 


.2515, 2507.. 2551, 2519.. 2551 


Seq. No. 


2799 








beq. id 




Gene No. 


C O O A 

5884 








Strand 




Start 


8743 








End 


10257 


Name 


OJ991102 13. 


0120. 


C13.o4 


.tw 


Method 


TBLASTX : Wheat 


Start 


2492 








End 


o m a 


GI 


none 








Score 


loU 


Exons 


2492. .2974, 


2501. 


.2845, 


2535. 


.2870 




Seq. No. 


2799 








Seq. ID 


ojyyuu^ ij.uizu.cij 


Gene No. 


5884 








Strand 




Start 


8743 








End 


t n O C T 

10257 


Name 


OJ991102 13. 


0120. 


C13.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


2624 








End 


o n o o 

zyjo 


GI 


none 








Score 


bU 


Exons 


2624. .2938, 


2625. 


.2822 








Seq. No. 


2799 








Seq. ID 


OJ991102_13.0120.C13 


Gene No. 


COO Jl 

5884 








Strand 




Start 


8743 








End 


10257 


Name 


OJ991102 13. 


0120. 


C13.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2673 








End 


2962 


GI 


none 








Score 


165 


Exons 


2673. .2864, 


2675. 


.2962 








Seq. No. 


2799 








Seq. ID 


OJ991102_13.0120.C13 


Gene No. 


CO O A 

5884 








Strand 




Start 


8743 








End 


10257 


Name 


OJ991102 13. 


0120. 


C13.o8 


.tw 


Method 


TBLASTX: Wheat 


Start - 


3131 








End 


3553 


GI 


none 








Score 


109 


Exons 


3131. .3322, 


3138. 


.3293, 


3344. 


.3553, 3405.. 3503 


Seq. No. 


2799 








Seq. ID 


OJ991102_13.0120.C13 


Gene No. 


C O O A 

5884 








Strand 




Start 


8743 








End 


10257 


Name 


OJ991102 13. 


0120. 


C13.o9 


.tw 


Method 


TBLASTX: Wheat 


Start 


3830 








End 


10257 


GI 


none 








Score 


87 


Exons 


3830. .3925, 


3896. 


.4072, 


3984. 


.4073, 10080. . 10154, 10081. .10257 


Seq. No. 


2799 








Seq. ID 


OJ991102_13.0120.C13 


Gene No. 


5884 








Strand 




Start 


8743 








End 


10257 


Name 


OJ991102 13. 


0120. 


C13.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3896 








End 


10257 


GI 


none 








Score 


103 



2894 



Exons 



3896.. 4192, 3938.. 4192, 4005.. 4175, 9961.. 10257, 9987.. 10148, 
10189. .10257 



Seq. No. 2799 Seq. ID OJ991102_13 . 0120 . C13 

Gene No. 5884 Strand 

Start 8743 End 10257 

Name OJ991102_13.0120.C13.o7 . tw Method TBLASTX : Wheat 

Start 4076 End 10080 

GI none Score 93 

Exons 4076. .4432, 4080. .4307, 4332 .. 4406, ,9724 .. 10080, 9733. .9897, 
9931.. 10071, 9939.. 10079 

Seq. No. 2799 Seq. ID OJ991102_13 . 0120 . C13 

Gene No. 5884 Strand 

Start 8743 End 10257 

Name OJ991102_13 . 0120 . C13 . o2 . gp Method AAT/GAP 

Start 8743 End 9022 

GI 61605_3.R1084 Score 343 

Exons 8743.. 9022 

GI Descrip. ' 1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 
i"% Gene No. 
: ;Z Start 
'iff Name 
C'* Start 

r lj gi 

□ Exons 

i ; t 

Seq. No. 

"lf t Gene No. 

TU Start 

^ Name 

i 8B 1 Start 

Q GI 

i ~ Exons 

r * GI Descrip. 

C3 Seq. No. 
i;3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2800 
5885 
108 

OJ991102_13.0120.C14.ol.gs 

108 

none 

108. .520, 561. .1446 

2800 
5885 
108 



Seq. ID OJ991102_13.0120.C14 
Strand 

End 144 6 

Method GEN SCAN 

End 14 4 6 



Score 



.74 



Seq. ID OJ991102_13.0120.C14 
Strand 

End 14 4 6 



OJ991102_13.0120.C14.ol.np Method AAT/NAP 



188 End 
5852180 Score 
188. .503 

(AL117265) zhbOOOlO.l [Oryza sativa] 



503 
159 



Seq. ID OJ991102_13.0120.C14 
Strand 

1446 



2800 
5885 

108 End 
OJ991102_13.0120.C14 ,o2.np Method AAT/NAP 
505 * End 1380 

5042448 Score 1287 

505. .1380 

(AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza . sativa] 



Seq. No. 2801 

Gene No. 5886 

Start 110 

Name OJ991012_11 . 0126 . CI . ol . gs 

Start 110 

GI none 

Exons 110.. 258 



Seq. ID OJ991012_11.0126.C1 
Strand 

End 258 

Method GEN SCAN 

End 258 

Score . 93 



2895 



Seq. No. 


2802 




Seq. ID 


OJ991012_11.0126.C3 


Gene No. 


5887 




Strand 


+ 


Start 


1 




End 


181 


Name 


OJ991012 ll.0126.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


181 


GI 


2547078 




Score 


137 


Exons 


1. .181 








GI Descrip. 


(D89963) phosphate-binding protein [Enterobacter cloacae] 


Seq. No. 


2802 




Seq. ID 


OJ991012_11.0126.C3 


Gene No. 


5888 




Strand 


+ 


Start 


107 




End 


186 


Name 


OJ991012 ll.0126.C3.ol. 


OS 


Method 


GEN SCAN 


Start 


107 ~~ 




End 


186 


GI 


none 




Score 


. 82 


Exons 


107 . . 186 








Seq. No. 


2803 




Seq. ID 


OJ991012 11 0126 C4 


Gene No. 


5889 




Strand 


+ ~~ 


Start 


223 




End 


654 


Name 


OJ991012 11. 0126. C4 .ol. 


gs 


Method 


GENSCAN 


Start 


223 




End 


654 


GI 


none 




Score 


.47 


Exons 


223. 291, 382 654 








Seq. No. 


2803 




Seq. ID 


OJ991012_11.0126.C4 


Gene No. 


5890 




Strand 




Start 


1146 




End 


1307 


Name 


OJ991012 ll.0126.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


1034 




End 


1307 


GI 


94051 1.R1084 




Score 


503 


Exons 


1034 .71307 








GI Descrip. 


1 1899175/gb| AAB4 9984 . 1 | 


l.Oe- 


42 (U90262) calcium-dependent 




calmodulin- independent 


protein kinase 


CDPK [Cucurbita pepo] ' 


Seq. No. 


2803 




Seq. ID 


OJ991012_11.0126.C4 


Gene No. 


5890 




Strand 




Start 


114 6 




End 


1307 


Name 


OJ991012 11. 0126. C4 o2 


gs 


Method 


GENSCAN 


Start 


1146 ~~ 




End 


1305 


GI 


none 




Score 


.93 


Exons 


1146. . 1305 








Seq. No. 


2804 




Seq. ID 


OJ991012_11.0126.C5 


Gene No. 


5891 




Strand 




Start 


171 




End 


335 


Name 


OJ991012 ll.0126.C5.ol. 


gs 


Method 


GENSCAN 


Start 


171 




End 


335 


GI 


none 




Score 


.65 


Exons 


171. .228, 253.-335 








Seq. No. 


2805 




Seq. ID 


OJ991012_11.0126.C6 


Gene No. 


5892 




Strand 




Start 


786 




End 


1311 


Name 


OJ991012 11.0126.C6'.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


786 




End 


1311 


GI 


none 




Score 


52 



2896 



Exons 



786. .869, 789. .869, 819. .1112, 886. .1104, 905. .1189, 905. .1111, 
1107.. 1160, 1108.. 1212, 1151.. 1309, 1198.. 1311, 1214.. 1297 



P 



I 'J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
"\ Name 
; =S Start 
GI 

Exons 



2806 Seq. ID OJ991012_11 . 0126 . C8 

5893 Strand 

1 End 621 

OJ991012_11 . 0126 . C8 . ol . gp Method AAT/GAP 

1 End 416 

428224 Score 557 

1..72, 166. .416 

1899175/gb|AAB49984.1| 1.0e-42 (U90262) calcium-dependent 
calmodulin-independent protein kinase CDPK [Cucurbita pepo] 



2806 
5893 
1 

OJ991012_11 . 0126. C8 . ol . tw 
1 

none 

1..72, 2. .73, 157. .387, 166. 

2806 
5893 
1 

OJ991012_11 . 0126 . C8 . ol . tm 
1 

none 



OJ991012_11.0126.C8 
621 

TBLASTX: Wheat 

393 

82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,390, 243. .389, 343. .393 

Seq. ID OJ991012_11.0126.C8 
Strand 

-End 621 

Method TBLASTX : Mai ze 

End 394 

Score 124 



1..72, 2. .73, 160. .387, 165. .392, 166. .390, 167. .394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2806 
5893 
1 

OJ991012_11.0126.C8.ol.np 
1 

3320104 
1..72, 166. .390, 586. .621 

(AJ007366) calcium-dependent protein kinase [Zea mays] 



Seq. ID OJ991012_11.0126.C8 
Strand 

End 621 

Method AAT/NAP 

End 621 

Score 331 



2806 Seq. ID 

5893 Strand 

I End 
OJ991012_11 . 012 6 . C8 . ol . tc Method 

II End 
none Score 



OJ991012_11.0126.C8 
621 

TBLASTX: Cress 

390 

79 



11. .73, 22. .72, 157. .390, 166. .390, 343. .387 

OJ991012 11. 0126. C8 



2806 Seq. ID 

5893 Strand 

1 End 

OJ991012_11.0126.C8.ol.ts Method 

14 End 

none Score 



621 

TBLASTX : Soybean 

394 

82 



14. .73, 16. .72, 157. .390, 165. .392, 166. .390, 185.. 394, 343. .393 



Seq. No. 
Gene No. 
Start 



2806 
5893 
1 



Seq. ID OJ991012_11.0126.C8 
Strand 

End 621 



2897 



Name 

Start 

GI 

Exons 



OJ991012_ll.0126.C8.ol. 

166 

none 

166. .390 



gs Method GENSCAN 

End 390 
Score .52 



Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126 


.C9 


Gene No. 


5894 


Strand 


+ 




Start 


8380 


End 


9540 




Name 


OJ991012 11.0126.C9.o2.gs 


Method 


GENSCAN 




Start 


8380 


End 


9540 




GI 


none 


Score 


.63 




r yon Q 


8380. .8580, 8680.. 8828, 8961. 


.9252, 9457.. 9540 




Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126 


.C9 


Gene No. 


5895 


Strand 






Start 


1 


End 


4176 




Name 


OJ991012 11.0126.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4176 




GI 


3320104 


Score 


1419 




Exons 


1..68, 327. .501, 588. .703, 775. .927, 1036. .1179, 1856.. 


2501, 




4141. .4176 








Lxi uescrxp. 


(AJ007366) calcium-dependent 


protein kinase [Zea mays] . 




Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126 


.C9 


Gene No. 


5896 


Strand 






Start 


10356 


End 


11099 




Name 


OJ991012 11.0126.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


327 


End 


2357 




GI 


none 


Score 


56 




Exons 


327.'. 497, 328. .507, 328. .501, 


333. .509, 


576. .701, 577.. 


702, 




596. .706, 773. .940, 789. .950, 


1038.. 1166, 1038.. 1163, 






1040. .1180, 1843. .2313, 1848. 


.2357 






Seq. No'. 


2807 


Seq. ID 


OJ991012JL1.0126 


.C9 


Gene No. 


5896 


Strand 






Start 


10356 


End 


11099 




Name 


OJ991012 11.0126.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


328 


End 


2396 




GI 


none * 


Score 


95 ■ 




Exons 


328. .501, 328. .501, 467. .508, 


576. .701, 


577. .702, 596.. 


706, 




755. .940, 773. .940, 774. .950, 


1027. .1164, 1038. .1166, 





1038. .1169, 1040. .1177, 1815. .2270, 1834. .1956, 1843. .2313, 
1848. .2396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2807 
5896 
10356 

OJ991012_11.0126.C9.ol.tm 

328 

none 



Seq. ID OJ991012_11.0126.C9 
Strand 

End 11099 

Method TBLASTX: Maize 

End 2175 

Score 85 



328. .507, 328. .501, 333.. 506, 535. .702, 569. .706, 576. .701, 
770. .931, 773. .940, 774. .950, 1038. .1166, 1038. .1169, 
1040. .1180, 1848. .2039, 1855. .2019, 2025. .2042, 2037. .2135, 
2064. .2123, 2122. .2175, 2145. .2174 



Seq. No. 
Gene No. 



2807 
5896 



Seq. ID 
Strand 



OJ991012 11. 0126. C9 



2898 






Start 


10356 


End 


11099 






Name 


OJ991012 11.0126.C9.o3.tw 


Method 


TBLASTX: Wheat 






Start 


412 


End 


660 






GI 


none 


Score 


69 






Exons 


412. .501, 529. .660, 576. .659 










Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126. 


C9 




Gene No. 


5896 


Strand 








O Lai L 


IUJjO 




1 1 nQQ 






Name 


OJ991012 -ll.0126.C9.o2.tw 


Method 


TBLASTX: Wheat 






Start 


754 


End 


1904 






GI 


none 


Score 


58 






Exons 


754. .921, 767. .940, 767. .940, 


777. .950, 


1036.. 1095, 1038 


.1 






1040. .1180, 1854. .1904, 1855. 


.1902 








Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126. 


C9 




Can a M /~\ 


JOI/D 










Start 


10356 


End- 


11099 






Name 


OJ991012 11.0126.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1905 


End 


2188 






GI 


none 


Score 


281 






Exons 


1905. .2174, 1906. .2175, 1925. 


.2188 








Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126. 


C9 


:=? 


ucuc INO ■ 












Start 


10356 


End 


11099 




* 1 6 


Name 


OJ991012 11.0126.C9.o2.tm 


Method 


TBLASTX: Maize 




y 


Start 


2178 


End 


2357 






GI 


none 


Score 


103 




& 


Exons 


2178. .2357, 2184. .2270, 2213. 


.2320 






i ; t 

y 


Seq. No. 


2807 


Seq. ID 


OJ991012_11.0126. 


C9 




UCliC ViKJ . 


5896 


Strand 








Start 


10356 


End 


11099 




'J 


Name 


OJ991012 11.0126.C9.o3.gs 


Method 


GENSCAN 




-j 


Start 


10356 


End 


11099 






GI 


none 


Score 


.76 




3 


Exons 


10356. .10409, 10529. .10597, 10941.. 11099 


- 


:» 
:=? 


Seq. No. 


2808 


Seq. ID 


OJ991012_11.0126. 


C10 






5897 


Strand 


+ 






Start 


66 


End 


1508 






Name 


OJ991012 11.0126.C10.ol.gs 


Method 


GENSCAN 






Start 


66 


End 


1508 






GI 


none 


Score 


.6 






Exons 


66.. 310, 707.. 863, 1254.. 1508 










Seq. No. 


2808 . 


Seq. ID 


OJ991012_11.0126. 


C10 




belle LNCJ . 


' 5898 


Strand 








Start 


3333 


End 


3498 






Name 


OJ991012 11.0126. C10. o2.gs 


Method 


GENSCAN 






Start 


3333 


End 


3498 






GI 


none 


Score 


.64 






Exons 


3333. .3498 










Seq. No. 


2809 


Seq. ID 


OJ991012_11.0126. 


Cll 




Gene No. 


5899 


Strand 







2899 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1320 End 3371 

OJ991012JL1 . 0126 . Cll . ol . np Method AAT/NAP 
1320 End 3371 

4584539 Score 68 

1320.. 1566, 3320.. 3371 

(AL049608) extensin-like protein [Arabidopsis thaliana] 



2809 
5900 
65 

OJ991012_11. 0126. Cll. ol.gs 
65 

none 



Seq. ID OJ991012JL1.0126.C11 
Strand 

End 1744 

Method GENSCAN 

End 1744 

Score . 67 



65. .118, 211. .768, 1497. .1616, 1673. .1744 



2810 
5901 
29 

OJ991012_11. 0126. C12. ol.gs 
29 

none 

29. .772, 905. .1039 

2811 
5902 
429 

OJ991012_11. 0126. C13. ol.gs 

429 

none 

429. .499 



Seq. ID OJ991012_11.0126.C12 

Strand + 

End 1039 

Method GENSCAN 

End 1039 

Score .88 



Seq. ID OJ991012_11.0126.C13 

Strand + 

End " 4 99 

Method GENSCAN 

End 4 99 

Score .69 



Seq. No. 2811 

Gene No. 5903 

Start 2858 

Name OJ991012_11 . 0126 .C13 . o2 . gs 

Start 2858 

GI none 

Exons 2858.. 3382 



Seq. ID OJ991012_11.0126.C13 
Strand 

End 3382 

Method GENSCAN 

End 3382 

Score . 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2812 
5904 
1 

OJ991012_11.0126.C15.ol.np 
1 

3859568 

1..169, 642. .690, 2657. .2732, 3485. .3553 
(AF098752) unknown [Oryza sativa] 



Seq. ID OJ991012_11.0126.C15 

Strand + 

End 4036 

Method AAT/NAP 

End 3553 

Score 4 42 



2812 
5904 
1 

OJ991012_11.0126.C15.ol.gp 
44 

909 1.R1084 



Seq. ID OJ991012_11.0126.C15 

Strand + 

End 4036 

Method AAT/GAP 

End 4036 

Score 1498 



44. .169, 642.. 690, 2657. .2732, 3485. .4036 

, 3859568/gb|AAC72847.1| 4.0e-93 (AF098752) unknown [Oryza 
sativa] 1 



2900 



o6q. NO. 


901 O 




oeq • iu 


n tqqi m 9 


ii m 9^ pi ^ 

J- J- . U1ZD .LiJ 


Gene No. 


5904 




Strand 


+ ~ 




Start 


1 


- 


End 


4036 




Name 


OJ991012 11. 0126. CIS. ol 


.gs 


Method 


GENSCAN 




Start 


642 




End 


3707 




GI 


none 




Score 


.84 




Exons 


642.. 690, 3520.. 3707 










Seq. No. 


2812 




Seq. ID 


OJ991012_ 


11. 0126. CIS 


Gene No. 


5905 




Strand 






Start 


5413 




End 


5507 




Name 


OJ991012 ll.0126.C15.o2 


.gp 


Method 


AAT/GAP 




Start 


5413 




End 


5507 




GI 


59410 1.R1084 




Score 


156 




Exons 


5413. .5507 










GI Descrip. 


•249994 5/sp|Q42586|PYR5 


ARATH 


3.0e-51 


URIDINE 5' 


'-MONOPHOSPHATE 




SYNTHASE (UMP SYNTHASE) ~ 


[INCLUDES: OROTATE 





Seq.- No. 
Gene No. 
Start 
Name 

Start"-" 
GI 

Exons 



PHOS P HOR I BO SYL TRANSFERASE (OPRTASE) ; OROTIDINE 5 1 1 - PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi_107 6363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / 



orotidine-5 ' 
Arabidopsis 
[Ara' 



'-phosphate decarboxylase (EC 4.1.1.23) - 
thaliana >gi_443818_emb_CAA5068 6_ (X71842) pyrE-F 



2813 Seq. ID 

5906 Strand 

4 9 End 
OJ991012_11 . 0126 . C18 . ol . gs Method 

49 End 

none Score 

49. .108, 191. .604 



OJ991012_11.0126.C18 
+ 

604 

GENSCAN 

604 

.99 



Seq. No. 2813 Seq. ID 

Gene No. 5907 Strand 

Start 1027 End 

Name OJ991012_11 . 0126 . CI 8 . o2 . gs Method 

Start 1027 End 

GI none Score 

Exons 1027.. 1104, 1813.. 1944, 2133. .2324 



OJ991012_11.0126.C18 
+ 

2324 
GENSCAN 
2324 
.85 



Seq. No. 2813 " Seq. ID 

Gene No. 5908 Strand 

Start 3719 End 

Name OJ991012_11 . 0126.C18 . o3 .gs Method 

Start 3719 End 

GI none Score 

Exons 3719.. 3925 



OJ991012_11.0126.C18 
+ 

3925 
GENSCAN 
3925 
. 99 



Seq. No. 2814 Seq. ID . OJ991012_11 . 0126 . C19 

Gene No. 5909 Strand + 

Start 1 End 1269 

Name OJ991012JL1 . 0126 . C19 . ol . gp Method AAT/GAP 

Start 1 End 324 

GI uC-osflM202068cl2bl Score 612 

Exons 1..324 

GI Descrip. ' 4510383/gb | AAD21471 . 1 | 4.0e-41 (AC007017) unknown protein 



2901 



[Arabidopsis thaliana] 1 



Seq. ID OJ991012_11.0126.C19 
Strand + 

1269 



Seq. No. . 2814 

Gene No. 5909 

Start 1 End 

Name OJ991012_11.0126.C19.ol.np Method AAT/NAP 

Start 1 End 1269 

GI 4510383 Score 1129 

Exons 1..884, 1097.. 1269 

GI Descrip. (AC007017) unknown protein [Arabidopsis thaliana] 



m 



U 

"'4 

i.JL 



Seq. No. 


2814 










Seq. ID 


OJ991012_11.0126. 


C19 


Gene No. 


5909 










Strand 


+ 




Start 


1 










End 


1269 




Name 


OJ991012 


_11 


.0126. 


C19 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


19 










End 


176 




GI 


none 










Score 


50 






1 q fin 




. 1 / ft , 


Kj y . 


. X / O , / X 


. • X / D 






Seq. No. 


2814 










Seq. ID 


OJ991012_11.0126. 


C19 


Gene No. 


5909 










Strand 


+ 




Start 


1 










End 


1269 




Name 


OJ991012 


_11 


.0126. 


C19 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19 










End 


222 




GI 


none 










Score 


49 




Exons 


1 Q fi"3 




. X O O , 


69. 


.221, 70 


000 






Seq. No. 


2814 










Seq. ID 


OJ991012_11.0126. 


C19 


Gene No. 


5909 










Strand 


+ 




Start 


1 










End 


1269 




Name 


OJ991012 


_11 


.0126. 


C19 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


55 










End 


266 




GI 


none 










Score 


250 




Exons 


JO. .ZOO/ 


75 


. .266 












Seq. No. 


2814 










Seq. ID 


OJ991012_11.0126. 


C19 


Gene No. 


5909 










Strand 


+ 




Start 


1 










End 


1269 




Name 


OJ991012 


_11 


.0126. 


C19 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


. 75 










End 


849 




GI 


none 










Score 


256 




Exons 


75. .266, 


76 


. .258, 


335. .370, 


351. .419, 


375.-842, 376. .849 


Seq. No. 


2814 










Seq. ID 


. OJ991012_11.0126. 


C19 


Gene No. 


5909 










Strand 


+ 




Start 


1 










End 


1269 




Name 


OJ991012 


_11 


.0126. 


C19 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


177 










End 


852 




GI 


none 










Score 


137 




Exons 


177. .323 


, 178. .258, 


336. .422 


, 375. .842 


, 376.-852 




Seq. No. 


2814 










Seq. ID 


OJ991012_11.0126. 


C19 


Gene No. 


5909 










Strand 


+ 




Start 


1 










End 


1269 




Name 


OJ991012 


_11, 


.0126. 


C19 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


397 










End 


852 




GI 


none 










Score 


685 





2902 



Exons 



397. .852, 444. .839 



Seq. No. 2814 

Gene No. 5909 

Start 1 

Name OJ991012_ll.0126.C19.ol. tw 

Start 546 

GI none 

Exons 546.-824, 547.. 822, 591.. 824 



Seq. ID OJ991012_11.0126.C19 

Strand + 

End 1269 

Method TBLASTX : Wheat 

End 824 

Score 449 



Seq. ID OJ991012_11.0126.C19 
Strand + 

1269 
AAT/GAP 
959 
257 



End 

Method 

End 

Score 



Seq. No. 2814 

Gene No. 5909 

Start 1 

Name OJ991012_11 . 0126.C19.o2 . gp 

Start 807 

GI 94051_1.R1084 

Exons 807.. 959 

GI Descrip. 1 1899175/gb | AAB49984 . 1 | 1.0e-42 (U90262) calcium-dependent 

calmodulin-independent protein kinase CDPK [Cucurbita pepo] 1 

Seq. ID OJ991012_11.0126.C22 

Strand + 

End 314 

Method GEN SCAN 

End 314 

Score .54 



Seq. ID OJ991012_11.0126.C23 

Strand + 

End 2588 

Method AAT/NAP 

End 2339 

Score 211 





Seq. No. 


2815 








Gene No. 


5910 








Start 


19 






□ 


Name 


OJ991012 11 


.0126. 


C22.ol. 


: 

":=? 


Start 


19 








GI 


none 






rU 


Exons 


19. .155, 239. .314 




Seq. No. 


2816 








Gene No. 


5911 






■ 5 1 


Start 


1933 






: e 

i Li 


Name 


OJ991012 11 


.0126. 


C23.ol. 




Start 


1933 








GI 


6671934 








Exons 


1933. .2092, 


2235. 


.2339 


**£ 


GI Descrip. 


(AC016795) 


unknown prote 


: 

t 1 
:=? 


Seq. No. 


2816 






i' "1 


Gene No. 


5911 








Start 


1933 








Name 


OJ991012 11 


.0126. 


C23.ol. 




Start 


1935 








GI 


none 








Exons 


1935. .2092, 


2235. 


.2588 




Seq. No. 


2816 








Gene No. 


5911 








Start 


1933 








Name 


OJ991012 11 


.01-26. 


C23.ol. 




Start 


1935 








GI 


none 








Exons 


1935. .2092, 


2235. 


.2342 




Seq. No. 


2816 








Gene No. 


5912 








Start 


4086 








Name 


OJ991012 11 


.0126. 


C23.o2. 



Seq. ID OJ991012_11.0126.C23 

Strand + 

End 2588 

Method AAT/GAP 

End 2588 

Score 967 



Seq. ID OJ991012_11.0126.C23 

Strand + 

End 2588 

Method GENSCAN 

End 2342 

Score 1 



Seq. ID OJ991012_11.0126.C23 

Strand + 

End 4278 

Method AAT/GAP 



2903 





Start 


4086 






End 


4278 






GI 


none 






Score 


312 






Exons 


4086. .4278 














Seq. No. 


2816 






Seq. ID 


OJ991012_11.0126. 


C23 




Gene No. 


5913 






Strand 


+ 






Start 


4261 






End 


4732 






Name 


OJ991012 11. 


0126.C23.o2 


.np 


Method 


AAT/NAP 






o tar t. 


4261 






End 


4732 






GI 


4115916 






Score 


324 






Exons 


4261. .4732 














GI Descrip. 


(AF118222) F3H7.9 gene product [Arabidopsis thaliana] 








gi| 4539441 | emb | CAB40029 


.11 (AL049523) 


putative protein 








[Arabidopsis 


i thaliana] 












Seq. No. 


2816 






Seq. ID 


OJ991012_11.0126. 


C23 




Gene No. 


5914 






Strand 


+ 






btart 


4697 






End 


4987 






Name 


OJ991012 11. 


0126.C23.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1928 






End 


2500 






GI 


none 






Score 


243 






Exons 


1928. .2098, 


1933. .2091, 


2223. 


.2318, 2234. .2335, 2235.-2336, 






2462. .2500, 


2463. .2489 












Seq. No. 


2816 






Seq. ID 


OJ991012_11.0126. 


C23 


p. 


Gene No . 


5914 






Strand 


+ 




: s ; e 


Start 


4697 






End 


4987 




; y 


Name 


OJ991012 11. 


0126.C23.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


1928 






End 


2288 




! : 

i.li 


GI 


none 






Score 


198 






Exons 


1928. .2098, 


1933. .2091, 


1943. 


.2092, 2235.. 2288 




: sr 


Seq. No. 


2816 






Seq. ID 


OJ991012_11.0126. 


C23 




Gene No . 


5914 






Strand 


+ 




i;3 


Start 


4697 






End 


4987 






Name 


OJ991012 11. 


0126.C23.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


4252 






End 


4660 




ss. 


GI 


none 






Score 


146 




*s a? 
:" "t 


Exons 


4252. .4404, 


4253. .4432, 


4457. 


.4543, 4592. .4660 




□ 


Seq. No. 


2816 






Seq. ID 


OJ991012_11.0126. 


C23 




Gene No. 


5914 






Strand 


+ 






Start 


4697 






End 


4987 






Name 


OJ991012 11. 


0126.C23.o3 


.gp 


Method 


AAT/GAP 






Start 


4697 






End 


4987 






GI 


3762721 






Score 


531 






Exons 


4697. .4987 













Seq. No. 2817 Seq. ID 

Gene No. 5915 Strand 

Start 1 End 

Name OJ991012_11 . 0126 . C24 . ol . np Method 

Start 1 End 

GI 6910582 Score 

Exons 1..258, 354.. 717 

GI Descrip. (AC006424) CDS [Arabidopsis thaliana] 



OJ991012_11.0126.C24 
+ 

717 

AAT/NAP 

717 

550 



2904 






Seq. No. 


2817 




Seq. ID 


OJ991012_11.0126 


.C24 




Gene no . 


CQ1 C 




Strand 


+ 






Start 


1 




End 


717 






Name 


OJ991012 


11.0126.C24.ol.tm 


, Method 


TBLASTX: Maize 






Start 


16 




End 


536 






GI 


none 




Score 


363 






Exons 


16. .249, 


26..2S6, 27. .257, 


30.. 257, 351.. 536, 351.. 533, 


353 




Seq. No. 


2817 




Seq. ID 


OJ991012_11.0126 


.C24 




Gene No. 


oyio 




Strand 


+ 






Start 


l 




End 


717 






Name 


OJ991012 


11.0126.C24.ol.ts 


Method 


TBLASTX : Soybean 






Start 


16 




End 


476 






GI 


none 




Score 


329 






Exons 


16. .258, 


25. .249, 39..2S7, 


353. .475, 354. .476 






Seq. No. 


2817 




Seq. ID 


ojyy iui^_ii .oi^o 


.C24 




Gene No . 


oy lo 




Strand 


+ 






Start 


1 




End 


717 






Name 


OJ991012 


11.0126.C24.ol.gs 


Method 








Start 


58 




End 


^11 
oil 






GI 


none 




Score 


. 9o 






Exons 


58. .258, 


354. .611 










Seq. No. 


2818 




Seq. ID 


ojyyioiz li.ui^D 


.C25 




Gene No . 






Strand 


+ 




n 


Start 


192 




End 


1219 




y 


Name 


OJ991012 


11.0126.C25.ol.gs 


Method 


(~> J-l XT fl f> TV XT 

GENSCAN 






Start 


192 




End 


lziy 






GI 


none 




Score 


. bZ 






Exons 


192. .320, 


766.. 872, 1076.. 1219 






r= 

Li 


Seq. No. 


2818 




Seq. ID 


A Tftfil ft1 O 11 r\ t 0 /T 

OJ991012 11.0126 


.C25 




bene no . 


o y± / 




Strand 






=* 


Start 


786 




End 


913 




J 


Name 


OJ991012 


11.0126.C25.ol.gp 


Method 


AAT/^AP 






Start 


786 




- End 


913 






GI 


none 




Score 


219 




u 


Exons 


786. .913 












Seq. No. 


2819 




Seq. ID 


OJ991012_11.0126 


.C26 




Gene No . 


c o i o 

by lo 




Strand 


+ 






Start 


3 




End 


1836 






Name 


OJ991012 


11.0126.C26.ol.tc 


Method 


TBLASTX: Cress 






Start 


2 




End 


1102 






GI 


none 




Score 


68 






Exons 


2. .70, 3. 


.62, 877. .957, 878 


. .1102 








Seq. No. 


2819 




Seq. ID 


OJ991012_11.0126 


.C26 




Gene No . 


5918 




Strand 


+ 






Start 


3 




End 


1836 






Name 


OJ991012 


11.0126. C26.ol.ts 


Method 


TBLASTX : Soybean 






Start 


2 




End 


1069 






GI 


none 




Score 


71 






Exons 


2. .70, 3. 


.62, 877. .963, 878 


..1069, 908 


. .1012 






Seq. No. 


2819 




Seq. ID 


OJ991012_11.0126 


-C26 



2905 



belle LNU . 


^Ql ft 










4_ 
i 


Start 


3 








End 


1836 


Name. 


OJ991012 11 


.0126. 


C26.ol 


•9 s . 


Method 


GENSCAN 


Start 


3 








End 


1836 


GI 


none 








Score 


.55 


Exons 


3. .47, 872. 


.1102, 


1751. 


.1836 






Seq. No. 


2819 








Seq. ID 


OJ991012_11.0126.C26 


Gene No. 


5918 








Strand 


+ 


o tar c. 


3 








End 


i ft ^£ 


Name 


OJ991012 11 


.0126._C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3 








End 


1807 


GI 


none 








Score 


66 


Exons 


3. .62, 3. .47, 11. 


.70, 869.. 1015, 870.. 


1103, 878.. 1102, 




904. .1116, 


1742. . 


1807 








Seq. No. 


2820 








Seq. ID 


OJ991012_11.0126.C27 


bene no. 


5919 








Strand 


+ 


Start 


5009 








End 


7141 


Name 


OJ991012JL1 


.0126. 


C27.o2 


. gs 


Method 


GENSCAN 


Start 


5009 








End 


7141 


GI 


none 








Score 


.49 


Exons 


5009. .5518, 


6601. 


.6683, 


6784. 


.6937, 7025.. 7141 


Seq. No. 


. 2820 








Seq. ID 


OJ991012_11. 0126.C27 


oene lno . 


5920 








Strand 




Start 


2735 








End 


4377 


Name 


OJ991012_11 


.0126. 


C27.ol 


. gs . 


Method 


GENSCAN 


Start 


2735 


■ 






End 


4377 


GI 


none 








Score 


.56 


Exons 


2735. .3714, 


3894. 


.3950, 


4016. 


.4055, 4195.. 4377 


Seq. No. 


2820 








Seq. ID 


OJ991012_11. 012 6.C27 


Gene No. 


5921 








Strand 






7695 








End 


10153 


Name 


OJ991012 11 


.0126. 


C27.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4994 








End 


5244 


GI 


none 








Score 


210 


Exons 


4994. .5125, 


4997. 


.5122, 


5137. 


.5232, 5138.. 5242, 5138.. 5242, 




5161. .5244 












Seq. No. 


2820 








Seq. ID 


OJ991012_11.012 6.C27 




5921 








Strand 




Start 


7695 








End 


10153 


Name 


OJ991012 11 


.0126. 


C27.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


5266 








End 


5572 


GI 


none 








Score 


131 


Exons 


5266. .5373, 


5267. 


.5374, 


5312. 


.5572, 5368.. 5562 


Seq. No. 


2820 








Seq. ID 


OJ991012_11.0126.C27 


Gene No. 


5921 








Strand 




Start 


7695 








End 


10153 


Name 


OJ991012 11 


.0126. 


C27.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6549 








End 


7143 


GI 


none 








Score 


62 


Exons 


6549. .6665, 


6575. 


.6673, 


6579. 


.6680, 6580.. 6681, 6763.-6954, 




6773..693"7, 


6811. 


.6939, 


7024. 


.7116, 7025.. 7135, 7099.-7143 



2906 





JCtJ. IN O • 










Seq. ID 


OJ991012_11.0126.C27 




Gene No. 


5921 








Strand 






Start 


7695 








End 


10153 




Name 


OJ991012 11. 


0126. 


C27.ol 


• gp 


Method 


AAT/GAP 




Start 


7695 








End 


10153 




GI 


none 








Score 


1620 




Exons 


7695. .8039, 


8612. 


.8815, 


8933. 


.9022, 9939.. 10153 




Seq. No. 


2820 








oeq. iu 






bene wo . 










Strand 






Start 


7695 








End 


10153 




Name 


OJ991012 11. 


0126. 


C27.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


7951 








End 


9027 




GI 


none 








Score 


64 




Exons 


7951. .8037, 


7954 . 


.8043, 


7955. 


.8053, 8 


608. .8817, 8610. .8819, 






8931. .9023, 


8940. 


.9023, 


8959. 


.9027 






oeq. NO. 


Toon 








Seq. ID 


OJ991012_11.0126.C27 




Gene No. 


5921 








Strand 






Start 


7695 








End 


10153 




Name 


OJ991012 11. 


0126. 


C27.o3 


gs 


Method 


GEN SCAN 




Start 


8491 








End 


10122 




GI 


none 








Score 


.8 


■z =f 
:. i 


Exons 


8491. .8510, 


8612. 


.8815, 


8933. 


.9022, 9939.. 10069, 10112.. 10122 




Seq. No. 


2820 








Seq. ID 


OJ991012_11.0126.C27 


ru 


Gene No. 


5921 








Strand 






Start 


7695 








End 


10153 


i . e 


Name 


OJ991012 11. 


0126. 


C27.ol 


tm 


Method 


TBLASTX: Maize 


•i y 


Start 


8608 








End 


9024 


h J 


GI 


none 








Score 


227 




Exons 


8608. .8820, 


8610. 


.8819, 


8923. 


.9024, 8931.. 9023 



Seq. No. 2820 

Gene No. 5921 

Start 7695 

Name OJ991012_11.0126.C27.ol, 

Start 8676 

!3 GI none 

s 3 Exons 8676.. 8717, 8677.. 8706, 
8758. .8817, 8931. .9014, 



: 



Seq. ID OJ991012_11.0126.C27 
Strand 

End 10153 

tc Method TBLASTX : Cress 

End 9032 

Score 53 
8718. .8756, 8718. .8753, 8754. .8819, 
8940.. 9032 



Seq. No. 2821 

Gene No. 5922 

Start 1 

Name OJ991012_11 . 0126 . C28 . ol . 

Start 1 

GI 2583130 

Exons 1..628 

GI Descrip. (AC002387) putative non- 
[Arabidopsis thaliana] 



np 



Seq. ID OJ991012_11.0126.C28 

Strand 

End 628 

Method AAT/NAP 

End 628 

Score 262 



LTR retroelemeht reverse transcriptase 



Seq. No. 2822 

Gene No. 5923 

Start 87 

Name OJ991012 11 . 012 6 . C29 . ol , 



gs 



Seq. ID OJ991012_11.0126.C29 

Strand 

End 395 

Method GENSCAN 



2907 



Start 
GI 

Exons 



87 

none 
87. .395 



End 
Score 



395 
.59 



Seq. No. 2823 Seq. ID 

Gene No. 5924 Strand 

Start 2797 End 

Name OJ991012_11 . 0126 . C31 . ol . gs Method 

Start 2797 End 

GI none Score 

Exons 2797.. 3804 



OJ991012_11.0126.C31 
+ 

3807 
GENSCAN 
3804 
1 



Seq. No. 


o o o o 

2823 








Seq. ID 


OJ991012_11.0126.C31 


Gene No. 


5924 








Strand 


+ 


Start 


2797 








End 


3807 


Name 


OJ991012 11 


.0126. 


C31.ol. 


.np 


Method 


AAT/NAP 


Start 


2815 








End 


3807 


GI 


5487873 








Score 


511 


Exons 


2815. .3807 












GI Descrip. 


(AF110333) 


PrMC3 


[Pinus 


radiata] 




Seq. No. 


2823 








Seq. ID 


OJ991012 11.0126.C31 


Gene No. 


5925 








Strand 


+ 


Start 


5797 








End 


6145 


Name 


OJ991012 11 


.0126. 


C31.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


2820 








End 


6144 


GI 


none 








Score 


130 


Exons 


2820. .2936, 


2821. 


.2937, 


Art O A 

2830 . 


.2940, 2931. .3101, 2935. .3165, 




3025. .3144, 


3163. 


.3228, 


5793 . 


.5891, 5794. .5895, 5946. .6143, 




5947. .6144 












Seq. No. 


2823 








Seq. ID 


OJ991012_11.0126.C31 


Gene No. 


5925 








Strand 


+ 


Start 


5797 








End 


6145 


Name 


OJ991012 11 


.0126. 


C31.ol. 




Method 


TBLASTX: Wheat " 


Start 


2821 








End 


6144 


GI 


none 








Score 


403 


Exons 


2821. .3216, 


2823. 


.2897, 


2830. 


.2952,. 2943. .3101, 3031. .3144, 




5758. .5892, 


5820. 


.5891, 


5946. 


.6143, 5947. .6144 


Seq. No. 


2823 








Seq. ID 


OJ991012_11.0126.C31 


Gene No. 


5925 








Strand 


+ 


Start 


5797 








End 


6145 


Name 


OJ991012 11 


.0126. 


C31.ol. 


■ ts 


Method 


TBLASTX : Soybean 


Start 


2827 








End 


6141 


GI 


none 








Score 


87 


Exons 


2827..2892, 


2935. 


.3006, 


3031. 


.3234, 3274. .3426, 3285. .3428, 




3481. .3771, 


3513. 


.3578, 


3699. 


.3770, 5830.. 5895, 5932. .6009, 




6025. .6141, 


6033. 


.6140 








Seq. No. 


2823 








Seq. ID 


OJ991012_11.0126.C31 


Gene No. 


5925 








Strand 


+ 


Start 


5797 








End 


6145 


Name 


OJ991012 11 


.0126. 


C31.o2. 


.tc 


Method 


TBLASTX: Cress 


Start 


3097 








End 


3426 


GI 


none 








Score 


130 


Exons 


3097. .3228, 


3274. 


.3426 









2908 



beq. no. 










beq. iu 


r\ to g i m o 1*1 ni o<* 
ujyyiuiz 11.U1— O. 


Col 


Gene No. 


5925 








Strand 


+ 




Start 


5797 








End 


6145 




Name 


OJ991012 11 


.0126. 


C31.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3481 








End 


3795 




GI 


none 








Score 


188 




Exons 


3481. .3684, 


3682. 


.3795 










beq. No.. 


O Q O *3 








beq. ID 


ujyyiuiz li.uizo. 


LjI 


Gene No. 


5925 








Strand 


+ 




Start - 


5797 








End 


6145 




Name 


OJ991012 11 


.0126. 


C31.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3529 








End 


3771 




GI 


none 








Score 


256 




Exons 


3529. .3771, 


3534. 


.3584, 


3681. 


.3767 






beq. No. 


ZoZ 3 








beq. ID 


ooyyiuiz ii.ui^o. 


Col 


Gene No. 


5925 . 








Strand 


+ fc 




Start 


5797 








End 


614 5 




Name 


OJ991012 11 


.0126. 


C31.o2 


.gs 


Method 


GENSCAN 




Start 


5797 








End 


6110 




GI 


none 








Score 


..99. 




Exons 


5797. .6110 














Seq. No. 


2823 








Seq. ID 


OJ991012_11.0126. 


C31 


Gene No. 


5925 








Strand 


+ 




Start 


5797 








End 


6145 




Name 


OJ991012 11 


.0126. 


C31.o2 


.np 


Method 


AAT/NAP 




Start 


5818 








End 


6145 




GI 


4190952 








Score 


94 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5818. .6145 

(AB022689) similar to hsr203J [Lycopersicon esculentum] 



2824 Seq. ID 

5926 Strand 

1 End 

OJ991012_11 . 0126 . C32 . ol . gp Method 

1 End 

uC-osflm202113f08bl Score 
1..93 

1 542058/pir MS42807 1.0e-31 HSR203J protein - common tobacco 
>gi_444002_emb_CAA54393 (X77136) HSR203J [Nicotiana taJbacum] 1 



OJ991012_11.0126.C32 
+ 

93 

AAT/GAP 

93 

174 



2824 Seq. ID 

5927 Strand 
50 End 
OJ991012_11 . 0126 . C32 . ol . gs Method 
50 End 
none Score 
50.. 214, 2773.. 2995, 3007.. 3153 

2824 Seq. ID 

5928 Strand 
8678 End 
OJ991012_11 . 012 6 . C32 . o4 . gs Method 
8 678 End 



OJ991012_11.0126.C32 
+ 

3153 
GENSCAN 
3153 
.58 



OJ991012_11.0126.C32 
+ 

9661 

GENSCAN 

9661 



2909 



GI 


none 








Score 


1 


Exons 


8678. .9661 












Seq. No. 


2824 








Seq. ID 


OJ991012 


Gene No. 


5928 








Strand 


+ 




8678 








End 




Name 


OJ991012 11. 


0126 


.C32.ol 


.np 


Method 


AAT/NAP 


Start 


8684 








End 


9652 


GI 


5487873 








Score 


464 


Exons 


8684. .9652 












GI Descrip. 


(AF110333) PrMC3 


[Pinus 


radiata] 




Seq. No. 


O O 1 A 

ZoZ^ 








beq. iiJ 


OJ991012 


Gene No. 










Strand 




Start 


o i m 








bna 


2859 


Name 


ojyyiui^ li. 


m o c 
UIzd 


.C32.o2 


.gp 


Metnoa 


AAT/GAP 


Start 


o i m 
ZlU / 








bna 


2859 




none 








Score 


1320 


Exons 


2107. .2859 












Seq. No. 


O O O A 

ZoZ4 








Seq. ID 


OJ991012 


Gene No . 


c n *5 n 

o9oU 








Strand 




Start 


C A 1 A 

b4 14 








End 


5629 


Name 


ojyyiui^ 11. 


m o c. 
Ulzb 


.C32.o2 


.gs 


Method 


GENSCAN 


Start 


C A 1 A 

o4 14 








End 


5629 


GI 


none 








Score 


.64 


Exons 


5414. .5420, 


5550 


. .5629 








Seq. No. 


2824 








Seq. ID 


OJ991012 


Gene No. 


5931 








Strand 




Start 


7186 








End 


7916 


Name 


OJ991012 11. 


0126 


,C32.o3 


.gs 


Method 


GENSCAN 


Start 


7186 








End 


7916 


GI 


none 








Score 


.78 


Exons 


7186. .7634, 


7701 


. .7798, 


7809. 


.7884, 7904.. 7916 


Seq. No. 


2824 








Seq. ID 


OJ991012 


Gene No. 


5932 








Strand * 




Start 


12994 








End 


14365 


Name 


OJ991012 11. 


0126 


.C32.ol 


.ts 


Method 


TBLASTX: 


Start 


15 








End 


9642 


GI 


none 








Score 


102 


Exons 


15. .179, 8695. .8781, 8696. .8782, 8884. 


.9018, 88 




8978. .9091, 


9101 


. .9211, 


9139. 


.9210, 9194. .9244, 




9518. .9616, 


9520 


. .9642 








Seq. No. 


2824 








Seq. ID 


OJ991012 


Gene No . 


5932 








Strand 




Start 


12994 








End 


14365 


Name 


OJ991012 11. 


0126 


.C32.o2 


.tc 


Method 


TBLASTX: 


Start 


15 








End 


9637 


GI 


none 








Score 


63 


Exons 


15.. 92, 9317 


. .9637 








Seq. No. 


2824 








Seq. ID 


OJ991012 


Gene No. 


5932 








Strand 




Start 


12994 








End 


14365 



2910 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ 99101 2_1 1 . 0126. C 3 2 . o 1 . t w Met hod TBLASTX : Whe a t 
8660 End 9085 

none Score 86 

8660. .8758, 8677. .8766, 8789. .8932, 8809. .8859, 8900. .9085, 
8902. .9018, 8969. .9055 



2824 
5932 
12994 

OJ9910 12_11 . 0126 . C32 . ol . tc 

8809 

none 



Seq. ID OJ991012__11.0126.C32 
Strand 

End 14365 

Method TBLASTX : Cress 

End 9229 

Score 173 



8809. .8976, 8819. .9046, 9104. .9229 



2824 
5932 
12994 

OJ991012_ll.0126.C32.ol.tm 

8942 

none 



Seq. ID OJ991012_11.0126.C32 
Strand 

End 14365 

Method TBLASTX : Mai ze 

End 9343 

Score 259 



8942. .9109, 8975. .9097, 9101. .9298, 9139. .9312, 9152. .9331, 
9296. . 9343, 9296. . 9343 - 



Seq. No. 2824 

Gene No. 5932 

Start 12994 

Name OJ991012_11 . 0126 .C32 . o4 . gp 

Start 12825 

GI none 
Exons 



Seq. ID OJ991012_11.0126.C32 
Strand 

End 14365 

Method AAT/GAP 

End 13948 

Score 1316 



12825. .13398, 13701 .. 13775, 13897. .13948 



Seq. No. 2824 

Gene No. 5932 

Start 12994 

Name OJ991012_11 . 0126 . C32 . 06 . gs 

Start 12994 

GI none 
Exons 



Seq. ID OJ991012_11.0126.C32 
Strand 

End 14365 

Method GEN SCAN 

End 14347 

Score .95 



12994. .13398, 13701 .. 13775, 13897 .. 14004 , 14081 14173, 
14264. .14347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991012_11.0126.C32 
Strand 

End 14365 
Method AAT/NAP 
End 14365 
Score 430 

12997. .13413, 13701 .. 13775, 13897 .. 14004 , 14081 .. 14 173, 
14264.. 14365 

(AC006585) similar to extragenic suppressor of bimD6 mutation 
{Emericella nidulans } [Arabidopsis thaliana] 



2824 
5932 
12994 

OJ991012_ll.0126.C32.o2.np 

12997 

4559353 



2824 
5932 
12994- 

OJ991012_11.0126.C32.o2.tm 

14105 

none 



Seq. ID OJ991012_11.0126.C32 
Strand 

End 14365 

Method TBLASTX : Mai ze 

End 14353 

Score 94 



2911 



Exons 



14105. .14188, 14106. .14189, 14112 .. 14 189, 14113 .. 14190, 
14259. .14345, 14263 .. 14352, 14264.. 14353 



Seq. No. 


2825 


Seq. ID 


OJ991012_ 


11 


0126 


.C33 


Gene No. 


5933 


Strand 


+ 








Start 


5212 


End 


8046 








Name 


OJ991012 11.0126.C33.o2.gs 


Method 


GENSCAN 








Start 


5212 


End 


8046 








GI 


none 


Score 


.87 








Exons 














Seq. No. 


2825 


Seq. ID 


OJ991012_ 


11 


0126 


.C33 


Gene No. 


5934 


Strand 


+ 








Start 


9032 


End 


10716 








Name 


OJ991012 11.0126.C33.o3.gs 


Method 


GENSCAN 








Start 


9032 


End 


10716 








GI 


none 


Score 


.93 








Exons 


9032.. 9376, 10228.. 10716 












Seq. No. 


2825 


Seq. ID 


OJ991012_ 


11 


0126 


.C33 


Gene No. 


5934 


Strand 


+ 








Start 


9032 


End 


10716 








Name 


OJ991012 11.0126.C33.o3.gp 


Method 


AAT/GAP 








Start 


9037 


End 


10327 








GI 


44523 1.R1084 


Score 


852 








Exons 


9037.. 9376, 10228.. 10327 













GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'3850579 3.0e-14 (AC005278) Strong similarity to gb_D14550 
extracellular dermal glycoprotein (EDGP) precursor from Daucus 
carota. ESTs gb_H37281, gb_T44167, gb_T21813, gb_N38437, 
gb_Z26470, gb_R65072, gb_N76373, gb_F15470, gb_Z35182, 
gb_H76373, gb_Z34678 an' 



2825 
5935 
1 

OJ991012_11.0126.C33.ol.np 
1 

4559353 
1..174, 340 



Seq. ID 
Strand 
End 

Method 
End 
Score 

419, 601. .693, 1385.. 1513, 



OJ991012_11.0126.C33 

5349 
AAT/NAP 
5349 
643 

1929. .2198, 5302.. 5349 



(AC006585) similar to extragenic suppressor of bimD6 mutation 
{Emericella nidulans} [Arabidopsis thaliana] 



2825 Seq. ID 

5935 Strand 

1 End 

OJ991012_11.0126.C33.ol.gp Method 

61 End 

33802 1.R1084 Score 



OJ991012_11.0126.C33 

5349 
AAT/GAP 
2061 
961 



61. .174, 340. .419, 601. .693, 1385. .1513, 1929. .2061 
■5922630/dbj | BAA84631.il 8.0e-10 (AP000492) EST C98748 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] >gi_60168 63_dbj_BAA85206 . 1_ (AP000570) 
EST C98748 (E3038) corresponds to a region of the predicted 
gene.; hypothetical protein [Oryza sativa] 1 



Seq. No. 
Gene No. 



2825 
5935 



Seq. ID 
Strand 



OJ991012 11.0126.C33 



2912 




Start 


1 


End 


5349 


Name 


OJ991012 ll.0126.C33.ol. 


gs Method 


GENSCAN 


Start 


61 


End 


2306 


GI 


none 


Score 


.98 


Exons 


61. .174, 340. .419, 1385. 


.1513, 1929.. 


2306 


Seq. No. 


2825 


Seq. ID 


OJ991012_11.0126.C33 


Gene No. 


5935 


Strand- 




Start 


1 


End 


5349 


Name 


OJ991012 ll.0126.C33.o2. 


gp Method 


AAT/GAP 


Start 


4535 


End 


4979 


GI 


3761500 


Score 


756 


Exons 


4535. .4979 






GI Descrip. 


5922630/dbj i BAA84 631.il 


8.0e-10 (APO00492) EST C9874 8 (E3038 ) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] >gi_60168 63_dbj_BAA85206 . 1_ (AP000570) 
EST C98748 (E3038) corresponds to a region of the predicted 
gene. ; hypothetical protein [Oryza sativa] 





Seq. No. 


2825 




Seq. ID 


OJ991012_11.0126.C33 




Gene No. 


5936 




Strand 






Start 


13205 




End 


13738 


Q 


Name 


OJ991012 11 


.0126.C33.o2.ts 


Method 


TBLASTX: Soybean 




Start 


60 




End 


655 




GI 


none 




Score 


128 


u * 


Exons 


60.. 176, 67 


..198, 333. .419, 


339. .422, 


340. .420, 601. .654, 






602. .655 










Seq. No. 


2825 




Seq. ID 


OJ991012_11.0126.C33 




Gene No. 


5936 




Strand 




"3 tcf 


Start 


13205 




End 


13738 


1 L? 


Name 


OJ991012 11 


.0126.C33.o2.tm 


Method 


TBLASTX: Maize 


13 


Start 


61 




End 


1508 




GI 


none 




Score 


165 


"'J. 


Exons 


61. .174, 63 


..173, 63. .176, 


64. .198, 333. .452, 339. .422, 






341. .442, 591. .695, 601. .696, 602. .697, 1385. .1507, 1386. .1508 




Seq. No. 


2825 




Seq. ID 


OJ991012_11.0126.C33 


i" ^ 


Gene No. 


5936 




Strand 




□ 


Start 


13205 




End 


13738 




Name 


OJ991012 11 


.0126.C33.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1385 




End 


1519 




GI 


none 




Score 


159 




Exons 


1385. .1519, 


1386. .1514 








Seq. No. 


2825 




Seq. ID 


OJ991012_11.0126.C33 




Gene No. 


5936 




Strand 






Start 


13205 




End 


13738 




Name 


OJ991012 11 


.0126.C33.ol.tc 


Method 


TBLASTX: Cress 




Start 


10228 




End 


10734 




GI 


none 




Score 


217 




Exons 


10228. .10458, 10471 .. 10734 , 


10482. .10703 




Seq. No. 


2825 




Seq. ID 


OJ991012_11.0126.C33 




Gene No. 


5936 




Strand 






Start 


13205 




End 


13738 




Name 


OJ991012 11 


.0126.C33.ol.ts 


Method 


TBLASTX : Soybean 



2913 




Start 


10345 




End 


10719 




GI 


none 




Score 


137 




Exons 


10345. .10446, 10395.. 


10436, 


10465. .10719, 10482.. 10703 




Seq. No. 


2825 




Qpn TH 

UCVj * A.U 




.C33 


bene wo . 






Cf ranfi 
j li aiiu 






Start 


13205 




FnH 


1 *37^fi 

J. J f J o 




Name 


OJ991012 11.0126.C33. 


ol . tm 




1 D i_UiiJ> 1 /V • L let l&C 




Start 


10491 




FnH 


1 f)71 9 




GI 


none 




Score 


233 




Exons 


10491. .10703, 10492.. 


10719 








Seq. No. 


2825 






n.TQQi m 9 ii m 9 6 


.C33 


bene ino . 


C Q O £ 




OIL CtilLi 






Start 


13205 




FnH 


1 *^7^fi 

J. J / J o 




Name 


OJ991012 11.0126.C33. 


o4 .gs 


Mot - noH 


O Hi LN O V-z-rtH 




Start 


13205 




FnH 


J. J / J o 




GI 


none 




Score 


.97 




Exons 


13205. .13738 










Seq. No. 


2826 






o.tqqi ni ? ii m 96 


.C34 


bene ino . 


0 i70 / 






_|_ 




Start 


672 




FnH 


1 fiQ7 

X O _7 / 




Name 


OJ991012 11.0126.C34. 


ol.gs 


fits L-llUvJ 






Start 


672 




FnH 


1 ^9^ 

x JZ 3 




GI 


none 




Score 






Exons 


672. .1325 










Seq. No. 


2826 




Seq. ID 


OJ991012_11.0126 


.C34 


Gene No. 


5937 




Strand 


+ 




O Lai L 






End 


1697 




Name 


OJ991012 11.0126.C34. 


ol .np 


Method 


AAT/NAP 




Start 


672 




End 


1697 




GI 


4680203 




Score 


1105 




Exons 


672. .1697 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 




Seq. No. 


2826 




Seq. ID 


OJ991012_11.0126 


.C34 


Gene No. 


5937 




Strand 


+ 




o car t 


£79 




End 


1697 




Name 


OJ991012 11.0126.C34. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


978 




End 


1374 




GI 


none 




Score 


93 




Exons 


978. .1130, 997. .1116, 


1113. . 


1364, 1121 


..1363, 1124. .1366, 




1132. .1374 










Seq. No. 


2826 




Seq. ID 


OJ991012_11.0126 


.C34 


bene ino. 


5937 - 




Strand 


+ 




Start 


672 




End 


1697 




Name 


OJ991012 11.0126.C34. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


1146 




End 


1436 




GI 


none 




Score 


216 




Exons 


1146. .1364, 1154. .1360, 1371 


. .1436 






Seq. No. 


2827 




Seq. ID 


OJ991012_11.0126 


.C35 


Gene No. 


5938 




Strand 


+ 




Start 


1524 




End 


10508 





2914 



Name 


OJ991012_11 . 0126 . C35 . ol . gs ~ 


Method 


GENSCAN 


O +- -i v +■ 

otart 




End 


10236 


GI 


none 


Score 


.81 


Exons 


1524. .1658, 1664.. 1807, 2095. 


.2356, 2475.-2527, 2556.. 2686, 




2839.-2928, 3006.. 3075, 3191. 


.3471, 3592.. 3736, 4408.. 5058, 




6647.. 6781, 6822.. 6917, 8457. 


.8502, 8646.. 8790, 8842.. 9201, 




9595. .10236 






Seq. No. 


2827 


Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5938 


Strand 


+ 


O Lai U 


1524 


End 


10508 


Name 


OJ9910I2 11.0126.C35.o2.np 


Method 


AAT/NAP 


Start 


8671 


End 


10221 


GI 


4455246 


Score 


800 


Exons 


8671. .8790, 8869.. 8995, 9026. 


.9154, 9602. .10221 


GI Descrip. 


(AL035523) putative protein [Arafoidopsis thaliana] 


Seq, No. 


2827 


Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5938 


Strand 


+ 


Start 


1524 


End 


10508 


Name 


OJ991012 ll.0126.C35.ol.gp 


Method 


AAT/GAP 


Start 


8935 


End 


10508 


GI 


5564 1.R1084 


Score 


1987 


Exons 


8935.. 9201, 9595.. 10508 






GI Descrip. 


, 445524 6/emb|CAB36745. 1 1 , 4 . Oe 


-85 (AL035523) putative proteir 




[Arabidopsis thaliana] 






Seq. No. 


2827 


Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5939 


Strand 


+ 


Start 


10765 


End 


11627 


Name 


OJ991012 11.0126.C35.o2.gs 


Method 


GENSCAN 


Start 


10765 


End 


11627 


GI 


none 


Score 


.51 


Exons 


10765. .11024, 11128. .11160, 11435. .11627 


Seq. No. 


2827 


Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5940 


Strand 




Start 


4443 


End 


6814 


Name 


OJ991012 11.0126.C35.ol.np 


Method 


AAT/NAP 


Start 


4443 


End 


6814 


GI 


4510378 


Score 


352 


Exons 


4443. .4944, 6765. . 6814 






GI Descrip. 


(AC007017) putative RING zinc 


finger protein [Arabidopsis 




thaliana] 






Seq. No. 


2827 


Seq. ID 


OJ991012_11.0126.C35 


Gene No . 


5941 


Strand 




Start 


12896 


End 


13187 


Name 


OJ991012 11.0126.C35.o3.np 


Method 


AAT/NAP 


Start 


12896 


End 


13187 


GI 


4510378 


Score 


178 


Exons 


12896. .13187 






GI Descrip. 


(AC007017) putative RING zinc 


finger protein [Arabidopsis 




thaliana] 






Seq. No. 


2827 


Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5942 


Strand 





2915 




Of -i 

o cart 


1 TOCO 
1 / ZOO 








End 


19132 


Name 


OJ991012 11. 


0126. 


C35.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2612 








End 


3474 


GI 


none 








Score 


73 


Exons 


2612. .2659, 


2617. 


.2688, 


2826. 


.2930, 2827.. 2931, 3186.. 3266, 




3187. .3282, 


3283. 


.3474, 


3330. 


.3413 




Seq. No. 


2827 








Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5942 








Strand 




Start 


17268 








End 


19132 


Name 


r\ TQQ1 mO 11 

uj y y lu iz i x . 


fil 

U IZ O • 


C35.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8647 








End 


10077 


GI 


none 








Score 


99 


Exons 


8647. .8775, 


8718. 


.8774, 


8869. 


.8970, 887 


f 4..8978, 8934. .8981, 




9022. .9084, 


9036. 


.9095, 


9045. 


.9098, 9607.. 9783, 9621.. 9755, 




9784. .10077, 


9789 


i. .10076 






Seq. No. 


2827 








Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5942 








Strand 




Start 


17268 








End 


19132 


Name 


r\ tqqi n i o ii 
ujyyiuiz ii. 


U IZ 0 . 


C35.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8716 








End 


10103 


GI 


none 








Score 


73 


Exons 


8716. .8775, 


8720. 


.0/40/ 


R7 OA 
O / Z4 . 


.8774, 8869. .8973, 8873. .8968, 




8880. .8972, 


9004 . 


QHQ A 
. y UO 4 , 


yuoi . 


.90.78, 9033.. 9092, 9595.. 10080, 




9603. .10103 












Seq. No. 


2827 








Seq. ID 


OJ991012_11.012 6.C35 


Gene No. 


5942 








Strand 




CM > -w-4- 

buar u 


1 / Z DO 








End 


19132 


Name 


OJ991012 11. 


0126. 


C35.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


8718 








End 


9681 


GI 


none 








Score 


78 


Exons 


8718. .8780, 


8722. 


.0 / 0 1 / 


QQT7 


.8978, 881 


f 8. .9009, 9028. .9084, 




9039. .9089, 


9123. 


. yzuu, 


y bl b . 


.9681 




Seq. No. 


2827 








Seq. ID 


OJ991012_11.012 6.C35 


Gene No . 


o y 4 z 








Strand 




Start 


17268 








End 


19132 


Name 


OJ991012 11. 


0126. 


C35.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9022 








End 


9828 


GI 


none 








Score 


58 


Exons 


9022. .9081, 


9592. 


.9828, 


9621. 


.9827 




Seq. No. 


2827 








Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5942 








Strand 




btart 


1 TOCO 
1 / Z DO 








End 


19132 


Name 


OJ991012 11. 


0126. 


C35.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9682 








End 


10080 


GI 


none 








Score 


145 


Exons 


9682. .9810, 


9685. 


.9801, 


9696. 


.9803, 9813. .10073, 9814. .10080, 




9817. .10080 












Seq. No. 


2827 








Seq. ID 


OJ991012_11.0126.C35 


Gene No. 


5942 








Strand 




Start 


17268 








End 


19132 


Name 


OJ991012 11. 


0126. 


C35.o2. 


tm 


Method 


TBLASTX: Maize 



2916 



Start 


10089 




End 


10253 








GI 


none 




Score 


185 








Exons 


10089. .10253, 10090. 


.10239 












Seq. No. 


2827 




Seq. ID 


OJ991012_ 


11 


0126 


.C35 


Gene No. 


5942 




Strand 










o Lai T. 


17268 




End 


19132 








Name 


OJ991012 11.0126.C35 


. o4 . np 


Method 


AAT/NAP 








Start 


17268 




End 


19132 








GI 


6721512 




Score 


112 








Exons 


17268. .17318, 18823. 


.18962, 


18990. .19132 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat lva] 








Seq. No. 


ZoZ 1 




beq. lu 


OJ991012_ 


11 


0126 


.C35 


Gene No . 






Strand 


- 








Start 


i TOCO 

i /zoo 






19132 








Name 


ojyyiuiz li.uizD.coo 


. o4 . gs 


Method 


GENSCAN 








Start 


L o f *± f 




Ei ri a. 


19061 








GI 


none 




Score 


.7 








Exons 


18747. .18765, 18991. 


.19061 












Seq. No. 


2828 




Seq. ID 


OJ991012_ 


11 


0126 


.C36 


Gene No. 


5943 




Strand 


+ 








Start 


10845 




End., 


14016 








Name 


OJ991012 11.0126.C36 


. o5 . gs 


Method 


GENSCAN 








Start 


10845 




End 


14016 








GI 


none 




Score 


.72 








Exons 


10845. .10963, 13839. 


.14016 












Seq. No. 


2828 




Seq. ID 


OJ991012_ 


11 


0126 


.C36 


Gene No. 


5944 




Strand 










Start 


111 




End 


2001 








Name 


OJ991012 11.0126.C36 


. ol . gs 


Method 


GENSCAN 








Start 


111 




End 


2001 








GI 


none 




Score 


.54 








Exons 


111. .167, 957. .1091, 


1882. . 


2001 











Seq. No. 2828 

Gene No. 5944 

Start- 111 

Name OJ991012_11 . 0126 . C36 . o2 . np 

Start . 1886 

GI 3928084 

Exons 1886.. 1912 

GI Descrip. (AC005770) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991012_11.0126.C36 
Strand 

End 2001 

Method AAT/NAP 

End 1912 

Score 15 



Seq. No. 2828 Seq. ID _ 

Gene No. 5945 Strand 

Start 2710 End 3738 

Name OJ991012_11 . 0126 .C36 . ol . np Method AAT/NAP 

Start 2695 End 2830 

GI 4263819 Score 65 

Exons 2695.. 2830 

GI Descrip. (AC006067) putative serpin [Arabidopsis thaliana] 



OJ991012 11.0126.C36 



Seq. No. 



2828 



Seq. ID OJ991012_11.0126.C36 



2917 



S3 



u 



Gene No ~ 


5945 


Strand 








Start 


2710 


End 


3738 






Name 


OJ991012 11.0126.C36.o2.gs 


Method 


GENSCAN 






Start 


2710 


End 


3738 






GI 


none 


Score 


.97 






Exons 


2710.. 3633, 3736.. 3738 










Seq. No. 


2828 


Seq. ID 


OJ991012 


_11.0126 


.C36 


f!!pnp Ma 


5946 


J Li aiiu 








Start 


3933 


End 


4396 






Name 


OJ991012 11.0126.C36.o3.gs 


Method 


GENSCAN 






Start 


3933 


End 


4396 






GI 


none 


Score 


.6 






Exons 


3933.. 4102, 4336.. 4396 










Seq. No. 


2828 


Seq. ID 


OJ991012 


_11.0126 


.C36 


Gene No. 


5947 


Strand 


- 






Start 


5059 


End 


10213 






Name 


OJ991012 11.0126.C36.ol.gp 


Method 


AAT /HAP 






Start 


5059 


End 


6695 






GI 


111 8.R1084 


Score 


1087 






Exons 


5059. .5547, 6586. .6695 










GI Descrip. 


'5734 616/dbj | AP000391 . 1 | AP000391 6.0e- 


60 Oryza 


sativa genomic 




DNA, chromosome 6, clone: P0538C01 1 








Seq. No. 


2828 


Seq. ID 


OJ991012 


_11.0126 


.C36 


Gene No. 


5947 


Strand 








Start 


5059 


End 


10213 






Name 


OJ991012 11.0126.C36.o4.gs 


Method 


GENSCAN 






Start 


5425 


End 


10213 






GI 


none 


Score 


.86 






Exons 


5425.. 5496, 6415.. 6467, 6586 


..6731, 6968.-7524, 


7529. .7687, 




7753.. 7994, 10072.. 10213 










Seq. No. 


2828 


Seq. ID 


OJ991012 


_11.0126 


.C36 


Gene No. 


5948 


Strand 








Start 


12029 


End 


16744 






Name 


OJ991012 11.0126.C36.o3.np 


Method 


AAT /NAP 






Start 


12029 


End 


16744 






GI 


6016874 


Score 


1902 






Exons 


12029. .12047, 13935 .. 14182, 


14651. .14991, 15109 


. .15288, 






15682. .15841, 16232 .. 16464, 


16529. .16744 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


2828 


Seq. ID 


OJ991012 


_11.0126 


.C36 




5948 


Strand 








Start 


12029 


End 


16744 






Name 


OJ991012 11.0126.C36.o6.gs 


Method 


GENSCAN 






Start 


14648 


End 


16547 






GI 


none 


Score 


.86 






Exons 


14648. .15288, 15682 .. 15841, 


16232. .16464, 16529 


. .16547 




Seq. No. 


2828 


Seq. ID 


OJ991012 


_11.0126 


.C36 


Gene No. 


5948 


Strand 








Start 


12029 


End 


16744 







2918 



1,11 



Name 


OJ991012 11.0126.C36, 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14714 




End 


14957 




GI 


none 




Score 


97 




Exons 


14714. .14947, 14799., 


.14957 








Seq. No. 


2828 




Seq. ID 


OJ991012_11.0126. 


.C36 


Con D M/-\ 






Strand 






Start 


12029 




End 


16744 




Name 


OJ991012 11.0126.C36, 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


15069 




End 


15421 




GI 


none 




Score 


136 




Exons 


15069. .15410, 15140., 


. 15421 








Seq. No. 


2828 




Seq. ID 


OJ991012JL1.0126. 


■ C36 








Strand 






Start 


12029 




End 


16744 




Name 


OJ991012 11.0126.C36. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


15626 




End 


15940 




GI 


none 




Score 


106 




Exons 


15626. .15853, 15627.. 


,15845, 


15866. .15940 




Seq. No. 


2828 




Seq. ID 


OJ991012_11.0126. 


.C36 


Gene No. 


5948 




Strand 






Start 


12029 




End 


16744 




Name 


OJ991012 11.0126-.C36. 


o2.gp 


Method 


AAT/GAP 




Start 


15631 


End 


16139 




GI 


uC-osflcyp!10c07bl 




Score 


966 




Exons 


15631. .16139 










GI Descrip. 


, 4680178/gb|AF111709. 


1IAF111709 5.0e-8] 


. Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and' Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



lJ Seq. No. 
i; Gene No. 
U Start 
Name 
Start 
GI ' 
! ==^ Exons 



2828 
5948 
12029 

OJ991012_11.0126.C36.ol.tm 

16034 

none 



Seq. ID OJ991012_11.0126.C36 
Strand 

End 16744 

Method TBLASTX: Maize 

End 16480 

Score 110 



16034. .16072, 16067 .. 16123, 16160 .. 16408, 16200 .. 16409, 
16394. .16480 



r 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2829 
5949 
213 

OJ991012_11.0126.C37.ol .gs 

213 

none 

213. .264, 487. .555 



Seq. ID OJ991012__11.0126.C37 

Strand + 

End 555 

Method GENSCAN 

End 555 

Score .74 



2830 
5950 
1 

OJ991022_10 . 0128 . CI . ol . np 
1 

6539553 
1. .736 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 



Seq. ID OJ991022_10.0128.C1 
Strand 

736 

AAT/NAP 
736 
1109 



End 

Method 

End 

Score 



2919 



(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



i y 



Seq. No. 


2830 








Seq. ID 


OJ991022 10.0128 


.CI 


Gene No. 


5950 








Strand 


- 




Start 


1 








End 


736 




Name 


OJ991022 


10. 0128. CI 


.ol 


.gs 


Method 


GENSCAN 




Start 


153 








End 


651 






none 








Score 


. O £. 




Exons 


153. .651 














Seq. No. 


2830 








Seq. ID 


OJ991022 10.0128 


.CI 


Gene No. 


. 5950 








Strand 


- 




Start 


1 








End 


736 




Name 


OJ991022 


10. 0128. CI 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


302 








End 


615 






none 








Score 






Exons 


302. .607, 


304. .615 












Seq. No. 


2830 








Seq. ID 


OJ991022_10.0128 


.CI 


Gene No. 


5950 








Strand 


- 




Start 


1 








End 


736 




Name 


OJ991022 


10. 0128. CI 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


364 








End 


736 




GI 


none 








Score 


251 




Exons 


364. .735, 


365. .736 












Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5951 








Strand 


+ 




Start 


225 








End 


2535 




Name 


OJ991022 


10. 0128. C2 


.ol 


. np 


Method 


AAT/NAP 




Start 


225 








End 


2287 




GI 


6721561 








Score 


75 





Exons 225.. 333, 2044.. 2287 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 2831 Seq. ID 

Gene No. 5951 Strand 

Start 225 End 

Name OJ991022_10 . 0128 . C2 . ol . gs Method 

Start 1579 End 

GI none Score 

Exons 1579.. 2535 



OJ991022_10.0128.C2 
+ 

2535 
GENSCAN 
2535 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2831 
5951 
225 



OJ991022_10.0128.C2.o2.np 
1645 
5042448 
1645. .2208, 2239. .2532 

(AC007789) . putative ORF0 protein of RIRE8B gypsy-type 



Seq. ID OJ991022_10.0128.C2 

Strand + 

End 2535 

Method AAT/NAP 

End 2532 

Score 1302 



2920 




retrotransposon [Oryza sativa] 



Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2.o2. 


gs 


Method 


GEN SCAN 




Start 


2787 






End 


5485 




GI 


none 








Score 


.47 




Exons 


2787. .3984, 


4222 


. .5485 










Cpfr Ma 
OC^ . V* \J . 


28*31 










OJ991022 10 0128 


. C2 


Gene No. 


5952 








Strand 


+ _ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2 .o3. 


np 


Method 


AAT/NAP 




Start 


2787 








End 


5535 




GI 


4680179 








Score 


4624 




Exons 


2787. .5535 














GI Descrip. 


(AF111709) ] 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


m o q 
. Ulzo 




tw 


Method 


TBLASTX: Wheat 




Start 


3050 








End 


3413 




GI 


none 








Score 


297 . ~v 




Exons 


3050. .3154, 


3054 


. .3413, 


3179. 


.3412 






Seq. No. 


2831 








Seq. ID 


OJ991022 10.0128 


.C2 


Gene No. 


5952 








Strand 


-f 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


m o q 
. Ulzo 


. . Oj . 


tm 


Method 


TBLASTX: Maize 




Start 


3294 








End 


3590 




GI 


none 








Score 


199 




Exons 


3294. .3590, 


3294 


. .3578 










Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3930 








End 


4250 




GI 


none 








Score 


184 




Exons 


3930. .4250, 


3983 


. .4075 










Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3933 








End 


4355 




GI 


none 








Score 


141 




Exons 


3933. .4127, 


3983 


. .4081, 


4167. 


.4355, 4193. .4354 




Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 ^10 


.0128 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4512 








End 


4994 




GI 


none 








Score 


537 





2921 




Exons 


4512. .4994, 


4616 


. .4951, 


4623. 


.4985 






Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4524 








End 


4813 




GI 


none 








Score 


321 




Exons 


4524 . .4811, 


4622 


. .4813 










Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


,C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4548 








End 


4862 




GI 


none 








Score 


183 




Exons 


4548. .4862 














Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4887 








End 


5381 




GI 


none 








Score 


158 




Exons 


4887. .5060, 


5046 


. .5381, 


5132. 


.5263, 5288.. 5338 




Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535 




Name 


OJ991022 10 


.0128 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4935 








End 


5330 




GI 


none 








Score 


57 




Exons 


4935. .4967, 


4935 


. .4979, 


4971. 


.5330, 4 


971. .5114, 5075. .5329 


Seq. No. 


2831 








Seq. ID 


OJ991022_10.0128 


.C2 


Gene No. 


5952 








Strand 


+ 




Start 


2787 








End 


5535, 




Name 


OJ991022 10 


.0128 


,C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5043 








End 


5444 




GI 


none 








Score 


535 




Exons 


5043. .5444, 


5044 


. .5145, 


5075. 


.5443 






Seq. No. 


2832 








Seq. ID 


OJ991022__10.0128 


.C3 


Gene No. 


5953 








Strand 


+ 




Start 


1 








End 


1259 




Name 


OJ991022 10 


.0128 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1256 




GI 


4680179 








Score 


2115 




Exons 


1. .1256. 














GI Descrip. 


. (AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


2832 








Seq. ID 


OJ991022_10.0128 


.C3 


Gene No. 


5953 








Strand 


+ 




Start 


1 








End 


1259 




Name 


OJ991022 10 


.0128 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


15 . 








End ■ 


245 




GI 


none 








Score 


340 





2922 



Exons 



15. .245, 26. .244 



Seq. No. 2832 

Gene No. 5953 

Start 1 

Name OJ991022_10. 0128 .C3.ol . ts 

Start . 33 

GI none 

Exons 33..293 f 38.. 292 



Seq. ID OJ991022_10.0128.C3 

Strand + 

End 1259 

Method TBLASTX : Soybean 

End 293 . 

Score 299 



Seq. No. ' 2832 

Gene No. 5953 

Start 1 

Name OJ991022_10 . 0128 . C3 . ol . gs 

Start 57 

GI none 

Exons 57.. 695, 864.. 1259 



Seq. ID OJ991022_10.0128.C3 



Strand 
End 

Method 

End 

Score 



+ 

1259 
GEN SCAN 
1259 
.74 



GI 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 



2832 
5953 
1 

OJ991022_10 . 0128 . C3 . o2 . tm 
92 

none 

92. .379, 93. .383 



Seq. ID OJ991022_10.0128.C3 

Strand + 

End 1259 

Method TBLASTX: Maize - 

End 383 

Score 390 



j s jj Seq. No. 2832 

Gene No. 5953 

H Start 1 

j »y Name OJ991022_10 . 0128 . C3 . ol . tw 

Q Start 252 

GI none 

Exons 252.. 878, 254.. 877 



■ y 



Seq. .ID OJ991022_10.0128.C3 

Strand + 

End 1259 

Method TBLASTX : Wheat 

End 878 

Score 709 



! ==f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2832 
5953 
1 

OJ991022_10 . 0128 . C3 . ol . tm 

432 

none 



Seq. ID OJ991022_10.0128.C3 

Strand + 

End 1259 

Method TBLASTX : Mai ze 

End 1031 

Score 223 



432. .593, 440. .586, 591. .1031, 593. .1018 



Seq. No. 2832 

Gene No. 5953 

Start 1 

Name OJ991022_10 . 0128 . C3 . o2 . tw 

Start 878 

GI none 
Exons 



Seq. ID OJ991022_10.0128.C3 

Strand + 

End 1259 

Method TBLASTX : Wheat 

End 1211 

Score 369 



878. .949, 879. .1211, 906. .986, 971. .1087, 1029. .1190 



Seq. No. 2832 

Gene No. 5953 

Start 1 

Name OJ991022_10 . 0128 . C3 . o3 . tm 

Start 1035 

GI none 

Exons 1035.. 1232 



Seq. ID OJ991022_10.0128.C3 

Strand + 

End 1259 

Method TBLASTX: Maize 

End 1232 

Score 193 



2923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
O Gene No. 
3 Start 

Name 
!?!! Start 

fy gi 

Q Exons 

LJ GI Descrip. 

Seq. No. 
iy Gene No. 
^ Start 
il3 Name 
Start 
GI 

Exons 

GI Descrip. 



--4 

L i. 

Si 

□ 



2833 Seq. ID 

5954 Strand 

798 End 

OJ991022_10.0128.C4.ol.np Method 

798 End 

6721559 Score 
798. .1082 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



OJ991022_10.0128.C4 
+ 

1082 
AAT/NAP 
1082 
191 



2834 
5955 
1 

OJ991022_10.0128.C5.ol.np 
1 

4432794 



Seq. ID OJ991022_10.0128.C5 
Strand + 
End 12442 
Method AAT/NAP 
End 4314 
Score 684 

1..156, 773.. 1460, 1491.. 2060, 2095.. 2909, 4272.. 4314 
(AC006437) putative TNP2-like transposon protein [Arabidopsis 
thaliana] 

2834 Seq. ID OJ991022_10 . 0128 . C5 

5955 Strand . + 

1 End 12442 

OJ991022_10.0128.C5.o2.np Method AAT/NAP 

1 End 4869 

4680203 Score 1273 

1..28, 795. .2378, 2535. .2790, 4833.. 4869 

(AF114171) TNP2-like protein [Sorghum bicolor] 



.np 



2834 
5955 
1 

OJ991022_10 . 0128 . C5 . o3 . 
1 

465445 

.56, 3786. .3897, 4482. .4539, 7064. .7223, 12415. .12442 
PROBABLE NUCLEAR ANTIGEN gi | 4 18708 | pir | IB45344 probable nuclear 
antigen - suid herpesvirus 1 (strain Kaplan) gi 1334072 (M34651) 
ORF-3 protein [Pseudorabies virus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991022 
+ 

12442 
AAT/NAP 
12442 
48 



10. 0128. C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2834 Seq. ID 

5955 Strand 

1 End 

OJ991022_10 . 0128 .C5 . ol . gs Method 

752 End 

none Score 

752. .770, 1174. .1299, 1437. .2629 



OJ991022_10.0128.C5 
+ 

12442 
GENS CAN 
2629 
.73 



2834 ^ 

5955 

1 

OJ991022_10.0128.C5.o2.gs 

3841 

none 



Seq. ID OJ991022_10.0128.C5 



Strand 
End 

Method 

End 

Score 



+ 

12442 
GENSCAN 
9662 
.52 



3841, .4124, .4256. .4266, 4423. .4600, 5431... 5483, 5653. .5690, 



2924 








5925. .6313, 


6319. 


.6448, 


6684. 


.6831, 6906.. 7369, 7402.. 7451, 






7483. .7783, 


7883. 


.8037, 


8215. 


.8655, 8794..8834, 8893. .9163, 






9235. .9330, 


9476. 


.9662 










Seq. No. 


2834 








Seq. ID 


OJ991022 10. 0128. C5 




Gene No. 


c n c a 

5956 








Strand 


- 




Start 


10663 








End 


12442 




Name 


OJ991022 10 


.0128. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1152 








End 


1426 




GI 


none 








Score 


182 




Exons 


1152. .1370, 


1304. 


.1369, 


1367. 


.1426 






Seq. No. 


2834 








Seq. ID 


OJ991022_10.0128.C5 




Gene No. 


5956 








Strand 






Start 


lubbo 








End 


12442 




Name 


OJ991022 10 


.0128. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 




. Start 


1338 








End 


1768 




GI 


none 








Score 


40 




Exons 


1338. .1370, 


1367. 


.1459, 


1519. 


.1680, 1541. .1681, 1663. .1764, 






1691. .1768 














Seq. No. 


2834 








Seq. ID 


OJ991022_10.0128.C5 




Gene No. 










Strand 




;!3 


Start 


10663 








End 


12442 




Name 


OJ991022 10 


.0128. 


CS.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1550 








End' 


184 6 




GI 


none 








Score 


104 


1 L= 

:* "1 


Exons 


1550. .1699, 


1594. 


.1647, 


1687. 


.1842, 1691. .1846 




Seq. No. 


2834 








Seq. ID 


OJ991022_10.0128.C5 


55. 

hJ 


Gene No. 


5956 








Strand 




\" \ ; 


pi. _ „ i_ 

Start 


lUobo 








End 


12442 




Name 


OJ991022 10 


.0128. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


:: 


Start 


1631 








End 


2100 


!!3 


GI 


none 








Score 


198 


''J 


Exons 


1631. .1792, 


1639. 


.1785, 


1793. 


.1894, 1793. .1891, 1801. .1893, 






1804. .1896, 


1874. 


.1936, 


1894. 


.1935, 1951.. 2100, 1952.. 2095 


. 


Seq. No. 


2834 








Seq. ID 


OJ991022_10.0128.C5 




Gene No. 


byob 








Strand 






Start 


10663 








End 


12442 




Name 


OJ991022 10 


.0128. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1691 








End 


2131 




GI 


none 








Score 


224 




Exons 


1691. .1936, 


1691. 


.1828, 


1946. 


.2131 






Seq. No. 


2834 








Seq. ID 


OJ991022_10.0128.C5 




Gene No. 


5956 








Strand 






Start 


10663 








End 


12442 




Name 


OJ991022 10 


.0128. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2237 








End 


2686 




GI 


none 








Score 


64 




Exons 


2237. .2299, 


2315. 


.2446, 


2332. 


.2433, 2447. .2533, 2566. .2685, 






2567. .2686 














Seq. No. 


2834 








Seq. ID 


OJ991022_10.0128-C5 




■Gene No. 


5956 








Strand 





2925 






Start 


10663 


End 


12442 






Name 


OJ991022 10.0128.C5.o4.tm 


Method 


TBLASTX: Maize 






Start 


2276 


End 


2521 






GI 


none 


. Score 


219 






Exons 


2276.. 2521, 2329.. 2520 










Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 




Gene No . 




Strand 








Start 


10663 


End 


12442 






Name 


OJ991022 10.0128.C5.o7.tw 


Method . 


TBLASTX: Wheat 






Start 


2692 


End 


2899 






GI 


none 


Score 


189 






Exons 


2692. .2898, 2693. .2899 










Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 




Gene No. 


5956 


Strand 








Oldl L 


IUDDj 


Hi I L\JL 








Name 


OJ991022 10.0128.C5.o4.np 


Method 


AAT/NAP 






Start 


9938 


End 


12442 






GI 


4206306 


Score 


2031 






Exons 


9938. .12442 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 




Gene , No . 


o y d o 


Strand 








Start 


10663 


End 


12442 






Name 


OJ991022 10.0128.C5.o5.tm 


Method 


TBLASTX: Maize 




ru 


Start 


10498 


End 


10683 




.5 rv 


GI 


none 


Score 


151 




w 


Exons 


10498. .10683, 10514. .10681 








j. 1 


Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 


m 


v^ene wo. 


oy do 


Strand 








Start 


10663 


End 


12442 






Name 


OJ991022 10.0128.C5.o5.tw 


Method 


TBLASTX: Wheat 






Start 


10645 


End 


11034 






GI 


none 


• Score 


237 




_ 


Exons 


10645. .11034 








□ 


Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 




Gene No . 


o yo o 


Strand 








Start 


10663 


End 


12442 






Name 


OJ991022 10.0128.C5.o3.gs 


Method 


GEN SCAN 






Start 


10663 


End 


12378 






GI 


none 


Score 


.54 






Exons 


10663. .11637, 11704. .12132, 


12244. .12378 






Seq. No. 


2834 


Seq. ID 


OJ991022_10.tfl28 


.C5 




Gene No . 


cnc/: 

oyob 


Strand 








Start 


10663 


End 


12442 






Name 


OJ991022 10.0128.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


10684 


End 


11145 






GI 


none 


Score 


54 






Exons 


10684. .11145, 10685. .10798, 


10874. .11098 






Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 




Gene No. 


5956 


Strand 







2926 



Start 


10663 


End 


12442 




Name 


OJ991022 10.0128.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


11344 


End 


11776 




GI 


none 


Score 


107 




Exons 


11344. .11775, 11432. .11635, 


11660. .11776 




Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 


bene lno. 




Strand 






Start 


10663 


End 


12442 




Name 


OJ991022 10.0128.C5.o3.ts. 


Method 


TBLASTX: Soybean 




Start 


11414 


End 


11778 




GI 


none 


Score 


82 




Exons 


11414. .11767, 11419. .11640, 


11680.. 11778 




Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 


bene ino . 




Strand 






Start 


10663 


End 


12442 




Name 


OJ991022 10.0128.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11962 


End 


12426 




GI 


none 


Score 


54 




Exons 


11962. .12426, 1204 1 .. 12118 , 


12233. .12376 




Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 


bene INQ. 




Strand 






Start' 


10663 


End 


12442 




Name 


OJ991022 10.0128.C5.o2.tw 


Method . 


TBLASTX: Wheat 




Start 


12052 


End 


12441 




GI 


none 


Score 


108 




Exons 


12052. .12441, 12157. .12411, 


12158. .12418 




Seq. No. 


2834 


Seq. ID 


OJ991022_10.0128 


.C5 


bene ino . 




Strand 






Start 


10663 


End 


12442 




Name 


OJ991022 10.0128.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


12145 


End 


12438 




GI 


none 


Score 


181 




Exons 


12145. .12438, 12158.. 12418 








Seq. No. 


2835 


Seq. ID 


OJ991022JL0.0128 


.C6 


Gene No. 


5957 


Strand 


+ 






1 


End 


4234 




Name 


OJ991022 10.0128.C6.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


4234 




GI 


4539357 


Score 


159 




Exons 


1..36, 2101. .2439, 4209. .4234 






GI Descrip. 


(AL049525) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


2835 


Seq. ID 


OJ991022_10.0128 


.C6 


Gene No. 


5957 


Strand 


+ 




Q+- a r-t- 
o Ldl L 


1 


End 


4234 




Name 


OJ991022 10.0128.C6.o3.np 


Method 


AAT/NAP 




Start 


2700 


End 


3468 




GI 


4680183 


Score 


180 




Exons 


2700.. 2771, 3379.. 3468 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


2835 


Seq. ID 


OJ9.91022_10.0128 


.C6 



2927 




Gene No. 


5958 


Strand 






Cf a Y-t" 




Etna 


9d ft7 




Name 


OJ991022 10.0128.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2379 




GI 


4206306 


Score 


908 




Exons 


1..1198, 2342..2379 








GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


2835 


Seq. ID 


OJ991022_10.0128 


.C6 


Gene No. 




btrana 






Start 


1 


End 


2487 




Name 


OJ991022 10.0128.C6.ol.tm 


Method 


TBLASTX : Maize 




Start 


79 


End 


436 




GI 


none 


Score 


238 




Exons 


79. .429, 80. .436 








Seq. No. 


2835 


Seq. ID 


OJ991022JL0.0128 


-C6 


Gene No. 


5958 


Strand 






Start 


1 


End 


2487 




Name 


OJ991022 10.0128.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


109 


End 


540 




GI 


none 


Score 


266 




Exons 


109. .540, 110. .538 









Seq. No. 2835 

Gene No. 5958 

Start 1 

Name OJ991022_10.0128.C6.o3.tw 

Start 769 

GI none 

Exons 769.. 945, 770.. 991, 997.. 1128 



Seq. ID OJ991022_10.0128.C6 
Strand 

End 2487 

Method TBLASTX : Wheat 

End 1128 

Score 88 



Seq. No. 2835 Seq. ID 

Gene No. 5958 Strand 

Start 1 End 

Name OJ991022_10 . 0128 ,C6.o2 . tw Method 

Start 2101 End 

GI none Score 

Exons 2101. .2337, 2101. .2256 

Seq. No. 2835 Seq. ID 

Gene No. 5958 Strand 

Start 1 End 

Name OJ991022_10 . 0128 . C6 . o2 . tm Method 

Start 2104 End 

GI none Score 

Exons 2104.. 2487, 2104.. 2256, 2328.. 2378 

Seq. No. 2836 Seq. ID 

Gene No. 5959 Strand 

Start 175 End 

Name OJ991022_10 . 0128 . C7 . ol . gs Method 

Start 175 End 

GI none Score 

Exons 175.. 219, 2114.. 2224 



OJ991022_10.0128.C6 
2487 

TBLASTX: Wheat 

2337 - 

232 



OJ991022_10.0128.C6 
2487 

TBLASTX: Maize 

2487 

345 



OJ991022_10.0128.C7 
+ 

2224 
GEN SCAN 
2224 
.42 



Seq. No. . - 2836 Seq. ID OJ991022_10 . 0128 . C7 

2928 



Gene No. 


5959 


Strand 


+ 


Start 


175 


End 


2224 


Name 


ujyyiu^z: iu . uizo . c / . ox . gp 


Method 


AAT/GAP 


Start 


1489 


End 


1552 


GI 


LIB3432-007-P1-K1-E2 


Score 


103 


Exons 


1489. .1552 






GI Descrip. 


? 4468813/emb|CAB38214 1 2 . Oe- 


10 (AL035601) putat 




[Arabidopsis thaliana] 1 






Seq. No. 


2836 


Seq. ID 


OJ991022 


Gene -No. 




Strand 


+ 


Start 


3171 


End 


3690 


Name 


OJ991022 10.0128.C7.o2.gs 


Method 


GEN SCAN 


Start 


3171 


End 


3690 


GI 


none 


Score 


.92 


Exons 


3171.. 3250, 3483.. 3690 






Seq. No. 


2836 


Seq. ID 


OJ991022 


Gene No. 


5961 


Strand 


+ 


Start 


13733 


End 


14164 


Name , 


OJ991022 10.0128.C7.o3.gp 


Method 


AAT/GAP 


Start 


13410 


End 


13977 


GI 


3768038 


Score 


662 


Exons 


13410.. 13476, 13680.. 13977 






Seq. No.. 


2836 


Seq. ID 


OJ991022 


Gene No. 


5961 


Strand 


+ 


otiar z 


13733 


End 


14164 


Name 


OJ991022 10.01'28.C7.o4.np 


Method 


AAT/NAP 


Start 


13733 


End 


14164 


GI 


2464905 


Score 


300 


Exons 


13733. .14164 






GI Descrip. 


(Z99708) minor allergen [Arabidopsis thaliana] 


Seq. No. 


2836 


Seq. ID 


OJ991022 


Gene No. 


5961 


Strand 


+ 


Start 


13733 


End 


14164 


Name 


OJ991022 10.0128.C7.o5.gs 


Method 


GENSCAN 


Start 


13733 


End 


14118 


GI 


none 


Score 


.85 


Exons 


13733, .14118 






Seq. No. 


2836 


Seq. ID 


OJ991022 


Gene No. 


5962 


Strand 




Start 


2153 


End 


2374 


Name 


OJ991022 10.0128.C7.o2.gp 


Method 


AAT/GAP 


Start 


2153 


End 


2374 


GI 


3106876 


Score 


419 


Exons 


2153. .2374 






Seq. No. 


2836 


Seq. ID 


OJ991022 


Gene No. 


5963 


Strand 




Start 


3840 


End 


4639 


Name 


OJ991022 10.0128.C7.o3.gs 


Method 


GENSCAN 


Start 


3840 


End 


4639 


GI 


none 


Score 


.86 


Exons 


3840.. 4552, 4558.. 4639. 







2929 



Seq. No. 


2836 








Seq. ID 


OJ991022_10.0128 


. C / 


Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


OJ991022 10 


.0128. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


811 








End 


1118 




GI 


none 








Score 


183 




Exons 


811.. 993, 850.. 963, 993 


i. .1118 


, 1017.. 1094 




Seq.. No. 


2836 








Seq. ID 


OJ991022_10.0128 


r> o 

. C7 


Gene No. 


5964 








Strand 






Start 


5353 








End 


QO o o 

9883 




Name 


OJ991022 10 


n 1 o o 

. 0128 . 


C / . o2 . 


tw 


Method 


TBLASTX : wneat 




Start 


ft ft o 

993 








End 


1 O H 1 

1Z / / 




GI 


none 








Score 


1 o c 

18 6 




Exons 


n n o i o o c 

993 . . 1226, 


i ft *7 ft 

1079 . . 


1 O 1 ft 

1219, 


1227. . 


i o n t 
1Z I 1 






Seq. No. 


2836 








Seq. ID 


OJ991022_10.0128 


. c / 


Gene No. 


5964 








Strand 






Start 


coco 

5353 








End 


ft o o o 

9883 




Name 


/~\ T r\ C\ 1 A O O 1 ft 

OJ991022 10 


ft 1 O O 

. 0128 . 


C 7 . o3 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


1 O Q O 

1382 








End 


1 f oZ 




GI 


none 








Score 


ICO 

158 




Exons 


138z . . loo3, 


i c t a 
lo / o . 


. 1 / bZ , 


1681. 


.1/00 






Seq. No. 


o o o c 

2836 








Seq. ID 


OJ991022_10.0128 


. c / 


Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


ojyyiuzz iu 


ft 1 O Q 

. U12o . 


C / . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1 A ft O 

1493 








End 


1778 




GI 


none 








Score 


245 




Exons 


1 A ft O 1 "7 T O" 

1493 . . 1 / / /, 


1d08 . 


1 *7 "7 O 

.1778 










Seq. No. 


O O O C 

2836 








Seq. ID 


OJ991022_10.0128 


-C7 


Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


OJ991022_10 


.0128. 


C7.o4. 


gs 


Method 


GENSCAN 




Start 


coco 

5353 








End 


9883 




GI 


none 








Score 


.78 




Exons 


coco /~ ^ r\ s~ 

5353 . . 6206, 


6310. 


.6712, 


6800. 


.6932, 8441. .8528, 9371. .9544 




9826 . . 9883 














Seq. No. 


2836 








Seq. ID 


OJ991022JL0.0128 


.C7 


Gene No . 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


OJ991022 10 


.0128. 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


5394 








End 


7718 




GI 


4680338 








Score 


438 




Exons 


5394. .6469, 


7665. 


.7718 










GI Descrip. 


(AF128457) 


hypothetical protein [Oryza 


sativa subsp. indie; 


Seq. No. 


2836 








Seq. ID 


OJ991022_10.0128 


.C7 


Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


OJ991022 10 


.0128. 


C7.o3. 


np 


Method 


AAT/NAP 




Start 


5394 








End 


7715 




GI 


4680338 








Score 


439 





2930 





Exons 


5394. 


.6469, 


7665. 


.7715 








GI Descrip. 


(AF128457) 


hypothetical protein [Oryza 


sativa subsp. indie; 




Seq. No. 


2836 








Seq. ID 


OJ991022_IO.0128.C7 




Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


OJ991022 10 


.0128. 


C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


5500 








End 


6261 




GI 


none 








Score 


71 




Exons 


5500. 


.5673, 


5535. 


.5672, 5537. 


.5674, 5698.. 5943, 5702. .5941, 






5719. 


.5943, 


6010. 


.6087, 6199. 


.6261 






Seq. No. 


2836 








Seq. ID 


OJ991022_10.0128.C7 




Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 




Name 


OJ991022 10 


.0128. 


C7 .ol . ts 


Method 


TBLASTX : Soybean 




Start 


5500 








End 


6069 




GI 


none 








Score 


98 




Exons 


5500. 


.5673, 


5507. 


.5674, 5698. 


.5928, 5699.. 5926, 5998.. 6069 




Seq. No. 


2836 








Seq. ID 


OJ991022_10.0128.C7 




Gene No. 


5964 








Strand 






Start 


5353 








End 


9883 


! Si 

us? 


Name 


OJ991022 10 


.0128. 


C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


5698 








End 


5932 




GI 


none 








Score 


128 


i ! 

y 


Exons 


5698. 


.5928, 


5699. 


.5932 







^ Seq. No. 2836 

LJ Gene No. 5965 

..3 Start 13976 

i'fj Name OJ991022_10 . 0128 . C7 . o4 . tm 

[ y Start 13976 

GI none 

hJ Exons 



Seq. ID OJ991022_10.0128.C7 
Strand 

End 14164 

Method TBLASTX : Mai ze 

End 14164 

Score 208 



13976. .14008, 13982 .. 14 164 , 13990. .14163 



Seq. No. 2837 

Gene No. 5966 
Start ' 430 

Name OJ991022JL0 . 0128 . C8 . ol . gs 

U Start 430 

GI none 
Exons 



Seq. ID OJ991022_10.0128.C8 
Strand + 
End 7771 
Method GEN SCAN 
End 7771 
Score .73 

430. .517, 591. .648, 1728. .1916, 2232. .2370, 2638.-2778, 
3604. .3753, 4092 4195, 4442 .. 4616, 4898. .5007, 5090. .5257, 
5364.. 5529, 5955.. 6233, 6629.. 6860, 7329.. 7771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



2837 
5966 
430 

OJ991022_10.0128.C8.ol.np 
1728 
24 64 905 
1728. .1953 

(Z99708) minor allergen [Arabidopsis thaliana] 



Seq. ID OJ991022_10.0128.C8 

Strand + 

End 7771 

Method AAT/NAP 

End 1953 

Score 321 



2837 
5967 



Seq. ID OJ991022_10.0128.C8 
Strand 



2931 




Start 


2104 








End 


2208 


Name 


OJ991022 10 


.0128 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1724 








End 


1961 


GI 


none 








Score 


114 


Exons 


1724. .1870, 


1726 


. .1935, 


1728. 


.1955, 1730. .1960, 1875.. 1961 


Seq. No. 


2837 








Con T n 


OTQQl D99 10 01 9ft Pft 


i^ene no . 


D Z7 D / 








C f- v- ri n H 




Start 


2104 










C. C. \J O 


Name 


OJ991022 10 


.0128 


.C8 .ol . 


tc 


Method 


TBLASTX : Cress 


Start 


1731 








End 


1943 


GI 


none 








Score 


9ftQ 


Exons 


1731. .1943, 


1732 


. .1932 








Seq. No. 


2837 








c orT t n 
oeq ■ iu 


O.TQQ1 099 in 01 9ft Pft 


i^ene wo . 


JJO / 








DLL dilU 




Start 


2104 










990ft 


Name 


OJ991022 10 


.0128 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1731 








End 


1952 


GI 


none 








Score 


288 


Exons 


1731. .1952, 


1732 


. .1932 








Seq. No. 


2837 








Seq. ID 


OJ991022_10.0128.C8 


Gene No . 


t; Q£*7 
o y D / 








Strand 




Start 


2104 








End 


2208 


Name 


OJ991022 10 


.0128 


.C8.ol. 


tm 


Method , 


TBLASTX: Maize 


Start 


1736 








End 


1946 


GI 


none 








Score 


81 


Exons 


1736. .1942, 


1737 


. .1808, 


1738. 


.1935, 1755.. 1946, 1872.. 1943 


Seq. No. 


2837 








Seq. ID 


OJ991022_10.0128.C8 


bene no . 


JJO / 








Strand 




Start 


2104 








End 


2208 


Name 


OJ991022 10 


.0128 


.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


2104 








End 


2208 • 


GI 


4714411 








Score 


187 


Exons 


2104. .2208- 












Seq. No. 


2838 








Seq. ID 


OJ991022_10.0128.C9 


bene no . 


5968 








Strand 


+ 


Start 


853 








End 


1754 


Name 


OJ991022 10 


.0128 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


853 








End 


1754 


GI 


none 








Score 




Exons 


853. .944, 1540.. 


1754 








Seq. No. 


2839 








Seq. ID 


OJ991012_10.0127.C2 


Gene No. 


5969 








Strand 




Start 


21 








End 


2671 


Name 


OJ991012 10 


.0127 


.C2.ol. 


np 


Method 


AAT/NAP 


Start 


21 








End 


2671 


GI 


5441891 








Score 


766 



Exons 21.. 170, 2333.. 2671 

GI Descrip. (AP000367) Similar to putative SWI/SNF complex subunit BAF170. 
(AC002332) [Oryza sativa] 

Seq. No. 2839 Seq. ID OJ991012_10 . 0127 . C2 



2932 



Q 



Gene No . 


coco 


Strand 






Start 


21 


End 


2671 




Name 


OJ991012 10.0127.C2.ol.gs 


Method 


GENSCAN 




Start 


38 


End 


2487 




GI 


none 


Score 


.77 




Exons 


38. .170, 489. .846, 2333.-2487 








Seq. No. 


2839 


Seq. ID 


OJ991012_10.0127 


.C2 


bene no . 


oy by 


Strand 






Start 


21 


End 


2671 




Name 


OJ991012 10.0127.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


489 


End 


2389 




GI 


none 


Score 


51 




Exons 


489. .581, 493. .534, 567. .881, 


600. .884, 


631.. 885, 2333. 


.2389 


Seq. No. 


2839 


Seq. ID 


OJ991012_10.0127 


.C2 


Gene No . 


5969 


Strand 






Start 


21 


End 


2671. 




Name 


OJ991012 10.0127.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


529 


End 


806 




GI 


none 


Score 


41 




Exons 


529.-576, 575. .802, 582. .803, 


582. .806 






Seq. No. 


2839 


Seq. ID 


OJ991012_10.0127 


.C2 


Gene No. 


5969 


Strand 




- 


Start 


Z 1 


End 


2671 




Name 


OJ991012 10.0127.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


813 


End 


2539 




GI 


none 


Score 


74 




Exons 


813. .881, 814. .876, 821. .886, 


2332.. 2430, 2333.. 2449, 






2337. .2447, 2453. .2539, 2460. 


.2516, 2486.. 2527 




Seq. No. 


2839 


Seq. ID 


OJ991012_10.0127 


.C2 


Gene No. 


a o c n 


Strand 






Start 


21 


End 


2671 




Name 


OJ991012 10.0127.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2486 


End 


2662 




GI 


none 


Score 


60 




Exons 


2486. .2554, 2486. .2662, 2605. 


.2658 






Seq. No. 


2840 


Seq. ID 


OJ991012 10.0127 


.C3 


Gene No . 


coin 


Strand 


+ 




Start 


21 


End 


257 




Name 


OJ991012 10.0127.C3.ol.gs 


Method 


GENSCAN 




Start 


21 


End 


257 




GI 


none 


Score 


.92 




Exons 


21. .257 








Seq. No. 


2840 


Seq. ID 


OJ991012_10.0127 


.C3 


Gene No . 


by /i 


Strand 


+ 




Start 


1895 


End 


3618 




Name 


OJ991012 10.0127.C3.o2.gs 


Method 


GENSCAN 




Start 


1895 


End 


3618 




GI 


none 


Score 


.56 




Exons 


1895. .1965, 3489. .3618 








Seq. No. 


2840 


Seq. ID 


OJ991012_I0.0127 


.C3 



2933 




bene inu • 




Of- ranri 




Start 


4340 


End 


4669 


Name 


OJ991012 10.0127.C3.o3.gs 


Method 


GENSCAN 


Start 


4340 


End 


4669 


GI 


none 


Score 


.5 


Exons 


4340. .4669 






Seq. No. 


2840 


Seq. ID 


OJ991012 


Gene No. 


5973 


Strand 


+ 


Start 


4780 


End 


5827 


Name 


OJ991012 i0.0127.C3.ol.np 


Method 


AAT/NAP 


Start 


4780 


End 


5827 


GI 


5441890 


Score 


351 


Exons 


4780. .4804, 5634. .5827 






GI Descrip. 


(AP000367) hypothetical protein [Oryza 


sativa] 



Seq. No. 2840 
Gene No. 5974 
Start 9823 

Name OJ991012_10 . 0127 .C3. o4 . np 

Start 9823 
GI 5441889 
Exons 9823.. 10841, 11509.. 11611 

GI Descrip. (AP000367) Similar to SEC7 protein, Saccharomyces cerevisiae, 
PIR2:S4 9764; Contains Immunoglobulins and major 

histocompatibility complex proteins signature. (AL022604) [Oryza 
sativa] 



Seq. ID OJ991012_10.0127.C3 

Strand + 

End 11611 

Method AAT/NAP 

End 11611 

Score 1619 



i.J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2840 
5975 
5600 

OJ991012_10.0127.C3.o2.tm 

394 

none 



Seq. ID OJ991012_10.0127.C3 
Strand 

End 10790 

Method TBLASTX : Maize 

End 6112 

Score 51 



394. .420, 395. .427, 426. .518, 441. .542, 518. .544, 5929. .6111, 
5930. .6112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2840 
5975 
5600 

OJ991012_10.0127.C3.o4.gs 

5600 

none 



Seq. ID OJ991012_10.0127.C3 
Strand 

End 10790 

Method GENSCAN 

End 10790 

Score .82 



5600. .5846, 7375. .7654, 7939. .8038, 9437. .9510, 9685. .9804, 
9822. .10790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



2840 - Seq. ID OJ991012_10 . 0127 . C3 

5975 Strand 

5600 End 10790 

OJ991012_10 . 0127 . C3 . o2 . np Method AAT/NAP 

5873 End 5984 

4678270 Score 103 

5873.. 5984 

(AL049660) protein kinase-like protein [Arabidopsis thaliana] 



2840 
5975 



Seq. ID OJ991012_10.0127.C3 
Strand 



2934 




Start 


5600 




End 


10790 


Name 


OJ991012 10. 


0127.C3.ol.gp 


Method 


AAT/GAP 


Start 


6984 




End 


7541 


GI 


uC-osrocyp011a02al 


Score 


900 


Exons 


6984. .7282, 


7375. .7541 






GI Descrip. 


, 4544453/gb|AAD22361.1|AC006592 18 4.1 


De-19 (AC006592) 




hypothetical 


protein [Arabidopsis thaliana] ' 


Seq. No. 


2840 




Seq. ID 


OJ991012_10.0127.C3 


Gene No, 


5975 




Strand 




Start 


5600 




End 


10790 


Name 


OJ991012 10. 


0127.C3.ol. ts 


Method 


TBLASTX : Soybean 


Start 


7120 




End 


7592 


GI 


none 




Score 


79 


Exons 


7120. .7299, 


7205.. 7282, 7374. 


.7592, 7375..7S78 


Seq. No. 


2840 




Seq. ID 


OJ991012_10.0127.C3 


Gene No. 


5975 




Strand 






5600 




End 


10790 


Name 


OJ991012 10. 


0127.C3.o3.np 


Method 


AAT/NAP 


Start 


7183 




End 


9244 


GI 


4544453 




Score 


700 


Exons 


7183. .7282, 


7375.. 7731, 7810. 


.7867, 7939.. 8038, 9203.. 9244 


GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


2840 




Seq. ID 


OJ991012_10.0127.C3 


Gene No. 


5975 




Strand 




Start 


5600 




End 


10790 


Name 


OJ991012 10. 


0127.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


7202 




End 


8041 


GI 


none 




Score 


109 


Exons 


7202. .7282, 


7202.. 7282, 7207. 


.7311, 7234. .7311, 7374. .7730, 




7382. .7738, 


7383.. 7733, 7547. 


.7738, 7808. .7864, 7809. .7868, 




7809. .7868, 


7810. .7869, 7881. 


.8039, 7946. .8041, 7949. .8041 


Seq. No. 


2840 




Seq. ID 


OJ991012_10.0127.C3 


Gene No. 


5975 




Strand 






5600 




End 


10790 


Name 


OJ991012 10. 


0127.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


7586 




End 


8048 


GI 


none 




Score 


42 


Exons 


7586. .7648, 


7587.. 7730, 7654. 


.7731, 7! 


809.. 7883, 7816.. 7866, 




7940'. .8038, 


7941. .8048 






Seq. No. 


2840 




Seq. ID 


OJ991012_10.0127.C3 


Gene No. 


5975 




Strand 




Start 


5600 




End 


10790 


Name 


OJ991012 10. 


0127.C3.o2.gp 


Method 


AAT/GAP 


Start 


7634 




End 


9508 


GI 


48689 1.R1084 


Score 


856 


Exons 


7634. .7731, 


7810.. 7867, 7939. 


.8038, 9.203.. 9268, 9350.. 9508 


GI Descrip. 


, 4544453/gb|AAD22361.1|AC006592 18 6.< 


Oe-30 (AC006592) 




hypothetical 


protein [Arabidopsis thaliana] 1 


Seq. No. 


2841 




Seq. ID 


OJ991012_10.0127.C4 


Gene No. 


5976 




Strand 




Start 


300 




End 


355 



2935 



Name OJ991012_10 . 0127 .C4 . ol . gp Method AAT/GAP 

Start 300 End 355 

GI uC-osflM202035bl2bl Score 79 

Exons 300.. 355 . - 

GI Descrip. ■ 140701/sp | P24198 | YGIE_ECOLI 2.0e-ll HYPOTHETICAL 26.5 KD 
PROTEIN IN TOLC-RIBB INTERGENIC REGION (ORFB) (0265) 

>gi_96076_pir S22363 hypothetical protein B - Escherichia coli 

>gi_146680 (M77129) ORFB [Escherichia coli] >gi_1789419 
(AE000386) orf, hypothetical protein [Escherichia coli] 1 





Seq. No. 


2842 


Seq. ID 


OJ991012_10. 


0127 


.C5 




Gene No. 


5977 


Strand 


+ 








Start 


1383 


End 


1682 








Name 


OJ991012 10.0127.C5.ol.gs 


Method 


GEN SCAN 








Start 


1383 


End 


1682 








GI 


none 


Score 


.'54 








Exons 


1383.. 1427, 1578.. 1682 












Seq. No. 


2842 


Seq. ID 


OJ991012_10. 


0127 


.C5 




Gene No . 


Dy to 


Strand 


+ 








Start 


9833 


End 


13010 








Name 


OJ991012 10.0127.C5.o4.gs 


Method 


GENSCAN 








Start 


9833 


End 


12680 








GI 


none 


Score' 


.5 






w 
w 


Exons 


9833. .10020, 11006. .11166, 


12121. .12680 






Cn 


Seq. No. 


2842 


Seq. ID 


OJ991012 10. 


0127 


.C5 


ru 


Gene No. 


5978 


Strand 


+ 








o car u 


Q Q "5 *3 


End 


13010 






i; 


Name 


OJ991012 10.0127.C5.o4.gp 


Method 


AAT/GAP 






! i /ST 


Start 


11074 


End 


13010 






':=? 


GI 


3279 2.R1084 


Score 


1930 






ru 


Exons 


11074. .11135, 11226. .11371, 


12147. .13010 








GI Descrip. 


! 2689720 6.0e-33 (AF037168) 


DnaJ homologue [Arabidopsis 








thaliana] 1 










'■h.J 


Seq. No. 


ZohZ 


Seq. ID 


OJ991012 10. 


0127 


. Co 


La 


Gene .No. 


5978 


Strand 


+ 






ci 

hj 


Start 


9833 


End 


13010 






fl 


Name 


OJ991012 10.0127.C5.o2.np 


Method 


AAT/NAP 








Start 


12159 


End 


12677 








GI 


5031281 


Score 


561 








Exons 


12159.. 12677 












GI Descrip. 


(AF1394 99) unknown [Primus 


armeniaca] 










Seq. No. 


2842 


Seq. ID 


OJ991012_10. 


0127 


-C5 




Gene No. 


5979 


Strand 


+ , 








Start 


14346 


End 


14743 








Name 


OJ991012 10.0127.C5.o5.gp 


Method 


AAT/GAP 








Start 


14346 


End 


14743 








GI 


none 


Score 


688 








Exons 


14346.. 14743 












Seq. No. 


2842 


Seq. ID 


OJ991012_10. 


0127 


.C5 




Gene No. 


5980 


Strand. 










Start 


1 


End 


1392 








Name 


OJ991012 10.0127.C5.ol.gp 


Method 


AAT/GAP 







2936 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 
none Score 
1..84, 190. .282, 394. .452, 1244. .1392 



1392 
710 



OJ991012 10. 0127. C5 



2842 Seq. ID 

5981 Strand 
2845 End 3033 

OJ991012_10 . 0127 . C5 . o2 . gp Method AAT/GAP 

2595 End 2682 

LIB3477-003-P1-K1-E9 . Score 134 

2595.. 2682 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 2842 

Gene No. 5981 

Start 2845 

Name OJ991012_10 . 0127 . C5 . o2 . gs 

Start 2845 

GI none 

Exons 2845.. 3033. 



Seq. ID OJ991012_10.0127.C5 
Strand 

End 3033 

Method GENSCAN 

End 3033 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



\y Seq. No. 

:s Gene No. 

Q Start 

; Name 

"1 Start 

!= f GI 

hi Exons 



2842 
5982 
3950 

OJ991012_10.0127.C5.o3.ts 
8 

none 

8. .85, 11. .94, 190. .285, 190. 
395. .454, 1243. .1308 

2842 
5982 
3950 

OJ991012_10 . 0127 . C5 . o3 . tm 

3940 

none 

3940. ..4029, 
4031. .4129, 
4520. .4591 



3940.. 4029, 3948; 
4037. .4165, 4255. 



Seq. ID OJ991012_10.0127.C5 
Strand 

End 7232 

Method TBLASTX ; Soybean 

End 1308 

Score 75 

.288, 191. .286, 394. .453, 394. .453, 



Seq. ID OJ991012_10.0127.C5 
Strand 

End 7232 

Method TBLASTX : Mai ze 

End 4591 

Score 7 6 

.4031, 4029. .4127, 4029. .4124, 
.4347, 4256. .4351, 4517. .4591, 



Seq. No. 


2842 


Seq. ID 


OJ991012_ 


10. 0127. C5 


Gene No. 


5982 


Strand 






Start 


3950 


End 


7232 




Name 


OJ991012 10 


.0127.C5.ol.np Method 


AAT/NAP 




Start 


3941 


End 


7212 




GI 


2689720 


Score 


677 




Exons 


3941. .4165, 


4261. .4346, 4522. .4604, 4712. .4818, 


4903. .4962, 




5043. .5144, 


5219. .5317, 7114. .7212 






GI Descrip. 


(AF037168) 


DnaJ homologue [Arabidopsis 


thaliana] 




Seq. No. 


2842 


Seq. ID 


OJ991012_ 


10. 0127. C5 


Gene No. 


5982 


Strand 






Start 


3950 


End 


7232 




Name 


OJ991012 10 


.0127.C5.o3.gs Method 


GENSCAN 




Start 


3950 


' ~ - End 


7212 





2937 






GI 


none 


Score 


.96 






Exons 


3950. .4157, 


4256.. 4346, 4522.. 4604, 4712.. 4818, 


4903. .4962, 






5043. .5144, 


5219.. 5317, 7114.. 7212 








Seq. No. 


2842 


Seq. ID 


OJ991012 


_10.0127.C5 




Gene No. 


5982 


Strand 








Start 


3950 


End 


7232 






Name 




0127.C5.ol.tc Method 


TBLASTX: 


X. C O O 




Start 


4253 


End 


5326 






GI 


none 


Score 


104 . 






Exons 


4253. .4378, 


4255.. 4347, 4517.. 4669, 4521.. 4670, 


4711. .4821, 






4712. .4819, 


4897.. 4953, 5038.. 5145, 5046.. 5147, 


5219. .5326, 






5232. .5315 










Seq. No. 


2842 


Seq. ID 


OJ991012 


_10.0127.C5 




Gene No. 


5982 


Strand 












End 


7232 






Name 


OJ991012 10. 


0127.C5.o2.ts Method 


TBLASTX : 


Soybean 




Start 


4742 


End 


5326 






GI 


none 


Score 


99 






Exons 


4742. .4867, 


4744.. 4821, 4897.. 4959, 5023.. 5145, 


5046. .5147, 






5213. .5308, 


5217.. 5315, 5219.. 5326 








Seq. No. 


2842 . 


Seq. ID 


OJ991012 


_10.0127.C5 




Gene No. 


5982 


Strand 








O Lai U 


3950 


End 


7232 




:n 


Name 


OJ991012 10. 


0127 . C5 . o3 . gp Method 


AAT/GAP 




u 


Start 


4770 


End 


7232 






GI 


2312476 


Score 


730 




[=? 


Exons 


4770. .4818, 


4903.. 4962, 5043.. 5144, 5219.. 5317, 


7114. .7232 


>y 
,3 


GI Descrip. 


2689720 6.0e 


-33 (AF037168) DnaJ homologue [Arabidopsis thaliana] 


y 


Seq. No. 


2842 


Seq. ID 


OJ991012 


_10.0127.C5 




Gene No. 


5982 


Strand 












End 


7232 




! 


Name 


OJ991012 10. 


0127.C5.o2.tm Method 


TBLASTX: 


Maize 




Start 


4907 


End 


5339 








none 


Score 


61 






'- Exons 


4907. .4960, 


4908. .4961, 4908. .4961, 4909. .4965, 


5041. .5145, 






5043. .5147, 


5044.. 5145, 5217.. 5339, 5219.. 5323 






Seq. No. 


2842 


Seq. ID 


OJ991012 


_10.0127.C5 




Gene No. 


5983 


Strand 








Start 


12116 


End 


12995 






Name 


OJ991012 10. 


0127 .C5.ol.tm Method 


TBLASTX: 


Maize 




Start 


12116 


End 


12.995 








none 


Score 


332 






Exons 


12116. .12352, 12141. .12353, 12157 .. 12369, 12158 


..12370, 






12405. .12686 


, 12417. .12653, 12424 .. 12693, 12425 


. .12676, 






12448. .12687 


, 12690. .12728, 12704 .. 12727 , 12787 


..12831, 






12787. .12831 


, 12855. .12887, 128 60 .. 12886, 12883 


..12942, 






12884. .12943 


, 12945. .12995, 12958.. 12993 






Seq. No. 


2842 


Seq. ID 


OJ991012 


_10.0127.C5 




Gene No. 


5983 


Strand 








Start 


12116 


End 


12995 






Name 


OJ991012 10. 


0127.C5.ol.tw Method . 


TBLASTX: 


Wheat 



2938 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12149 
none 



End 
Score 



12548 
319 



12149. .12358, 12156 12362, 12160 . . 12369, 12161 .. 12373, 
12417. ."1 : 2476, 12448 .. 12474 , 12483 12548, 12485.. 12547 



2842 
5983 
12116 
OJ991012 
12159 . 
none 
12159. 
12444. 
12520. 



10.0127.C5.ol.ts 



12191, 
12680, 
12687 



12188. 
12473. 



,12337, 
,12682, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12189. .12356, 
12474. .12650, 



OJ991012 10. 0127. C5 



12995 

TBLASTX : Soybean 
12687 
41 

12206. .12370, 
12485. .12676, 



i : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
|S * GI 
iJ Exons' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2842 

5983 

12116 

OJ991012 

12186 

none 



10.0127.C5.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_10.0127.C5 
12995 

TBLASTX: Cress 

12680 

115 



12186. .12323, 12405 12680, 12494.. 12661 



2842 
5983 
12116 

OJ991012_10.0127.C5.o2.tw 

12563 

none 

12563. .12676, 
12850. .12897, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_10.0127.C5 
12995 

TBLASTX: Wheat 

12899 

183 



12564. .12686, 
12852. .12899 



12568. .12678, 12569 .. 12688 , 



2842 
5984 
14497 

OJ991012JL0 . 0127 . C5 . o4 . tm 

14497 

none 

14497. .14613, 
14619. .14654, 



14498. .14608, 
14621. .14653, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14502. .14615, 
14698. .14742, 



OJ991012 10. 0127. C5 



14743 

TBLASTX: Maize 
14743 
130 

14502. .14615, 
14699. .14743 



2843 
5985 
1 

OJ991012_10.0127.C8.ol.np 
1 

5441892 
1..46, 168. .219 

(AP000367) ESTs C96653 (C10531 ) , C96654 (C10531 ) , C28571 (C6164 1 ) 
correspond to a region of the predicted gene.; Similar to 
citrate synthetase. (AC004521) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_ 
+ 

219 

AAT/NAP 

219 

93 



10. 0127. C8 



Seq. No. 


2844 


Seq. ID 


OJ991012 


Gene No. 


5986 


Strand 


+ 


Start . 


6423 


End 


8362 


Name 


OJ991012 10.0127.C9.o3.gp 


Method 


AAT/GAP ' 


Start 


5920 


End 


7439 



2939 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 Seq . No . 

ft Gene No. 

!! Start 

~ Name 

3 Start 
y GI 

1 Exons 

T\ GI Descrip. 

Seq. No. 

4 Gene No. 
4 Start 

& Name 

~. Start 

i gi 

=* Exons 

-J 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



uC-osrocyp036hl0bl Score 814 

5920.. 6040, 6398.. 6501, 6925.. 7090, 7394.. 7439 
, 5852170/emb|AL117265. HOST17804 4.0e-20 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



2844 
5986 
6423 

OJ991012_10.0127.C9.o2.gs 

6423 • 

none 



Seq. ID OJ991012_10.0127.C9 

Strand + 

End 8362 

Method GENSCAN 

End 8362 

Score .88 



6423. .6501, 6925. .7090, 7394. .7595, 7689.-7849, 7979. .8072, 
8150. .8362 



Seq. ID OJ991012_10.0127.C9 

Strand + 

End 8947 

Method AAT/GAP 

End 8947 

Score 138 



2844 
5987 
8851 

OJ991012_10.0127.C9.o4.gp 
8851 

33112_1.R1084 
8851. .8947 

1 1363051/pir MA56534 2.0e-23 P58 protein - bovine >gi_468012 
(U04631) PKR inhibitor P58 [Bos taurus] ' 



2844 
5988 
1 

OJ991012_10.0127.C9.ol.gp 
1 

23746_1.R1084 
1..150, 350. .534 

•557474 6.0e-18 (U15179) ORF1 [Bacteroides ovatus] ' 



Seq. ID OJ991012_10.0127.C9 
Strand 

6483 
AAT/GAP 
534 
623 



End 

Method 

End 

Score 



2844 
5988 
1 

OJ991012_10.0127.C9.ol.np 
1 

5881940 



Seq. ID OJ991012_10.0127.C9 
Strand 

End 6483 

Method AAT/NAP 

End 3085 

Score 387 



1..150, 350. .560, 644. .719, 805. .884, 1420. .1515, 1938. .2009, 
2107. .2304, 2393. .2596, 2691. .3085 

(AL117387) putative secreted protein [Streptomyces coelicolor 
A3{2)] 



2844 
5988 
1 

OJ991012_10.0127.C9.ol.ts 
42 

none 



Seq. ID OJ991012_10.0127.C9 
Strand 

End 6483 

Method TBLASTX : Soybean 

End 887 

Score 51 



42. . 110, 46. .114, 93. .137, 94. .138, 346. .393, 348. .398, 
348. .572, 433. .561, 438. .566, 641. .682, 641. .688, 804. .887, 
805. .885 



Seq. No. 
Gene No. 
Start 



2844 
5988 
1 



Seq. ID OJ991012_10.0127.C9 
Strand 

End 6483 



2940 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991012_10 . 0127 .C9.o3.tm Method 

67 End 

none Score 

67. .144, 69. .137, 330. .530, 334. .522 



TBLASTX: Maize 

530 

90 



2844 
5988 
1 

OJ991012_10.0127.C9.o2.tc 

501 

none 



Seq. ID OJ991012_10.0127.C9 
Strand 
End 

Method 
End 
Score 



6483 

TBLASTX: Cress 

897 

57 



501. .572, 505. .573, 641. .739, 642. .740, 804. .896, 805. .897 



2844 
5988 
1 

OJ991012_10.0127.C9.ol.gs 

617 

none 



Seq. ID OJ991012_10.0127.C9 



Strand 
End 

Method 

End 

Score 



6483 
GENSCAN 
3301 
.81 



617. .719, 805. .884, 1420. .1515, 2107. .2304, 2393. .2441, 
2479. .2596, 2691.. 3178, 3210.. 3301 



:<=f 

i f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2844 Seq. ID 

5988 Strand 

1 End 

OJ991012_10 . 0127 . C9 . o2 . gp Method 

821 End 

9455_1.R1084 Score 

821.. 884, 1420.. 1515, 1938.. 2009, 2107 



OJ991012__10.0127 .C9 

6483 
AAT/GAP 
2439 
803 

..2304, 2393.-2439 



' 416325/gb | U03454 | PRS423 2.0e-15 Yeast episomal vector pRS423 
with HIS3 marker, complete sequence' 



2844 
5988 
1 

OJ991012_10.0127.C9.ol.tm 

1420 

none 



Seq. ID OJ991012_10.0127.C9 



Strand 
End 

Method 

End 

Score 



6483 

TBLASTX: Maize 

2597 

135 



1420. .1524, 1421. .1537, 1422. .1535, 1937. .2011, 1938. .2015, 
1939. .2001, 2106.. 2204, 2107.. 2205, 2107.. 2208, 2272.. 2307, 
2273. .2305, 2378..2497, 2393. .2467, 2460. .2597, 2461. .2595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



2844 
5988 
1 

OJ991012_10.0127.C9.ol.tc 

1429 

none 



Seq. ID OJ991012_10.0127.C9 
Strand 

End 6483 

Method TBLASTX: Cress 

End 2847 

Score 78 



1429. .1524, 1430. .1522, 1938. .2015, 1945. .1986, 2107. .2232, 
2108. .2227, 2122. .2229, 2369. .2452, 2372.-2479, 2382. .2480, 
2460. .2603, 2461. .2604, 2463. .2660, 2689.-2847 



2844 Seq. ID 

5988 Strand 

1 End 

OJ991012_10.0127.C9.o2.ts Method 

1444 .End. 



OJ991012_10.0127.C9 
6483 

TBLASTX : Soybean 
2307 



2941 




GI 


none 








Score 


68 




Exons 


1444. .1494, 


1444 


. .1524, 


1937 


..2011, 1938. .2015, 


1942. .1998, 




2105. .2206, 


2107 


. .2307, 


2132 


. .2305 






Seq. No. 


2844 








Seq. ID 


ujy y lUlz 


_10.0127.C9 


Gene No. 


5988 








Strand 






Start 


1 








End 


6483 




Name 


OJ991012 10 


.0127 


.C9.o2. 


np 


Method 


AAT/NAP 




Start 


1994 








End 


6483 




GI 


5852180 








Score 


327 




Exons 


1994. .2026, 


5074 


. .5541, 


6397 


. .6483 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


2844 








Seq. ID 


OJ991012 


_10.0127.C9 


Gene No. 


5989 








Strand 






Start 


6902 








End 


7560 




Name 


OJ991012 10 


. 0127 


.C9.ol. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


6902 








End 


7560 




GI 


none 








Score 


234 




Exons 


6902. .7090, 


6912 


. .7109, 


6930 


..7103, 7344. .7559, 


7375. .7560, 




7396. .7560 














Seq. No. 


. 2844 








Seq. ID 


OJ991012 


_10.0127.C9 


Gene No. 


5989 








Strand 






Start 


6902 








End 


7560 




Name 


OJ991012 10 


.0127 


.C9.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


6912 








End 


7491 




GI 


none 








Score 


244 




Exons 


6912. .7091, 


6923 


. .7093, 


6924 


..7103, 6947. .7102, 


7344. .7490, 




7366. .7491, 


7399 


. .7491 










Seq. No. 


2844 








Seq. ID 


OJ991012 


_10.0127.C9 


Gene No. 


5990 








Strand 






Start 


7492 








End 


8230 




Name 


OJ991012 10 


. 0127 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7492 








End 


8201 




GI 


none 








Score 


131 




Exons 


7492. .7596, 


7494 


. .7595, 


7497 


..7637, 7505. .7597, 


7682. .7849, 




7686. .7853, 


7687 


. .7851, 


7976 


..8071, 7977. .8102, 


7977. .8072, 




8143. .8199, 


8150 


. .8200, 


8154 


..8201, 8154. .8201 




Seq. No. 


2844 








Seq. ID 


OJ991012 


_10.0127.C9 


Gene No. 


5990 








Strand 






Start 


7492 








End 


8230 




Name 


OJ991012 10 


.0127 


.C9.o3. 


tc 


Method 


TBLASTX : 


Cress 


Start 


7683 








End ■ 


8230 




GI 


none 








Score 


92 




Exons 


7683. .7853, 


7685 


. .7822, 


7728 


..7850, 7976. .8071, 


7977. .8072, 




8122. .8226, 


8150 


. .8230 










Seq. No. 


2845 








Seq. ID 


OJ991012 


_10. 0127. C10 


Gene No. 


5991 








■ Strand 


+ 




Start 


588 








End 


9460 




Name 


OJ991012 10 


.0127 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


588 








End 


9460 




GI 


2494162 








Score 


161 




Exons 


588. .812, 1136.. 


1240, 9411.. 


9460 







2942 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Q Seq. No. 
-.3- Gene No. 
m Start 
jljj Name 
j .S Start 

R GI 
Ly Exons 

nl Seq. No. 
5 y Gene No. 

Start 
W Name 

Start 
U GI 
, » Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



HYPOTHETICAL 39.9 KD PROTEIN T15H9.1 IN CHROMOSOME II PRECURSOR 
gi|3879803|emb|CAA87414.1| (Z47356) similar to DNAJ- 
[Caenorhabditis elegans] 



Seq. ID OJ991012_10. 0127. CIO 

Strand + 

End 94 60 

Method AAT/GAP 

End 1596 

Score 1307 



2845 
5991 
588 

OJ991012_10. 0127. CIO. ol.gp 
589 

33112_1.R1084 
589. .812, 1136. .1596 

•1363051/pir I IA56534 2.0e-23 P58 protein - bovine >gi_468012 
(U04631) PKR inhibitor P58 [Bos taurus] ' 



Seq. ID OJ991012_10. 0127. CIO 

Strand + 

End 94 60 

Method GENSCAN" 

End 4529 

Score . 62 

597. .812, 1136. .1241, 1990. .2198, 2594. .2716, 2736.-2883, 
3798. .4131, 4184. .4529 



2845 
5991 
588 

OJ991012_10. 0127. C10. ol.gs 

597 

none 



2845 
5991 
588 

OJ991012_10. 0127. C10. o2.gs 

6690 

none 



Seq. ID OJ991012_10. 0127. C10 

Strand + 

End 94 60 

Method GENSCAN 

End 8682 

Score .71 



6690. .6714, 7058. .7142, 7244. .7413, 7847. .8160, 8527. .8682 



2845 
5991 
588 

OJ991012_10 . 0127 . C10 . o2 . gp 
7853 
none 

7853. .8160, . 8527. .8576 

2845 
5992 
9373 

OJ991012_10. 0127. C10. o2.ts 
590 
none 

590. .754, 591. .755, 9661. .9756 



Seq. ID OJ991012_10. 0127. C10 

Strand + 

End 94 60 

Method AAT/GAP 

End 8576 

Score 696 



Seq. ID OJ991012_10. 0127. C10 
Strand 

End 11706 

Method TBLASTX : Soybean 

End 9756 

Score 253 



2845 
5992 
9373 

OJ991012_10. 0127. C10. o3.tm 

690 

none 



Seq. ID OJ991012_10. 0127. C10 
Strand 

End 11706 

' Method TBLASTX: Maize 

End 1507 

Score 204 



690. .815, 691. .834, 691. .813, 692. .814, 1133. .1192, 1134. .1205, 
1135.. 1209, 1210.. 1257, 1218.. 1280, 1223.. 1324, 1224.. 1313, 
1316.. 1342, 1320.. 1343, 1475.. 1507 



2943 






Seq. No. 


2845 








Seq. ID 


OJ991012JL0. 0127. C10 




Gene No. 


5992 








Strand 






btart 


y j 1 3 . 








End 


11706 




Name 


OJ99i012 10 


.0127. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6287 








End 


7309 




GI 


none 








Score 


445 




Exons 


6287. .6718, 


6325. 


.6714, 


6333. 


.6719, 7021. .7140, 7021. .7140, 






7056. .7142, 


7241. 


.7300, 


7241. 


.7309, 7242.. 7307 




Seq. No. 


2845 








Seq. ID 


OJ991012JL0. 0127. C10 




Gene No. 


5992 








Strand 






Start 


y o to 








End 


11706 




Name 


OJ991012 10 


.0127. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6338 








End 


6614 




GI ". 


none 








Score 


200 




Exons 


6338. .6478, 


6339. 


.6494, 


6367. 


.6495, 6493. .6597, 6495. .6614, 






6507. .6596, 


6509. 


.6613 










Seq. No. 


2845 








Seq. ID 


OJ991012_10. 0127 .C10 




Gene No. 


5992 








Strand 






Start 


93 /3 








End 


11706 




Name 


OJ991012 10 


.0127. 


C10.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


7062 








End 


7998 




GI 


none 








Score 


121 




Exons 


7062. .7145, 


7063. 


.7146, 


7235. 


.74.14, 7242. .7415, 7842. .7940, 


: : = 

u) 




7843. .7938, 


7939. 


.7995, 


7966. 


.7998 




i y 


Seq. No. 


2845 








Seq. ID 


OJ991012_10. 0127. C10 




Gene No. 


5992 








Strand 




h! 


Start 


9373 








End 


11706 


'B "B 


Name 


OJ991012 10 


.0127. 


ClO.ol 


.ts 


Method 


TBLASTX : Soybean 


! r J 


Start 


7248 








End 


8147 


ru 


GI 


none 








Score 


108 




Exons 


7248. .7328, 


7250. 


.7330, 


7328. 


.7414, 7329. .7415, 7834. .7971, 


Q 




7842. .7976, 


7843. 


.7974, 


8025. 


.8147, 8035. .8145 


tsd; 


Seq. No. 


2845 








Seq. ID 


OJ991012_10. 0127. C10 




Gene No. 


5992 








Strand 






btart 


y j / 3 








End 


11706 


Q 


Name 


OJ991012 10 


.0127. 


C10.o2 


.tm 


Method 


TBLASTX: Maize 


i. J 


Start 


7884 








End 


8725 


GI 


none 








Score 


421 




Exons 


7884. .8162, 


7885. 


.8160, 


7888. 


.8175, 7928. ,8176, 7934. .8176, 






8513. .8689, 


8526. 


.8684, 


8527. 


.8691, 8686. .8724, 8687. .8725 




Seq. No. 


2845 








Seq. ID 


OJ991012_10. 0127. C10 




Gene No . 


5992 








Strand 






Start 


9373 








End 


11706 




Name 


OJ991012 ,10 


.0127. 


C10.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


8095 








End 


8679 




GI 


none 








Score 


101 




Exons 


8095. .8160, 


8526. 


.8678, 


8527. 


.8679 






Seq. No. 


2845 








Seq. ID 


OJ991012_10. 0127. C10 




Gene No. 


5992 








Strand 






Start 


9373 








End ' 


11706 




Name 


OJ991012 10 


.0127. 


C10.o2 


.np 


Method 


AAT/NAP 



2944 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9373 End 11706 

2865394 Score 169 

9373.. 9604, 11451.. 11706 

(AF036949) basic leucine zipper protein [Zea mays] 



2846 
5993 
1 

OJ991012_10.0127.Cll.ol.np 
1 

100099 



Seq. ID OJ991012_10.0127.C11 
Strand 

End 6006 

Method AAT/NAP 

End 5998 

Score 283 



1..28, 1799. .1993, 2021. .2144, 2716. .2796, 3229. .3317, 
5950. .5998 

DNA-binding protein VBP1 - fava bean gi 11372966 (M81827) 
CREB-like protein [Vicia faba] 



2846 
5993 
1 

OJ991012_10.0127.Cll.ol.ts 

1770 

none 



Seq. ID OJ991012_10.0127.C11 
Strand 

End 6006 

Method TBLASTX : Soybean 

End 3297 

Score 97 



1770.. 1886, 1796.. 1996, 2018.. 2086, 2737.. 2796, 3229.. 3297 



2846 
5993 
1 

OJ991012_10.0127.Cll.ol.tw 

1779 

none 



Seq. ID OJ991012_10.0127.C11 
Strand 

End 6006 

Method TBLASTX : Wheat 

End 2053 

Score 140 



1779.. 1934, 1795.. 1908, 1796.. 2053 



2846 
5993 
1 

OJ991012_10.0127.Cll.ol.tm 

1796 

none 



Seq. ID OJ991012_10.0127.C11 
Strand 

End 6006 

Method TBLASTX : Mai ze 

End 2101 ■ 

Score 110 



1796.. 1969, 1800.. 1886, 1997.. 2101 



2846 
5993 
1 

OJ991012_10.0127.Cll.ol.gs 

1799 

none 



Seq. ID OJ991012_10.0127.C11 
Strand 

End 60.06- ■ 

Method GENSCAN 

End 4688 

Score .72 



1799. .2097, 2552. .2606, 2716. .2796, 3229. .3381, 3504. .3739, 
4613. .4688 



Seq. No. 2846 
Gene No. . 5993 

Start 1 

Name OJ991012_10 . 0127 . Cll . ol . gp 

Start 5553 

GI none 

Exons 5553.. 6006 



Seq. ID OJ991012_10. 0127. Cll 
Strand 

End 6006 

Method AAT/GAP 

End 6006 

Score 884 



2945 



Seq. No. 2847 Seq. ID 

Gene No. 5994 Strand 

Start 1032 End 

Name OJ991012_10 . 0127 .C12 . ol .gs Method 

Start 1032 End 

GI none Score 
Exons 



OJ991012_10.0127.C12 
+ 

8274 
GENSCAN 
7060 
.54 



1032. .1100, 1837. .1917, 4361. .4450, 4587. .4904, 5970. .6110, 
6809. .7060 



■is* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2847 Seq. ID 

5994 Strand 

1032 End 

OJ991012_10.0127.C12.ol.np Method 

4 332 End 

6729532 Score 



OJ991012_10.0127.C12 
+ 

8274 
AAT/NAP 
8274 
736 



4332. .4386, 4458. .4882, 5981. .6110, 6824. .7199, 7857. .7960, 
8203. .8274 



GI Descrip. (AL132977) putative protein [Arabidopsis thaliana] 



2847 
5994 
1032 

OJ991012_10.0127.C12.ol.ts 
4508 



End 

Method 
End 

none Score 
4508. .4558, 4758. .4907, 4772. .4897, 5967. .6113, 5969. .6076, 
6808. .6861, 6809. .6862, 6851. .7015, 6860. .7030, 7118. .7201, 
7119. .7202, 7856.-7897, 7857. .7904, 7889. .7960, 7906.17959 



Seq. ID OJ991012_10.0127.C12 
Strand + 

8274 

TBLASTX: Soybean 
7960 
72 



2847 
5994 
1032 

OJ991012_10.0127.C12.ol.tm 

4826 

none 



Seq. ID OJ991012_10.0127.C12 

Strand + 

End 8274 

Method TBLASTX : Maize 

End 7963 

Score 132 



4826. .4906, 4827. .4907, 5967. .6113, 5971. .6111, 6722. .6766, 

6798. .7025, 6808. .7026, 6809. .7027, 6809. .7027, 7035. .7115, 

7038. .7091, 7098. .7199, 7104;. 7202, 7106. .7201, 7853. .7903, 

7857. .7904, 7889. .7963, 7906. .7962 



2848 
5995 
338 

OJ991012_10.0127.C13.ol.tm 

333 

none 



Seq. ID OJ991012_10.0127.C13 

Strand + 

End 2084 

Method TBLASTX: Maize 

End 979 

Score 131 - 



333. .536, 334. .465, 334. .537, 335. .544, 884. .907, 905. .979 



2848 
5995 
338 

OJ991012_10.0127.C13.ol.tc 

334 

none 



Seq. ID OJ991012_10.0127.C13 

Strand + 

End 2084 

Method TBLASTX : Cress 

End 1568 

Score 248 



334. .537, 335..S62, 884. .967, 1458. .1568 

2848 Seq. ID OJ991012_10 . 0127 . C13 



2946 



n 



a 



Gene No. 


5995 






Strand 


+ 


Start 


338 






End 


2084 


Name 


OJ991012 


10.0127.C13.ol. 


ts 


Method 


TBLASTX: Soyb 


Start 


334 






End 


1568 


GI 


none 






Score 


287 


Exons 


334. .537, 


335.. 544, 877. 


.975, 


884. .973, 


1467. .1568 


Seq. No. 


2848 






Seq. ID 


OJ991012_10. 


Gene No. 


5995 






Strand 


+ 


Start 


338 






End. 


2084 


Name 


OJ991012 


10.0127.C13.ol. 


gs 


Method 


GENSCAN 


Start 


338 






End 


1569 


GI 


none 






Score 


.75 


Exons 


338. .541, 


884.. 976, 1458 


. .1569 




Seq. No. 


2848 






Seq. ID 


OJ991012_10. 


Gene No. 


5995 






Strand 


+ 


Start 


338 






End . 


2084 


Name 


OJ991012 


10.0127.C13.ol. 


np 


Method 


AAT/NAP 


Start 


338 






End 


1604 


GI 


6729532 






Score 


328 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



338. .550, 854. .976, 1458. .1604 

(AL132977) putative protein [Arabidopsis thaliana] 



10.0127.C13 



2848 Seq. ID OJ991012_ 

5995 Strand + 

338 End 2084 

OJ991012_10.0127.C13.ol.gp Method AAT/GAP 
494 End 2084 

uC-osflcypl69f05bl Score 446 

494. .541, 884. .976, 1458. .1569, 2031. .2084 

'287938/emb|X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 
(pBluescript KS plus derivative) 1 



2849 Seq. ID 

5996 Strand 

354 End 
OJ991012_10 . 0127 . C14 . ol . gs Method 

354 End 

none Score 

354. .419, 944. .1070, 2434. .2510 



OJ991012_10.0127.C14 

. + 

2510 
GENSCAN 
2510 
.51 



2849 Seq. ID 

5996 Strand 

354 End 

OJ991012_10 . 0127 . C14 . ol . gp Method 

937 End 

uC-osflcypl69f05bl Score 
937. .1219 

1 287938/emb 1X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) 1 



OJ991012 
+ 

2510 
AAT/GAP 
1219 
483 



10.0127.C14 



2849 Seq. ID 

5997 Strand 

5114 End 

OJ991012_10 . 0127 .C14 . o2 . gs Method 

5114 End 



OJ991012_10.0127.C14 

5122 

GENSCAN 

5122 



2947 




GI 


none 






Score 


.79 


Exohs 


5114. .5122 










Seq. No. 


2850 






Seq. ID 


OJ991012_10.0127.C15 


Gene No. 


5998 






Strand 


+ 


Start 


1361 






End 


1562 


Name 


OJ991012 10 


.0127.C15.ol 


.gs 


Method 


GEN SCAN 


Start 


1361 






End 


1562 


GI 


none 






Score 


.56 


Exons 


1361. .1562 










Seq. No. 


2850 






Seq. ID 


OJ991012_10.0127.C15 


Gene No. 


5999 






Strand 


+ 


Start 


4901 






End 


5324 


Name 


OJ991012 10 


.0127.C15.ol 


■ gp 


Method 


AAT/GAP 


Start 


4901 






End 


5324 


GI 


LIB3477-003 


-P1-K1-E9 




Score 


97 


Exons 


4901. .4965, 


5293. .5324 








GI Descrip. 


•2498586/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 


S 1 PRECURSOR (ORY SI)" 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 










Seq. No. 


2850 






Seq. ID 


OJ991012_10.0127.C15 


Gene No. 


6000 






Strand 




Start 


2414 






End 


5181 


Name 


OJ991012 10 


.0127.C15.ol 


.np 


Method 


AAT/NAP 


Start 


2395 ~ 






End 


5181 


GI 


4678280 






Score 


640 


Exons 


2395 2848. 


3650 . . 3957, 


4027. 


.4324, 5140. .5181 


GI Descrip. 


(AL049660) 


zinc finger- 


like protein [Arabidopsis thaliana] 


Seq. No. 


2850 






Seq. ID 


OJ991012_10.0127.C15 


Gene No. 


6000 






Strand 




Start 


2414 






End 


5181 


Name 


OJ991012 10 


.0127.C15.o2 


.gs 


Method 


GENSCAN 


Start 


2414 






End 


2848 


GI 


none 






Score 


.46 


Exons 


2414. .2848 










Seq. No. 


2850 






Seq. ID 


OJ991012_10.0127.C15 


Gene No. 


6000 






Strand 




Start 


2414 






End 


5181 


Name 


OJ991012 10 


.0127.C15.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


2522 






End 


3747 


GI 


none 






Score 


37 


Exons 


2522. .2815, 


2580. .2615, 


2691. 


.2810, 2810.. 2851, 2826.-2846, 




3647. .3703, 


3715. .3747 








Seq. No. 


2850 






Seq. ID 


OJ991012_10.0127.C15 


Gene No. 


6000 






Strand 




Start 


2414 






End 


5181 


Name 


OJ991012 10 


.0127.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2699 






End 


3748 


GI 


none 






Score 


154 


Exons 


2699. .2815, 


2700. .2816, 


2810. 


.2854, 2811.. 2852, 3647.. 3712, 




3647. .3703, 


3689. .3748, 


3715. 


.3747 





2948 






Seq. No. 


2850 








Seq. ID 


OJ991012_ 


10.0127 


.C15 




Gene No. 


6000 








Strand 










Start 


2414 








End 


5181 








Name 


OJ991012 10. 


0127 


,C15.o3. 


gs 


Method 


GENSCAN 








Start 


3496 








End 


4386 








GI 


none 








Score 


.81 








Exons 


3496. .4386 


















Seq. No. 


2851 








Seq. ID 


OJ991012_ 


10.0127 


.C16 




Gene No. 


6001 








Strand 










Start 


128 








End 


2031 








Name 


OJ991012 10. 


0127 


.C16.ol. 


gs 


Method 


GENSCAN 








Start 


128 








End 


2031 








GI 


none 








Score 


.44 








Exons 


128.. 297, 1786.. 


1841, 1992.. 


2031 










Seq. No. 


2852 








Seq. ID 


OJ991012_ 


10.0127 


.C17 




Gene No. 


6002 








Strand 


+ 








Start 


259 








End 


323 








Name 


OJ991012 10. 


0127 


.C17 .ol . 


gs 


Method 


GENSCAN 








Start 


259 








End 


323 








GI 


none 








Score 


.6 








Exons 


259. .323 
















3 


Seq. No. 


2853 








Seq. ID 


OJ991012_ 


10.0127 


.C18 


n 


Gene No. 


6003 








Strand 


+ 








Start 


218 








End 


363 






LJ 


Name 


OJ991012 10. 


0127 


,C18.ol. 


gs 


Method 


GENSCAN 








Start 


218 








End 


363 






j 


GI 


none 








Score 


.83 






n 


Exons 


218. .363 
















c? 


Seq. No. 


2854 








Seq. ID 


OJ991012_ 


10.0127 


.C20 




Gene No. 


6004 








Strand 










Start 


1818 








End 


5899 








Name 


OJ991012 10. 


0127 


. C20 . ol . 


gs 


Method 


GENSCAN 






- 


Start 


1818 








End 


5899 






„ 


GI 


none 








Score 


.75 






J 


Exons 


1818. .1950, 


3901 


. .3983, 


4218 


..4285, 4437. .4616, 


5878. .5 


899 




Seq. No. 


2855 








Seq. ID 


OJ991012_ 


10.0127 


.C21 




Gene No. 


6005 








Strand 


+ 








Start 


1297 








End 


6945 








Name 


OJ991012 10. 


0127 


.C21.ol. 


gp 


Method 


AAT/GAP 








Start 


1297 








End 


1929 








GI 


4715031 








Score 


888 








Exons 


1297. .1763, 


1857 


. .1929 














Seq. No. 


2855 








Seq. ID 


OJ991012_ 


10.0127 


.C21 




Gene No. 


6005 








Strand 


+ 








Start 


1297 








End 


6945 








Name 


OJ991012 10. 


0127 


.C21.01. 


gs 


Method 


GENSCAN 








Start 


1385 








End 


3786 








GI 


none 








Score 


.74 








Exons 


1385. .1763, 


1859 


. .2124, 


2200 


..2458, 2899. .3276, 


3662. .3786 




Seq. No. 


2855 








Seq. ID 


OJ991012_ 


10.0127 


.C21 



2949 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6005 Strand + 

1297 . End 6945 

OJ991012_10 . 0127 . C21 . ol . np Method AAT/NAP 

1385* • End 6942 

1495802 Score 2446 

1385. .1640, 1680. .1763, 1859. .2124, 2221. .2458, 2899. .3116, 

3171.. 3276, 3662.. 3747, 5512.. 6942 

(X96405) 13-lipoxygenase [Solanum tuberosum] 



Seq. No. 


. 2855 






Seq. ID 


OJ991012_10.0127.C21 


Gene No. 


6005 






Strand 


+ 


u Lai u 


1297 






End 


\J J 1 %J 


Name 


OJ991012 10 


.0127.C21.o2 


• gp 


Method 


AAT/GAP 


Start 


2007 






End 


2299 


GI 


LIB3432-010 


-P1-K1-D4 




Score 


348 


Exons 


2007. .2124, 


2221. .2299 








GI Descrip. 


'1495802/emb|CAA65268| 


l.Oe- 


16 (X96405) 


13-lipoxygenase [Sol. 




tuberosum] ' 










Seq. No. 


2855 






Seq. ID 


OJ991012_10.0127.C21 


Gene No. 


6005 






Strand 


+ 


Start 


1297 






End 


6945 


Name 


OJ991012 10 


.0127.C21.o2 


.gs 


Method 


GENSCAN 


Start 


5488 






End 


6945 


GI 


none 






Score 


.99 


Exons 


5488. .6945 










Seq. No. 


2855 






Seq. ID 


OJ991012_10.0127.C21 


Gene No. 


6006 






Strand 




Start 


6717 






End 


7227 


Name 


OJ991012 10 


.0127.C21.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1574 






End 


2454 


GI 


none 






Score 


177 


Exons 


1574. .1759, 


1788. .2036, 


1789 


..2037, 2041. .2124, 2046. .2123, 




2212. .2409, 


2220. .2258, 


2385 


..2411, 2398. .2454, 2412. .2450 



Seq. No. 2855 
Gene No. 6006 
Start 6717 

Name OJ991012_10 . 0127 .C21 . ol 

Start 1685 
GI none 

Exons 1685.. 1759, 1914.. 2009, 

2302. .2454, 2376. .2441, 
3636.-3755, 5505.. 5624, 
6384. .6944, 6625. .6945 

Seq. No. 2855 
Gene No. 6006 
Start 671.7 
Name OJ991012_10 . 0127 .C21 . ol . ts 

Start 1921 
GI none 

Exons 1921.. 2010, 1923.. 2003, 5620 

5844. .6134, 5851. .6216, 6223 
6628. .6945 



Seq. ID OJ991012_10.0127.C21 
Strand 

End 7227 
tc Method TBLASTX : Cress 
End 6945 
Score 74 
1915. .2016, 2047. .2124, 2212. .2307, 
2922. .3110, 3198. .3278, 3634. .3756, 
.6222, 5721. .6149, 6223.-6558, 



Seq. ID OJ991012_10.0127.C21 
Strand 

End 7227 

Method TBLASTX : Soybean 

End 6945 

Score 118 

.5826, 5718. .5825, 5842. .6204, 
.6558, 6231. .6302, 6381. .6941, 



2950 



Seq. No. 


2855 








Seq. ID 


OJ991012_10.0127.C21 




DUuD 








Strand 




Start 


6717 








End 


7227 


Name 


OJ991012 10. 


0127 


.C21.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2221 








End 


3068 


GI 


none 








Score 


298 


Exons 


2221. .2454, 


2388, 


. .2453, 


2897. 


.2998, 2898.. 3068 


Seq. No. 


2855 








Seq. ID 


OJ991012_10.0127.C21 


Gene No. 


6006 








Strand 




Start 


6717 








End 


7227 


Name 


OJ991012_10. 


0127, 


.C21.ol. 


tm 


Method 


TBLASTX: Maize 


o car l 


<£ o y l 








End 


.6947 


GI 


none 








Score 


185 


Exons 


2897. .3001, 


2898, 


. .3050, 


3033. 


.3116, 3062. .3115, 3063. .3116, 




3197. .3274, 


3198, 


. .3278, 


3663. 


.3755, 3664.. 3756, 5511. .5579, 




5512. .5598, 


5605, 


. .6558, 


5610. 


.5660, 5718.. 6149, 5824. .6297, 




6231. .6578, 


6588, 


. .6944, 


6628. 


.6945, 6853.. 6945, 6909.. 6947 


Seq. No. 


2855 








Seq. ID 


OJ991012_10.0127.C21 


ucltc LNO . 


DUUD 








Strand 




Start 


6717 








End 


7227 


Name 


OJ991012 10. 


0127, 


.C21.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5713 








End 


6138 


GI 


hone 








Score 


80 


Exons 


5713. .5790, 


5721, 


. .5852, 


5857. 


.6138, 5860.. 6138 


Seq. No. 


2855 








Seq. ID 


OJ991012_10.0127.C21 




DUUD 








Strand 




Start 


6717 








End 


7227 


Name 


OJ991012 10. 


0127, 


.C21.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6199 








End 


6516 


GI 


none 








Score 


190 


Exons 


6199. .6294, 


6211. 


. .6411, 


6405. 


.6515, 6406.. 6516 


Seq. No. 


2855 








Seq. ID 


OJ991012_10.0127.C21 


Gene No. 


6006 








Strand 




Start 


6717 








End . 


7227 


Name 


OJ991012 10. 


0127, 


,C21.o3. 


gp 


Method 


AAT/GAP 


Start 


6717 






End 


7227 


GI 


1654 1.R1084 








Score 


995 


Exons 


6717. .7227 












GI Descrip. 


'5441896/dbj | BAA82394.il 


4.0e- 


-30 (AP000367) ESTs 



D23521 (C2939) , C22481 (C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 
protein. (AL022140) [Oryza sativa] 1 



Seq. No. 2856 Seq. ID OJ991012_10 . 0127 . C22 

Gene No. 6007 Strand 

Start 1 End 3137 

Name OJ991012_10 . 0127 . C22 . ol . gp Method AAT/GAP 

Start 1 End - 357 

GI 2317427 Score 659 

Exons 1 . . 357 

GI Descrip. 544 1896/dbj | BAA82394 . 1 1 4.0e-30 (AP000367) ESTs 

D23521 (C2939) ,C22481 (C2939) correspond to a region of the 
predicted gene.; Similar to serine/threonine protein kinase like 



2951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



protein. (AL022140) [Oryza sativa] 



2856 
6007 
1 

OJ9-91012_10.0127.C22.ol.np 
79 

5441896 



Seq. ID OJ991012_10.0127.C22 
Strand 

End 3137 

Method AAT/NAP 

End 3110 

Score 2104 



79. .357, 463. .608, 844. .1024, 1092. .1231, 1931. .2072, 
2248. .2519, 2949. .3110 

(AP000367) ESTs D23521 (C2939) , C22481 (C2939 ) correspond to a 
region of the predicted gene.; Similar to serine/threonine 
protein kinase like protein. (AL022140) [Oryza sativa] 



Seq. No. 2856 

Gene' No. 6007 

Start 1 

Name OJ991012_10 . 0127 .C22 . ol . gs 

Start 440 

GI none 
Exons 



Seq. ID OJ991012_10.0127.C22 
Strand 

End 3137 

Method GEN SCAN 

End 3110 

Score .78 



440. .608, 844. .1024, 1092. .1251, 1468. .1490, 2248. .2519, 
2949. .3110 



U Seq. No. 
Q Gene No. 
Start 
Name 
Start 
GI 



i y 



==y Exons 



Seq. No. 
Gene No. 
^ Start 
""'4 Name 
U Start 
GI 

Exons 

GI Descrip. 



2856 
6007 
1 

OJ991012_10.0127.C22.ol.ts 

528 

none 



Seq. ID OJ991012_10.0127.C22 
Strand 

End 3137 

Method TBLASTX : Soybean 

End 2522 

Score 66 



528. .614, 868. .1032, 1055. .1249, 1955. .2071, 1967. .2065, 
2238. .2522, 2239. .2514 



2856 
6007 
1 

OJ991012_10 . 0127 . C22 .o2 . gp 
552 

uC-osroM202025h03bl 



Seq. ID OJ991012_10.0127.C22 
Strand 

End 3137 

Method AAT/GAP 

End 2014 

Score 724 



552. .608, 868. .1024, 1092. .1231, 1931. .2014 

'5441896/dbj IBAA82394.il 3.0e-57 (AP000367) ESTs 

D23521 (C2939) ,C22481 (C2939) correspond to a region of the 

predicted gene.; Similar to serine/threonine protein kinase like 

protein. (AL022140) [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2856 
6007 
1 

OJ991012_10.0127.C22.ol.tm 

868 

none 



Seq. ID OJ991012_10.0127.C22 
Strand 

End 3137 

Method TBLASTX : Maize 

End 3137 

Score 136 

868.. 1032, 1094.. 1249, 1955.. 2071, 2238.. 2522, 2239.. 2520, 
2946.. 3137, 2947.. 3033 



Seq. No. 2856 

Gene No. 6007 

Start 1 

Name OJ991012 10 . 0127 . C22 . ol . tc 



Seq. ID OJ991012_10.0127.C22 

Strand ' - 

End 3137 

Method TBLASTX: Cress 



2952 



ru 



Start 


1967 




End 


3066 


GI 


none 




Score 


126 


Exons 


1967. .2071, 


2238.-2522, 2239. 


.2520, 2946.. 3056, 2947.. 3066 


Seq. No. 


2857 




Seq. ID 


OJ991012_10 . 0127 .C23 


Gene No. 


6008 




Strand 


+ 


Start 


6461 




End 


13018 


Name 


OJ991012 10 


.0127.C23.o3.gs 


Method 


GENSCAN 


Start 


6461 




End 


13018 


GI 


none 




Score 


. 55 


Exons 


6461. .6763, 


6993.. 7022, 9083. 


.13018 




Seq. No. 


2857 




Seq. ID 


OJ991012_10.0127.C23 


Gene No. 


6008 




Strand 


+ 


Start 


6461 




End 


13018 


Name 


OJ991012 10 


.0127.C23.ol.np 


Method 


AAT/NAP 


Start 


6470 




End 


13015 


GI 


5441895 




Score , ' 


7201 


Exons 


6470. .6763, 


6993.. 7022, 9083. 


.13015 




GI Descrip. 


(AP000367) 


EST C96716(C10608) 


corresponds to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



rj Seq. No. 

Gene No. 

y Start 

^ Name 

Q Start * 

Q GI 

r=? Exons 



predicted gene*.; Similar to putative receptor protein kinase. 
(AC002334) [Oryza sativa] 



2857 
6009 
15584 

OJ991012_10.0127.C23.o2.np 

15584 

5441894 * 



Seq. ID OJ991012_10.0127.C23 

Strand + 

End 18295 

Method AAT/NAP 

End 18295 

Score 445 



15584. .15689, 15787 15867, 17785 17876, 18261.. 18295 
(AP000367) EST AU030111 (E50640) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



2857 Seq. ID 

6009 Strand 

15584 End 
OJ991012_10 . 0127 . C23 . o4 . gs Method 

15584 End 

none Score 
15584. 
17785. 



OJ991012_10.0127.C23 
+ 

18295 
GENSCAN 
17876 
.43 



,15689, 15787. .15906, 16769 .. 16995, 174 66 17682, 
,17876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2857 Seq. ID 

6010 Strand 

107 End 

OJ991012_10 . 0127 . C23 . ol . gs Method 

107 End 

none Score 



OJ991012_10.0127.C23 

2737 
GENSCAN 
2737 
.72 



107. .312, 773. .844, 1707. .1812, 2644. .2737 

2857 Seq. ID OJ991012_10 . 0127 . C23 

6011 Strand. 

4176 End 5249 

OJ991012_10 . 0127 . C23 . o2 . gs Method GENSCAN 

4176 End 5249 

none Score . 93 

4176.. 4200, 4511.. 4611, 5088.. 5249 



2953 



Seq. No. 2857 
Gene No. 6012 
Start 9158 

Name OJ991012_10 . 0127 . C23 . o3 . tw 

Start 9158 
GI none 
Exons 9158 

9577 

9697 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9733, 9500 
.9934, 9664 



OJ991012 10.0127.C23 



12958 

TBLASTX: Wheat 
11725 
63 

9805, 9566.. 9877, 
9906, 9695.. 10015, 



9256, 9269.. 9583, 9422 
9810, 9589.. 9738, 9638 

10026, 9773.. 10066, 9854.. 10162, 10013 .. 10303, 
10015. .10179, 10337. .10516, 10340 10528, 10421 .. 10534 , 
10577. .10801, 10706. .10984, 10751 .. 108 94 , 10988 .. 11191, 
11303. .11431, 11309. .11431, 114 62 .. 117 10, 11468 .. 11641, 
11468. .11725, 11470. .11649, 11534. .11659 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2857 
6012 
9158 
OJ991 
9203 
none 
9203. 
9278. 
9341. 
9482. 
9557. 
9581. 
9755. 
9917. 
10058 
10337 
10361 
10571 
10586 
10988 
11015 
11266. 
11303. 
11312. 
11468. 
11492. 
12421. 

2857 

6012 

9158 

OJ9910 

9275 

none 

9275. . 

9341. . 

9557. . 

9695. . 

9917. . 

10358. 

10577. 

10649. 



012 10.0127.C23.ol.tc 



9263. . 
9278. . 
9371. . 
9485. . 
9566. . 

9592. 

9772. 

9926. 



9745, 9266. 
9529, 9308. 
10045, 9389 
9703, 9509. 
9754, 9574. 
.9819, 9719. 
.9981, 9773. 
.10090, 9983 



Seq. I 
Strand 
End 

Method 
End 
Score 
9460, 
9604, 
.9646, 
10180, 
9738, 
.10108 
.10180 
1032 



D OJ991012 10.0127.C23 



12958 

TBLASTX: Cress 
12741 
38 

9269.-9439, 9269. .9688, 
9314. .9502, 9314. .9934, 
9413. . 9820, 9437. .10108, 
9521. .9655, 9557. .9775, 
9574.. 9675, 9578.. 10036, 
, 9727. .9963, 9745. .10035, 
, 9797.. 10324, 9845.. 10252, 
4, 9989. .10180, 9998. .10159, 



9232, 

9892, 

9769, 

9892, 

99.67, 

10252, 

10012, 

10162, 

.10279 

.10534 

.10960 

.10825 

.10972 

.11191 

.11191 

.11301 

.11437 

.11449 

.11665 

.11713 

.12546 



12 10. 



9739, 9278.. 9751, 9278.-9676, 9284.. 9823, 9314.. 9979, 
9754, 9371.. 10063, 9413.. 9823, 9437.. 10162, 9482.. 9895, 
9964, 9574.. 9819, 9581.. 10180, 9592.. 10179, 9629.. 10036, 
10111, 9754.. 9984, 9773.. 10180, 9797 .. 10324 , 9887 .. 10012, 
10324, 9986.. 10180, 10229 .. 10342 , 10340 .. 10531 , 
.10537, 10364. .10534, 1057 1 . . 10960, 10571 .. 1084 6, 
.10915, 10577. .10969, 10577 .. 10960, 10577 .. 10777 , 
.10960, 10667. .10786, 10697 .. 10969, 10739 .. 10870, 



10090. 


.10179, 


10097. 


.10180, 


10337. 


.10534, 


10337. 


.10531, 


10340. 


.10531, 


10349. 


.10534, 


10364. 


.10534, 


10370. 


.10534, 


10412. 


.10534, 


10574. 


.10969, 


10577. 


.10900, 


10577. 


.10969, 


10634. 


.10963, 


10769. 


.10969, 


10979. 


.11191, 


11000. 


.11191, 


11000. 


.11191, 


11012. 


.11143, 


11030. 


.11191, 


11030. 


.11191, 


11044. 


.11202, 


11279. 


.11320, 


11297. 


.11431, 


11303. 


.11431, 


11303. 


.11431, 


11303. 


.11431, 


11303. 


.11431, 


11452. 


.11637, 


11468. 


.11710, 


11468. 


.11710, 


11477. 


.11659, 


11492. 


.11725, 


11492. 


.11659, 


11516. 


.11707, 


12110. 


.12190, 


12236. 


.12547, 


12587. 


.12724, 


12589. 


.12741 










Seq. 


ID OJ991012 


10.0127 






Strand 










End 


12958 




27.C23 


,o2 . ts 


Method TBLASTX : Soybean 






End 


11725 








Score 165 







2954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10793. .10969, 10979 11191, 10979 .. 11191 , 11030 .. 11167 , 

11030. .11191, 11030. .11191, 11030. .11191, 11078 .. 11191, 

11282. .11431, 11303. .11431, 11306 .. 114 31, 11321 .. 11431, 

11468. .11725, 11468. .11671, 11480 .. 11722 , 11489. . 11659, 

11492. .11659, 11492. .11659, 11612.. 11722 



2857 
6012 
9158 

OJ991012_10.0127.C23.o3.tm 
9275 



OJ991012 10.0127.C23 



12958 

TBLASTX: Maize 

11710 

192 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9275. .9745, 9278.-9544, 9278. .9478, 9350. .9820, 9422. .9913, 
9422. .9694, 9491. .9745, 9499.-9738, 9533.-9838, 9565. .10083, 
9566. .10036, 9578. .9910, 9710. .10180, 9782. .10261, 9880. .10107, 
9959.. 10180, 9998.. 10324, 9998.. 10261, 10012 ., 10260, 
10024. .10341, 10070. .10324, 10229 .. 10324 , 10316 .. 10531, 
10340. .10534, 10361. .10531, 10364. 

10534, 10421. .10537, 10435. 



10364, 

10577. .10960, 10577. .10762, 10634. 

10660. .10887, 10694. .10960, 10700. 

10732. .10959, 10956. 

11030. .11152, 11045. 

11309. .11452, 11312. 

11480. .11596, 11489. 



.11021, 10979. 

11191, 11303. 

,11452, 11321. 

,11659, 11537. 



,10816, 10364. 

.10566, 10571. 

.10906, 10634. 

.10972, 10706. 

.11158, 11021, 

.11431, 11306. 

.11431, 11468. 
.11710 



,10531, 
,10969, 
.10969, 
.10960, 
.11194, 
.11431, 
.11671, 



Seq. No. 


2857 




Seq. ID 


OJ991012JL0.0127 


Gene No. 


6012 




Strand 




Start 


9158 




End 


12958 


Name 


OJ991012 10.0127.C23 


ol . tm 


Method 


TBLASTX: Maize 


Start 


11981 




End 


12703 


GI 


none 




Score 


101 


Exons 


11981. .12016, 12073. 


12180, 


12074. .12190, 12236. .12703, 




12241. .12339, 12409. 


12702 






Seq. No. 


2857 




Seq. ID 


OJ991012JL0.0127 


Gene No. 


6012 




Strand 




Start 


9158 




End 


12958 


Name 


OJ991012 10.0127.C23 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


12029 




End 


12958 


GI 


none 




Score 


114 


Exons 


12029. .12190, 12031. 


.12183, 


12236. .12358, 12241 .. 12336, 




12392. .12580, 12418. 


.12579, 


12580. .12714, 12581. .12718, 




12760. .12777, 12854. 


.12958 






Seq. No. 


2857 




Seq. ID 


OJ9910I2_10.0127 


Gene No. 


6012 




Strand 




Start 


9158 




End 


12958 


Name 


OJ991012 10.0127.C23 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


12392 




End 


12706 


GI 


none 




Score 


294 


Exons 


12392. .12706, 12406. 


.12705 






Seq. No. 


2857 




Seq. ID 


OJ991012_10.0127 


Gene No. 


6013 




Strand 




Start 


16575 




End 


17879 


Name 


OJ991012 10.0127.C23 


. o2 . tm 


Method 


TBLASTX: Maize 



2955 



Start 
GI . 
Exons 



16575 
none 



End 
Score 



17576 
290 



16575. .16793, 16577 .. 16792, 16578 .. 16793, 16579 . . 16794 , 
16896. .17000, 16899. .16991, 16903 17001, 174 63 .. 17576, 
17465. .17575 



Seq. No. 2857 

Gene No. 6013 

Start 16575 

Name OJ991012_10 . 0127 . C23 . ol . tw 

Start 16947 

GI none 

Exons 16947. .17000, 16951 17016, 
17516. .17683, 17787 .. 17879, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 10.0127.C23 



17879 

TBLASTX: Wheat 
17879 
70 

174 65. .17683, 174 93. .17681, 
17819.. 17872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ 

Seq. No. 
m Gene No. 
I»y Start 
^ Name 
H Start 
W GI 
u3 Exons 
\-\\ GI Descrip. 



2857 
6013 
16575 

OJ991012_10 . 0127 . C23 . o4 . tm 

17576 

none 

17576. .17671, 
17787. .17879, 



17577. .17672, 
17794. .17874, 



Seq. ID OJ991012_10.0127.C23 
Strand 

End 17879 

Method TBLASTX : Mai ze 

End 17879 

Score 137 
17577. .17678, 17578 .. 17673, 
17814. .17876, 17819. .17878 



2858 Seq. ID OJ991012 

6014 Strand- + 

199 End 771 

OJ991012_10 . 0127 . C24 . ol . gp Method AAT/GAP 
199 End 771 

51043_1.R1084 Score 1050 

199. .771 

'5441893/dbj IBAA82391.il 2.0e-19 (AP000367) 
C99174 (E10437) , D22295 (C10709) correspond to 
predicted' gene . ; Similar to Arabidopsis thaliana 
sequence. (AC005314) [Oryza sativa] 1 



10.0127.C24 



ESTs 

a region of the 
BAC genomic 



I s ^ 
. 

Q 
S3 



Seq. No. 


2858 




Seq. ID 


OJ991012_10.0127.C24 


Gene No. 


6015 




Strand 


+ 


Start 


3935 




End 


7424 


Name 


OJ991012 10.0127.C24.o2 


.np 


Method 


AAT/NAP 


Start 


3935 




End 


6041 


GI 


4678270 




Score 


94 


Exons 


3935. .4045, 6021. .6041 








GI Descrip. 


(AL049660) protein kinase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


2858 




Seq. ID 


OJ991012_10.0127.C24 


Gene No. 


6015 




Strand 


+ 


Start 


3935 




End 


7424 


Name 


OJ991012 10.0127.C24.o3 


.gp 


Method 


AAT/GAP 


Start 


4773 




End 


7424 


GI 


22228 1.R1084 




Score 


951 


Exons 


4773. .4850, 5212.. 5292, 


5384 . 


.5446, 5590.. 5631, 6258.. 6323, 




6413. .6478, 6969. .7082, 


7192. 


.7260, 7398.. 7424 


GI Descrip. 


, 5441892/dbj IBAA82390.1 


I 4.0e 


-25 (AP000367) ESTs 



C96653(C10531] 
region of the predicted gene. 
(AC004521) [Oryza sativa] 1 



:28571 (C61641) correspond to a 
Similar to citrate synthetase, 



2956 




oeq. no. 








Seq. ID 


OJ991012_10.0127.C24 


Gene No. 


6015 






Strand 


+ 


Start 


3935 






' End 


7424 


Name 


OJ991012 10 


*. 0*127. C24.o2. 


,gs 


Method 


GENSCAN 


Start 


5242 






End 


7255 


GI 


none 






Score 


.82 


Exons 


5242. .5292, 


5384. .5446, 


6258 


..6323, 6969.. 7082, 7192.. 7255 


Seq. No. 


2858 






Seq. ID 


OJ991012_10.0127.C24 


Gene No. 


6015 






Strand 


+ 


Start 


3935 






End 


7424 


Name 


OJ991012 10 


.0127.C24.o3. 


.np 


Method 


AAT/NAP 


Start 


5242 






End 


7424 


GI 


3128180 






Score 


440 


Exons 


5242. .5292, 


5381. .5446, 


5590 


..5631, 6258.. 6323, 6413.. 6478, 




6969. .7082, 


7192. .7255, 


7389 


. .7424 




GI Descrip. 


(AC004521) 


citrate synthase 


[Arabidopsis thaliana] 





Seq. No. 


2858 


Seq. ID 


OJ991012_10.0127.C24 




Gene No. 


6016 


Strand 






Start 


484 


End 


2833 




Name 


OJ991012 10.0127.C24.ol.ts 


Method 


TBLASTX : Soybean 


u 


Start 


467 


End 


2182 




GI 


none 


Score 


62 




Exons 


467. .565, 490. .564, 496. .594, 


497. .598 


, 510. .605, 518. .604, 


ru 




646. .888, 661. .891, 674. .919, 


948. .1046, 989. .1114, 989. .1192, 




994.. 1257, 994.. 1047, 1015. .1086, 1187 


..1264, 2120. .2182, 






2120.. 2176, 2122.. 2181 








Seq. No. 


2858 


Seq. ID 


OJ991012_10.0127.C24 


ru 


Gene No. 


6016 


Strand 






Start 


484 


End 


2833 




Name 


OJ991012 10.0127.C24.ol.gs 


Method 


GENSCAN 


Start 


484 


End 


2833 




GI 


- none 


Score 


.57 




Exons 


484. .1255, 2763. .2833 






• "3 


Seq. No. 


2858 


Seq. ID 


OJ991012_10.0127.C24 


C3 


Gene No. 


6016 


Strand 






Start 


484 


End 


2833 




Name 


OJ991012 10.0127.C24.ol.np 


Method 


AAT/NAP 




Start 


487 


End 


2833 




GI 


5441893 


Score 


1558 




Exons 


487. .1255, 2120. .2180, 2764.. 


2833 






GI Descrip. 


(AP000367) ESTs C99174 (E10437 


) ,D22295 (C10709) correspond to a 



region of the predicted gene.; Similar to Arabidopsis thaliana 
BAC genomic sequence. (AC005314) [Oryza sativa] 



OJ991012 10.0127.C24 



Seq. No. 2858 Seq. ID 

Gene No. 6016 Strand 

Start 484 End 

Name OJ991012_10 . 0127 . C24 . ol . tm Method 

Start 487 End 

GI none Score ' 

Exons . 487. .588, 490. .594, 491. .598, 493. .564, 649. .888, 665.-937, 

704. .898, 992. .1102, 994. .1101, 1003. .1047, 1015. .1086, 



2833 

TBLASTX: Maize 

2183 

67 



2957 



1144. .1257, 1169. .1264, 1213. .1257, 2121. .2183, 2122. .2181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2858 
6016 
484 

OJ991012_10.0127.C24.ol.tw 

499 

none 



Seq. ID OJ991012_10.0127.C24 
Strand 

End 2833 

Method TBLASTX : Wheat 

End 2151 

Score 258 



499. .564, 520. .567, 934. .1248, 987. .1184, 994. .1257, 1015. .1086, 
1169.. 1264, 2121.. 2150, 2122.. 2151 



OJ991012 10.0127.C24 



2858 
6016 
484 

OJ991012_10.0127.C24.o2.gp 
1751 

uC-osrocyp017b02al 
1751.. 2180, 2763..2826 

•5441893/dbj IBAA82391.il 3.0e-16 (AP000367) 
C99174(E10437),D22295(C10709) correspond to a region of the 
predicted gene.; Similar to Arabidopsis thaliana BAC genomic 
sequence. (AC005314) [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2833 
AAT/GAP 
2826 
947 



ESTs 



o 




9ft ^ft 








Seq. ID 


OJ991012 


_10.0127.C24 


I ^ 


Gene No. 


6017 








Strand 








Start 


3807 








End 


3990 




iin 


Name 


OJ991012 10 


.0127 


.C24.o2 


.tm 


Method 


TBLASTX: Maize 


rli 


Start 


3807 








End 


3990 






GI 


none 








Score 


232 




:_ [j 


Exons 


3807. .3989, 


3807 


. .3989, 


■3808. 


.3990, 3811.. 3990 




. =1 
*assf 


Seq. No. 


2858 








Seq. ID 


OJ991012 


_10.0127.C24 


! = l i 

: s* 


Gene No. 


6018 








Strand 








Start 


5195 








End 


7265 




M 


Name 


OJ991012 10 


.0127 


.C24.o3, 


.tm 


Method 


TBLASTX: 


Maize 


Start. 


5195 








End 


7265 




|>* 


GI 


none 








Score 


89 




: 1' 


Exons 


5195. .5296, 


5203 


. .5328, 


5231. 


.5293, 5257.. '5328, 


5382. .5447, 


*s 




5383. .5448, 


5384 


. .5446, 


5387. 


.5455, 5589. .5636, 


5590. .5631, 






6254. .6325, 


6255 


. . 632 6, 


6409. 


.6477, 6413. .6478, 


6414. .6479, 


— - 




6959. .7084, 


6960 


. .7031, 


6966. 


.7085, 6968. .7084, 


7189. .7254, 






7191. .7265, 


7191 


. .7253 












Seq. No. 


2858 








Seq. ID 


OJ991012 


_10.0127.C24 




Gene No. 


6018 








Strand 








Start 


5195 








End 


7265 






Name 


OJ991012 10 


.0127 


.C24 .ol. 


. tc 


Method 


TBLASTX: 


Cress 




Start 


5589 








End 


7250 






GI . 


none 








Score 


. 68 






Exons. 


5589. .5636, 


5590 


. .5631, 


6254. 


.6325, 6255. .6326, 


6409. .6477, 






6413. .6478, 


6926 


. .6994, 


6960. 


.6992, 6993.. 7025, 


6995. .7024, 






7052. .7084, 


7197 


. .7250 












Seq. No. 


2859 








Seq. ID 


OJ991012 


_10.0127.C25 




Gene No. 


6019 








Strand 


+ 






Start 


1 








End 


785 






Name 


OJ991012 10 


.0127 


.C25.ol. 


.np 


Method 


AAT/NAP 





2958 



u 



Start 
GI 

Exons 

GI Descrip. 



1 

5441892 
1..43, 199 



End 
Score 
516. .644, 



774 
406 
732. .774 



^..254, 339. .416, ^w..«,„, 

(AP000367) ESTs C96653 (C10531 ) , C96654 (C10531 ) , C28571 (C6164 1 ) 
correspond to a region of the predicted gene.; Similar to 





citrate synthetase. (AC004521) 


[Oryza sativa] 




Seq . No . 


2859 


Con T n 


HTQQi m 9 in ni97 


.C25 


Gene No. 


6019 




4_ 
T 




Start 


1 


t? nr i 


7ft S 




Name 


OJ991012 10.0127.C25.ol.tc 


ixie unoci 






Start 


199 


End 


111 




GI 


none 


Score 


76 




Exons 


i qq oco OdA 979 "ilA /I 1 7 




JVJ 4 . .0*1*1, *J J. 4 . . 


CIA ^ 
Ofi 0 , 




712. .774, 729. .776, 730. .777 








Seq. No. 


• 2859 


oeq. lu 


HTQQ1 HI 9 in fl197 
UJy?lUlZ -LU.UJ.Z/ 


.C25 


Gene No. 


6019 


Of- ranr J 

O Li ailU 


_|_ 




Start 


1 




7ft ^ 




Name 


OJ991012 10.0127.C25.ol.ts 




i oLifio l a . ooyDean 




Start 


199 


End 


777 




GI 


none 


Score 


74 




Exons 


1 QQ OCQ OA/1 OC7 yllQ 


0-37 All 
JJ / . . ft X / , 


DUO. . O X O , O 1 ft • • 


&A S\ 
Of! D , 




515. .643, 522. .644, 580. .648, 




7 777 




Seq. No. 


2859 


oeq . ±u 


piTQQini9 in ni 97 

UJ75IU1Z xu.ux^/ 


.C25 


Gene No. 


6019 


C +- v a y-i /-J 

our anu 






Start 


1 


c>nci 


7ft 




Name 


OJ991012 10.0127.C25.ol.tm 


\yf +* V** /"\ ^1 


1 DX1M.0 1 A . L v la 1 Z e 




Start 


199 


End 


785 




GI 


none 


Score 


84 




Exons 


199. .258, 204. .254, 334. .417, 


339. .416, 


504. .638, 506.. 


643, 




514. .645, 521. .643, 729. .776, 


730. .777, 


732. .785 




Oc^> IN vj • 


2859 


Seq. ID 


OJ991012_10.0127 


.C25 


Gene No. 


6019 


Strand 


+ 




Start 


1 


End 


785 




Name 


OJ991012 10.0127.C25.ol.gp " 


Method 


AAT/GAP 




Start 


202 


End 


774 




GI 


22228 1.R1084 


Score 


513 




Exons 


202. .254, 339. .416, 516. .644, 


732. .774 






GI Descrip. 


, 5441892/dbj |BAA82390.1| 4.0e- 


■25 (AP000367) ESTs 






C96653 (C10531) ,C96654 (C10531) , C28571 (C61641) correspond 


to 




region of the predicted gene.; 


Similar 


to citrate synthetas 




(AC004521) [Oryza sativa] * 








Seq. No. 


2860 


Seq. ID 


OJ991012_10.0127 


.C26 


Gene No. 


6020 


Strand 






Start 


634 


End 


1053 




Name 


OJ991012 10.0127.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


619 


End 


816 




GI 


none 


Score 


83 




Exons 


619. .732, 631. .816, 635. .760 








Seq. No. 


2860 


Seq. ID 


OJ991012_10.0127 


.C26 


Gene No. 


6020 


Strand 






Start 


634 


End 


1053 





2959 



Name 
Start 

G I . 
Exons 



OJ991012_10.0127.C26.ol.gs 

634 

none 

634. .834, 926. .1053 



Method GENSCAN 
End 1053 
Score .89 



Seq. No. 2861 

Gene No. 6021 

Start 1145 

Name OJ991012_10 . 0127 . C27 . ol . tm 

Start 360 

GI none 

Exons 360.. 452, 375.. 440, 523.. 606, 
659.. 763, 667.. 765 



Seq. ID OJ991012_10.0127.C27 
Strand 

End 1238 

Method TBLASTX : Mai ze 

End 7 65 

Score 80 

524.. 592, 529.. 603, 659.. 763, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2861 Seq. ID 

6021 Strand 

1145 End 

OJ991012_10 . 0127 . C27 . ol . ts Method 

360 End 

none Score 



OJ991012_10.0127.C27 
1238 

TBLASTX : Soybean 

1182 

124 



360. .452, 374. .442, 523. .606, 524. .592, 659. .784, 667. .786, 
667. .786, 1111. .1182, 1112. .1171 



Seq. ID OJ991012__10.0127.C27 
Strand 
End 

Method 
End 
Score 

372..4S2, 374. .442, 375.. 443, 523.-588, 524.-592, 659.-784, 
664.-786, 665. .790, 667. .786, 1124.. 1171 



Seq. No. 2861 

Gene No. 6021 

Start ' 1145 

Name OJ991012_10 . 0127 . C27 . ol . tc 

Start 372 

GI none 
Exons 



1238 

TBLASTX: Cress 

1171 

111 



Seq. No. 2861 Seq. ID 

Gene No. 6021 Strand 

Start 1145 End 

Name OJ991012_10 . 0127 . C27 . ol . gp Method 

Start 1145 End 

GI none Score 

Exons 1145.. 1238 



OJ991012_10.0127.C27 

1238 
AAT/GAP 
1238 
184 



Seq. No. 2862 Seq. ID 

Gene No. 6022 Strand 

Start 388 ' End 

Name OJ991012JL3 . 0128 . CI . ol . np Method 

Start 388 End 

GI 4206306 Score 

Exons 388.. 471, 801.. 4646 

GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 2862 

Gene No. 6023 Strand 

Start 7515 End 

Name OJ991012_13 . 0128 . CI . 06 . tw Method 

Start 372 End 

GI none Score 

Exons 372.. 455, 2582.. 2737, 2583.. 2738, 2586.. 2792 



OJ991012_13.0128.C1 
+ 

4646 
AAT/NAP 
4646 
3113 



Seq. ID OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Wheat 
2792 
53 



2960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

^ Seq. No,. 

"it Gene No. 

|= n Start 

fy Name 

;;3 Start 

Exons 



J Seq. No. 

Gene No. 
3 Start 
Name 
Start . 
GI . 
Exons 



"~4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2862 
6023 
7515 

OJ991012_13.0128, 

945 

none 

945.. 1094, 1134.. 



Cl.oS. tw 
1322, 1274. 



2862 
6023 
7515 

OJ991012_13.0128.Cl.ol.tw 
1551 
none 

1551.. 1982, 1551.. 1946, 1553. 



2862 
6023 
7515 

OJ991012_13.0128. 

1655 

none 

1655. .2011, 1656. 



Cl.ol. tm 
.2012 



2862 
6023 
7515 

OJ991012_13.0128.Cl.o2.tm 

2040 

none 

2040. .2423, 2150. .2410 



2862 
6023 
7515 

OJ991012_13.0128, 

2097 

none - 

2097. .2486, 2120, 



Cl.o2.tw 
.2410 



2862 
6023 
7515 

OJ991012_13.0128.Cl.ol.ts 

2142 

none 

2142. .2483, 2192. .2335, 2450. 

2862 
6023 
7515 

OJ991012_13.0128.Cl.o3.tw 

2792 

none 

2792.. 2905, 2793.. 3224, 2939. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1321 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.1981 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2542 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3223 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Wheat 

1322 

95 



OJ991012__13.0128.C1 
+ 

10680 

TBLASTX: Wheat 

1982 

471 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Maize 

2012 

422 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Maize 

2423 

396 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Wheat 

2486 

407 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX : Soybean 

2542 

250 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Wheat 

3224 

301 



Seq. No. 



2862 



Seq-. ID OJ991012_13.0128.C1 



2961 



Gene No. 6023 Strand 

Start 7515 End 

Name OJ991012_13 . 0128 . CI . o7 . tm Method 

Start 3159 End 

GI none Score 

Exons 3159.. 3404, 3161.. 3364 



+ 

10680 

TBLASTX: Maize 

3404 

187 



Seq. No. 2862 

Gene No. 6023 

Start 7515 

Name " OJ991012_13 . 0128 .CI .o4 . 

Start 3426 

GI none 

Exons 3426.. 3692, 3533.. 3691 



tm 



Seq. ID OJ991012_13.0128.C1 

Strand + 

End 10680 

Method TBLASTX: Maize 

End 3692 

Score 221 



Seq. No. 2862 Seq. ID 

Gene No. 6023 Strand 

Start 7515 End 

Name - OJ991012_13.0128.Cl.o4.tw Method 

Start 3534 End 

GI none Score 

Exons 3534.. 3923 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Wheat 

3923 

248 



H Seq. No. 2862 Seq. ID 

Gene No. 6023 Strand 

^ Start 7515 End 

j = n Name OJ991012_13 . 0128 .CI .o3 . tm Method - 

fU Start 3693 End - 

Q GI none Score 

h! Exons 3693.. 4055, 3785.. 4054 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Maize 

4055 

380 



:=! Seq. No. 2862 

1 y Gene No. 6023 

i ■ Start 7515 

;3 Name OJ991012_13 . 0128 .CI .o2 . ts 

h.% Start 3696 

2 GI none 

; I Exons 3696.. 3839, 3725.. 3838, 3845. 



Seq. ID OJ991012_13.0128.C1 

Strand + 

End 10680 

Method TBLASTX : Soybean 

End 4 07 0 

Score 96 
.4063, 3846. .4070 



Seq. No. 2862 . Seq. ID 

Gene No. 6023 Strand 

Start 7515 End 

Name OJ991012_13 . 0128 .CI . o7 . tw Method 

Start 4041 End 

GI none Score 

Exons 4041. .4160, 4188. .4319, 4512. .4637 



OJ991012_13.0128.C1. 
+ 

10680 

TBLASTX: Wheat 

4637 

99 



Seq. No. 2862 Seq. ID 

Gene No. 6023 Strand 

Start 7515 , End 

Name OJ991012_13 . 0128 . CI . o5 . tm Method 

Start 4086 End 

GI none Score 

Exons 4086. .4328, 4091. .4189, 4232.. 4327 



OJ991012_13.0128.C1 
+ 

10680 

TBLASTX: Maize 

4328 

202 



Seq. No. 
Gene No. 



2862 
6023 



Seq. ID OJ991012_13.0128.C1 
Strand + 



2962 






Start 


7515 


End 


10680 




Name 


OJ991012 13.0128.Cl.o6.tm 


Method 


TBLASTX: Maize 




Start 


4335 


End 


4595 




GI 


none 


Score 


190 




Exons 


4335. .4595, 4403. .4594 








Seq. No. 


2862 


Seq. ID 


OJ991012_13.0128.C1 




Gene No. 


6023 


Strand 


+ 




Start 


TCI C 

/DID 


End 


10680 




Name 


OJ991012 13.0128.Cl.o3.gs 


Method 


GENSCAN 




Start 


7515 


End 


10680 




GI 


none 


Score 


.81 




Exons 


7515. .7709, 7731. .7880, 7982., 


.8155, 9053.. 9127, 9205.. 9331, 






10517.. 10680 








Seq. No. 


2863 


Seq. ID 


OJ991012_13.0128.C3 




Gene No. 


6024 - 


Strand 


+ 




Start 


230 


End 


515 




Name 


OJ991012 13-0128. C3.ol.np 


Method 


AAT/NAP 




Start 


230 


End 


515 




GI 


6815097 


Score 


343 




Exons 


230. .515 








GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 


C3 




[Oryza sativa] 








Seq. No. 


2863 


Seq. ID 


OJ99i012_13.0128.C3 


Us 


Gene No. 


6024 


Strand 


+ 


ru 


otart 


230 


End 


515 


b 


Name 


OJ991012 13.0128.C3.ol.ts 


Method 


TBLASTX : SoyBean - 




Start 


249 


End 


512 


** H 


GI 


5509260 


Score 


176 


( : j J 


Exons 


249. .512, 249. .374 






is 


GI Descrip. 








L .J 


Seq. No. 


2863 


Seq. ID 


OJ991012_13.0128.C3 


' mi 


Gene No . 


6024 


Strand 


+ 




Start 


230 


End 


515 




Name 


OJ991012 13.0128.C3.ol.tc 


Method 


TBLASTX: Cress . ; •. 




Start 


252 


End 


512 1 . 


! =c | 
■i =■ 


GI 


none 


Score 


174 


i i 


Exons 


252. .512 








Seq. No. 


2864 


Seq. ID 


OJ991012_13.0128.C4 




Gene No. 


6025 


Strand 


+ 




Start 


1 


End 


885 




Name 


OJ991012 13.0128.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


885 




PT 

bJ. 


1346771 


Score 


438 




Exons 


1..185, 648. .885 








GI Descrip. 


PHOSPHOENOLPYRUVATE CARBOXYKINASE [ATP] 


gi|1086117|pir| 1 S52988 






phosphoenolpyruvate carboxykinase (PCK1) - Urochloa panicoides 






gi| 607752 (U09241) phosphoenolpyruvate 


carboxykinase [Urochloa 






panicoides] 








Seq. No. 


2864 


Seq. ID 


OJ991012_13.0128.C4 




Gene No. 


6025 


Strand 


+ 




Start 


1 


End 


885 



2963 



Name 

Start 

GI 

Exons 



OJ991012_13 . 0128 . C4 . ol . tm Method TBLASTX : Maize 

5 End 816 

none Score 285 

5. .187, 15. .188, 16. .186, 649. .816, 651. .815 



Seq. No. 


2864 










Seq. ID 


OJ991012__13.0128. 


C4 


Gene No. 


6025 










Strand 


+ 




Start 


1 










End 


885 




Name 


OJ991012 


13. 


0128. 


C4.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


10 










End 


822 




GI 


none 










Score 


276 




Exons 


10. .186, 


10. 


.189, 


12. . 


191, 


633. .821, 


633. .821, 646. .822, 






646. .822 
















Seq. No. 


2864 










Seq. ID 


OJ991012_13.0128. 


C4 


Gene No. 


6025 










Strand 


+ 




Start 


1 










End 


885 




Name 


OJ991012 


13. 


0128. 


C4.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


15 










End . 


822 




GI 


none 










Score 


284 




Exons 


15. .185, 


16. 


.183, 


645. 


.815, 


645. .815, 


646. .822 





Seq. No. 2864 

Gene No. 6025 

Start 1 

Name OJ991012_13 . 0128 .C4 . ol . gs 

Start 115 

GI none 

Exons 115.. 185, 648.. 816 



Seq. ID OJ991012_13.0128.C4 

Strand + 

End 885 

Method GEN SCAN 

End 816 

Score .81 



Seq. No. 2864 Seq. ID OJ991012_13 . 0128 . C4 

Gene No. 6025 Strand + 

Start 1 End 885 

Name OJ991012_13 . 0128 .C4 . ol . gp Method AAT/GAP 

Start 528 End 885 

GI 20121_1.R1084 Score 694 

Exons 528.. 885 

GI Descrip. ' 134 6771 /sp | P4 9292 | PPCK_UROPA 2.0e-21 PHOSPHOENOLPYRUVATE 

CARBOXYKINASE [ATP] >gi_1086117_pir S52988 phosphoenolpyruvate 

carboxykinase (PCK1) - Urochloa panicoides >gi_607752 (U09241) 
phosphoenolpyruvate carboxykinase [Urochloa panicoides] ' 



Seq. No. 


2865 




Seq. ID 


OJ991012 


Gene No. 


6026 




Strand 


+ 


Start 


975 




End 


1964 


Name 


OJ991012 13.0128.C5.ol 


.gs 


Method 


GENSCAN 


Start 


975 




End 


1964 


GI 


none 




Score 


.87 


Exons 


975.. 1041, 1819.. 1964 








Seq. No. 


2865 




Seq. ID 


OJ991012 


Gene No. 


6027 




Strand 




Start 


' 10 




End 


371 


Name 


OJ991012 13.0128.C5.ol 


gp 


Method 


AAT/GAP 


Start 


10 


End 


371 


GI 


LIB34 79-012-Q6-K1-C5 




Score 


604 


Exons 


10. .371 









2964 



GI Descrip. * 6041757/gb| AC011806. 1 | AC011806 2.0e-21 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 

Seq. No. 2865 Seq. ID OJ991012JL3 . 0128 . C5 

Gene No. 6028 Strand 

Start 1355 End 2219 

Name OJ991012JL3 . 0128 . C5 . o2 . gp Method AAT/GAP 

Start 1355 End 2219 

GI 20121_1.R1084 Score 627 

Exons 1355.. 1787, 2165.. 2219 

GI Descrip. 1 1346771/sp i P49292 | PPCK_UROPA 2.0e-21 PHOSPHOENOLPYRUVATE 

CARBOXYKI NAS E [ATP] >gi_1086117_pir S52988 phosphoenolpyruvate 

carboxykinase (PCK1) - Urochloa panicoides >gi_607752 (U09241) 
phosphoenolpyruvate carboxykinase [Urochloa panicoides] 1 



Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6029 


Strand 






Start 


4055 


End 


9931 




Name 


OJ991012 13.0128.C5.ol.np 


Method 


AAT/NAP 




Start 


4055 


End 


9931 




GI 


2586082 


Score 


4186 




Exons 


4055.. 5401, 6898.. 9480, 9561 


. .9931 






GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6030 


Strand 






Start 


11101 


End 


12863 




Name 


OJ991012 13.0128.C5.o2.np 


Method 


AAT/NAP 




Start 


11101 


End 


12863 




GI 


6815097 


Score 


1217 




Exons 


11101. .11424, 11858. .12301, 


12440. .12863 




GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248 




[Oryza sativa] 








Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6031 


Strand 






Start 


17168 


End 


17889 




Name 


OJ991012 13.0128.C5.o4.tm 


Method 


TBLASTX : Maize 




Start 


3171 


End 


8121 




GI 


none 


Score 


78. 




Exons 


3171.. 3296, 7696.. 8055, 8032 


..8121 






Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6031 


Strand 






Start 


17168 


End 


17889 




Name - 


OJ991012 13.0128.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4070 


End 


12046 




GI 


none 


Score 


152 




Exons 


4070. .4702, 4104. .4508, 4548 


..4700, 11864. .12046 




Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6031 


Strand 






Start 


17168 


End 


17889 




Name 


OJ991012 13.0128.C5.o3.tc 


Method 


TBLASTX: Cress 




Start 


4079 


End 


4528 




GI 


none 


Score 


65 





2965 



Exons 



4079. .4273, 4307. .4429, 4439. .4528 



Seq. No. 2865 

Gene No. 6031 

Start 17168 

Name OJ991012_13 . 0128 .C5 . ol . tm 

Start 4112 

GI none 

Exons 4112. .4417, 4113. .4400, 4401. 



Seq. ID OJ991012_13.0128.C5 
Strand 

End 17889 

Method TBLASTX : Maize 

End 4538 

Score .183 
.4538, 4406. .4534 



Seq. No. 2865 

Gene No. 6031 

Start 17168 

Name OJ991012_13. 0128 ,C5 .ol . tw 

Start 4 4 66 

GI none 

Exons 4466.. 4900, 4467.. 4901, 11864 

Seq. No. 2865 

Gene No. 6031 

Start 17168 

Name OJ991012JL3 . 0128 .C5 . o3 . tm 

Start 4544 

GI none 

Exons 4544. .4786, 4545.. 4787, 11870 



Seq. ID OJ991012_13.0128.C5 
Strand 

End 17889 

Method TBLASTX : Wheat 

End 12046 

Score 215 

.12046 

Seq. ID OJ991012_13.0128.C5 
Strand 

End 17889 

Method TBLASTX : Maize 

End • 12040 

Score 186 

.12040 



Seq. No. 2865 

Gene No. 6031 

Start 17168 

Name OJ991012_13. 0128 .C5 .o2 . tm 

Start 4895 

GI none 

Exons 4895.. 5287, 5112.. 5264, 12462 



Seq. ID OJ991012_13.0128.C5 
Strand 

End 17-889 

Method TBLASTX : Maize 

End 12545 

Score 87 

.12545 



□ Seq. No. 2865 
: g Gene No. 6031 
*7 Start 17168 

*'Z Name OJ991012_13 . 0128 . C5 . o2 . tw 

l := Start 4 907 

Q GI none 

□ Exons 4907.. 5089, 5075.. 5404, 5202. 

12582. .12821, 12718.. 12780 



Seq. ID OJ991012_13.0128.C5 
Strand 

End 17889 

Method TBLASTX: Wheat 

End 12821 

Score 59 

.5261, 5286. .5402, 12571 12675, 



Seq. No. 2865 

Gene No. 6031 

Start 17168 

Name OJ991012_13 . 0128 . C5 . o2 . ts 

Start 5097 

GI 5509260 

Exons 5097.. 5261, 5099.. 5410, 5301. 
12579. .12863 

GI Descrip. 



Seq. ID OJ991012_13.0128.C5 
Strand 

End 17889 

Method TBLASTX : Soybean 

End 12863 

Score 104 

.5405, 6901.. 7098, 12474 .. 1254 5, 



Seq. No. 2865 Seq. ID 

Gene No. 6031 Strand 

Start 17168 End 

Name OJ991012 13 . 0128 . C5 . o2 . tc Method 



OJ991012_13.0128.C5 
17889 

TBLASTX: Cress 



2966 



Start 
GI 

Exons 



5201 End 12860 

none Score 126 

5201.. 5407, 5202.. 5402, 5207.. 5404, 6898.. 6957, 12600.. 12860 



Seq. No. 2865 Seq. ID 

Gene No. 6031 Strand 

Start 17168 End 

Name OJ991012_13 .0128.C5.o4.tw Method 

Start 7657 End 

GI none , Score 

Exons 7657.. 8010 



OJ991012_13.0128.C5 
17889 

TBLASTX: Wheat 

8010 

273 



Seq. No. 2865 Seq. ID 

Gene No. 6031 Strand 

Start 17168 End 

Name OJ991012_13 . 0128 .C5.ol.tc Method 

Start . 7666 End 

GI none Score 

Exons 7666.. 8130 



OJ991012_13.0128.C5 
17889 

TBLASTX: Cress 

8130 

318 





Seq. No. 


2865 








Seq. ID 


OJ991012_13.0128.C5 




Gene No. 


6031 








Strand 




r ^ 


Start 


17168 








End 


17889 




Name 


OJ991012 13 


.0128. 


C5.03. 


ts 


Method 


TBLASTX : Soybean 




Start 


7684 








End 


8103 




GI 


none 








Score 


253 


\ : i 


Exons 


7684. .8103 












l a LJ 


Seq. No. 


2865 








Seq. ID 


OJ991012_13.0128.C5 




Gene No. 


6031 








Strand 






Start 


17168 








End 


17889 




Name 


OJ991012 13 


.0128. 


C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8605 








End 


8909 




GI 


none 








Score 


71 


"H 


Exons 


8605. .8820, 


8610. 


.8822, 


8614. 


.8823, 8805.. 8909, 8824.. 8904 




Seq. No. 


2865 








Seq. ID 


OJ991012_13.0128.C5 


'-. _i 


Gene No. 


6031 








Strand 






Start 


17168 








End 


17889 


1" "1 


Name 


OJ991012 13 


.0128. 


C5.o3. 


tw 


Method 


TBLASTX : Wheat- 




"Start 


8614 








End 


8988 




GI 


none 








Score 


46 




Exons 


8614. .8820, 


8616. 


.8699, 


8634. 


.8822, 8635.. 8823, 8814.. 8951, 






8814. .8981, 


8824. 


.8988 









Seq. No. 


2865 








Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6031 








Strand 






Start 


17168 








End 


17889 




Name 


OJ991012 13, 


.0128, 


.C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


9213 








End 


17889 




GI 


none 








Score 


89 




Exons 


9213. .9455, 


9219. 


. .9410, 


9250. 


.9465, 9495.-9533, 17833.. 


17889 


Seq. No. 


2865 








Seq. ID 


OJ991012_13.0128 


.C5 


Gene No. 


6031 








Strand 






Start 


17168 








End 


17889 




Name 


OJ991012 13. 


.0128. 


.C5.o7. 


tm 


Method 


TBLASTX: Maize 





2967 



Start 


9336 




End 


9835 


GI 


none 




Score 


92 


Exons 


9336. .9455, 


9560.. 9721, 9701. 


.9835 




Seq. No. 


2865 




Seq. ID 


OJ991012_13.0128 


Gene No. 


6031 




Strand 




Start 


17168 




End 


17889 


Name 


OJ991012 13. 


,0128.C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


9557 




End 


9904 


GI 


none 




. Score 


192 


Exons 


9557. .9904 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2865 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 13. 0128. C5 



17889 
AAT/NAP 
17616 
575 



6031 
17168 

OJ991012_13.0128.C5.o3.np 
17168 
6069646 
17168.. 17616 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 





Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128.C5 


ry 


Gene No. 


6031 


Strand 




□ 


Start 


17168 


End 


17889 




Name 


OJ991012 13.0128.C5.o5.tm 


Method 


TBLASTX: Maize 




Start 


17201 


End 


17617 




GI 


none 


Score 


92 


) Li 


Exons 


17201. .17380, 17417. .17617, 


17419. .17616 


i3 


Seq. No. 


2865 


Seq. ID 


OJ991012_13.0128.C5 




Gene No. 


6031 


Strand 




% J 


Start 


17168 


End 


17889 


j 


Name 


OJ991012 13.0128.C5.o7.tw 


Method 


TBLASTX: Wheat 


: 

*is? 


Start 


17294 


End 


17635 


,1 sz 

IJ 

Q 


GI 


none 


Score 


55 


Exons 


17294. .17338, 1744 6 .. 17613, 


17462. .17635 




Seq. No. 


2866 


Seq. ID 


OJ991012_13.0128.C6 




Gene No. 


6032 


Strand 


+ 




Start 


1 


End 


3889 




Name 


OJ991012 13.0128.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3838 




GI 


6681341 


Score 


839 




Exons 


1..55, 134. .345, 3023. .3524, 


3695. .3838 




GI Descrip. 


(AC015985) putative RING zinc finger protein [Arabidopsis 






thaliana] gi | 6682260 | gb IAAF23312 . 1 IAC016661 37 (AC016661) 






unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


2866 


Seq. ID 


OJ991012_13.0128.C6 




Gene No. 


6032 


Strand 


+ 




Start 


1 


End 


3889 




Name 


OJ991012 13.0128.C6.ol.gs 


Method 


GENSCAN 




Start 


2 


End 


3889 



2968 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2. .345, 3023. .3524, 3695. .3889 



,63 



2866 
6032 
1 

OJ991012_13.0128.C6.ol.gp 
286 

uC-osflcyp031el0bl 
286.. 345, 3023.. 3455 

'4580717/gb|AAD24485.1|AF136161_l 5.0e-36 (AF136161) 
phosphoenolpyruvate carboxykinase 2 [Urochloa panicoides] ' 



Seq. ID OJ991012_13.0128.C6 

Strand + 

End 3889 

Method AAT/GAP 

End 3455 

Score 930 



2866 
6033 
4795 

OJ991012_13.0128.C6.o2.gs 

4795 

none 



Seq. ID OJ991012_13.0128.C6 
Strand 

End 13875 . 

Method GENSCAN 

End 13875 

Score .51 



4795. .4844, 5419. .5637, 5736 .. 5900, . 6854 .. 6916, 7973. .8071, 
8342. .8390, 9004. .9117, 9674. .10387, 10422 .. 1064 0, 10801 10918 , 
11626. .11785, 11978. .12065, 13133 .. 13260, 13542 .. 13712, 
13818.. 13875 





Seq. No. 


2866 


Seq. ID 


.OJ991012_13.0128. 


C6 




Gene No. 


6033 


Strand 






i'Li 


C4- i v4- 

otart 


4 / yo 


End 


13875 






Name 


OJ991012 13. 0128. C6 


.o2.np Method 


AAT/NAP 






Start 


12490 


End 


13067 




Id 


GI 


3004480 


Score 


225 






Exons 


12490. .13067 








ru 


GI Descrip. 


(AJ228333) reverse 


transcriptase [Pinus elliottii] 






Seq. No. 


2866 


Seq. ID 


OJ991012_13.0128. 


C6 




Gene No. 


6034 


Strand 








Start 


14414 


End 


15988 






Name 


OJ991012 13. 0128. C6 


.o2.ts Method 


TBLASTX : Soybean 






Start 


1 


End 


345 






GI 


none 


Score 


68 






Exons 


1..39, 2. .40, 208.. 


345, 209. .343 








Seq. No. 


2866 


Seq. ID 


OJ991012_13.0128. 


C6 




Gene No. 


6034 


Strand 








Start 


14414 


End 


15988 






Name 


OJ991012 13. 0128. C6 


.o2.tc Method 


TBLASTX: Cress 






Start 


209 


End 


3197 






GI 


none 


Score 


204 






Exons 


209. .346, 211. .345, 


3020.. 3160, 3024.. 


3197 






Seq. No. 


2866 


Seq. ID 


OJ991012_13.0128. 


C6 




Gene No. 


6034 


Strand 








Start 


14414 


End 


15988 






Name 


OJ991012 13. 0128. C6 


. o4.tm Method 


TBLASTX: Maize 






Start 


209 


End 


3086 






GI . 


none 


Score 


224 






Exons 


209. .343, 209. .343, 


211. .345, 214. .345 


, 3009.. 3086, 3009 


. .3086 



2969 



Seq. No. 2866 

Gene No. 6034 

Start 14414 

Name OJ991012_13.0128.C6.ol. ts 

Start 3023 

GI none 

Exons 3023.. 3238, 3024.. 3524, 3036. 



OJ991012_13.0128.C6 
15988 

TBLASTX : Soybean 

3808 

558 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3242, 3319.. 3513, 3329.. 3514, 



3666.. 3761, 3694.. 3789, 3695.. 3808, 3695.. 3790 



Seq. No. 2866 

Gene No. 6034 

Start 14414 

Name OJ991012_13 . 0128 . C6 . ol . 

Start 3087 

GI none 

Exons 3087.. 3524, 3092.. 3523, 
3695. .3808 

Seq. No. 2866 

Gene No. 6034 

Start 14414 

Name OJ991012_13 . 0128 . C6 . ol . 

Start 3098 

O GI none 

Exons 3098.. 3460, 3099.. 3464, 

Seq. No. 2866 

'.W Gene No. 6034 

P Start 14414 

Id Name OJ991012_13 . 0128 .C6 . ol . 

n Start 3267 

wi GI none 

r ~ Exons 3267.. 3467, 3329.. 3466, 
3479.. 3523, 3483.. 3524, 

U 3695.. 3793 



Seq. ID OJ991012_13.0128.C6 
Strand 

End 15988 

tm Method TBLASTX: Maize 

End ..3808 

Score '647 
3669. .3767, 3693. .3806, 3694. .3807, 



Seq. ID OJ991012_13.0128.C6 
Strand 

■End 15988 

tw Method TBLASTX: Wheat 

End 3465 

Score 527 
3112. .3465, 3115. .3465 

Seq. ID OJ991012_13.0128.C6 
Strand 

End 15988 
tc Method TBLASTX: Cress 

End 3793 

Score 176 
3428. .3481, 3444. .3482, 3462. .3524, 
3663. .3764, 3694. .3789, 3695. .3793, 



Seq. No. 2866 

] « Gene No. 6034 

Start 14414 

Name OJ991012_13 . 0128 .C6 .o3. 

U Start 5341 

GI none 

Exons 5341.. 5472, 5495.. 5545, 

Seq. No. 2866 

Gene No. 6034 

Start 14414 

Name OJ991012_13.0128.C6.o3. 

Start 8379 

GI none 

Exons 8379.. 8456, 8478.. 8606, 

Seq. No. 2866 

Gene No. 6034 

Start 14414 

Name OJ991012_13 . 0128 . C6 . o5 . 

Start 8891 



Seq. ID OJ991012_13.0128.C6 
Strand 

End 15988 

tw Method TBLASTX: Wheat 

End 8621 

Score 77 
8289. .8621, 8290. .8445 

Seq. ID OJ991012_13.0128 .C6 
Strand 

End 15988 

tm Method TBLASTX: Maize 

End 8850- 

Score 75 
8596. .8850, 8690. .8842 

Seq. ID OJ991012_13.0128.C6 
Strand 

End 15988 

tm Method TBLASTX: Maize 

End 9109 



2970 






GI 


none 




Score 


194 






Exons 


8891. .9109 












Seq. No. 


2866 - 




Seq. ID 


OJ991012_13.0128 


.C6 




bene ino. 


6034 




Strand 








Start 


14414 




End 


15988 






Name 


OJ991012 13. 0128. C6 


.o3. ts 


Method 


TBLASTX: Soybean 






Start 


8936 




End 


9452 






GI 


none 




Score 


88 






Exons 


8936.. 9025, 9095.. 9217, 921C 


1. .9452 








Seq. No. 


2866 




Seq. ID 


OJ991012JL3.0128 


.C6 




bene cmo . 


6034 




otrana 








Start 


14414 




End 


15988 






Name 


OJ991012 13. 0128. C6 


. o4.tw 


Method 


TBLASTX: Wheat 






Start 


8936 




End 


9188 






GI 


none 




Score 


72 






Exons 


8936.. 9187, 9021.. 9188 










Seq. No. 


2866 




Seq. ID 


OJ991012_13.0128 


.C6 




Gene No. 


DU 




Strand 








C +- a 
OLaiL 


J. fl ft ± fi 




End 


15988 






Name 


ujyyj.uiz ij.uizo.ld 


. o2 . tni 


Method 


TBLASTX: Maize 




u J 


Start 


1 Z ft J o 




End 


12784 




J ^ 


GI 


none 




Score 


218 




'e si? 


Exons 




. . /DO, 


12518. .12754, 12532 .. 1275 6, 




i!Fl 

;s j e 
; ; s 




12754. .12780, 12761 


. .12784 








t !» 


Seq. No. 


zooo 




Seq. ID-. 


OJ991012_13.0128 


,C6 




bene ino . 


DUj4 




Strand " 






ex 
J 


Start 


1/1/11/1 




End 


15988 




i s i S 


Name 


nTQQi m O 1*3 m OQ rc 




Method 


TBLASTX: Wheat 




i u 


Start 






End 


12807 




is 


GI 


none 




Score 


138 




Exons 


12514. .12750, 12518 


. .12745, 


12748. .12807 




! = 


Seq. No. 


2866 




Seq. ID 


OJ991012_13.0128 


.C6 




bene ino • 


6034 




Strand 








Start 


14414 




End 


15988 




: : if 


Name 


OJ991012 13. 0128. C6 


,o2. tw 


Method 


TBLASTX: Wheat 




Q 


Start 


13124 




End 


13530 






GI 


none 




Score 


121 






Exons 


13124. .13318, 13137 


. .13301, 


13300. .13530 






Seq. No. 


2866 




Seq. ID 


OJ991012_13.0128 


.C6 




bene ino ■ 


6034 




Strand 








Start 


14414 




End 


15988 






Name 


OJ991012 13. 0128. C6, 


. o3.gs 


Method 


GENSCAN 






Start 


14414 




End 


15988 






GI 


none 




Score 


.65 






Exons 


14414. .14818, 14928, 


. .15173, 


15922. .15988 






Seq. No. 


2867 




Seq. ID 


OJ991012_13.0128 


-C9 




Gene No. 


6035 




Strand 


-f 






Start 


180 




End 


363 






Name 


OJ991012 13. 0128. C9. 


, o2 . gp 


Method 


AAT/GAP 






Start 


180 




End 


363 





2971 



GI 

Exons 



3106541 
180. .363 



Score 



343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2867 
6036 
1 

OJ991012_13.0128.C9.ol.gp 
1 

4878306 
1..76 

4580717/gb|AAD24485.1|AF136161_l 5.0e-36 (AF136161) 
phosphoenolpyruvate carboxykinase 2 [Urochloa panicoides] 



Seq. ID OJ991012_13.0128.C9 
Strand 

363 

AAT/GAP 
76 
152 



End 

Method 

End 

Score 



2867 
6036 
1 

OJ991012_13.0128.C9.ol.tc 
1 

none 

1..219, 1..216, 3. .233, 3. 



Seq. ID OJ991012_13.0128.C9 

Strand - - 

End 363 

Method TBLASTX : Cress 

End 233 

Score 217 



.230 



2867 
6036 
1 

OJ991012_13.0128.C9.ol.np 

1 ' :/ "* : ■ 

4490732 
1..363 

(AL035709) phosphoenolpyruvate carboxykinase (ATP) -like protein 
[Arabidopsis thaliana] 



Seq. ID OJ991012_13.0128.C9 
Strand 

End 363 

Method AAT/NAP 

End 363 

Score 34 3 





Seq. No. 


2867 




Seq. ID 


OJ991012JL3.0128 


.C9 


:i i e 

i y 


Gene No. 


6036 




Strand 








Start 


1 




End 


363 






Name 


OJ991012 13.0128.C9.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1 




End 


237 






GI 


none 




Score 


250 




r ™ 

: c 


Exons 


1..237, 1..222, 2. .223, 


3. 


.230 






13? 

=3. 

u 


Seq. No. 


2867 




Seq. ID 


OJ991012_13.0128 


.C9 




Gene No. 


6036 




Strand 








Start 


1 




End 


363 






Name 


OJ991012 13.0128.C9.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1 




End- 


243 






GI 


none 




Score 


248 






Exons 


1..243, 1..216, 3. .230 












Seq. No. 


2867 




Seq. ID 


OJ991012_13.0128 


.C9 




Gene No. 


6036 




Strand 








Start 


1 




End 


363 






Name 


OJ991012 13.0128.C9.ol. 


gs 


Method 


GENSCAN - 






Start 


20 




End 


216 






GI 


none 




Score 


.88 






Exons 


20. .216 












Seq. No. 


2868 




Seq. ID 


OJ991012_13.0128 


.CI 




Gene No. 


6037 




Strand 


+ 





2972 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30 



End 

Method 
End 
Score 



478 

AAT/GAP 
478 
600 



OJ991012JL3. 0128. CIO. ol.gp 
30 

2275916 
30. .171, 307. .478 

1172571/sp|P42066|PPCK_CUCSA 6.0e-25 P HO S P HO ENOL PYRUVATE 

CARBOXYKINASE [ATP] >gi_1076277_pir S52637 phosphoenolpyruvate 

carboxykinase (ATP) (EC 4.1.1.49) - cucumber >gi_567102 (L31899) 
phosphoenolpyruvate carboxykinase [Cucumis sativus] 



2868 Seq. ID 

6038 Strand 

1 End 

OJ991012_13 . 0128 . C10 . ol . np Method 

1 End 

2827717 Score 



OJ991012__13. 0128. C10 
752 

AAT/NAP 

752 

281 



1..24, 117. .204, 317. .480, 717. .752 

(AL021684) phosphoenolpyruvate carboxykinase (ATP) 

protein [Arabidopsis thaliana] 



like 





Seq. No. 


2868 






Seq. ID 


OJ991012_13.0128 


.C10 




Gene No. 


6038 






Strand 








Start 


1 






End 


752 




Q 


Name 


OJ991012 


13. 0128. C10. ol 


.tc 


Method 


TBLASTX: Cress 






Start 


117 






End 


481 




1. "1 


GI 


none 






Score 


107 




t,ts 

ni 


Exons 


117. .206, 


118. .204, 283 


. .468, 


284. .481 


, 353.. 481 






Seq. No. 


2868 






Seq. ID 


OJ991012_13.0128 


.C10 




Gene No. 


6038 






Strand 








Start 


1 






End 


752 




hi 


Name 


OJ991012 


13. 0128. C10. ol 


.ts 


Method 


TBLASTX : Soybean 




rli 


Start 


117 






End 


481 






GI 


none 






Score 


116 






Exons 


117. .206, 


118. .204, 283 


. .468, 


371. .481 








Seq. No. 


2868 






Seq. ID 


OJ991012JL3.0128 


-C10 




Gene No. 


6038 






Strand 








Start 


1 






End 


752 




□ 


Name 


OJ991012 


13. 0128. C10. ol 


.gs 


Method 


GENS CAN 






Start 


120 






End 


467 






GI 


none 






Score 


.89 






Exons 


120. .204, 


317. .467 











Seq. No. 2869 Seq. ID OJ991012_13 . 0128 . Cll 

Gene No. 6039 Strand 

Start 1204 End 1379 

Name OJ991012_13.0128.Cll.ol.np Method AAT/NAP 

Start 1204 End 1379 

GI 4490732 Score 57 

Exons 1204.. 1379 

GI Descrip. (AL035709) phosphoenolpyruvate carboxykinase (ATP) -like protein 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



2870 
6040 
56 



Seq. ID 

Strand 

End 



OJ991012_13.0128.C13 
676 



2973 



Name 

Start 

GI 

Exons 



OJ991012_13 . 0128 . C13 . ol . gs Method GENSCAN 

56 End 633 

none Score .42 
56.. 232, 283.. 633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2870 
6040 
56 

OJ991012_13.0128.C13.ol.np 
65 

5487873 
65. .676 

(AF110333) PrMC3 [Pinus radiata] 



Seq. ID OJ991012_13.0128.C13 
Strand 

End 67 6 

Method AAT/NAP 

End 67 6 

Score 289 



2870 
6040 
56 

OJ991012_13.0128.C13.ol.ts 
75 

none 



Seq. ID OJ991012_13.0128.C13 

Strand 

End 67 6 

Method TBLASTX : Soybean 

End 67 6 

Score 68 



75. .173, 101. .199, 214. .405, 472. .522, 505. .615, 506. .577, 
619. .675, 623. .676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2870 
6040 
56 

OJ991012_13.0128.C13.ol.tc 
80 

none 

80. .190, 214. .399 

2870 
6040 
56 

OJ991012_13.0128.C13.ol.tm 

371 

none 



Seq. ID OJ991012_13.0128.C13 
Strand 

End 67 6 

Method TBLASTX : Cress 

End 399 

Score 150 



Seq. ID OJ991012_13.0128.C13 

Strand 

End 67 6 

Method TBLASTX: Maize 

End 676 

Score 4 3 



371. .418, 373. .420, 373. .420, 385.-564, 404. .577, 418. .615, 
524. .676, 607. .675 



2871 
6041 
1 

OJ991012_13.0128.C15.ol.np 
1 

3068786 
1. .188 

(AF059041) RND pump protein [Helicobacter pylori] 



Seq. ID OJ991012_13.0128.C15 
Strand 

End 188 

Method AAT/NAP 

End "188 

Score 87 



2872 
6042 
1 

OJ991012_13. 0128.C16.ol.np 
1 

4185312 
1..567 

(AF09044 6) copia protein [Zea mays] 



Seq. ID OJ991012_13.0128.C16 

Strand + 

End 567 

Method AAT/NAP 

End 567 

Score 390 



2974 






2872 


Seq. ID 


OJ991012 13 0128 C16 


Gene No. 


6043 


Strand 




Start 


823 


End 


4359 


Name 


OJ991012 13.0128.C16.ol.gs 


Method 


GENSCAN 


Start 


823 


End 


4359 


GI 


none 


Score 


.5 


Exons 


823.. 903, 1270.. 1392, 2375.. 2723, 2985 


..3137, 4253.-4359 


Seq. No. 


2872 


Seq. ID 


OJ991012_13.0128.C16 


Gene No. 


6044 


Strand 


+ 


Start 


7105 


End 


9339 


Name 


OJ991012 13.0128.C16.o3.np 


Method 


AAT/NAP 


Start 


7105 


End 


9339 


GI 


5441880 


Score 


166 


Exons 


7105.. 7405, 7504.. 7839, 9293. 


.9339 




GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 2872 

Gene No. 6045 

Start 11597.. 

Name OJ991012_13 . 0128 . CI 6 . o2 . gp 

Start - • 11597 

GI 61605_3.R1084 

Exons 11597. . 11852 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 
thaliana] 1 



Seq. ID OJ991012_13.0128.C16 

Strand + 

End 11852 

Method AAT/GAP 

End 11852 

Score 429 



(X98321) peroxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2872 Seq. ID 

6046 Strand 

12468 End 

OJ991012_13.0128.C16.o4 .np Method 

12468 End 

5852179 Score 



OJ991012_13.0128.C16 
+ 

20635 
AAT/NAP 
20635 
559 



12468. .12488, 13476 13697 , 13772 .. 14011, 17470 17568 , 
20569. .20635 



GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 2872 Seq. ID 

Gene No. 6047 Strand • 

Start 25715 End 

Name OJ991012_13 . 0128 . C16 . 06 . np Method 

Start 25712 End 

GI 1666236 Score 

Exons 25712. .26427 

GI Descrip. (U76261) unknown [Hordeum vulgare] 



OJ991012_13.0128.C16 

'+ 

27501 
AAT/NAP 
26427 
324 



Seq. No. 2872 Seq. ID 

Gene No. 6047 Strand 

Start 25715 End 

Name OJ991012JL3 . 0128 . C16 . o4 . gs Method 

Start 25715 End 

GI none Score 

Exons 25715. .26597, 27093.. 27387 



OJ991012_13.0128.C16 
+ 

27501 
GENSCAN 
27387 
.69 



2975 



Seq. No. 2872 Seq. ID 

Gene No. 6047 Strand 

Start 25715 End 

Name OJ991012_13 . 0128 . CI 6 . o7 . np Method 

Start 27026 End 

GI 2522230 Score 

Exons 27026. .27327, 27482.. 27501 

GI Descrip. (AB0074 67) retrotransposon-like gene; 

determined to be leucine [Vicia faba] 



13.0128.C16 



OJ991012_ 
+ 

27501 
AAT/NAP 
27501 
99 



the first amino acid was 





Seq. No. 


2872 


Seq. ID 


OJ991012_13.0128.C16 




Gene No. 


6048 


Strand 






Start 


3354 


End 


3786 




Name 


OJ991012 13.0128.C16.ol.gp 


Method 


AAT/GAP 




JLal L 


3354 


End 


3786 




GI 


uC-osflcyp033a04bl 


Score 


386 




Exons 


33S4..3379, 3572. .3786 








GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


2872 


Seq. ID 


OJ991012_13.0128.C16 




Gene No. 


6049 


Strand 






Start 


4252 


End 


6242 




Name 


OJ991012 13.0128.C16.o2.np 


Method 


AAT/NAP 




Start 


4252 


End 


6242 


f -3 


GI 


6907087 


Score 


939 


i" i j 


Exons 


4252.. 4353, 4905.. 5498, 5859. 


.6242 




ru 


GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU0823I3 (E2215) correspond to , 






region of the predicted gene. 


; hypothetical protein [Oryza 


: :=f 
i _ : 
far 




sativa] 








Seq. No. 


2872 


Seq. ID 


OJ991012_13.0128.C16 


■ ™ 




6050 


Strand 






Start . 


12972 


End 


13056 




Name 


OJ991012 13.0128.C16.o3.gp 


Method 


AAT/GAP 


•a 


Start 


12972 


End 


13056 


"4 


GI 


61605 1.R1084 • 


Score 


103 


■:~ 


Exons 


12972. .13056 






A 


GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 1 




Seq. No. 


2872 


Seq. ID 


OJ991012_13.0128.C16 




Gene No. 


6051 


Strand 






Start 


21352 


End 


26290 




Name 


OJ991012 13.0128.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


109 


End 


579 




GI 


none 


Score 


222 




Exons 


109. .321, 110. .325, 363. .410, 


406. .579 


, 408.. 578 




Seq. No. 


2872 


Seq. ID 


OJ991012_13.0128.C16 




Gene No. 


6051 


Strand ■ 






Start 


21352 


End 


26290 




Name 


OJ991012 13.0128.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


110 


End 


531 




GI 


none 


Score 


82 




Exons 


110. .187, 209. .325, 363. .407, 


460. .531 





2976 




Seq. No. 


2872 




Seq. ID 


OJ991012_13.0128 


.C16 


f^pno Wo 


60S! 




Strand 






Start 


21352 




End 


26290 




Name 


OJ991012 13.0128.C16 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


15807 




End 


26233 




GI 


none 




Score 


94 




Exons 


15807. .15911, 25883. 


.25996, 


26015. .26233 




Seq. No. 


2872 




Seq. ID 


OJ991012_13.0128 


.C16 


Gene No. 


6051 




Strand 






Start 


21352 




End 


26290 




Name 


OJ991012 13.0128.C16 


. o3.gs 


Method 


GEN SCAN 




Start 


21352 




End 


22391 




GI 


none 




Score 


.51 




Exons 


21352. .21434, 21950. 


.22138, 


22202. .22391 





Seq. No. 


2872 






Seq. ID 


OJ991012_13.0128 


.C16 




DUJl 












Start 


21352 






End 


26290 




Name 


OJ991012 13. 


0128. 


C16.o2.ts 


Method 


TBLASTX : Soybean 




Start 


25883 






End 


26290 




GI 


none 






Score 


70 




Exons 


25883. .25984 


, 26015.. 26290 








Seq. No. 


2873 






Seq. ID 


OJ991012JL3.0128 


.C17 


Gene No. 


6052 






Strand 


+ 




Start 


53 






End 


1061 




Name 


OJ991012 13. 


0128. 


C17 .ol.gs 


Method 


GEN SCAN 




Start 


53 






End 


1061 




GI 


none 






Score 


.8 




Exons 


53. .74, 159. 


.351, 


641. .1061 








Seq. No. 


2873 






Seq. ID 


OJ991012_13.0128 


.C17 


Gene No. 


6053 






Strand 


+ 




Start 


2024 






End 


2386 




Name 


OJ991012 13. 


0128. 


C17.o2.gs 


Method 


GENS CAN 




Start 


2024 






End 


2386 




GI 


none 






Score 


.85 




Exons 


2024. .2120, 


2301. 


.2386 . 








Seq. No. 


2873 






Seq. ID 


OJ991012_13.0128 


.C17 


Gene No. 


6054 






Strand 


+ 




Start 


3446 






End 


4793 




Name 


OJ991012 13. 


0128. 


C17.ol.np 


Method 


AAT/NAP 




Start 


3446 






End 


4793 




GI 


6815052 






Score 


80 




Exons 


3446..3587, 


4758. 


.4793 









GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 2873 Seq. ID 

Gene No,. 6055 Strand 

Start 3157 End 6164 

Name OJ991012_13 . 0128 .C17 . o2 . np Method AAT/NAP 

Start 3157 End 4733 

GI 6539588 Score 111 

Exons 3157.. 3221, 4455.. 4733 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ991012 13.0128.C17 



2977 



i ~i 

i!n 

ru 

! I 

'ITS 









n tqqi ni 9 


Gene No . • 


6055 


Strand 




Start 


3157 


End 


6164 


Name 


OJ991012 13.0128.C17.o3.gs 


Method 


GENSCAN 


Start 


4538 


End 


6164 


GI 


none 


Score 


.69 


Exons 


4538.. 4674, 5621.. 5736, 6031. 


.6164 






O&l A 
£. O / fl 


oeq.. J. u 




Gene No. 


6056 


Strand 


+ 


Start 


336 


End 


491 


Name 


OJ991012 13.0128.C18.ol.gs 


Method 


GENSCAN 


Start 


336 


End 


491 


GI 


none 


Score 


.51 


Exons 


336. .491 






Qon Mrs 


987^ 


oeq. j. u 


Ci TQ Q 1 1 1 9 


Gene" No. 


6057 


Strand 


+ 


Start 


10280 


End 


10719 


Name 


OJ991112 05.0103.Cl.ol.gp 


Method 


AAT/GAP 


Start 


10280 


End 


10719 


GI 


4715238 


Score 


659 


Exons 


10280. .10324, 10408. .10719 






OCk|i IN (J . 


2875 


Seq. ID 


OJ991112 


Gene No. 


6058 


Strand 


+ 


Start 


25673 


End 


26082 


Name 


OJ991112 05-0103. CI. oS.gs 


Method 


GENSCAN 


Start 


25673 


End 


26082 


GI 


none 


Score 


.64 


Exons 


25673. .25687, 25847 .. 25885, 25939.. 26082 


Seq. No. 


2875 


Seq. ID 


OJ991112 


Gene No. 


6059 


Strand 


+ 


Start 


32457 


End 


32786 


Name 


OJ991112 05.0103.Cl.o4.gp 


Method 


AAT/GAP 


Start 


32457 


End 


32786 


GI 


LIB3431-002-P1-N1-A10 


Score 


653 


Exons 


32457. .32786 






GI Descrip. 


, 4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza ; 




similar sequence to Pib gene 1 






Seq. No. 


2875 


Seq. ID 


OJ991112 




6060 


Strand 




Start 


924 


End 


5832 


Name 


OJ991112 05.0103-Cl.ol.gs 


Method 


GENSCAN 


Start 


924 


End 


5832 


GI 


none 


Score 


.79 


Exons 


924.. 1035, 1080.. 1171, 1266.. 


1499, 1688.. 1746, : 




5098. .5157, 5275. .5832 






Seq. No. 


2875 


Seq. ID 


OJ991112_ 


Gene No. 


■6061 


Strand 




Start 


15169 


End 


19214 


Name 


OJ991112 05.0103.Cl.ol.np 


Method 


AAT/NAP 


Start 


15169 


End 


16461 



2978 



GI 6553935 Score 533 

Exons 15169. .16012, 16271.. 16461 

GI Descrip. (AC011915) putative tRNA isopentenyl transferase [Arabidopsis 
thaliana] 



Seq. No. 2875 

Gene No. 6061 

Start 15169 

Name OJ991112_05 . 0103 . CI . o3 . gs 

Start 16326 

GI none 
Exons 



Seq. ID OJ991112_05.0103.C1 
Strand 

End 19214 

Method GENSCAN 

End 19214 

Score .42 



16326. .16459, 16515 16656, 16923 17045, 19194. .19214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



J-i Seq. No. 
;j Gene No. 



Start 
"[J Name 



f3 Start 
GI 

Exons 



7 ; =r 

M GI 

1.1 



2875 Seq. ID OJ991112_05 . 0103 . CI 

6062 Strand 

28294 End 28379 

OJ991112_05 . 0103 . CI . o3 . gp Method AAT/GAP 

28294 - End 28379 

LIB3477-003-P1-K1-E9 Score 129 

28294. .28379 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



2875 
6063 
33357 

OJ991112_05 .0103 . CI . o2 .np 

31676 

6692258 

31676. .31708, 34048 34134, 
34936. .35093, 35139 35305, 
36836. .37311, 37358.. 37573 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_05.0103.C1 

39077 
AAT/NAP 
37573 
933 



34250. .34542, 
35907. .36039, 



34620. 
36138. 



34776, 
36615, 



h GI Descrip. (AC010870) unknown protein [Arabidopsis thaliana] 



Seq. No. 2875 
Gene No. 6063 
Start 33357 
Q Name OJ991112_05 . 0103 . CI . o7 . gs 

Start 33357 
GI none 

Exons 33357. .33452, 33529 .. 33618 , 

34620. .34776, 34 936 .. 35280, 
36836. .37582 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_05.0103.C1 

39077 
GENSCAN 
37582 
.89 



34075. .34134, 34250 .. 34542, 
35909. .36039, 36138 .. 36615, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2875 
6063 
33357 

OJ991112_05.0103.Cl.ol.tc 
34075 



Seq. ID OJ991112_05.0103.C1 
Strand 

39077 

TBLASTX: Cress 
35269 
48 



End 

Method 
End 

none Score 
34075. .34137, 34088 .. 34 135 , 34236 .. 34304 r 3424 9 .. 34350, 
34250. .34546, 34344 .. 34544 , 34405 34545, 34 618 3477 6, 
34630. .34734, 34721 .. 34759, 34936 35085, 34 985 35269, 
35131. .35268 



Seq. No. 



2875 



Seq. ID OJ991112_05.0103.C1 



2979 




Gene No. 


6063 


Strand 






Start 


33357 


End 


39077 




Name 


OJ991112J)5.0103.Cl..ol.ts 


Method 


TBLASTX : Soybean 




Start 


34250 


End 


35085 




GI 


none 


Score 


91 




Exons 


34250. .34549, 34325. .34543, 


34344. .34565, 34 618 .. 34776, 






34939. . 35085 








Seq. No. 


2875 


Seq. ID 


OJ991112_05.0103. 


CI 


Gene No. 


6063 


Strand 






Start 


33357 


End 


39077 




Name 


OJ991112_05.0103.Cl-ol.tm 


Method 


TBLASTX: Maize 




Start 


34311 


End 


34787 




GI 


none 


Score 


282 




Exons 


34311. .34541, 34334. .34546, 


34344. .34544, 34 618 .. 34767, 






34 619. . 347 68, 34 620. .34 766, 


34620. .34787, 34627.. 34767 




Seq. No. 


2875 


Seq. ID 


OJ991112_05.0103. 


CI 


Gene No. 


6063 


Strand 






Start 


33357 


End 


39077 




Name 


OJ991112 05.0103.Cl.ol. tw 


Method 


TBLASTX: Wheat 




Start 


34371 


End 


34785 




GI 


none 


Score 


152 




Exons 


34371. .34565, 34373. .34549, 


34618. .34785 




Seq. No. 


2875 


Seq. ID 


OJ991112_05.0103. 


CI 


Gene No. 


6063 


Strand 






Start 


33357 


End 


39077 




Name 


OJ991112 05.0103.Cl.o3.np 


Method 


AAT/NAP 




Start 


35122 


End 


39062 




GI 


6523547 


Score 


339 




Exons 


35122. .35139, 37133 .. 37701 , 


38943. .39062 




GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f . nagariensis] 








Seq. No. 


2875 


Seq. ID 


OJ991112J35.0103. 


CI 


Gene No . 


6063 


Strand 






Start- 


33357 


End 


39077 




Name 


OJ991112 05.0103.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


36136 


End 


36360 




GI 


none 


Score 


131 




Exons 


36136. .36360, 36137.. 36328 








Seq. No. 


2875 


Seq. ID 


OJ991112_05.0103. 


CI 


Gene No. 


6063 


Strand 






Start 


33357 


End 


39077 




Name 


OJ991112 05.0103.Cl.o8.gs 


Method 


GENSCAN 




Start 


38796 


End 


39077 




GI 


none 


Score 


.64 




Exons 


38796.. 39077 








Seq. No. 


2876 


Seq. ID 


OJ991112_05.0103. 


C3 


Gene No. 


6064 


Strand 


+ 




Start 


1 


End 


482 




Name 


OJ991112 05.0103.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


482 




GI 


4218127 


Score 


138 





2980 




Exons 1..155, 463.. 482 

GI Descrip. (AL035353) myosin heavy chain-like protein (fragment) 
[Arabidopsis thaliana] 





Seq. No. 


2876 


Seq. ID 


OJ991112 


_05, 


.0103 


.C3 




Gene No. 


6064 


Strand 


+ 










Start 


1 


End 


482 










Name 


OJ991112 05.0103.C3.ol.gs 


Method 


GENSCAN 










Start 


26 


End 


155 










GI 


none 


Score 


.75 










Exons 


26. .155 














Seq. No. 


2877 


Seq. ID 


OJ991112 


_05, 


.0103 


.C5 




Gene No. 


6065 


Strand 


+ 










Start 


215 


End 


1786 










Name 


OJ991112 05.0103.C5.ol.gs 


Method 


GENSCAN 










Start 


215 


End 


1786 










GI 


none 


Score 


.88 










Exons 


215. .377, 963. .1247, 1288. 


.1335, 1713. 


.1786 










Seq. No. 


2877 


Seq. ID 


OJ991112 


_05, 


.0103 


.C5 




Gene No. 


6066 


Strand 


— 










Start 


34 


End 


4031 








:=» 


Name 


OJ991112 05.0103.C5.o2.np 


Method 


AAT/NAP 








: : 
•= =r 


Start 


34 


End 


4031 










GI 


4680186 


Score 


214 








! c !i 


Exons 


34. .287, 1119. .1299, 1772. 


.1833, 3857. 


.4031 








ru 

.3 =i 


GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 










Seq. No. 


2877 


Seq. ID 


OJ991112 


_05, 


.0103 


.C5 


. 


Gene No. 


6066 


Strand 












Start 


34 


End 


4031 










Name 


OJ991112 05.0103.C5.ol.np 


Method 


AAT/NAP 










Start 


93 


End 


4031 










GI 


4680183 


Score 


199 








cf 

V t 


Exons 


93. .182, 790. .860, 3971. .4031 










: " 


GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq. No. 


2877 


Seq. ' ID 


OJ991112 


_05, 


.0103 


.C5 


g 


Gene No. 


6066 


Strand 












Start 


34 


End 


4031 










Name 


OJ991112 05.0103.C5.o2.gs 


Method 


GENSCAN 










Start 


2281 


End 


3860 










GI 


none 


Score 


.62 










Exons 


2281. .2543, 3320. .3380, 3735. .3860 












Seq. No. 


2878 


Seq. ID 


OJ991112_ 


_05< 


,0103 


.C6 




Gene No. 


6067 


Strand 


+ 










Start 


126 


End 


1354 










Name 


OJ991112 05.0103.C6.ol.gs 


Method 


GENSCAN 










Start 


126 


End 


1354 










GI 


none 


Score 


.79 










Exons 


126. .305, 431. .589, 814. .1038, 1197. .1354 










Seq. No. 


2878 


Seq. ID 


OJ991112_ 


_05. 


,0103 


.C6 




Gene No. 


6067 


Strand 


+ 










Start 


126 


End 


1354 









2981 



IS 



"4 



Name 


OJ991112 05. 


0103. 


C6.ol. 


gp 


Method 


AAT/GAP 


Start 


700 






End 


1058 


GI 


2799559 








Score 


557 


Exons 


700. .1058 












Seq. No. 


2878 








Seq. ID 


OJ991112_05.0103.C6 


Gene No. 


6068 








Strand 


+ 


Start 


5518 








End 


6727 


Name 


OJ991112 05. 


0103. 


C6.o3. 


gs 


Method 


GENSCAN 


Start 


5518 






End 


6727 


GI 


none 








Score 


.89 


Exons 


5518. .5732, 


5995. 


.6727 








Seq. No. 


2878 








Seq. ID 


OJ991112_05.0103.C6 


Gene No. 


6069 








Strand 




Start 


9268 








End 


10635 


Name 


OJ991112 05. 


0103. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6247 








End 


6600 


GI 


none 








Score 


184 


Exons 


6247. .6393, 


6254. 


.6439, 


6287. 


.6442, 6553. .6600, 6554.. 6598 


Seq. No. 


2878 








Seq. ID 


OJ991112_05.0103.C6 


Gene No . 


6069 








Strand 




Start 


9268 








End 


10635 


Name 


OJ991112 05. 


0103. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6248 








End 


6522 


GI 


none 








Score 


329 


Exons 


6248. .6520, 


6250. 


.6522 








Seq. No. 


2878 








Seq. ID 


OJ991112_05.0103.C6 


Gene No. 


6069 








Strand 




Start 


9268 








End 


10635 


Name 


OJ991112 05. 


0103. 


C6.o4. 


gs 


Method 


GENSCAN 


Start 


9268 








End 


10635 


GI 


none 








Score 


.64 


Exons 


9268. .9306, 


10594 


. .10635 







K j Seq. No. 

' Gene No. 
!:f Start 
u Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2879 
6070 
3005 

OJ991012_08.0110.Cl.o2.gs 

3005 

none 



Seq. ID OJ991012_08.0110.C1 

Strand + 

End 5602 

Method GENSCAN 

End 5602 

Score . 62 



3005. .3011, 3406. .3590, 3729. .3818, 4741. .4979, 5072. .5220, 
5517. .5602 



2879 
6071 
6031 

OJ991012_08.0110.Cl.ol.gp 
6031 

uC-osflcyp033a04bl 
6031. .6412 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991012_08.0110.C1 

Strand + 

End 6412 

Method AAT/GAP 

End 6412 

Score 667 



Seq. No. 



2879 



Seq. ID OJ991012_08.0110.C1 



2982 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6072 Strand + 

11622 End 13330 

OJ991012_08 . 0110 . CI . o2 . np Method AAT/NAP 
11595 End 13163 • 

1352681 * Score 719 

11595. .12020, 
13000. .13163 

PROTEIN PHOSPHATASE 2C (PP2C) gi | 1076391 | pir | | S55457 
phosphoprotein phosphatase (EC 3.1.3.16) 2C - Arabidopsis 
thaliana gi | 633028 | dbj | BAA07287 j (D38109) protein phosphatase 2C 
[Arabidopsis thaliana] gi | 6006880 | gb | AAF00655 . 1 1 AC008153_7. 
(AC008153) protein phosphatase 2C (PP2C) [Arabidopsis thaliana] 



12112. .12441, 12567. .12672, 12766 12916, 



Cn 
ru 



ri! 

! tSf 



Seq. No. 


2879 


Seq. ID 


OJ991012_08.0110.C1 


Gene No. 


6072 


Strand 


+ 


Start 


11622 


End 


13330 


Name 


OJ991012 08.0110.Cl.o4.gs 


Method 


GEN SCAN 


Start 


11622 


End 


13148 


GI 


none 


Score 


.83 


Exons 


11622. .12020, 12112. .12441, 


12507. .12672, 12766.. 13148 


Seq. No. 


2879 


Seq. ID 


OJ991012_08.0110.C1 


Gene No. 


6072 


Strand 


+ 


Start 


11622 


End 


13330 


Name 


OJ991012 08.0110.Cl.o4.gp 


Method 


' AAT/GAP 


Start 


11920 


End 


12408 


GI 


uC-osrocyp034f02al 


Score 


745 


Exons 


11920. .12020, 12112. .12408 






GI Descrip. 


' 1352681/sp | P4 9598 | P2C4_ARATH 4 . 0e-17 


PROTEIN PHOSPHATASE 2C 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



(PP2C) >gi_1076391_pir S55457 phosphoprotein phosphatase (EC 

3.1.3.16) 2C - Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
(D38109) protein phosphatase 2C [Arabidopsis thaliana] 
>gi_6006880_gb_AAF00655.1_AC008153_7 (AC008153) protein 
phosphatase 2C (PP2C) [Arabidopsis thaliana] ? 



2879 
6072 
11622 

OJ991012_08.0110.Cl.o5.gp 
12615 

76129_1.R1084 
12615. .12672, 
'1352681/sp|P4 
(PP2C) >gi_107 
311.3.16) 2C - 
(D38109) prote 
>gi_6006880_gb 
phosphatase 2C 



Seq. ID OJ991012_08.0110.C1 

Strand + 

End 13330 

Method AAT/GAP 

End 13330 

Score 1149 



12766.. 13330 

9598 | P2C4_ARATH 2.0e-28 PROTEIN PHOSPHATASE 2C 

6391_pir S55457 phosphoprotein phosphatase (EC 

Arabidopsis thaliana >gi_633028_dbj_BAA07287_ 
in phosphatase 2C [Arabidopsis thaliana] 
AAF00655.1_AC008153_7 (AC008153) protein 
( PP2C) [Arabidopsis thaliana] 1 



Seq. No. 2879 

Gene No. 6073 

Start 184 95 

Name ' OJ991012_08 . 0110 . CI . 06 . gs 

Start 18495 

GI none 

Exons 18495. .18561, 20551 .. 20621, 21777 2 1933, 22653 
23127. .23305, 23569 .. 23638, 23715 .. 23845, 24496 



Seq. ID OJ991012_08.0110.C1 
Strand + 

25556 
GEN SCAN 
25556 
.6 



End 

Method 

End 

Score 



.22808, 
.24603, 



2983 



24698. .24791, 25291.. 25556 





Seq. No. 


2879 


Seq. ID 


OJ991012_08.0110 


.CI 




Genp No 


6073 


Strand 


+ 






Start 


18495 


End 


25556 






Name 


OJ991012 08.0110.Cl.o3.np 


Method 


AAT/NAP 






Start 


21795 


End 


25342 






GI 


2642156 


Score 


463 






Exons 


21795. .21933, 22653 .. 22808 , 


23127. .23305, 23391 .. 2348 6, 








23569. .23648, 23725 .. 23845, 


24698. .25342 






GI Descrip. 


(AC003000) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


2879 


Seq. ID 


OJ991012_08.0110 


.CI 




Gene No. 


6074 


Strand 


-f- 






Start 


28384 • 


End 


31782 






Name 


OJ991012 08.0110.Cl.o8.gs 


Method 


GEN SCAN 






Start 


28384 


End 


31741 






GI 


none 


Score 


.79 






Exons 


28384.-28537, 29825 .. 29986, 


30323. .30501, 31634.. 31741 






Seq. No. 


2879 


Seq. ID 


OJ991012_08.0110 


.CI 




Genp No 


6074 


Strand 


+ 






Start 


28384 


End 


31782 






Name 


OJ991012 08.0110.Cl.o4.np 


Method 


AAT/NAP 




t 27 


Start 


29691 


End 


31061 




iJ 


GI 


2642156 


Score 


349 




' Fs 


Exons 


29691. .29986, 30323 .. 30501 , 


30576. .30671, 307 63 30874 , 




: u 




30970. .31061 










GI Descrip. 


(AC003000) hypothetical protein [Arabidopsis thaliana] 




t 

. Li 


Seq. No. 


2879 


Seq. ID 


OJ991012_08.0110 


.CI 




Gene No. 


6074 


Strand 


+ 




: y 


Start 


28384 


End 


31782 






Name 


OJ991012 08.0110.Cl.o6.gp 


Method 


AAT/GAP 




J 


Start 


30933 


End 


31782 




. ^ 


GI 


70939 1.R1084 


Score 


406 






Exons 


30933. .31058, 31634.. 31782 










GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 2 . Oe- 


27 Oryza sativa 





indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 

Seq. No. 2879 Seq. ID OJ991012J38 . 0110 . CI 

Gene No. 6075 Strand 

Start 1 . End 2020 

Name OJ991012_08 . 0110 . CI . ol . np Method AAT/NAP 

Start 1 End 1990 

GI 6815072 Score 298 

Exons 1..155, 264. .644, 1896. .1990 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. No. 2879 Seq. ID 

Gene No. 6075 Strand 

Start 1 End 

Name OJ991012_08 .0110 . CI . ol . gs Method 

Start 19 End 

GI none Score 
Exons 



OJ991012_08.0110.C1 

2020 
GEN SCAN 
2020 
.68 



19. .94, 128. .316, 985. .1056, 1642. .1710, 1802. .1870, 1972. .2020 



2984 



in 
m 

i ts 
.: cs, 

Ld 



I* 1 1 



Seq. No. 


2879 




Seq. ID 


OJ991012 


08 . 0110 


.CI 


Gene No. 


6076 




Strand 








Start 


5961 




End 


10486 






Name 


OJ991012 08. 0110. CI. 


o3.gs 


Method 


GENSCAN 






Start 


5961 




End 


10486 






GI 


none 




Score 


.42 






Exons 


5961. .6164, 7978. .8038, 10311. .10486 








Seq. No. 


2879 




Seq. ID 


OJ991012 


08 .0110 


.CI 


Gene No. 


6077 




Strand 








Start 


11637 




End 


11931 






Name 


OJ991012 08. 0110. CI. 


o3 . CfD 


Method 


AAT/GAP 






Start 


11637 " 




End 


11931 






GI 


3762187 




Score 


558 






Exons 


11637 . .11931 












Seq. No. 


2879 




Seq. ID 


OJ991012 


_08.0110 


.CI 


Gene No 


6078 




Strand 








Start 


13425 




End 


16796 






Name 


OJ991012 08. 0110. CI. 


o5 . gs 


Method 


GENSCAN 






Start 


13425 ~ 




End 


16796 






GI 


none 




Score 


.56 






Exons 


13425 . . 13493, 13541 . 


. 13578, 


14014. . 14198, 15092 


. . 15208, 






15379. .15723, 16747. 


. 16796 










Sea. No. 


2879 




Seq. ID 


OJ991012 


08 . 0110 


.CI 


Gene No. 


6079 




Strand 








Start 


26125 




End 


30498 






Name 


OJ991012 08. 0110. CI. 


o3.tm 


Method 


TBLASTX : i 


Maize 




Start 


24 




End 


535 






GI 


none 




Score 


85 






Exons 


24 . .305, 31 . . 99, 308 


\. .484, 


488. .535 








Seq. No. 


2879 




Seq. ID 


OJ991012 


_08.0110 


.CI 


Gene No. 


6079 




Strand 








Start 


26125 




End 


30498 






Name 


OJ991012 08 0110 CI 


o2 . tm 


Method 


TBLASTX:] 


Maize 




Start 


11698 — 




End 


12231 






GI 


none 




Score 


94 






Exons 


11698. .11820, 11702. 


.11818, 


11743. . 11826, 11750 


. .11821, 






11822 12022. 11886 


. 12026, 


11889. .12023, 12111 


. .12230, 






12112 12231 12139 


. 12231 










Seq. No." 


2879 




Seq. ID 


OJ991012 


_08.0110 


.CI 


Gene No. 


6079 




Strand 








Start 


26125 




End 


30498 






Name 


OJ991012 08. 0110. CI. 


ol.ts 


Method 


TBLASTX : 1 






Start 


11849 




End 


12913 






GI 


none 




Score 


128 






Exons 


11849. .11962, 11877. 


.11960, 


11976. .12026, 11978 


. .12022, 






12111. .12158, 12112. 


.12168, 


12256. .12303, 12313 


. .12441, 






12564. .12677, 12564. 


.12668, 


12599. .12676, 12764 


. .12913, 






12765. .12899 












Seq. No. 


2879 




Seq. ID 


OJ991012_ 


_08.0110 


.CI 


Gene No. 


6079 




Strand 









2985 




Start 


26125 




End 


30498 








• L> ± . LL 


Method 


TBLASTX: Cress 




Start 


11880 




End 


13139 




GI 


none 




Score 


113 




Exons 


11880. .11990, 11970 


. .12026, 


11984. .12022, 12108. .12182, 






12193. .12249, 12313 


. .12441, 


12564. .12677, 12602 1267 6, 






12764. .12916, 12765 


. .12929, 


13029. .13139, 13043.. 13081 




Seq. No. 


2879 




Seq. ID 


OJ991012_08.0110 


.CI 


Gene No. 


6079 




Strand 






Start 


26125 




End 


30498 




Name 


UJjjIUli UO . UliU .LI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12378 




End 


12924 




GI 


none 




Score 


100 




Exons 


12378. .12440, 12379 


. .12441, 


12541. .12669, 12564 .. 12677 , 






12564. .12668, 12599 


. .12676, 


12764. .12916, 127 65 .. 12923, 






12765. .12917, 12838 


. .12924 








Seq. No. 


2879 




Seq. ID 


OJ991012_08.0110 


.CI 


Gene No. 


6079 




Strand 






o Lai. L 


£. D IZj 




End 


30498 




Name 


OJ991012 08. 0110. CI 


. ol.tm 


Method 


TBLASTX: Maize 




Start ' 


12378 




End 


12962 




GI 


none 




Score 


91 




Exons 


12378. .12440, 12379 


. .12441, 


12564. .12677, 12564 .. 12725, 






12764. .12916, 12765 


. .12962, 


12838. .12924 




Seq. No. 


2879 




Seq. ID 


OJ991012_08.0110 


.CI 


Gene No. 


6079 




Strand 






O Lai L 


OCT 




End 


30498 




Name 


OJ991012 08. 0110. CI 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


23141 




End 


30498 




GI 


none 




Score 


208 




Exons 


23141. .23296, 23143 


. .23301, 


23143. .23301, 29913 .. 29987 , 






30334. .30495, 30337 


. .30498, 


30380. .30496 




Seq. No. 


2879 




Seq. ID 


OJ991012_08.0110 


.CI 








Strand 






Start 


26125 




End 


30498 




Name 


OJ991012 08. 0110. CI 


. oS.tm 


Method 


TBLASTX: Maize 




Start 


24690 




End 


25270 




GI 


none 




Score 


112 




Exons 


24690. .24848, 24698, 


. .24916, 


24698. .24£ 


189, 25181. .25270 




Seq. No. 


2879 




Seq. ID 


OJ991012_08.0110 


-CI 


belle LnO . 


DU / j 




Strand 






Start - 


26125 




End 


-30498 




Name 


OJ991012 08. 0110. CI, 


,o7.gs 


Method 


GENSCAN 




Start 


26125 




End 


27186 




GI 


none 




Score 


. 94 




Exons 


26125. .26156, 27045, 


. .27186 








Seq. No. 


2880 




Seq. ID 


OJ991012_08.0110 


.C3 


Gene No. 


6080 




Strand 


+ 




Start 


2362 




End 


2416 




Name 


OJ991012 08. 0110. C3. 


.ol.gp 


Method 


AAT/GAP 




Start 


2362 




End 


2416 





2986 



GI LIB3431-030-P1-N1-G8 Score 85 

Exons 2362.. 2416 

GI Descrip. ' 5670155/gb| AF161269. 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2880 Seq. ID 

6081 Strand 
3893 End 
OJ991012_08 . 0110 . C3 . o2 . gp Method 
3893 End 
101153_1.R1084 Score 
3893.. 4082, 4399.. 4627 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ991012_08.0110.C3 
+ 

4627 
AAT/GAP 
4627 
576 



2880 Seq. ID 

6082 Strand 
4645 End 
OJ991012_08. 0110.C3.o3.gp Method 
4 645 End 
2428185 Score 
4645. .5074 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ991012_08.0110.C3 
+ 

5074 
AAT/GAP 
5074 
801 



ru 



ru 



Seq. No. 


2880 




Seq. ID 


OJ991012 


Gene No. 


6083 




Strand 


+ 


Start 


11426 




End 


12896 


Name 


OJ991012 08. 0110. C3 


.o3.gs 


Method 


GENSCAN 


Start 


11426 




End 


12896 


GI 


none 




Score 


.48 


Exons 


11426. .11468, 12577 


. .12896 






Seq. No. 


2880 




Seq. ID 


OJ991012 


Gene No. 


6084 




Strand 




Start 


475 




End 


928 


Name 


OJ991012 08. 0110. C3 


. ol.gs 


Method 


GENSCAN 


Start 


475 




End 


928 


GI 


none 




Score 


.45 


Exons 


475. .569, 738. .928 









08. 0110. C3 



Seq. No. 


2880 








Seq. ID 


OJ991012 


_08.0110.C3 


Gene No. 


6085 








Strand 






Start 


1604 








End 


10177 




Name 


OJ991012 08. 


.0110, 


•C3.o2.gs 


Method 


GENSCAN 




Start 


1604 








End 


10177 




GI 


none 








Score 


.57 




Exons 


■ 1604. 


.1873, 


2443. 


..2559, 3641. 


.3738, 3869. .4113, 


5321. .5396, 




5994. 


.6135, 


6221, 


..6541, 6930. 


.7176, 7289.. 7405, 


8001. .8127, 




8181. 


.8771, 


9097. 


. .10177 








Seq. No. 


2880 








Seq. ID 


OJ991012_ 


_08.0110.C3 


Gene No. 


6085 








Strand 






Start 


1604 








End 


10177 




Name 


OJ991012 08. 


.0110, 


,C3.o2.np 


.Method 


AAT/NAP 




Start 


3675 








End 


10066 




GI 


5441880 






Score 


1687 





2987 



Exons 3675.. 3701, 7252.. 7391, 7994.. 8319, 8578.. 8609, 9055.. 10066 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



m 
u 

ry 



LJ 



Seq. No. 


2880 


Seq. ID 


OJ991012_08.0110.C3 


Gene No. 


6085 


Strand 


- 


Start- 


1604 


End 


10177 


Name 


OJ991012 08.0110.C3.ol.np 


Method 


AAT/NAP 


Start 


3863 


End 


5320 


GI 


5852180 


Score 


326 


Exons 


3863.. 4232, 5243.. 5320 






bi uescrip. 




sat i va ] 




Seq. No. 


2880 


Seq. ID 


OJ991012_08.0110.C3 


Gene No. 


6085 


Strand 


- 


Start 


1604 


End 


10177 


Name 


OJ991012 08.0110.C3.o4.gp 


Method 


AAT/GAP 


Start 


5602 


End 


5858 


GI 


61605_3.R1084 


Score 


"448 


Exons 


D uUZ . • jOOo 






GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321; 


) peroxidase [Arabidopsis 




thaliana] 1 






Seq. No.. 


2880 


Seq. ID 


OJ991012_08.0110.C3 


Gene No. 


6086 


Strand 


- 


Start 


15827 


End 


17670 


Name 


OJ991012 08.0110.C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


737 


End 


949 


fT 


none 


Score 


132 


Exons 


737. .949, 791. .916 






Seq. No. 


2880 


Seq. ID 


OJ991012_08.0110.C3 


Gene No. 


6086 


Strand 




Start 


15827 


End 


17670 


Name 


OJ991012 08.0110.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8827 


End 


9205 


PT 


none 


Score 


57 


Exons 


8827. .8886, 8851. .8979, 8864 


..9001, 8934. .9002, 9026. .9202, 




9051.. 9203, 9056.. 9205 






Seq. No. 


2880 


Seq. ID 


OJ991012_08.0110.C3 


Gene No. 


6086 


Strand 




Start 


15827 


End 


17670 


Name 


OJ991012 08.0110.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


8903 


End 


9499 


GI 


none 


Score 


216 


Exons 


8903.. 8974, 9021.. 9494, 9032 


. .9499 




Seq. No. 


2880 


Seq. ID 


OJ991012_08.0110.C3 


Gene No. 


6086 


Strand 




Start 


15827 


End 


17670 


Name 


OJ991012 08.0110.C3.o4.gs 


Method 


GEN SCAN 


Start 


15827 


End 


17670 


GI 


none 


Score 


.69 


Exons 


15827. .16006, 16132 .. 16306, 


16522. .16550, 16718 .. 16781, 




17375. .17471, 17559.. 17670 







2988 



oeq. wo. 




oeq . iu 


\JUyj±\JJ-£ UO.UJ.iU 




Gene No. 


6087 


Strand 






Start 


115 


End 


190 




Name 


OJ991012 08.0110.C4.ol.gs 


Method 


GENSCAN 




Start 


115 


End 


190 




GI 


none 


Score 


1 




Exons 


115. .190 








Seq. No. 


2882 


Seq. ID 


OJ991012_08.0110 


• C5 


UCilC LNVJ . 


6088 


Strand 






Start 


1978 


End 


5345 




Name 


OJ991012 08.0110.C5.o2.np 


Method 


AAT/NAP 




Start 


1978 


End 


5345 




GI 


6006372 


Score 


141 




Exons 


1978. .2042, 5101. .5345 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


2882 


Seq. ID 


OJ991012_08.0110 


.C5 


L»ene no . 


6089 


Strand 


i 




Start 


9166 


,End 


12558 




Name * 


OJ991012 08.0110.C5.o3.gs 


Method 


GENSCAN 




Start 


9166 


End 


12558 




GI 


none 


Score 


.6 




Exons 


9166. .9916, 10430. .10463, .11309 .. 11571, 


11773. .11901, 






12500. .12558 








oeq. iNo . 


2882 


Seq. ID 


OJ991012_08.0110 




Gene No. 


6089 


Strand 


+ 




Start 


9166 


End 


12558 




Name 


OJ991012 08.0110.C5.ol.gp 


Method 


AAT/GAP 




Start 


11121 


End 


12544 




GI 


4879074 


Score 


1110 




Exons 


11121. .11233, 11335. .11571, 


11665. .11901, 12515.. 12544 




Seq. No. 


2882 


Seq. ID 


OJ991012_08.0110 


.C5 




6090 


Strand 






Start - 


1 


End 


3668 




Name 


OJ991012 08.0110.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3668 




GI 


2642157 


Score 


1405 




Exons 


1..42, 492. .651, 1280. .1390, 1737. .2001 


2092.. 2241, 2961. 


GI Descrip. 


(AC003000) unknown protein 


[Arabidopsis thaliana] 




oeq. in o • 


2882 


Seq. ID 


OJ991012_08.0110 


.C5 


Gene No. 


6090 


Strand 






Start 


1 


End 


3668 




Name 


OJ991012 08.0110.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


659 




GI 


none 


Score 


65 




Exons 


1..42, 3. .41, 470. .652, 475 


..654, 483.. 


659, 521.. 655 




Seq. No. 


2882 


Seq. ID 


OJ991012J38.0110 


.C5 


Gene No. 


6090 


Strand 






Start 


1 


End 


3668 




Name 


OJ991012 08.0110.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


470 


End 


659 





2989 



GI 

Exons 



none 

470.. 652, 540.. 659 



Score 



109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2882 
6090 
1 

OJ991012_08.0110.C5.o4.ts 

483 

none 



Seq. ID OJ991012_08.0110.C5 
Strand 

End 3668 

Method TBLASTX : Soybean 

End 1383 

Score 45 



483. .512, 484. .522, 485. .652, 545. .649, 546. .659, 576.-668, 
1251. .1382, 1275. .1382, 1276. .1383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2882 
6090 
1 

OJ991012_08 . 0110 . C5 . ol . tc 

1275 

none 



Seq. ID OJ991012_08.0110.C5 
Strand 

End 3668 

Method TBLASTX : Cress 

End 3131 

Score 70 



1275. .1400, 1276. .1482, 1735. .1815, 1798. .2001, 1832. .2002, 
2092. .2244, 2120. .2233, 2958. .3023, 2965. .3024, 3043. .3126, 
3045. .3131 



t: i s 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2882 
6090 
1 

OJ991012_08 . 01 10 . C5 . ol . tm 

1275 

none 



Seq. ID OJ991012_08.0110.C5 
Strand 

End 3668 

Method TBLASTX : Mai ze 

End 3135 

Score 170 



1275. .1400, 1735. .2010, 1736. .2005, 2092. .2244, 2120. .2242, 
2958. .3026, 2959. .3027, 3043. .3135, 3045. .3131 



2882 
6090 
1 

OJ991012_08 . 0110 . C5 . ol . ts 

1723 

none 



Seq. ID OJ991012_08.0110.C5 
Strand 

End 3668 

Method TBLASTX : Soybean 

End 3029 

Score 186 



1723. .2004, 1736. .2011, 2092. .2244, 2123. .2230, 2958. .3029 



2882 
6090 
1 

OJ991012_08.0110.C5.ol.tw 

1780 

none 



Seq. ID OJ991012_08.0110.C5 
Strand 

End 3668 

Method TBLASTX : Wheat 

End 2190 

Score 113 



1780. .1974, 1796. .1978, 2089. .2190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2882 
6091 
9751 

OJ991012_08.0110.C5.o3.ts 

9751 

none 



Seq. ID OJ991012_08.011O.C5 
Strand 

End 11199 

Method TBLASTX: Soybean 

End 11199 

Score 110 



9751. .9846, 9765. .9845, 107 63 10873, 107 64 .. 10838 , 
10925. .11023, 10926. .11009, 11092 .. 11199, 11106. .11198 



Seq. No. 



2882 



Seq. ID OJ991012_08.011O.C5 



2990 




Gene No. 


6091 




Strand 






Start 


9751 




End 


11199 




Name 




. Oc. . cm 


Method 


TBLASTX: Maize 




Start 


10770 




End 


11157 




GI 


none 




Score 


125 




Exons 


10770. .10841, 10772 


. .10843, 


10773. .10841, 10778. .10843, 






10923. .11009, 10923 


. .11015, 


10924. .11016, 10925. .11023, 






11087. .11152, 11092 


. .11157, 


11102. .11152, 11106.. 11156 




Seq. No. 


2882 




Seq. ID 


OJ991012_08.0110 


.C5 


Gene No . 


ouyz 




Strand 






Start 


11387 




End 


12603 




Name 


OJ991012 08. 0110. C5 


. o5. tm 


Method 


TBLASTX : Maize 




Start 


11387 




End 


11692 




GI 


none 




Score 


270 




Exons 


11387. .11569, 11388 


. .11570, 


11648. .11692 




Seq. No. 


2882 




Seq. ID 


OJ991012_08.0110 


.C5 


Gene No. 


6092 




Strand 






Start 


11387 




End 


12603 




Name 


ujyyiui^ uo . unu .to 


. oz . ts 


Method 


TBLASTX : Soybean 




Start 


11388 




End 


12603 




GI 


none 




Score 


189 




Exons 


11388. .11570, 11389 


. .11493, 


11393. .11569, 11431. .11574, 






11539. .11574, 11663 


. .11779, 


11676. .117E 


!9, 11721. .11804, 






11805. .11930, 11807 


. .11929, 


12514.. 12603 




Seq. No. 


2882 




Seq. ID 


OJ991012_08.0110 


.C5 


Gene No . 






Strand 






Start 


11387 




End 


12603 




Name 


OJ991012 08. 0110. C5 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


11720 




End 


12603 




GI 


none 




Score 


281 




Exons 


11720. .11899,- 11721 


. .11930, 


12499. .12603, 12513.. 12557 




Seq. No. 


2883 




Seq. ID 


OJ991012_08.0110 


.C6 


Gene No. 


6093 




Strand 








1 




End 


250 




Name 


OJ991012 08. 0110. C6 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


250 




GI 


2642157 




Score 


66 




Exons 


1..99, 221. .250 










GI Descrip. 


(AC003000) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


2884 




Seq. ID 


OJ991012_08.0110 


.C8 


Gene No . 


6094 




Strand 


+ 




Start 


4120 




End 


4884 




Name 


OJ991012 08. 0110. C8 


. o2.gs 


Method 


GEN SCAN 




Start 


4120 




End 


4884 




GI 


none 




Score 


.85 




Exons 


4120. .4884 










Seq. No. 


2884 




Seq. ID 


OJ991012_08.0110 


.C8 


Gene No. 


6095 




Strand 


+ 




Start 


5556 




End 


8574 




Name 


OJ991012 08. 0110. C8 


. o3 . gs 


Method 


GEN SCAN 




Start 


5556 




End 


8574 





2991 



GI 


none 


Score 


.6 


Exons 


5556.. 5753, 5817.. 5916, 6755. 


.6790, 7020.. 7157, 7359.-7567, 




7677.. 7738, 7934.. 8013, 8333. 


.8574 




Seq. No. 


2884 


Seq. ID 


OJ991012_08.0110.C8 


Gene No. 


6096 


Strand 


+ 


Start 


9324 


End 


11220 


Name 


OJ991012 08 0110 C8 o2 cm 


Method 


AAT/GAP 


Start 


9308 


End 


11220 


GI 


19519 1.R1084 


Score 


2153 


Exons 


9308.. 9434, 9922.-9984, 10075 


. .10314, 


10390.. 11220 


GI Descrip. 


'4103324 1.0e-166 (AF022716) - 


GDP-mannose pyrophosphorylase 




[Solanum tuberosum] ' 






Seq. No. 


2884 


Seq. ID 


OJ991012_08.0110.C8 


Gene No. 


6096 


Strand 


+ 


Start 


9324 


End 


11220 


Name 


OJ991012 08.0110.C8.ol.np 


Method 


AAT/NAP 


Start 


9324 


End 


11058 


GI 


4103324 


-Score 


1567 


Exons 


9324.. 9434, 9922.. 9984, 10075 


. .10314, 


10390. .11058 


GI Descrip. 


(AF022716) GDP-mannose pyrophosphorylase [Solanum tuberosum] 


Seq. No. 


2884 


Seq. ID 


OJ991012_08.0110.C8 


uCllC VtKJ . 


6096 


Strand 


+ 


Start 


9324 


End 


11220 


Name 


OJ991012 08.0110.C8.o4.gs 


Method 


GENSCAN 


Start 


9324 


End 


11061 


GI 


none 


Score 


.99 


Exons 


9324.. 9434, 9922.. 9984, 10075 


. .10314, 


10390. .11061 


Seq. No. 


2884 


Seq. ID 


OJ991012_08.0110.C8 


Gene No. 


6097 


Strand 


+ 


Start 


17040 


End 


19591 


Name 


OJ991012 08.0110.C8.o3.np 


Method 


AAT/NAP 


Start 


17040 


End 


19591 


GI 


4895205 


Score 


923 


Exons 


17040. .17159, 17286.^.17336, 17826 17 902, 18021 .. 18108 , 




•18761. .19036, 19147. .19591 






GI Descrip. 


(AC007661) putative alcohol dehydrogenase [Arabidopsis thali. 


Seq. No. 


2884 


Seq. ID 


OJ991012_08.0110.C8 


Gene No. 


6098 


Strand 




Start 


1 


End 


3711 


Name 


OJ991012 08.0110.C8.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1315 


GI 


uC-osflcyp021g03bl . 


Score 


588 


Exons 


1..56, 542. .606, 680. .758, 939. .1013, 


1251. .1315 


GI Descrip. 


, 2239179/emb|CAB10099.1 | 2.0e- 


-24 (Z97208) hypothetical prote 




[Schizosaccharomyces pombe] 1 






Seq. No. 


2884 


Seq. ID 


OJ991012_08.0110.C8 


Gene No. 


6098 


Strand 




Start 


1 


End 


3711 


Name 


OJ991012 08.0110.C8.ol.gs 


Method 


GENSCAN 


Start 


675 


End 


3711 


GI 


none 


Score 


.73 



2992 



Exons 



675. .758, 939. .1013, 1251.'. 1466, 1531. .1754, 2178. .2391, 
3178. .3711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2884 Seq. ID 

6099 Strand 

12548 End 

OJ991012_08 . 0110 .C8 . o2 . tw Method 

1 End 

none Score 



OJ991012_08.0110.C8 
15348 

TBLASTX: Wheat 

1402 

71 

.622, 672.. 758, 681.. 758, 



1..69, 3. .44, 531. .602, 531. .605, 536. 
682. .759, 683. .766, 936. .1016, 936. .1016, 938. .1036, 1248. .1400, 
1248. .1397, 1249. .1401, 1250. .1402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2884 Seq. ID 

6099 Strand 

12548 End 

OJ991012_08.0110.C8.o4 .tm Method 

572 End 

none Score 



OJ991012_08.0110.C8 
15348 

TBLASTX: Maize 

3415 

54 



572. .607, 575. .622, 681. .758, 681. .758, 682. .759, 936. .1016, 
936. .1016, 938. .1018, 1247. .1420, 1248. .1418, 1249. .1560, 
1468. .1527, 1472. .1582, 1548. .1649, 1577. .1669, 1585. .1644, 
1752, 1637. .1759, 2169. .2222, 2189. .2224, 
2323, 2295. .2402, 2314. .2400, 3178. .3216, 
3279, 3334. .3369, 3334. .3369, 3373. .3414, 



1635. .1754, 1636 

2212.. 2247, 2270 

3205.. 3288, 3217 
3380. .3415 



2884 
6099 
12548 

OJ991012_08.0110.C8.o4.ts 

1222 

none 



Seq. ID OJ991012_08.0110.C8 



Strand 
End 

Method 

End 

Score 



15348 

TBLASTX : Soybean 

1419 

74 



1222. .1305, 1239. .1418, 1249. .1419, 1345. .1419 



2884 
6099 
12548 

OJ991012_08.0110.C8.ol.tm 

9205 

none 



Seq. ID OJ991012_08.0110.C8 
Strand 

End 15348 

Method TBLASTX : Maize 

End 10767 

Score 217 



9205.. 9429, 9297. .9437, 9320. .9430, 9919. .9987, 9921. .9995, 
10074. .10316, 10074. .10319, 10075 .. 10320, 10368 107 66, 
10372. .10767 



Seq. No. 2884 

Gene No. 6099 

Start 12548 

Name OJ991012_08 . 0110 . C8 . ol . ts 

Start 9301 

GI none 

Exons 9301.. 9438, 9302.. 9433, 9320. 



OJ991012_08.0110.C8 
15348 

TBLASTX : Soybean 

10800 

85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.94 66, 9321. .9437, 9919. .9987, 



9921.. 9986, 9942.. 10001, 10074 1024 7 , 10074 10319, 
10075. .10320, 10341. .10799, 10388 .. 10528 , 10390.. 10800 



Seq. No. 
Gene No. 



2884 
6099 



Seq. ID 
Strand 



OJ991012 08. 0110. C8 



2993 



# 



• 



Start 


12548 




End 


15348 




Name 


OJ991012 08. 0110. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


9320 




End 


11062 




GI 


none 




Score 


193 




Exons 


9320. .9427, 9324. .9437, 9324. .9437, 9325. .9438, 9919. .9987 




9921..9986, 10074.. 


10250, 10074. .10319, 


10075. .10320, 






10374. .10955, 10383 


. .11060, 


10390. .11061, 10835.. 11062 




Seq. No. 


2884 




Seq. ID 


OJ991012_08.0110 


.C8 


Gene No. 


6099 




Strand 






Start 


12548 




End 


15348 




Name 


OJ991012 08. 0110. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10107 




End 


10410 




GI 


none 




Score 


73 




Exons 


10107. .10319, 10111 


. .10335, 


10112. .10315, 10114. .10320, 






10372. .10410 










Seq. No. 


2884 




Seq. ID 


OJ991012_08.0110 


.C8 


Gene No . 


6099 




Strand 






Start 


12548 




End 


15348 




Name 


OJ991012_08.0110.C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10767 




End 


11074 




GI 


none 




Score 


499 




Exons 


10767. .11060, 10768 


. .11061, 


10770; .11069, 10829.. 11074 




Seq. No. 


2884 




Seq. ID 


OJ991012_08.0110 


.C8 


Gene No . 


6099 




Strand 






Start 


12548 




End 


15348 




Name 


OJ991012 08. 0110. C8 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


10801 




End 


11066 




GI 


none 




Score 


406 




Exons 


10801. .11061, 10801 


. .10887, 


10802. .11059, 11007.. 11066 




Seq. No. 


2884 




Seq. ID 


OJ991012_08.0110 


.C8 


Gene No. 


6099 




Strand 






bt art 


12548 




End 


15348 




Name 


OJ991012 08. 0110. C8 


. o2 . np 


Method 


AAT/NAP 




Start 


12548 




End 


15348 




GI 


4432840 




Score 


296 




Exons 


12548. .12742, 13584 


. .13716, 


14838. .14978, 15275. .15348 




GI Descrip. 


(AC006283) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


. 2884 




Seq. ID 


OJ991012_08.0110 


• C8 


Gene No. 


6099 




Strand 






Start 


12548 




End 


15348 




Name 


OJ991012 08. 0110. C8 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


12551 




End 


14974 




GI 


none 




Score 


63 




Exons 


12551. .12721, 12552 


. .12722, 


12660. .12743, 12662 .. 12742, 






13498. .13722, 13581 


. .13721, 


14838. .14954, 14840. .14974 




Seq. No. 


2884 




Seq. ID - 


OJ991012_08.0110 


.C8 


Gene No. 


6099 




Strand 






Start 


12548 




End 


15348 




Name 


OJ991012 08. 0110. C8 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


12551 




End 


14968 




GI 


none 




Score 


136 





2994 



Exons 




• 



12551. .12721, 12662. .12742, 13579 .. 13722 , 13579 .. 13638, 
13581. .13721, 13613. .13723, 14838 14954 , 14840.. 14968 



Seq. No. 2884 Seq. ID 

Gene No. 6100 Strand 

Start 17042 End 

Name OJ991012_08 . 0110 . C8 . o3 . tc Method 

Start 17042 End 

GI none Score 

Exons 17042. .17113, 17043 .. 17162, 

17828. .17905, 18022.. 18063 



OJ991012_08.0110.C8 
19400 

TBLASTX: Cress 
18063 
156 

17280. .17339, 17826 .. 17903, 



Seq. No. 2884 
Gene No. 6100 
Start 17042 

Name OJ991012_08 . 0110 .C8 .o5 . tm 

Start 17042 
GI ..... none 
Exons 17042. 

17279. 

18020. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991012 08. 0110. C8 



.17116, 17043. .17159, 17058. 
.17368, 17823. .17903, 17828. 
.18103, 18025. .18111, 18030. 



19400 

TBLASTX: Maize 
18802 
188 

17159, 17271. .17339, 
17905, 17839. .17913, 
18107, 18761. .18802 



Seq. No. 2884 

r=* Gene No. 6100 

' = * Start • 17042 

: !f Name OJ991012_08 . 0110 . C8 .62 . ts 

;if] Start 17043 

\U GI none 

ri Exons 17043. 

;\1 17828. 

'"'t 18766. 



.17162, 17060. .17116, 
,17905, 18030. .18107, 
,19035, 19149. .19400, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17280. .17357, 
18031. .18111, 



OJ991012 08. 0110. C8 



19400 

TBLASTX : Soybean 
19400 
147 

17823. .17903, 
18761. .19036, 



19156. .19395 



Seq. No. 2884 

Gene No. 6100 

Start 17042 

Name OJ991012^08 . 0110 . C8 . o2 . tm 

Start 18820 

GI none 
Exons 



Seq. ID OJ991012 08. 0110. C8 



Strand 
End 

Method 

End 

Score 



19400 

TBLASTX: Maize 

19400 

361 



18820. .19032, 18821 .. 19036, 18825 .. 19037 , 18832 .. 19038, 
19151. .19369, 19152; .19400, 19156 .. 19395, 19158.. 19400 



OJ991012 08. 0110. C8 



Seq. No. 2884 Seq. ID 

Gene No. 6100 Strand 

Start 17042 End 

Name OJ991012_08 . 0110 . C8 .o2.tc Method 

Start 18896 End 

GI none Score 

Exons 18896. .19036, 18898 .. 19035, 19152 .. 19382 , 19156 .. 19395, 
19192.. 19389 



19400 

TBLASTX: Cress 

19395 

171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2885 
6101 
1974 

OJ991012_08.0110.C9.ol.gs 

1974 ' 

none 



Seq. ID OJ991012_08.0110.C9 

Strand + 

End 334 7 

Method GENSCAN 

End 3347 

Score . 65 



1974.. 1984, 2852.. 3007, 3209.. 3347 



2995 



# 



Seq. No. 2885 . Seq. ID 

Gene No. 6102 Strand 

Start 4705 End 

Name OJ991012_08 . 0110 . C9 . ol . gp Method 

Start 4440 End 

GI LIB3431-036-P1-K1-G6 Score 

Exons 4440.. 4815, 4927.. 4992 

GI Descrip. • 4895205/gb | AAD32792 . 1 | AC007661_29 4.0e-21 (AC007661) putative 
alcohol dehydrogenase [Arabidopsis thaliana] 1 



OJ991012_08.0110.C9 
+ 

8101 
AAT/GAP 
4992 
794 



. =5 



ru 



□ 

VI 

M 

s ~ 

.: =a 

U 
Q 



Seq. No. 


2885 






Seq. ID 


OJ991012_ 


_08.0110.C9 


Gene No. 


6102 






Strand 


+ 




Start 


4705 






End 


8101 




Name 


OJ991012 08.0110 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


4696 






End 


8098 




GI 


4895205 






Score 


1010 




Exons 


4696.. 4815, 4927 


. .4977, 


5764 


..5840, 5959.. 6046, 


6570. .6845, 




6965.. 7310, 8013 


. .8098 










GI Descrip. 


(AC007661) putative alcohol 


dehydrogenase [Arabidopsis thaliana] 


Seq. No. 


2885 






Seq. ID 


OJ991012 


_08.0110.C9 


Gene No. 


6102 






Strand 


+ 




Start 


4705 






End 


8101 




Name 


OJ991012 08.0110 


.C9.o2. 


gs 


Method 


GENSCAN 




Start 


4705 






End 


8101 




GI 


none 






Score 


.92 




Exons 


4705.. 4815, 4927 


. .4977, 


5764 


..5840, 5959. .6046, 


6570. .6845, 




6965.. 7213, 8018 


. .8101 










Seq. No. 


2885 






Seq. ID 


OJ991012 


_08.0110.C9 


Gene No. 


6102 






Strand 


+ 




Start 


4705 






End 


8101 




Name 


OJ991012 08.0110 


.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


5849 






End 


7037 




GI 


57518 1.R1084 






Score 


1034 




Exons 


5849.. 6046, 6570 


. .6845, 


6965 


. .7037 







GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



'3236259 8.0e-53 .(AC004684) putative alcohol dehydrogenase 
[Arabidopsis thaliana] >gi_4895207_gb_AAD32794 . 1_AC007661_31 
(AC007661) putative alcohol dehydrogenase [Arabidopsis 
thaliana] ' 



2885 
6103 
8953 

OJ991012_08.0110.C9.ol.tm 

773 

none 



Seq. ID OJ991012_08.0110.C9 
Strand 

End 9158 

Method TBLASTX: Maize 

End 8139 

Score 128 



773..8S9, 773.-859, 6629. .6841, 6630. .6845, 6634. .6885, 
6788. .6856, 6965. .7213, 6967. .7218, 6970. .7218, 7985. .8101, 
8015. .8134, 8016. .8102, 8020. .8139 



Seq. No. 2885 

Gene No. 6103 

Start 8953 

Name OJ991012_08 . 0110 .C9 . ol . tc 

Start 812 



Seq. ID OJ991012_08.0110.C9 
Strand 

End 9158 

Method TBLASTX : Cress 

End 7213 



2996 



# 



GI 

Exons 



none Score 68 

812. .859, 6705.. 6845, 6707.. 6844, 6968.. 7213, 6970.. 7101, 
7010. .7207 



Seq. No. 2885 Seq. ID 

Gene No. 6103 Strand 

Start 8953 End 

Name OJ991012_08 . 0110 .C9 .o2 . tc Method 

Start 4 698 End 

GI none Score 

Exons 4698..4778, 4699. . 4830/ 4921. . 4980, 5764. .5841, 5766.-5843, 
5960. .6001 



OJ991012_08.0110.C9 
9158 

TBLASTX: Cress 

6001 

163 



Seq. No. 2885 

Gene No. - 6103 
Start 8953 

Name OJ991012_08 . 0110 -C9 .o2 . tm 

Start 4698 
GI none 

Exons 4698.-4778, 4699.. 4830, 4921. 

5766.-5849, 5958. .6041, 5958. 



Seq. ID OJ991012_08.0110.C9 
Strand 

End 9158 
Method TBLASTX : Maize 
End 6605- 
Score 195 

.4980, 5761. .5841, 5761. .5844, 
.6041, 5963.. 6049, 6570.. 6605 



Seq. No. 

P=l Gene No. 

"J Start 

":z Name 

! = n Start 

M GI 

i'l Exons 

•1=7 

; . e 

■J 
ru 

;? Seq. No. 
rl Gene No. 
Start 
Name 
Start 
GI 

Exons 



2885 
6103 
8953 

OJ991012_08.0110.C9.ol.ts 
4699 
none 
4699 
5954 
6651 
7015 



.4830, 4710. .4778, 4921. 

.6046, 5960.. 6049, 6570. 

.6845, 6967.. 6987, 6968. 
.7218 



2885 
6103 
8953 

OJ991012_08.0110.C9.o3.gs 

8953 

none 

8953. .9158 



Seq. ID OJ991012_08.0110.C9 
Strand 

End 9158 

Method TBLASTX : Soybean 

End 7218 

Score 138 

.4980, 5761.. 5841, 5766.. 5843, 
.6845, 6575.. 6844, 6637.. 6846, 
.6994, 6995.. 7213, 7001.. 7213, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_08.0110.C9 

9158 
GENSCAN 
9158 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 



2886 
6104 
321 

OJ991012 

321 

none 

321. .509 



08.0110.C10.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991012_08. 0110. C10 
509 

GENSCAN 

509 

.99 



Seq. No. 2887 Seq. ID 

Gene No. 6105 Strand 

Start 299 End 

Name OJ991112_03 - 0119 . CI . ol . np Method 

Start 299 End 

GI 5922636 Score 

Exons 299.. 756 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 



OJ991112_03.0119.C1 
756 

AAT/NAP 

756 

84 



2997 



• 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] giT6016869IcibjlBAA85212.il (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 2888 

Gene No. 6106 

Start 1506 

Name OJ991112_03.0119.C2.ol.gs 

Start 1506 

GI none 

Exons 1506.. 1561, 
3276. .3332, 



1596.. 1813, 2533. 
3911.. 4045, 4085. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2653, 2822 
.4181, 4281 



OJ991112_03.0119.C2 
+ 

4737 
GENSCAN 
4737 
.49 

3022, 3186.. 3267, 
4737 



rn 



Seq. No. 2888 Seq. ID OJ991112_03 . 0119 . C2 

Gene No. 6107 Strand 

Start 1 End 2088 

Name OJ991112JD3.0119.C2.ol.np Method AAT/NAP 

Start 1 ' End 2088 

GI 6721562 Score 503 

Exons 1..244, 1334.. 2088 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi 16815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



i y 


Seq. No. 


2889 


Seq. ID 


OJ991112 




Gene No. 


6108 


Strand 


+ 


: , i 


Start 


4876 


End 


9670 




Name 


OJ991112 03.0119.C3.o2. 


gs Method 


GENSCAN 




Start 


4876 


End 


9031 


\" '• E 


GI 


none 


Score 


.54 




Exons 


4876. .5004, 5264. .5410, 


7127. .7187, 8544. .8603, 




Seq. No. 


2889 


Seq. ID 


OJ991112 


i a - 


Gene No. 


6108 


Strand 


+ 




Start 


4876 


End 


9670 




Name 


OJ991112 03.0119.C3.ol. 


np Method 


AAT/NAP 




Start 


6348 


End 


9670 


C3 


GI 


6721512 


Score 


75 




Exons 


6348.. 6376, 8138.. 8386, 


9538. .9670 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


2889 


Seq. ID 


OJ991112 




Gene No. 


6109 


Strand 


+ 




Start 


9841 


End 


9930 




Name 


OJ991112 03.0119.C3.o3. 


np Method 


AAT/NAP 




Start 


9841 


End 


9930 




GI 


4680183 


Score 


120 




Exons 


9841. .9930 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 




Seq. No. 


2889 


Seq. ID 


OJ991112 




Gene No. 


6110 


Strand 






Start 


10348 


End 


17074 




Name 


OJ991112 03.0il9.C3.o4. 


np Method. 


AAT/NAP 



indica] 



2998 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10348 End 13168 

6815109 Score 147 

10348. .11325, 11370. .11573, 13091.. 13168 
(AP001081) hypothetical protein [Oryza sativa] 



2889 
6110 
10348 

OJ991112_03.0119.C3.o4.gs 
11890 
none 

11890.. 12207, 12337.. 12897, 12927 13028, 13317 
13605. .14207 



Seq. ID OJ991112_03.0119.C3 
Strand + 

17074 
GENSCAN 
14207 
.66 



End 

Method 
.End 
Score 



13508, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
^ Start 

^ Name 
i,j Start 
1=3 GI 

Exons 
^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2889 Seq. ID 

6110 Strand 

10348 End 

OJ 99111 2_0 3. 0119. C3.o5.np Method 

12158 End 

4206306 Score 
12158. .14400, 17021. .17074 
(AF049110) prpol [Zea mays] 



OJ991112_03.0119.C3 
+ 

17074 
AAT/NAP 
17074 
1511 



2889 
6110 
10348 

OJ991112_03. 0.119. C3.o6.np 
14449 
6630699 
14449. .14470, 15675. .15793 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991112_ 
+ 

17074 
AAT/NAP 
15793 
89 



03. 0119. C3 



OJ991112_03.0119.C3 
+ 

18961 
AAT/NAP 
18961 
80 



2889 Seq. ID 

6111 Strand 
17617 End 
OJ991112_03.0119.C3.o8.np Method 
17617 End 
6630699 Score 
17617. .17675, 18878. .18961 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 

2889 Seq. ID OJ991112_03 . 0119 . C3 

6112 Strand 

7747 End 9808 

OJ991112_03 . 0119 . C3 . o2 . np Method AAT/NAP 

7747 End 9808 

6721561 Score 138 

7747. .7768, 9719. .9808 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj | BAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene..; hypothetical 
protein [Oryza sativa] 



2999 



# 



* i 

: ^ 

;:fi 

ry 



h3 



:. : 

Li 

□ 



Seq. No. 


2oo9 




Seq. ID 


OJ991112_03.0119, 


, Co 


Gene No. 


6113 




Strand 






Start 


10381 




End 


11264 




Name 


OJ991112 03. 0119. C3. 


o3 . gs 


Method 


GEN SCAN 




Start 


10381 




End 


11264 




GI 


none 




Score 


.89 




Exons 


10381. .10679, 10725. 


.10816, 


10909. . 11264 




Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119, 


. C3 


Gene No. 


6114 




Strand 






Start 


14313 




End 


19873 




Name 


OJ991112 03. 0119. C3. 


o5 . gs 


Method 


GENSCAN 




Start 


14313 




End 


16124 




GI 


none 




Score 


.73 




Exons 


14313. .14479, 15055. 


.15144, 


16064. .16124 




Seq. No. 


2889 




Seq. ID 


OJ991112_03.0119, 


■ C3 


Gene No. 


6114 




Strand 






Start 


14313 




End 


19873 




Name 


OJ991112 03. 0119. C3. 


o7 .np 


Method 


AAT/NAP 




Start 


15933 




End 


18822 




GI 


5922620 




Score 


269 




Exons 


15933. .16106, 16620. 


.16783, 


17416. .17634, 18225 .. 18304 , 






18672. .18822 










GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


2889 


Seq. ID 


OJ991112_03.0119 


.C3 


Gene No. 


6114 


Strand 






Start 


14313 


End 


19873 




Name 


OJ991112 03.0119.C3.o6.gs 


Method 


GENSCAN 




Start 


18554 


End 


19873 




GI 


none 


Score 


.63 




Exons 


18554. .18742, 18872 .. 18955, 


19598. .19798, 19850.. 19873 




Seq. No. 


2889 


Seq. ID 


OJ991112_03.0119 


-C3 


Gene No. 


6115 


Strand 






Start 


21279 


End , 


27637 




Name 


OJ991112 03.0119..C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5303 


End 


13325 




GI 


none 


Score 


310 




Exons 


5303.. 5371, 12972. .13325, 12998.. 13324 


, 13032.. 13325 




Seq. No. 


2889 


Seq. ID 


OJ991112_03.0119 


.C3 


Gene No. 


6115 


Strand 






Start 


21279 


End 


27637 




Name 


OJ991112 03.0119.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


12415 


End 


12768 




GI 


none 


Score 


70 




Exons 


12415. .12540, 1254 6. .12767, 


12592. .12768 




Seq. No. 


2889 


Seq. ID 


OJ991112_03.0119 


.C3 


Gene No. 


6115 *' 


Strand 







3000 



